


Gene No. 


78770 








Strand 








Start 










hna 


i 1 a "7 a ' '.- ' 
114/0 






Name 




c\ 0 r\ a 

UzU4 


. CzU . 04 


. tm 


Method 


I BLAb IX : Maize 






Start 


C A 1 C 

54/6 








End 


c n n -7 
5 91/ 






GI 


none 








Score 


0 C Q 

00 y 






Exons 


{LAIC CTIO 

54 / o . . 5 / lz, 


J4 / / 


CQ1 1 

. . oy 1 / 












Seq. No. 


38289 








Seq. ID 


OJ990409_09.0204 


.C20 




Gene No. 


78770 








Strand 








Start 


fl O £ O 
y 0 OJ 








hnd 


1 1 / T/" 
114/0 






Name 


r\ tnnri /i An n. n 

ojyyu4uy uy. 


n 0 n a 
UZU4 


. CZU . Oj 


. ts 


Method 


1 bLAb i a : boyoean 






Start 


54 / / 








bna 


3 I OO 






GI 


none 








Score 


1 n c 

1 y 0 






Exons 


O 4 / / . . D / 33 
















Seq. No. 


ibzo y 








Seq. ID 


OJ990409_09.0204 


.C20 




Gene No. 


78770 








Strand 








Start 


9863 








End 


11476 






Name 


ojyyu4oy uy. 


n 0 n a 
UzU4 


. CZU . Ol 


. ts 


Method 


TBLASTX: Soybean 






Start 


c o o o 
5o Z O 








End 


6223 






GI 


none 








Score 


57 




-»-'■;■ 


_^ . Exons _ 


coon c n /~ n 

5,8 z &._._58 _6U,/^ 


c: 0 0 0 


c 0 ^ n 


tZ O f A 


c n 1 h a c 


3,6 6^ 5907,, _.59 7 2, fc ^6223.^. 




■ - • ; ~ : - 


_ , . 59,80... ...0 









- — -■■ - ■ 






fl 


Seq. No. 


38289 








Seq. ID 


OJ990409_09.0204 


. CzU 


i "j 


Gene No. 


78770 








Strand 








Start 


0. 0 c 0 
9o DO 








End 


11476 




flj 


Name 


OJ990409 09. 


n 0 n x 

0204 


. CzO . 06 


. tw 


Method 


TBLASTX: Wheat 




S3 


Start 


C O O /T 

5936 








End 


6238 






GI 


none 








Score 


55 




t J 


Exons 


5 yjo . . ozuo, 


C Q 0 *7 




oy / 0 . 


.6238, 5980.. 6225 






Seq. No. 


38289 








Seq. ID 


OJ990409_09.0204 


.C20 


s 


Gene No. 


78770 








Strand 






t ^ 


Start 


no /*o 

9o 63 








End 


11476 






Name 


ojyyo4oy uy. 


n 0 n yi 

UzU4 


. CzU . Ob 


. tm 


Method 


TBLASTX: Maize 




"*- 


Start 


5972 








End 


6304 




P - 


GI 


none - 








Score 


284 




as- 


Exons 


d y /z . . ooU4 














13 


Seq. No. 


38289 








Seq. ID 


OJ990409_09.0204 


.C20 


H . 


Gene No.. . 


■78770. . . 








Strand 








* Start 










End' 


11476 • 






Name 


■ OJ990409_09. 


0204 


0 0 n _ 0 

. CzU . oz 


. tw ' 


Method 


. TBLASTX: Wheat ■ 






Start ' 


6239 








; 'End 


6664 : ' : ^ ' ■ 






GI . 


' - none ■ ' ■ 


.... 






Score 


5 69/. • • ' 






Exons 


6zoy . .6664, 


OZ 4 1 


. . ODD / , 


a ore 
DO O D . 


.'6664 








Seq. No. 


- 38289 




. 


_ 


Seq. ID 


OJ990409_09.0204 


.C20 




Gene No. 


78770 








Strand 








OLdl L 










End 


11476 






Name 


OJ990409 09. 


0204 


.C20.O4 


.ts 


Method 


TBLASTX: Soybean 






Start 


6245 








End 


6493 






GI 


none 








Score 


192 






Exons 


6245. . 6493 
















Seq. No. 


38289 








Seq. ID 


OJ990409J39.0204 


.C20 



38001 



BEST AVAILABLE COPY 

\ ■ 





Gene No. 


78770 


Strand 








Start 


9863 


End 


11476 






Name 


OJ990409 09.0204.C20'.o2.tm 


Method - 


TBLASTX: Maize 






Start 


6310 


End 


6664 






GI 


none 


Score 


436 






Rxon 

1*J **. \J llu 


6310. .6495, 6317. .6664, 6362. .6649, 6514. .6657 






Qprr \jo 


38289 


Seq. ID 


OJ990409_09.0204 


con 




Gene No. 


78770 


Strand 








Start 


9863 


End 


11476 






Name 


OJ990409 09.0204.C20.o4.tw 


Method 


TBLASTX: Wheat 






Start 


6692 


End 


10458 






GI 


none 


Score 


73 






Pynn c; 


6692.. 6793, 6786.. 6905, 6794 


I..6901, 10119. . 10454, 10120 








10126. . 10458 










Spa No 


38289 


octj . ± U 


OJ990409_09.0204 






Gene No . 


78770 


C +- >» a n 

oli ana. 








Start 


9863 


EjI iU 


11476 






Name 


OJ990409 09.0204 .C20.o2.gp 


T\A \ 4- \~l 

ixietnoa. 


AAT/GAP 






Start 


98 fi^ 


End 


10120 








61605 3.R1084 


t _ j>core_-_ 


406 




~"' — " 


F 1 von c: 


„_a8.63... 10120 .. 








[3 


\J J. " O J L^J. 


, 1402920/emb|CAA66965| 2 . Oe- 


■20 (X98321; 


) peroxidase [Arabidopsis 


k _J 




thaliana] ' 








ff% 


Seq. No. 


38289 


Seq. ID 


OJ990409_09.0204 




VJ 


Gene No. 


78770 


Strand 








Start 


98 fi^ 

Z* O U ~J 


End 


11476 






Name 


OJ990409 09.0204.C20.o2.ts 


Method 


TBLASTX: Soybean 




iy 


Start 


10249 


End 


10506 




t. ^ 


GI 


none 


Score 


279 




Ff a 


tt. von s 


1024 9. .10506, 10251. .10505 










Seq. No. 


38289 


Seq. ID 


OJ990409JD9.0204 


.C20 




Gene No . 


78770 


Strand 








Start 


98 6^ 

zt o \} ~j 


End 


11476 






Name 


OJ990409 09.0204.C20.o3.tm 


Method 


TBLASTX: Maize 




s. J 


Start 


10305 


End 


10596 






GI 


none 


Score 


154 




C3 


P von s 


10305. .10577, 10305. . 10586, 


10306. .10596 






Seq. No. 


" 38289 " - 


Seq. ID 


OJ990409_09.0204', 


;c2p" 




Gene No. 


78770 - ■ ■ 


Strand 








Start ' " \ 


" 98 63" ' " ' 


; "End 


'li'4 7 6- • ' 






■ - IN CHILC 


' OJ990.409 .-09-r.0204-. C20 . ol . tw " 


" Method 


TBLASTX: Wheats:- - ' 




■ » 


u Lai L 


10465' 


End- . . 


11091 






GI 


none 


Score 


660 






F 1 von q ■ ■ 


10465. . 11091, 10467. . 10964, 


11031. .11090 






Seq. No. 


38289 


Seq. ID 


OJ990409_09.0204, 


,C20 




Gene No. 


78770 


Strand 








Start 


9863 


End 


11476 






Name 


OJ990409 09.0204.C20.ol.tm 


Method 


TBLASTX: Maize 






Start 


10644 


End 


11229 






GI 


none 


Score 


220 






Exons 


1064 4. .107 99, 1064 5 .. 1080 6, 


10804. .11229, 10806. .10964, 





38002 






10924. .11199, 11031. .11228 










Seq. No. 


38289 


Seq. ID 


OJ990409 


_09.0204 


.C20 


Gene No. 


78770 


Strand 








Start 


9863 


End 


11476 






Name 


OJ990409 09 . 0204 . C20 . o5 . tw 


Method 


TBLASTX : 


Wheat 




Start 


11091 ~~ 


End 


11424 






GI 


none 


Score 


360 






Exons 


11091.. 11 37 2, 110 92.. 11424, 


11257. .11373 






Seq. No. 


38289 


Seq. ID 


OJ990409 


_09.0204 


.C20 


Gene No. 


78770 


Strand 


— 






Start 


9863 


End 


11476 






Name 


OJ9904 09 09 . 0204 . C20 . o7 . tm 


Method 


TBLASTX : 


Ma i ze 




Start 


11233 ~ 


End 


11476 






GI 


none 


Score 


191 






Exons 


112 33.. 11445, 112 65.. 11 35 4, 


11447. .114 


76, 11447 


. . 11476 




Seq. No. 


38290 


Seq. ID 


OJ990409 


_09.0204 


.C21 


Gene No. 


78771 


Strand 


+ 






Start 


9508 


End 


9834 






Name 


OJ990409 09 0204 C21 o3- as 


...Method,., 


JSENSCAN_ 


™*"~ , ~" ~ 


— 


Start 


9508/" '.J.'. ! . ' ... .* 


\ . End . . 


983.4.. . ... 


... 




GI 


none 


Score 


.71 






FYAn Q 
J-J *V \-/ iiu 


9508 9834 










Seq. No. 


38290 


Seq. ID 


OJ990409 


JD9.0204 


.C21 


Gene No. 


78772 


Strand 


+ 






Start 


19895 


End 


24412 






Name 


OJ990409 09 0204 C21 o2 an 


Method 


AAT/GAP 






Start 


19853 ~~ 


End 


19937 






GI 


none 


Score 


119 






Exons 


19853. . 19937 










Seq. No. 


38290 


Seq. ID 


OJ990409 


_09.0204 


.C21 


Gene No. 


78772 ■ 


Strand 


+ 






Start 


19895 


End 


24412 






Name 


OJ990409 09 0204 -C21 o5 as 


Method 


GENSCAN * 






Start 


19895 ~ 


End 


24412 






GI 


none 


Score 


.4 






Exons 


19895.. 19937, 20298.. 20449, 


22551. .226 


11, 24321 


. .24412 




Seq No . 


38290 ■ - : • . - 


" Seq. ID 


OJ990409 




: C2 1 ~ 


Gene No. 


78773 , 


Strand 








Start"' "'" 


"' 2406 ' ' "■ ' • " ' " ' " 


'End' ' 


'9010 ' ' 






Name 


' OJ9.90409- 09 . 0204-.C21". o2 . gs ■ 


Method . 


GENSCAN . 






Start 


■ 24 06 ■ — ■ - ■ - • 


r .' End 


..'9010 






GI 


none 


Score 


.69 






F! von s 


2406 2998 3086 4624. 4672 


. .5117, 5184. .5618, 


5734. .5770, 




5854 6442 6524 6940. 8744 


. .8857, 8948. .9010 






Seq. No. 


38290 


Seq. ID 


OJ990409_ 


_09.0204 


.C21 


Gene No. 


78773 


Strand 








Start 


2406 


End 


9010 






Name 


OJ990409 09.0204.C21.ol.np 


Method 


AAT/NAP 






Start 


2427 


End 


8537 






GI 


4544372 


Score 


1036 







38003 




Exons 


2427. .3937, 


4050. .4399, 4460 


..5661, 8504. .8537 




GI Descripi 


(AC006920) 


putative retroelement pol polyprotein [Arabidopsis 




thaliana ] 










Seq. No. 


38290 




Seq. ID 


OJ990409_09.0204 


.C21 


Gene No. 


78774 




Strand 






Start 


12177 




End 


17619 




Name 


OJ990409 09 


0204 C21 o4 as 


Method 


GENSCAN 




Start 


12177 




End 


17598 




GI 


none 




Score 


. 63 




Exons 


12177 . . 1284 


8, 12912 . . 13073, 


13702. . 138 


36, 15574 . . 15701, 






15818 . . 1609 


4, 16103. .16940, 


17267. .175 


98 




Seq. No. 


38290 




Seq. ID 


OJ990409_09.0204 


.C21 


Gene No. 


78774 




Strand 






Start 


12177 




End 


17619 




Name 


OJ990409 09 


.0204.C21.o4.np 


Method 


AAT/NAP 




Start 


12587 




End 


17619 




GI 


6957728 




Score 


739 




Exons 


12587. .12624, 15734. .16800, 


16849. .16940, 17267. .17619 




GI Descrip. 


(AC021640) 


hypothetical protein [Arabidopsis thaliana] 




Seq.. No. ... 


' 38*290~~ " 


. .„ „. — 


, . Seq.. ID.. 


" baa 9 04 6Tj)9Zo2 6/ 


7c21 ~~ 


Gene No. 


78775 




Strand 






Start 


25154 




End 


27619 




Name 


OJ990409 09 


0204 C21 o3 ts 


Method 


TBLASTX : Soybean 




Start 


2416 




End 


2666 




GI 


none 




Score 


52 




Exons 


2416. .2457, 


2427.. 2666, 2494 


..2664, 2499. .2666 




Seq. No. 


38290 




Seq. ID 


OJ990409_09.0204 


. C21 


Gene No. 


78775 




Strand 






Start 


25154 




End 


27619 




Name 


OJ990409 09 


.0204.C21.o4.tw 


Method 


TBLASTX: Wheat 




Start 


2442 




End 


2849 




GI 


none 




Score 


70 




Exons 


2442. .2849, 


2476. .2619 








Seq. No. 


38290 




Seq. ID 


OJ990409_09v0204 


. C21 ' 


Gene No. 


78775 




Strand 






Start 


25154 




End 


27619 




Name 


. OJ990409 09 


.,020.4. C21.o6.ts ■ 


Method. . 


TBLASTX: Soybean 




Start" : " 


• 3111 - - ' 




" End' ' 


'338 9 ' v "" " : ' r *" 





GI 


none 




Score 


66 




Exons ' ' 


311ir:3389, 


3133. .332"4 " 








Seq. No. 


38290- 




Seq. ID* 


OJ990409J)9.0204 


. C21 


Gene No. 


78775 




Strand 






Start 


25154 




End 


27619 




Name 


OJ990409 09 


.0204 .C21.o5.tm 


Method 


TBLASTX: Maize 




Start 


3138 




End 


3470 




GI 


none • 




Score 


199 




Exons 


3138^ .3470 










Seq. No. 


38290 




Seq. ID 


OJ990409_09.0204 


.C21 


Gene No. 


78775 




Strand 






Start 


25154 




End 


27619 





38004 




Name 




0204 


■ V-/ <L. X . \J — > 


1"Ta7 








Start 


3723 ~ 








EnH 


4191 




GI 


none 










o o 




E vr>n s 


3723 3992 


4032 


. .4121 










Seq. No. 


38290 








Seq. ID 


OJ990409JD9.0204 


.C21 


Gene No. 


78775 








Strand 






Start 


25154 








End 


27619 




Name 


0.79904(19 HQ 


0?04 

\J c* \j *i 


r?i o9 




Method 


TBLASTX: Soybean 






37 Sfi _ 
J ' JU 








End 


4166 




GI 


none 








Score 


92 




Ex on 


3756 4007 


3841 


4008, 


4015 . 


.4164, 4029. .4166 




Seq. No. 


38290 








Seq. ID 


OJ990409_09.0204 


.C21 


Gene No. 


78775 








Strand 






Start 


25154 








End 


27619 




Name 


OJ990409 09 


0204 


C21 . ol 


. tm 


Method 


TBLASTX: Maize 




Start 


4 473 ~~ 








End 


4933 




GI 


none 








Score 


80 




J— 1 A 1 o 


4473 4595 


4 474 


.4590, 


4 58 9 


.4933, 4656. .4784, 4679. .4933 


Sejq^.Jio_._ 


382^0. 








_Seq..-_ JD„ 


_QJ990 4,0 9J3 9^0 2 PJ. 




Gene No.. 


7877~5 ... 





. - ~ 




.Strands 






Start 


25154 








End 


27619 




Lvalue 




o?04 

u ^. U *i 


0 1 od 


. Lo 


Method 


TBLASTX: Soybean 




Cf art* 


4 62R ~ 

T U ^. O 








End 


4858 




O J. 


ilUllC 








Score 


92 




E von s 


4628 4858 


4 656" 

*4 "J J \J 














38290 








Seq. ID 


OJ990409_09.0204 


.C21 


Gene No. 


78775 








Strand 






Start 


25154 








End 


27619 




Name 


OJ99040-9 09 


0204 . 


C21 . ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


4 802 ~~ 








End 


5206 




GI 


none 








Score 


228 




E von <3 


4802 5143 


4 802 




4 fl 4 S 


.5144, 50 


47. .5148, 5150. .5206, 




5160 5201 














Seq. No. 


38290 








Seq. ID 


OJ990409_09.0204 


.C21 


Gene No. 


78775 








Strand 






Start 


25154 








End 


27619 




Name 


OJ990409 09 


0204 . 


C21 . o3 


•f-m 


Method 


TBLASTX: Maize. . 




Start 


; • 4 93 4 ' ■ ~ ■ * 








End 


5152 ' ' ' 




GI .' 


none 








Score • 


216 




E von ^ ' ' 


' "A 9~3"4 ' 51 5 "2 '~' 


4 935. 


.514 4 ~ 










Seq." No*. 


38290" 








Seq. ID 


OJ990409_09.0204' 


.C21 


Gene No . 


78775 








Strand 






Start 


25154 








End • 


27619 - 




Name 


0.7990409 09 

WtJ Z) -J \J t Z* \J Z? . 


0904 


CO 1 off 


t- Q 
L o 


Method 


TBLASTX: Soybean 






5003 ~ 








End 


5368 




GI 


none 








Score 


65 




Exons 


5003. .5137, 


5150. 


.5368, 


5235. 


.5357 






Seq. No. 


38290 








Seq. ID 


OJ990409_09. 0204 


.C21 


Gene No. 


78775 








Strand 






Start 


25154 








End 


27619 





38005 




Name 


OJ990409 09.0204.C21 


r>7 t"9 


Mo t" h r^H 


TRT.A^TY • Qnuhpfln 

J. DunO ± A ■ JKjyU^aLL 




Start 


5777 






End 


6115 




GI 


none 






Score 


193 




Exons 


5777. . 


6115 










Seq. No. 


38290 






Seq. ID 


OJ990409_09.0204 


.C21 


Gene No. 


78775 






Strand 






Start 


25154 






End 


27619 




Name 


OJ990409 09.0204.C21 




Mot" h r^H 


J. Diinu 1A • OUyjJcall 




Start 


15698 








-L ~> Z> H O 




GI 


none 








131 




J-J *k \-/ X 1 t^J 


15698. 


.15946, 15711. 


. 15944 








Seq. No. 


38290 






Seq. ID 


OJ990409_09.0204 


.C21 


Gene No. 


78775 






Strand 






Start 


25154 






End 


27619 




Name 


OJ990409 09.0204.C21, 


o 4 tm 


Method 


TBLASTX : Maize 




Start 


17407 






End 


17598 




GI 


none 






Score 


131 




Exon 


17407. 


.17589, 17408.. 


. 17587 , 


17410. .17598 




_Seq^_ No 


_ J3829CL 






... .. Seq. . ID. 


; 0 J 9 9 04 0 9^0 9 . ,02 0 4 . 


..,G21_. 


.Gene .No 


. ....7.877.5.. 




- _ 


_ Strand... . 






Start 


25154 - 






End 


27619 




Name 


OJ990409 09.0204.C21, 


■ \J d. • u w 


Method 


TBLASTX : Wheat 




art 


25154 






End 


25442 




GI 


none 






Score 


164 




P ynn o 

uAUl 1 0 


25154. 


.25429, 25170.. 












38290 






Seq. ID 


OJ990409_09.0204 




fipnp No 


78775 






Strand 






Start 


25154 






End 


27619 




Name 


OJ990409 09.0204.C21. 


. o5 . np 


Method 


AAT/NAP 




Start 


25154 






End 


27619 




GI 


5915837 




Score 


491 




Exnn s 


25154 . 


.25743, 27542.. 


,27619 








VJ -L. 1— ' v3 O w J- -1- . 


CYTOCHROME P450 71D8 


(P450 


CP7) .gi| 3334667 | emb | CAA71517 


1 




(Y10493) putative cytochrome P450 [Glycine max] 




Seq. No. 


38290 






Seq. ID 


OJ990409_09.0204, 


.C21 


Gene No. 


78775 






Strand 






Start 


.• 2.5154 






. End 


.27619, 




"Name 


"OJ990409" 09.0204;C21. 


, o2 . tm. 


Method • 


TBLASTX: Maize ' * 




Start 


25160 






End 


25743 






~"' none"""" 






"Score "*"" 


'218 " . ' : " 


.... 


Evnns 

LlAWHO — 


: 25160. 


. 2.5-633, -25.185. . 


25589, 


\-2 5 3 6 4 ., . 2 5 5 9 1 , . 25 690. .25 7'43 : - 






38290 






Seq. ID 


OJ990409_09.0204\ 


CO 1 


Gene No. 


78775 






■ Strand 






Start 


25154 






' End 


27619 




Name 


OJ990409 09.0204.C21. 


ol. ts 


Method 


TBLASTX: Soybean 




Start 


25163 






End 


25753 




GI 


none 






Score 


275 




Exons 


25163. 


.25693, 25173.. 


25694, 


25690. .25743, 25694 25753 , 






25696. 


.25743 










Seq. No. 


38290 






Seq. ID 


OJ990409_09.0204. 


.C21 



38006 



Gene No. 78775 Strand 

Start 25154 End 

Name OJ990409_09 . 0204 . C21 . ol . tc Method 

Start 25169 ' End 

GI none Score 

Exons 25169. .25693, 25181.. 25546 



27619 

TBLASTX: Cress 

25693 

157 



Seq. No. 38290 

Gene No. 78775 

Start 25154 

Name OJ9904 09_09 . 0204 . C21 . o3 . tw 

Start 25457 

GI none 

Exons 25457. .25693, 25458 .. 25694 , 25666.. 25743 



Seq. ID OJ990409_09.0204 .C21 
Strand 

End 27619 

Method TBLASTX : Wheat 

End 25743 

Score 180 



Seq. No. 
Gene No. 
Start 
Name 
Start 
GI ' 
Exons,.. 
„.GI „Desqrip. 



38291 
78776 
1 

OJ990409_09.0204 .C22.ol.np 
1 

6069646 



OJ990409_09.0204 .C22 
+ 

5113 
AAT/NAP 
5113 
817 



Seq. ID 
Strand 
End 

Method 
End 
Score 

..I.,... 23^„3QJ. 0 , ^.3870 y „. : 4 159 53J.3__.__ _. _ : . : : . 

,..(AE0_0_0j61.6) _s.imil.ar ...tQ_.pu.tat.iye .reverse, transcriptase. , (ACQ.05315.L 

[Oryza sativa] gi I 6907 112 | dbj | BAA90639 . 1| (AP001129) Similar to 
Arabidopsis 'thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase'. (AC006248) 

[Oryza sativa] 



Seq. No. 


38291 




Seq. ID 


OJ990409J)?. 0204 


.C22 


Gene No. 


78777 




Strand 






Start 


108 




End 


2318 




Name 


OJ990409 09.0204.C22.ol. 


.gs 


Method 


GENSCAN 




Start 


108 




End 


2318 




GI 


none 




Score 


. 65 




Exons 


108. .386, 413. .553, 583, 


. .762, 


767. .801 


, 851. .986, 1556., 


.158. 




2158. .2318 










Seq. "No. 


38291 




Seq. ID 


OJ990409_09.0204 , 


,C22 


Gene No. 


78778 




Strand 






Start 


4705 




End 


9793 




Name 


OJ990409 09.0204.C22.o4, 


. tm 


Method 


TBLASTX: Maize 




Start.- . 


. .434 . . .. • - .. 




End.- 


712- ... .. .. v 




GI ' "■• 


none v 




Score" 


112 ; ; • : " 




Exons " 


434 . .5-95, ■ 449. .580, 620, 


. .712, 


•625.-. 711 






-Seq. No.-- 


38291 • .". * ,. • • 




Seq.- - ID- 


OJ9904 09_09-^0204 . 


.G22. 


Gene. No. 


' 78778 " 




Strand 






Start 


- 4705 




End 


9793 




Name 


OJ990409- 09.0204 .C22.o3, 




Method 


-TBLASTX: Maize 




Start 


2524 




End 


2878 




GI 


none 




Score 


272 




Exons 


2524.. 2727, 2525.-2878 











Seq. No. 38291 . Seq. ID OJ990409_09 . 0204 . C22 

Gene No. 78778 Strand 

Start 4705 End 9793 

Name OJ990409 09 . 0204 . C22 . o2 . tm Method TBLASTX : Maize 



38007 




Start 


3058 








End 


3447 






GI 


none 








Score 


359 






Exons 


3058 . . 3447, 


3072 . 


, .344 6 












Seq. No. 


38291 








Seq. ID 


OJ990409 


_09.0204 . 


C22 


Gene No. * 


.78778 








Strand 








Start 


4705 








End " 


9793 






Name 


OJ990409 09 


. 0204 . 


C22 . ol 


. tm 


Mp 1~ hod 




Mai ze 




Start 


3449 ~~ 








End 


4085 






GI 


none 








Score 


470 






Exons 


3449. . 3559, 


3450 . 


4085, 


3833 . 


. 3976 








Seq. No. 


38291 








Seq. ID 


OJ990409 


_09.0204. 


C22 


Gene No. 


78778 








Strand 








Start 


4705 








End 


9793 






Name 


OJ990409 09 


. 0204 . 


C22 . ol 


• tw 


Mp1~ h nH 


TRT.ASTX • 


Whpa t 




Start 


3731 ~ 








End 


4 172 






GI 


none 








Score 


225 






Exons 


3731 . .4018, 


3732 . 


. 4022, 


4095 . 


. 4172 








Seq. No. 


38291 








Seq. ID 


OJ990409 


_09.0204 . 


C22 


Gene .No.._ 


;.: .7.87 7.8,. 








£trand._. 




- : — — -» 




.S/tart 


... 47.05. „1 




-™ ----- ; 




..End. • / f- 


9793 ~ 






Name 


OJ9904 09 09 


. 0204 . 


C22 o~5 


. tm 


Mpf" hnH 

lie L.11 V_A 


TRT.ASTX • 


Mai z e 




Start 


4148 ~ 








End 


4431 






GI 


none 








Score 


186 






J — 1 S\ \J Uu 


4148 4255 


4158 . 


.4328, 


4339 . 


.4431 








Seq . No . 


38291 








Seq. ID 


OJ990409 


_09.0204. 


C22 


Gene No. 


78778 








Strand 








Start 


4705 








End 


9793 






Name 


OJ990409 09, 


, 0204 . 


C22 . o3 , 


crs 


Method 


GEN SCAN 






Start 


4705 ~~ 








End 


9793 






GI 


none 








Score 


.43 






Exon s 


4705. 4888. 


7086 . 


. 7337, 


7421 . 


.7887, 8025. .9071, 


9198. .9605, 




9651 . . 9793 
















Seq. No. 


38292 








Seq. ID 


OJ990409 


_09.0204. 


C23 


Gene No. 


78779 








Strand 


+ 






Start 


1129 








End 


3617 






Name 


OJ990409 09 


, 0204 . 


C23 . ol , 


1 y ° 


Method 


GENSCAN 






Start 


1129 r 








End 


3617 






GI " 


none ' 








Score 


' .88 ' . 






Rxnn s ■ 


1129 2364 . 


2520 . 


.3617 












Spa No 


. 38292 ' : 




. . . 




Seq. ID 


OJ9904O9. 


_09.0204\ 


G23 


Gene No..- 


78779' " 








Strand 


+. . - 






Start 


1129 








End 


3617 






Name 


OJ990409 09, 


,0204. 


C23.o2. 


.np 


Method 


AAT/NAP 






Start 


1129 








End 


3617 








6907089 ■ 








Score 


3716 






Exons 


1129. .2391, 


2486. 


.3617 












GI Descrip. 


(AP001129) hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


38292 








Seq. ID 


OJ990409 


_09.0204. 


C23 


Gene No. 


78780 








Strand 








Start 


1 








End 


3617 







38008 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No.- 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990409_09.0204 .C23.ol.np Method AAT/NAP 

1 End 3617 

5042454 Score 158 

1..183, 756. .823, 2555. .2769, 2903. .2982, 3525. .3617 

(AC007789) putative polyprotein [Oryza sativa] 



OJ990409 09.0204.C23 



38292 
78780 
1 

OJ990409_09.0204 .C23.ol.gp 
47 

uC-osflcypl72a09al 
47. .141 

"5803242/dbj I AP000399 . 1 | AP000399 1.0e-35 Oryza sativa genomic 
DNA, chromosome 6, clone : P0535G04 ' 



Seq. ID 

Strand 

End 

Method 

End 

Score 



3617 
AAT/GAP 
141 
139 





Seq. No. 


38293 




Seq. ID 


OJ990409 09.0204 


. C24 




Gene No. 


78781 




Strand 


+ ~~ 






Start 


1 




End 


919 






Name 


OJ990409 09.0204.C24.ol 


.np 


Method 


AAT/NAP 






Start 


1 




End 


916 








. ..65 3 9586 




cor e 


_„1321.„._ 


*•-**■"* — — ■ 




Exons 


.... I... r ~ ™/ ™rz7 










f =3 


GI Descrip. 


(AP000837) hypothetical 


protein [Oryza 


sativa ] 






Seq. No. 


38293 




Seq. ID 


OJ990409_09.0204 


.C24 




Gene No. 


78781 




Strand 


+ 




i y 


Start 


1 




End 


919 






Name 


OJ990409 09.0204 .C24.ol 


.gs 


Method 


GENSCAN 






Start 


96 


End 


919 






GI 


none 




Score 


.87 






Exons 


96. .242, 375. .919 












Seq. No. 


38293 




Seq. ID 


OJ990409 09.0204 


. C24 


f ~z 


Gene No. 


78782 




Strand 








Start 


1547 




End 


3916 






Name 


OJ990409 09.0204.C24.o4. 


.tm 


Method 


TBLASTX: Maize 






Start 


154 4 




- End' 


1690 * 






GI 


none 




Score 


126 






Exons 


1544. .1690, 1551. .1685 












Seq. No. . 


- 38293 . . 




Seq. ID 


OJ9904 09_09. 0204 


.C24 




" ,Gene No". 


78782 ' • . • " 




' Strand 








• "Start 


1547 




End 


3916 • 






~~Name' *" ' ." 


"dJ99'04 0'9 'Q9. 02QC.C2T. o2\ 


i gs 


"* Method 


GENSCAN' ' "" 






.. * Start. 


- 1547 . " • ;. -. : 




• End 


34 90 .. . . ■ 






"'-GI • 


none. 




Score-. 


.1 . . 






Exons 


1547. .3490 " 












Seq. No. 


38293 




Seq. ID 


OJ990409_09. 0204 


.C24 




Gene No. 


78782 




Strand 








Start 


1547 




End 


3916 






Name 


OJ990409 09.0204 .C24.o2. 


np 


Method 


AAT/NAP 






Start 


1550 




End 


3916 






GI 


6498441 




Score 


1609 






Exons 


1550. .1831, 1925. .3553, 


3617 


. .3916 








GI Descrip. 


(AP000815) EST C72786 (E2258 ) 


corresponds to a region of 


the 



38009 




predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 38293 Seq. ID OJ990409_09 . 0204 . C24 

Gene No. 78782 Strand 

Start 1547 End 3916 

Name OJ990409_09 . 0204 .C24 .o4 .tw Method TBLASTX : Wheat 

Start 1559 End 2161 

GI none Score 77 

Exons 1559. .1684, 1563. .1685, 1715 1771, . 1871 .. 2161, 1878. .2156 

Seq. No. 38293 Seq. ID OJ9904 09__09 . 0204 . C24 

Gene No. 78782 Strand 

Start 1547 End 3916 

Name OJ9904 09_09 . 0204 . C24 . o3 . tw Method TBLASTX: Wheat 

Start 2162 End 2543 

GI none Score 158 

Exons 2162. .2542, 2193. .2441, 2487. .2543 

Seq. No. 38293 Seq. ID OJ990409_09 . 0204 . C24 

' Gene No. 78782 Strand 

...Start _154 7^__„;,_„ — End 3916 - 

. Name. . ..." bj990^.9_.6.SL. 02JD.4..\C24. .x>3...tm ...... ..Method _ ... J.BLAsfx:.Ma"izeJ L .7- 

Start 2357 End 2620 

GI none Score 175 

Exons 2357.. 2620, 2367.. 2567 

Seq. No. 38293 Seq. ID OJ990409_09 . 0204 . C24 

Gene No. 78782 Strand 

Start 1547 End 3916 

Name OJ990409_09 . 0204 . C24 . ol . ts Method TBLASTX: Soybean 

Start 2573 End 2896 

GI none Score 76 

Exons 2573.. 2896, 2736.. 2879 

Seq. No. 38293 Seq. ID OJ990409_09 . 0204 . C24 

-Gene No. 78782 Strand 

Start 1547 End 3916 

Name OJ9904 09_09 . 0204 . C24 . o2 . tw Method TBLASTX : Wheat 

Start 2573 End 2975 

GI none Score 292 

Exons 2573.. 2974, .2574.. 2975 ..... 

Seq. .No.' 38293 ' ■ • ' ---\ "\ : " * ' ~ ' * ; • " Seq. lb* OJ990409j09 . 0204Vc24 " 

Gene" No'. 78782 - 3 trancl _ ~ ■ - - 

Start - 1547 • , - . End ' ' ■ 3916 ■ ■ . ' ■ 

Name-'"". ' OJ990409_09 . 0204 . C24 . o2 . tm Method TBLASTX : Maize 

Start ' 2648 ' End' 3032* 

GI none • Score 222 

Exons 2648.. 3031, 2667.. 3032 

Seq. No. 38293 Seq. ID OJ990409_09 . 0204 . C24 

Gene No. 78782 Strand 

Start 1547 End 3916 

Name OJ9904 0 9_09 . 0204 . C24 . ol . tm Method TBLASTX : Mai ze 

Start 3059 End 3415 

GI none Score 125 



38010 



Exons 3059.. 3364, 3059.. 3415, 3069.. 3380 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38293 Seq. ID 

78782 Strand 

1547 End 

OJ9904 09_09 . 0204 . C24 . ol . tw Method 

3083 End 

none Score 



OJ990409_09.0204 .C24 
3916 

TBLASTX: Wheat 

3546 

219 



3083. .3544, 3089. .3544, 3090. .3545, 3103. .3546 

OJ990409 09.0204.C24 



38293 
78782 
1547 

OJ9904 09_09.0204.C24.o2.ts 

3140 

none 

3140. .3274, 3281. .3505 



Seq. ID _ 
Strand 

End 3916 

Method TBLASTX : Soybean 

End 3505 

Score 118 





Seq. No. 


38293 




Seq. ID 


OJ990409__09.0204 


■ C2 




Gene No. 


78782 




Strand 








Start 


1547 




End 


3916 






Name, _ 


™ P J9 9 0 .10.9. . 09„._02 04 , 




Method 


GEN SCAN 






... 5£a.rt.. s T.'.r.. w 


3 5 5i 






..38.4.1 






GI 


none 




Score 


.91 






Exons 


3554. .3841 










ffz 


Seq. No. 


38293 




Seq. ID 


OJ990409_09.0204 


.C2 


I ■ t 


Gene No. 


78782 ■ 




Strand 






r 


Start 


1547 




End 


3916 






Name 


OJ990409 09.0204 


.C24.o5.tw 


Method 


TBLASTX: Wheat 






Start 


3710 




End 


3916 






GI 


none 




Score 


114 






Exons 


3710.. 3916, 3741 


.3914 











Seq. No. 


38294 Seq. ID 


OJ990409_09.0204 .C25 




Gene No. 


78783 Strand 






Start 


1 End 


2169 




Name 


OJ990409 09.0204 .C25.ol.np Method 


AAT/NAP 


% J 


Start 


1 End 


1159 


C3 


GI 


6721562 Score 


1770 




Exons 


1. .1159 




.. GI Descrip. 


(AP001073). Similar .to Zea mays 22-kDa 


alpha zein gene . cluster.; 



hypothetical protein. (AF031569) [Oryza sativa] 
gi I 681508-7 | dbj IBAA90373.il (AP001081) Similar to Zea mays 22-kDa 
alpha zein gene" cluster; "hypothetical " pro tein7""(AF0' 315 6'9~) "TOryza 





' sativa-] . 








Seq. No. 


3'8'294 


Seq. ID 


OJ990409_09.0204 


.C25 


Gene No. 


• 78783 


Strand 






Start 


1 


End 


2169 




Name 


OJ990409 


09. 0204 .C25.ol.gs Method 


GENSCAN 




Start 


74 


End 


1956 




GI 


none 


Score 


.42 




Exons 


74. .207, 


361.. 1204, 1234.. 1440, 1696.. 


1785, 1885. . 195.6 - 




Seq. No. 


38294 


Seq. ID 


OJ990409_09.0204 


.C25 


Gene No. 


78783 


Strand 







38011 




Start 


1 


End 


2169 




Name 


OJ990409 09.0204.C25.ol.tw 


Method 


TBLASTX: Wheat 




Start 


113 


End 


665 




GI 


none 


Score 


92 




Exons 


113. .370, 147. .386, 353. .451, 


354 . .446, 


458.. 505, 630.. 


665 


Seq. No. 


3.8294 


Seq. ID 


OJ990409 ;L _09.0204 


.C25 


Gene No. 


78783 


Strand 






Start 


1 


End 


2169 




Name 


OJ990409 09.0204.C25.ol.tm 


Method 


TBLASTX: Maize 




Start 


215 


End 


500 




GI 


' none 


Score 


92 




Exons 


215. .463, 216. .500 








Seq. No. 


38294 


Seq. ID 


OJ990409JD9.0204 


.C25 


Gene No. 


78783 


Strand 






Start 


1 


End 


2169 




Name 


OJ990409 09.0204 .C25.o2.np 


Method 


AAT/NAP 




Start 


1387 


End 


2169 




GI 


5042454 


Score 


246 




Exons 


1387. .1440, 1696. .1871, .2097. 


.2169 






GI Descrip . 


(AC007789;) putative polyprotein LOryza 


sativa] 




Seq. "No. 


38295 Seq. ID 


OJ990709J)9-0204 


.C28 


Gene No. 


78784 


Strand 


+ 




Start 


470 


End 


613 




Name 


OJ990409 09.0204.C28.ol.gs 


Method 


GENSCAN 




Start 


470 


End 


613 




GI 


none 


Score 


.46 




Exons 


470. .613 








Seq. No. 


38296 


Seq. ID 


OJ990409 09.0204 


.C31 


Gene No. 


78785 


Strand 






Start 


739 


End 


1043 




Name 


OJ990409 09.0204.C31.ol.np 


Method 


AAT/NAP 




Start 


739 


End 


1043 




GI 


3193315 


Score 


92 




Exons 


739.. 1043 








GI Descrip. 


(AF069299) contains similarity to transcriptional activator 




[Arabidopsis thaliana] 








Seq . No . 


38296 . .. 


Seq. ID 


OJ99040?_09.0204 


.C31 


Gene No . 


'78785 


Strand/ 






Start- - 


739 - ' • - - ' ■"■ 


End 


1043 ' ; " " : 




Name * 


0 J9 9 0 4"0 9 "0 9 i 0 2 0 4 . C 3 l~."d 1 . t m 


"Method 


TBLASTX: Maize 




Start : - 


• 790- • . •• •••• ' _ : . .... :.• 


End 


922 ' . . , 




GI 


none 


Score . 


49 /* ' ... 




Exons 


790. .825, 792. .845, 794. .922, 


795. . 914, 


842. .919 




Seq. No. 


38297 


Seq. ID 


OJ990409_09.0204 


.C32 


Gene No. 


78786 


Strand 






Start 


278 


End 


516 




Name 


OJ990409 09.0204. C32.ol.gs 


Method 


GENSCAN 




Start 


278 


End 


516 




GI 


none 


Score 


.74 




Exons 


278.-395, 427. .516 









38012 



Seq. No. 38298 

Gene No. 78787 

Start 336 

Name OJ990409_09 . 0204 . C33 . ol . 

Start 336 

GI none 

Exons 336. . 532 



gs 



Seq. ID OJ990409_09.0204.C33 

Strand + 

End 532 

Method GENSCAN 

End 532 

Score .81 



Seq. No. 38299 

Gene No. 78788 

Start 2051 

Name OJ9904 09_09 . 0204 . C35 . ol , 

Start 2051 

GI none 

Exons 2051. .2682 



gs 



Seq. ID OJ990409_09.0204.C35 

Strand + 

End 2682 

Method GENSCAN 

End 2682 

Score . 92 



Seq. No. 38300 

Gene No. 78789 

Start 54 

Name OJ990409_09 . 0204 . C36 . ol . 

Start 15 

„GI_ • ... • none ; , ;;. 

'exqos . _ .. 1.5,.^2.03.^'..5i0^3-9"7/.,-32L.., 



tm 



Seq. ID OJ990409_09.0204.C36 

Strand + 

End 734 

Method TBLASTX : Mai ze 

End 713 

Score. ". 151 



.422 ,.,.,42,6 . 5.24 5.3.4.. ,:5.9J3 ,_6.4 5... . 7_13_ 



Seq. No. 38300 

Gene No. 78789 

Start 54 

Name OJ990409_09 . 0204 . C36 . ol . 

Start 54 

GI none 

Exons 54. .734 



gs 



Seq. ID OJ990409_09.0204.C36 

Strand + 

End 734 

Method GENSCAN 

End 734 

Score .78 



Seq. No. 38300 

Gene No. 78789 

Start 54 

Name OJ990409_09 . 0-204 . C36 . ol , 

Start 321 

GI none 

Exons 321. .422, 329 391, " 429. 

645. . 674, 653. . 673 



Seq. ID OJ990409_09.0204.C36 

Strand + 

End 734 

ts Method TBLASTX : Soybean 

End 674 

Score 106 
.512, 431. .496, 564. .599, 569. .598, 



Seq. No. 


. 38301 










Seq. ID. 


OJ990.409_ 


09. 


0204 


.C37 


Gene No - . 


-78790 " . 










Strand - 










Start ' - "■ • 


896 










' End ' ' 


986 








Name " 


0 J 990 4 09" 09'; 


'0204 


.C37 


.ol. 


gs " 


"Method""" 


GENSCAN' ~ 








Start ..■ 


896 • r - 










; End - v 


986-.- 








GI " : ' " ' 


. none 










Score 


74 9" 








Exons 


896. .986 




















Seq. No. 


38302 










Seq. ID 


OJ990409_ 


09. 


0204 


.C39 


Gene No. 


78791 










Strand 


+ 








Start 


92 










End 


133 








Name 


OJ990409 09. 


0204 


.C39 


.ol. 


gs 


Method 


GENSCAN 








Start 


92 










End 


133 








GI 


none 










Score 


.44 








Exons 


92. .133 





















38013 



Seq. No. 


38303 








Seq. ID 


OJ990409j 


_09 


.0204 


.C40 


Gene No. 


78792 








Strand 


+ 








Start 


1144 








End 


1274 








Name 


OJ990409 09. 


0204 


.C40.ol. 


crs 


Method 


GENSCAN 








Start 


1144 ~ 








End 


1274 








GI 


none 








Score 


. 8 








Exons 


1144 . . 1274 


















Seq. No. 


38304 








Seq. ID 


OJ990409_ 


09 


.0204 


.C42 


Gene No. 


78793 








Strand 


+ 








Start 


32 








End 


602 








Name 


OJ990409 09. 


0204 , 


.C42 . ol . 


OS 


Method 


GENSCAN 








Start 


32 ~ 








End 


602 








GI 


none 








Score 


. 88 








Exons 


32. .59, 505. 


. 602 
















Seq. No. 


38304 








Seq. ID 


OJ990409 


09 


.0204 


.C42 


Gene No. 


78794 . 








Strand 










Start 


1126 








End 


1407 








Name 


OJ990409 09. 


0204. 


.C42.o2. 


gs 


Method 


GENSCAN 








Start 


1126 








End 


1407 








_GI_ U „_ 


none. 


— ™ 






Score 










JSxons. 


.7_ „.l 126. .Zi 1 3 3. , M . 



















Seq. No. 38305 
Gene No. 78795 
Start 1 

Name OJ9904 09__09 . 0204 . C43 . ol . np 

Start 1 
GI 3834308 
Exons 1 . . 550 

GI Descrip. (AC005679) Strong similarity to glycoprotein EP1 gb|L16983 
Daucus carota and a member of S locus glycoprotein family 
PF | 00954. EST gb|AA720110 comes from this gene. [Arabidopsi 
thaliana] 



Seq. ID OJ990409_09.0204 .C43 
Strand 

End 550 

Method AAT/NAP 

End 550 

Score 192- 



Seq. No. 38305 

Gene No. 78795 

Start 1 

Name OJ990409_09 . 0204 . C4 3 . ol . gs 

Start 34 

GI none, . . . . 

Exons 34 . .485 • . ■ • 



Seq. ID OJ990409_09.0204 .C43 
Strand 

End 550 

Method GENSCAN 

End 485 

Score .47 



'SeqV 'No."" 38305" ~ r ~ v ~ ™" '"Seq 7" ID" 

Gene No.-.* - 78795- - • ■■ ■ - . * Strand 

Start " 1 " . " ' " End" 
Name ' OJ9904 09_09 . 0204 . C4 3 . ol . tc Method' 

Start ■ 186 End. 

GI none Score 

Exons 186.. 452, 214.. 453 



O*J9'9~0T0 9_'0"970~2W; CA'T 

550 '* ' ' " ' 

TBLASTX:'Cress 

453 

100 



Seq. No. 38305 

Gene No. 78795 

Start 1 

Name OJ9904 09_09 . 0204 . C4 3 . ol . ts 

Start 207 



Seq. ID OJ990409_09.0204.C43 
Strand 

End 550"' 

Method TBLASTX : Soybean 

End 453 



38014 



GI 


none 






Score 


Exons 


207 . . 452, 217 . . 453 








Seq. No. 


38306 






Seq. ID 


Gene No. 


78796 






Strand 


Start 


190 






End 


Name 


OJ990409 09 0204 C44 


. ol . 


y & 


L JC L11UU 


Start 


190 ~ 






End 


GI 


none 






Score 


!_J *\ 1 1J 


190 . .342 








Seq. No. 


38307 






Seq. ID 


Gene No. 


78797 






Strand 


Start 


1323 






End 


Name 


OJ990409 09 0204 C45 


. ol . 


cm 


Mpt h dc\ 


Start 


1323 _ 






End 


GI 


5002900 






Score 


Fx on 


1323 1677 








Seq. No. 


38308 






Seq. ID 


Gene No. 


78798 






Strand 


Start 


169 






•End 




OJQQ040Q 09 0?04 Cdf> 


ol 


~y -P 


Mo i~ h aH 


Start 


169 _ 

J. v y 






FnH 


w -L 


none 








pvAn q 
i—i *± w 1 1 j 


169 219 894 965 








Seq. No. 


38309 






•Seq. ID 


Gene No. 


78799 






Strand 


Start 


552 






End 


Name 


OJ99040Q 09 0904 T47 




y b 


l it. U 1 1UU 




552 _ 






FnH 


GI 


none 






Score 


TT v n n q 


552 654 1322 1437 








Seq. No. 


38310 






Seq. ID 


Gene No. 


■ 78800 






Strand 


Start 


388 






End 


Name 


OJ990409 09 0204C48 


. ol . 


y ° 


Mpf h oH 


Start 


388 _ 






FnH 


GI 


none 






Score 


P. von c: 


388 444 450 509 

J vj U . .1*4.1, t JU • • ~J\J J 








Seq. No. ' 


38311 ■ ■ * ■ • ■ ' . ' " 






Seq. ID 


"Gene"'" N 5*1 


" T880T ■' ""' ' 






Strand 


Start * 


■ .10-48 ' ■ ."■ 






End 


•Name 


OJ990409 09 0?04 P49 


. oi . 


yp 




OLai L 


1 04 R ~~ 






FnH 




- 2428 977 






Score 


F 1 von q 


1048 1361 








Seq. No. 


38312 






Seq. ID 


Gene No. 


78802 






Strand 


Start 


31 






End * 


Name 


OJ990409 09.0204.C50 


ol. 


tm 


Method 


Start 


30 






End 


GI 


none 






Score 



76 



OJ990409_09.0204 .C44 
+ 

342 

GENSCAN 

342 

.9 



OJ990409_09.0204.C45 
+ 

1677 
AAT/GAP 
1677 
637 



OJ990409__09.0204.C46 

. 9 65 _ 

..GENSCAN., 

965 
.62 



OJ990409_09.0204.C47 

1437 
GENSCAN 
1437 
.61 



OJ990409_09.0204.C48 
509 

GENSCAN 

509 

.73 



OJ990409_09.0204.C49 

1361 ." • ... 

AAT/GAP • 

1361 

521 - 



OJ990409_09.0204 .C50 
224 

TBLASTX: Maize 

224 

269 



38015 



Exons 



30. .224, 30. .221 



Seq. No. 38312 

Gene No. 78802 

Start 31 

Name OJ9904 09_09 . 0204 . C50 . ol . gs 

Start 31 

GI none 

Exons 31 . . 221 



Seq. ID OJ990409_09.0204.C50 

Strand 

End 224 

Method GEN SCAN 

End 221 

Score .86 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 

.Name.. . : 

Start. _ 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 
GI . 

Exons ** 
GI Descrip. 



.Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 



38312 
78802 
31 

OJ990409_09.0204.C50.ol.ts 
34 

none 

34. .222, 36. .221 



Seq. ID OJ990409_09.0204.C50 

Strand 

End 224 

Method TBLASTX : Soybean 

End 222 

Score 117 



38312 
78802 
31 

OJ9904 09_09:0204 .C50.ol..gp_ 

.Shi „ : , 

uC-osflM202090f06bl 
107.. 221 

1 1781332/emb|CAA71493| 3.0e-20 (Y10467) peroxidase [Spinacia 
oleracea] 1 



Seq. ID OJ990409_09.0204.C50 

Strand 

End 224 

_Me t h p cL „. _AAT / GAP_ j a . 

..End_, .....221.,. , , ™7_. 

Score 208 ' 



38313 
78803 
8 

OJ9904 09_09.0204 .C54 .ol.gs 
8 

none 

8.-167, 515. .617 



Seq. ID OJ990409_09.0204.C54 

Strand 

End 617 

Method GENSCAN 

End 617 

Score .58 



38314 
78804 
1 

OJ990409_09.0204.C56.ol.np 
1 

4539390 

-lv.356 " ; - - : " - " • • . ■ • * 

• (AL035526) shaggy-like-protein kinase etha (EC 2.7.1.-) 
[Arabidopsi's ' thaliana] ' " " ' 



Seq. ID OJ990409_09.0204.C56 
•Strand 

End 356 

Method AAT/NAP 

End 356 

Score 414 .. . 



38314 ... 
78804 

1 

OJ9904 09_09.0204.C56.ol. tc 
71 

none 

71. .352, 88. .354, 92. .355 

38314 
78804 
1 



Seq. ID OJ990409_09.0204..C56 
Strand 

End - - 356 

Method TBLASTX : Cress 

End 355 

Score 235 



Seq. ID OJ990409_09.0204 .C56 
Strand 

End 356 
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88 3S4 98 35S 








Seq. No. 


38314 


Seq. ID 


OJ990409_09.0204 .C56 




Gene No. 


78804 


Strand 






Start 


1 


End 


356 




LMdlLltr 


0,7990409 09 0904 PSfi ol 


IXlfc; LilUU 






Of- a r +- 
OL.di.l_ 


88 ~~ 


FnH 


^R4 




yj x 
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Cpn NJo ■ ■ 


^8^14 - • ■ • 


Qoo TP) 


O.TQQ040Q OQ 0904 P^fi ■ 






78804 ' ' 


OLIdilU. % . 




iJ 


J Lai L 


1 


End' 






Name 


OJ990409 09.0204.C56.ol.gp 


Method 


AAT/GAP 


t F: 


Start 


91 


End 


174 


h '■ • 

~ ; e 


GI 


20561 1.R1084 


Score 


158 




Cj AUI lo 


91. .174 








ox UcoLi ip • 


? 1480078/emb|CAA68027 | 6.0e 


-63 (X99696) 


shaggy-like protein 


- 




kinase iota [Arabidopsis thaliana] >gi 


2444277 gb AAB71545.1 






(AF019927) GSK3/shaggy-like protein kinase [Arabidopsis 


r ! i 




thaliana] ' 






s 


Seq. No. 


38314 


Seq. ID 


OJ990409_09.0204 .C56 




Gene No. 


78804 


Strand 






Start 


1 


End 


356 




Mamo 
INdlUC 


OJ990409 09.0204.C56.ol.gs 


Method 


GENSCAN 


: ^ 


JLal t 


91 


End 


270 




o X 


none 


Score 


.98 


lissr 


F von q 


91. .270 






- ™- 


Coo "Mo 


.38314 . 


. Seq. ID 


OJ990409 09...0204.C5.6 . 




Ponf* No ' 


■78804 . ' ~- - 


Strand - 




.. 


Start 


1 ■ • * ■ • - - ■ 


End' 


356 




" Name" 


7 0 J9 90"4 0 9 0 9 . 0 2*0 4 C5 6 .""62* . gp 


Method " 


AAT/GAP ' " 


'- 




• 17.4' ■ • ■ ' ; - • 


End - - • 


•35'6 • . . : - 




' ' 
OX 


" uC-osflcyp099f Olbl* ■ * - 


. Score 


333 ' " : . ' • ' 




Exons 


174. .356 








PT riocpr i n 
\J X UcjLIip . 


'4176420/dbj IBAA37167 | 2.0e- 


-11 (AB008097) cytochrome P450 






[Arabidopsis thaliana] 1 








Seq. No. 


38315 


Seq. ID 


OJ990409_09.0204.C59 




Gene No. 


78805 


Strand 






Start 


1433 


End 


2256 




Name 


OJ990409 09.0204 .C59.ol.gs 


Method 


GENSCAN 




Start 


1433 


End 


2256 




GI 


none 


Score 


.88 



38017 




Exons 


1/1*3*3 1 C *D A A A A 1 A A C £ 

1433. .1532, 22U1..22DO 










Seq. No. 


38316 




Seq. ID 


OJ990409_09.0204 


.C62 


Gene No. 


78806 




Strand 






Start 


I 




C m yj 

End 


A 1 

31 




Name 


r\ t n n n a a n ao aaavi /~><ro «i 

OJ990409 09.U204 .C02.01 


.gs 


Method 


GENSCAN 




Start 


/ 




End 


31 




GI 


none 




Score 


. 57 




Exons 


"7 "3 1 










Seq. No. 


38317 




Seq. ID 


OJ990409_09.0204 


.C64 


Gene No. 


78807 




Strand 






Start 


14 64 




End 


T C A A 

1592 




Name 


OJ990409 09 . 0204 . C64 . ol 


.gs 


Method 


GENSCAN 




Start 


14 64 




T-l _ _] 

End 


1 C A A 

1592 




GI 


none 




Score 


. 4 




Exons 


A /~ A 1 C A A 

14 64 . . 1592 










Seq. No. 


38318 




Seq. ID 


OJ990409_09.0204 


/-*■/*" c 

. C65 


Gene No. 


78808 




Strand 






Start 


1 




End 


2543 




Name w 


a Tnnn /i no no n a n ^ ^.*i 
«. Q>L9 9 0^4 JJ y .JJJ9_. JJ2y 4_. Cdd,. p_l 


.vnp_..j__ 


,Method„_ 


_AAT^NAP^___„ _ 


— 


„ Start . 


. .1 . . . . ... ... . . - .... 




End . 


1 2.543 ; 




GI 


64538 93 




Score 


63 




Exons ■ 


1..24, 1428.-15/5, lo/l 


. .1793, 


2520.. 2543 




GI Descrip. 


(AC011663) hypothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


38318 




Seq. ID 


OJ990409_09.0204 


.C65 


Gene No. 


78808 




Strand 






Start 


1 




End 


2543 




Name 


/"^TAAA/IAA AO A A A /I /-i c -l 

OJ990409 09 . 0204 . C65 . Ol 


. tm 


Method 


TBLASTX: Maize 




Start 


1361 




End 


1578 




GI 


none 




Score 


194 




Exons 


1361. .lo/o, 1363. .lo/o 










Seq. No. 


38319 




Seq. ID 


OJ990409_09.0204 


.C66 


Gene No. 


78809 




Strand 






Start 


T) A A 

329 




End 


5491 




Name 


/"\taaa/iaa a a o o a ^ r c _ n 

OJ990409 09 . 0204 . C66 . Ol 


. tm 


Method 


TBLASTX: Maize 




Start 


T) A A 

322 




End 


484 




GI 


none 




Score 


131 




Exons. . 


0 O O *30T >I>1*3 0*50 

.322.. 420, 327.. 443, .3.32- 


;. . 4.8.4 








Seq. No. 


38319" . \ 




Seq. • ID 


OJ990409_09'. 0204 


.C66 


Gene No. V" 


7 8809 ' : " 




"Strand 




• - • 


Start* -' 


* • O A A- " 

329 ;. . ■• - 




End- - 


.54 91..' • .': . . -~ 




Name 


/-s -r A A A A A A "a A A A A /t fl C „ ~\ 

OJ990409 09 . 0204 . C66 . ol 


-gp 


Method 


. AAT/GAP 




Start 


*3 A "7 

327 




End 


694 




GI 


A A A IZ A A 

4 28 542 




Score 


582 




Exons 


32 / . .694 










Seq. No. 


38319 




Seq. ID 


OJ990409_09.0204 


.C66 


Gene No. 


78809 




Strand 






Start 


329 




End 


5491 




Name 


OJ990409 09.0204.C66.ol 


. gs 


Method 


GENSCAN 




Start 


329 




End 


5491 




GI 


none 




Score 


.51 





38018 



Exons 



329. .754, 3152. .3292, 5228. .5491 



Seq. No. 38320 Seq. ID 

Gene No. 78810 Strand 

Start 185 End 

Name OJ990409_09 . 0204 . C68 . ol . gs Method 

Start 185 End 

GI none Score 

Exons 185.. 299, 1143.. 1354 



OJ990409_09.0204.C68 
+ 

1354 
GEN SCAN 
1354 
.46 



Seq. No. 38321 Seq. ID 

Gene No. 78811 Strand 

Start 2965 End 

Name OJ9 904 0 9_0 9 . 020 4 . C69 . o2 . gs Method 

Start 2965 End 

GI none Score 

Exons 2965.. 3288 



OJ990409_09.0204 .C69 
+ 

3288 
GENSCAN 
3288 
.79 



Seq. No. 38321 Seq. ID 

Gene No. 78812 - Strand 

Start ' 1829 End 

. Name „ „ . -_0 J 9 90 4 f> 9_p jL 020 4 . C6 9 , : ol.,.gs Method 

Start 18.29 „ . . ""l-„.End. . 

GI ' none - Score 
Exons 1829. .2155 



OJ990409_09.0204 .C69 
2155 

GENSCAN , . 

.2.155 I.TIJ..^ 
.92 



Seq. No. 38321 Seq. ID 

Gene No. 78813 Strand 

Start 3426 End 

Name OJ9904 09_09 . 0204 . C69 . o3 . gs Method 

Start 3426 End 

GI none Score 

Exons 3426.. 3593, 3630.. 3737 



OJ990409_09.0204.C69 

3737 
GENSCAN 
3737 
1 



Seq. No. 38321 Seq. ID 

Gene No. 78814 Strand 

Start 5189 End 

Name OJ990409_09 . 0204 . C69 . o4 . gs Method 

Start 5189 End 

GI none Score 

Exons 5189.. 5311, 5333.. 5537 



OJ990409_09.0204 .C69 

5537 
GENSCAN 
5537 
.52 



Seq. No.'- 38322 ■'■*■■/ " ' ■'" ""Seq". "ID" 

Gene No*. 78815 Strand 

Start'" • 24 4.' " : "*'-" " End. 
Name '/. -' ':. \ -OJ9904 09_09 . 0-204VC71 . ol . gs . ' ' Method 

Start ' 24 4 . . End 

GI none Score' 

Exons 244. .369, 563. .619 



. O J9 9 0 4 0 9_0 9 .' 0 2 0 4 : C7 1 

.GENSCAN* ' .': ' ■ . ' 
.619 
.55 



Seq. No. 38323 Seq. ID 

Gene No. 78816 Strand 

Start 1 End 

Name OJ9904 09_09 . 0204 . C73 . o2 . np Method 

Start 1 End 

GI 1346358 Score 

Exons 1..83, 1261.. 1526, 2650.. 2674 



OJ990409_09.0204.C73 
+ 

2674 
AAT/NAP 
2674 
76 



38019 



GI Descrip. PROBABLE SERINE/THREONINE- PROTEIN KINASE C4G8.05 

gi I 2130432 Ipir | | S62482 hypothetical protein SPAC4G8.05 - fission 
yeast (Schizosaccharomyces pombe) gi 1 1022350 | emb | CAA91206 . 1 1 
(Z56276) serine/threonine protein kinase [Schizosaccharomyces 
pombe] 
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'/.GI Descrip. 


{-U^^SSS) putative serine/threonine protein kinase ' 


[Brassica 
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Seq. No. 
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Seq. ID 
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Gene No. 


78820 




Strand 










Start 
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End 
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Name 
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Method 


GENSCAN 








Start 


2970 




End 
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GI 


none 




Score 
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End 
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Seq. ID 


OJ990409_09.0204 


.C73 


Gene No. 


78822 








Strand 






Start 


9729 








End 


10284 




Name 


OJ990409 09. 


0204 


. C73 . ol . 


tm 


Method 


TBLASTX : Maize 






9606 ~~ 








End 


9827 






none 








Score 


140 




UAUIIO 


9606 9689. 


9607 


. .9714, 


9608 . 


.9688, 9702. .9782, 9775. .9819, 




9776 9823, 


9777 


. . 9827 










Seq. No. 


38323 








Seq. ID 


OJ990409 09.0204 


.C73 


Gene No. 


78822 








Strand 






Start 


9729 








End 


10284 




LN CtillC 


OJ9904 09 09 


0204 


.C73.o2. 


an 


Method 


AAT/GAP 




O L. d -L L. 


9729 ~ 








End 


10205 






none ' 




.. „. .,_ r .... __ r 




Score 


922 • 


*" 


F, von ^ 


9729 't0205 


■■ ■ ~- 






"""" /" 






Seq. No. 


38323 








Seq. ID 


OJ990409 09.0204 


.C73. 


Gene ■ No. 


78822 








Strand 






O Lai L 


9729 








End 


10284 




Name 


O.TQ90409 HQ 

\-/U -/ Z> \J ^ \J -/ \J _7 • 


0204 


. C73 . 06 . 


y s 


Method 


GENSCAN 




Of- -a r +- 


10015 _ 








End 


10284- 




GI 


none 








Score 


. 94 






10015 10284 














Seq. No. 


38324 








Seq. ID 


OJ990409 09.0204 


.C74 


Gene No. 


78823 








Qf rand 


+ 




Start 


1 








End 


401 




Name 


OJ990409 09 


0204 


.C74 .ol . 




Method 


AAT/GAP 




Start 










End 


313 




GI 


none 








Score 


560 




Pvnn c; 


1 . . 313 














Seq. No. 


38324 








Seq. ID 


OJ990409JD9.0204 


.C74 


. Gene . No . . 


• 78823: 








Strand 


+ .... 




Start 




■ . ' ' : . 1 






■ End • : 


401' • 




Name * 


OJ990409 09 ' 


0204 


.C74 .ol . 




Method 


GENSCAN 




O Lai L 


21 : ' _ : 








"End" 


401 " " 






n 0 n e - 








Score. - 


..78 - ' - r .: - 




P von 


21 . . 401*- 














Seq. No.' 


38324 








Seq. ID 


OJ990409_09. 0204 


.C74 


Gene No. 


78824 








Strand 






Start 


304 








End 


479 




Name 


OJ990409 09. 


0204 


.C74.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


2 








End 


2 67 




GI 


none 








Score 


140 




Exons 


2. .118, 3. .119, 


156.. 266, 161 


..241, 171. .257, 172. .267 




Seq. No. 


38324 








Seq. ID 


OJ990409_09.0204 


.C74 



38021 




f 1 



Gene No. 


78824 




Strand 




Cf ar f 

OLal L 


304 




End 


479 


IN CtllLC 


OJ9904 0 9 09 0204 C74 o2 


• yp 




AAT/GAP 


OLaLL 


304 ~~ 

-? w *i 




FnH 


4 79 


ox 


none 




Score 


298 




304 479 










3ft 39^ 

JO Jt. J 






OJ990409 09 0204 C75 


fionp Mo 


78825 




Strand 




Start 


1 




End 


1404 


Name 


OJ990409 09.0204 .C75.ol 


.gp 


Method 


AAT/GAP 




1 




End 


1344 




31 7ft 4 1 R1 Oft 4 






92ft 

z* c* o 


Exons 


1 IfiQ 9 66 367 ft 33 


91 6 


1 Oft 3 117ft 


12S6 1344 




1 1 R77 3 97 /pmh 1 PAA7 9 3 30 1 


2 Op- 


7 R f Y1 1 S91 ^ 


o l id y y ^ iiNc rL±iiaoc 




fRi ri ni]<? pommiiri i <=; 1 ' 










3ft 39 R 

JO Ji. J 




Seq. ID 


OJ990409_09.0204.C75 




7 ftft 9 R 

/ Out J 




Strand 




Start 


1 




End 


1404 


Name 


OJ990409 09.0204.C75.ol 


. tw 


Method 


TBLASTX: Wheat 


«.x_l^ F .^,^ . , 


7S 




_End 


127 6., ; 


oX : , 


none.. , . . „, 




Score 


.91. .„.„ .„ 


XT v r\ a 


7 S 170 77 179 *9 S4 


367, * 


260. .367, 264. .440, 265. .411, 




ft3D Q9S ft34 914- ft3ft 


..933, 1080. .1181, 1081. .1179, 




1 0ft3 1 1 ft 1 1 9S0 1976 








Seq. No. 


38325 




Seq. ID 


OJ9904 09_09.0204.C75 


Gene No. 


78825 




Strand 




u Lai l. 


1 




End 


1404 


Name 


D.TQ90409 09 0904 P7S ol 


.gs 


Method 


GENSCAN 


Of a r +- 


77 ~~ 




End 


1178 


O -L 


none 




Score 


.84 


P von q 

Ej A. (>J 1 1 O 


77 169 266 367 833 


.916, 


1083. . 1178 


Con* Mn 


3ft 39S 




Seq. ID 


OJ990409_09.0204 .C75 


Gene No. 


78825 




Strand 




Start 


1 




End 


1404 


LN ailLC 


OJ990409 09.0204 .C75.ol 


.hp 


Method 


AAT/NAP 


q-|- a r-4- 


77 




End 


14 04 


O X 


1877397 




Score 


525 


■U 1 V Tl C 


77. .169, 266. .367, 833. 


.916, 


.1083. .1178, 1256. .1324, 1370. .1404 


ox t; o i. j. . 


{Y11591)' -shaggy— like kinase 


[Ricinus "communis.] ... ■ 


D G q . LN u . 


: 38325 • 




" Seq. ID" 


OJ99'04*09_09 . 0204 . C75" 


P q r*i A NT /~s * 


: 78825 "v. "• - 




•Strand- ■■ - 




Start 


1 




End 


1404 


Name 


• OJ990409 09.0204 .C75.ol 


. tm 


Method 


TBLASTX: Maize 


O L 0.-L U 


■8 6 - ■ - • 




End 


1309 


O X 


none 




Score 


52 


Exons 


86. .172, 100. .189, 101. 


.160, 


105. .170, 


260.. 367, 262.. 366, 




266. .367, 276. .377, 830 


. .925 


, 834. .917, 


1080. .1181, 1084. .1179, 




1250.. 1309, 1254.. 1307 








Seq. No. 


38325 




Seq. ID 


OJ990409_09.0204.C75 


Gene No. 


78825 




Strand 




Start 


1 




End 


1404 



38022 



Name 

Start 

GI 

Exons 



OJ990409_09.0204 .C75.ol.tc Method TBLASTX: Cress 
95 End 1310 

none Score 58 

95. .172, 96. .158, 260. .358, 260. .367, 264. .374, 273. .377, 
830. .925, 831. .917, 839. .922, 1080. .1181, 1083. .1178, 
1084. .1179, 1250. .1309, 1254 1310 



Seq. No. 38325 

Gene No. 78825 

Start 1 

Name OJ990409_09 . 0204 . C75 . ol . ts 

Start 272 

GI none 

Exons 272. .364, 818. .925, 834. .917, 1080. .1181, 1084 
1250.. 1309, 1254.. 1307 



Seq. ID OJ990409_09.0204.C75 
Strand 

End 1404 

Method TBLASTX: Soybean 

End 1309 

Score 81 

1179, 



Seq. No. 38326 Seq. ID OJ9904 09_09 . 0204 . C7 6 

Gene No. 78826 Strand 

Start 114 End 290 

Name OJ990409_09 . 0204 . C76 . ol . gp Method AAT/GAP 

Start 114 End 290 

GI „ juC-osf icypO 99 f ;01bl , Score. 296-;, „; 

.Exons. ...... _ 114...29.0_ ... ... _ 

GI Descrip. ' 4 176420/dbj | BAA37 167 | 2.0e-ll (AB008097) cytochrome P450 
[Arabidopsis thaliana] ' 



Seq. No. 


38326 










Seq. ID 


OJ990409_ 


09 


0204 


.C7 6 


Gene No. 


"78826 










Strand 










Start 


114 










End 


290 








Name 


OJ990409 09 


0204 


.C76 


ol 


.gs 


Method 


GENSCAN 








Start 


133 










End 


204 








GI 


none 










Score 


.57 








Exons 


133. .204 




















Seq. No. 


38326 










Seq. ID 


OJ990409_ 


09 


0204 


.C76 


Gene No. 


78827 










Strand 










Start 


2606 










End 


2800 








Name 


OJ990409 09 


0204 


.C76 


o2 


gs 


• Method 


GENSCAN 








Start 


2606 










End 


2800 - 








GI 


none 










Score 


.51 








Exons 


2606. .2800 




















Seq. No."' : " 


' 38 : 327 v 










" Seq . ".ID' 


O'J990409_ 


_09' 


02Q4 


7C7*8 


Gene No. 


'78828 










Strand 


.+ 








Start 


'268 










End 


450 








Name 


.. CSJ990409 09. 


0204 


*;C78 


ol 


gs ... 


Method-' 


GENSCAN ■ 








Start 


'268 










End 


'450' 








GI 


none 










Score 


. 64 








Exons 


268. .450 




















Seq. No. 


38327 










Seq. ID 


OJ990409_ 


09. 


0204 


.C78 


Gene No. 


78829 










Strand 










Start 


593 










End 


694 








Name 


OJ990409 09. 


0204 


.C78. 


ol. 


np 


Method 


AAT/NAP 








Start 


593 










End 


.694 








GI 


5777617 










Score 


107 








Exons 


593. . 694 





















38023 



GI Descrip. (AJ245900) CAA30375.1 protein [Oryza sativa] 



Seq. No. 38328 

Gene No. 78830 

Start 529 

Name OJ990409_09 . 0204 . C7 9 . ol . gp 

Start 431 

GI 572159 

Exons 431.. 723, 803.. 914 

GI Descrip. 178 1332/emb I CAA714 93 | 3.0e-20 (Y10467) peroxidase [Spinacia 
oleracea] 



Seq. ID OJ990409_09.0204.C79 

Strand + 

End 1422 

Method AAT/GAP 

End ■ 914 

Score 741 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



38328 
78830 
529 

OJ990409_09.0204 .C7 9.ol.np 
517 

5453379 



Seq. ID OJ990409_09.0204.C79 

Strand + 

End 1422. 

Method AAT/NAP 

End 1422 

Score 692 



517. .723, 803. .994, 1061. .1422 

(AF155124) bacterial-induced peroxidase precursor [Gossypium 
hirsutum] 



Seq._.No... . ..38328 _ 

Gene No. 78830 

Start 529 

Name OJ990409_09 . 0204 . C7 9 . ol . gs 

Start 529 

GI none 

Exons 529.. 792, 803.. 1315 



Seq.., ID... .OJ99,0A09_09,..a2.0J^C7.a.- 

Strand + 

End 1422 

Method GENSCAN 

End 1315 

Score .76 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38328 
78830 
529 

OJ990409_09.0204 .C7 9.ol.ts 
589 
none 



Seq. ID OJ990409_09.0204 .C79 
Strand + 

1422 

TBLASTX : Soybean 
1357 
140 



End 

Method 
End 
Score 

589. .723, 61-2. .722, 796. .987, 797. .997, 1061. .1132, 1063. .1287, 
1193.. 1357 



Seq. No. 38328 

Gene No. 78830 

Start. . 529 ... 
Name ' -" ' * "■ OJ9"?04 09_0 9 : 020 4*; C79 .'ol'; te- 
st art- 592 
GI ~ ' * * * none 
•Exons' ' - 



Seq. ID OJ990409_09.0204 .C79 
Strand + 

. . End ... 1422 . 

'•. Method' " :; -TBLASTX:Cress : - y~ ~ v " 
End 1360 ' ■ * ' 

Score 116 " " " 



592. ..,720," 615. .'7.19, . 796. .338^ 797... 994/'. 1034 . ; 12-97-, L063,. '.124 8 , 

1331.". 1360 ' ' ' ^ ' . v : " . : . ; 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38328 
78830 
529 

OJ9904 09_09.0204 .C7 9.ol.tm 

597 

none 



Seq. ID. OJ990409_09.0204 .C79 

Strand + 

End 1422 " 

Method TBLASTX : Maize 

End 1360 

Score 114 



597. .719, 598. .720, 796. .996, 797. .997, 1036. .1266, 1055. .1285, 
1331. .1360 



38024 



Seq. No. 


38328 




Seq. ID 


OJ990409_09.0204.C79 


Gene No. 


78830 




Strand 






529 




End 


14 9 9 
1 f± £. c. 


Name 


OJ990409 09.0204.C79.ol. 


tw 


Method 


1 0JL1H.0 1 a . wnea l 


Q+- a +- 

O t-a.IT L 


905 




End 


1 9Q7 

izy / 




none 




Score 




Exons 


905. .979, 1049. .1297, 1060. .1266, 1190. 


1 9Q7 


Seq. No. 


38329 




Seq. ID 


OJ990409JD9.0204 .C80 


Gene No. 


/ O O O ± 




Strand 


+ 


O Lai L 


308 




End 


1574 


Name 


OJ990409 09.0204.C80.ol, 


gs 


Method 


GENSCAN 


C -J- -a y+- 


308 




End 


1574 


P T 


none 




Score 


.46 




308. .424, 654. .741, 858. 


. 1137, 


1506. .1574 


Seq. No. 


38330 




Seq. ID 


OJ990409_09.0204.C81 


Gene No. 


70009 

/ 0 O O z 




Strand 


+ 


OLalT. 


112 




End 


730 


Name 


OJ990409 09.0204.C81.ol. 


gs 


Method 


GENSCAN 


OLa.iL 


112 




End 


730 


PT 

bl - 


none - .... 






.49 - 


TP v /~\ TT\ f^i 

Lxo.ns 


1.12 .^1.6.3.,_35A...5.0^,..„643, 








Seq. No. 


38331 




Seq. ID 


OJ990409_09.0204.C82 


Gene No. 


78833 




Strand 


+ 


OLaiL 


10/ 




End 


555 


Name 


OJ990409 09.0204.C82.ol. 


gs 


Method 


GENSCAN 


o Lai E 


187 




End 


555 


r T 
bl 


none 




Score 


.43 


Exons 


187. .191, 336. .555 








oeq . wo . 


38332 




Seq. ID 


OJ990409_09.0204.C83 


Gene No. 


78834 




Strand 


+ 


Start 


402 




End 


2711 


Name 


OJ990409 09.0204.C83.ol. 


tc 


Method 


TBLASTX: Cress 


O Ldl L 


324 




End 


1672 


P T 


. none 




Score 


129 


Exons 


324.. 455, 351.. 449, 534. 


.635, 


547. .603, 


708. .755, 937: .975, 




1 4 ci 1 Rl Q 1 R9 R 
14 jl . . 1j1?, 1431. . 1 j^j, 


1 O . . 


1672, 1630.. 1671 


.oeq. ln o . 


38332 . ... 




Seq. ID 


OJ990409_.09.0204.C83. 


belle InO . 


7 88 34 ; •." " 1 




Strand" : - 




o Lai L 


402 




End 


2711 . 


Name 


* OJ990409*"'0"9.020~4.C83'.bl. 


tm 


Method 


TBLASTX: Maize 




349-- . . ....... < - ; . :-. 




End 


2678 ..■ . 


GI 


none " 




Score 


112 


Exons 


349. .429, 350. .448,' 351. 


.449, 


538. .609, 


545. .628, 547. .609, ' 




646.. 750, 696. .755, 696. 


.752, 


894. .971, 


898. .975, 913. .993, 




1451. . 1513, 1451. . 1510, 


1464 . . 


1511, 1630. .1674, 1634. .1675, 




1635. .1676, 1815. . 1901, 


1818. . 


1901, 1819. .1905, 2164.. 2199, 




2165. .2200, 2183. .2470, 


2197. . 


2388, 2311. .2484, 2403. .2507, 




2437.. 2529, 2566.. 2643, 


2567. . 


2644, 2568. .2657, 2601. .2678 


Seq. No. 


38332 




Seq. ID 


OJ990409_09.0204.C83 


Gene No. 


78834 




Strand 


+ 


Start 


402 




End 


2711 



38025 



Name OJ9904 09_09 . 0204 . C83 . ol . gs 

Start 402 

GI none 

Exons 402. .447, 548. .609, 696. .752, 

Seq. No. 38333 

Gene No. 78835 

Start 722 

Name OJ9904 09_09 . 0204 . C84 . ol . gs 

Start 722 

GI „ none 

Exons 722.. 747, 810.. 828 

Seq. No. 38334 

Gene No. 78836 

Start 720 

Name OJ990409_09 . 0204 . C86 . ol . gs 

Start 720 

GI none 

Exons 720.. 818, 1129.. 1200 



Method GENSCAN 

End 2711 

Score .65 

1810. .1900, 2166. .2487, 2564. .2711 

Seq. ID OJ990409_09.0204.C84 
Strand 

End 828 

Method GENSCAN 

End 828 

Score .48 



Seq. ID OJ990409_09.0204.C86 

Strand + 

End 1200 

Method GENSCAN 

End 1200 

Score .77 



%J 



JSejj^NctL- ^^8335_-_„_ . 

.G.ene. No.. ..7.8.83Z-. ... , - 

Start 1 

Name OJ9904 09_09 . 0204 . C87 . ol . gp 

Start 1 

GI none 

Exons 1..61, 162.. 337 

Seq. No. 38335 

Gene No. 78837 

Start 1 

Name OJ9904 09_09 . 0204 . C87 . ol . gs 

Start 162 

GI none 

Exons 162. .260 



: Seq., ID ,OJ990409_09,0204^C87, 
, Strand ... .„ . . . . ____ .„ 

End 337 

Method AAT/GAP 

End 337 

Score 383 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990409_09.0204.C87 
337 

GENSCAN 

260 

1 



Seq.- No. 

Gene No. 

Start 

Name 

Start 

GI-" r ; 7 ' 

Exons 

GI" De scrip . 



Seq. No. 

Gene No,. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



38336 
78838 
1 

OJ9904 09_09.0204 .C88 .ol.np 

1 

■4680179 ; " '• - • - ' 

1. .723 

" (AF11170'9)'polyproteiri [Oryza 

38336' ' ■ 

78838 

1 

OJ9904 09_09. 0204 .C88.ol.tw 

189 

none 

189. .'548, 215.. 547 

38336 
78838 
1 



Seq. ID OJ990409_09.0204 .C88 
Strand + 
End 723 
Method AAT/NAP 

End, . . .723 

Score \ 660*' " - v' ■"'*" "■ :: ' 
sativa' subsp. iridic a T" 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 



OJ990409_09.0204 .C88 

+ . ■ • 

723 - - - .. - 

TBLASTX: Wheat 

548 

271 



OJ990409_09.0204.C88 
+ 

723 



38026 




Name 


OJ990409 09.0204.C88. 


ol 


. QS 


Method 


GENSCAN 




Start . 


236 






End 


697 




GI 


none 






Score 


.56 




Exons 


236. .364, 389. .697 












Seq. No. 


38336 






Seq. ID 


OJ990409_09.0204 


.C88 


Gene No. 


78838 






Strand 


+ 




Start 


1 






End 


723 




Name 


OJ990409 09.0204.C88. 


ol 


. tm 


Method 


TBLASTX : Maize 




Start 


429 






End 


722 




GI 


none 






Score 


228 




Exons 


429. .722 












Seq. No. 


38336 






Seq. ID 


OJ990409_09.0204 


.C88 


Gene No. 


78838 






Strand 


+ 




Start 


1 






End 


723 




Name 


OJ990409 09.0204.C88. 


o2 


tw 


Method 


TBLASTX: Wheat 




Start 


549 






End 


722 




GI 


none 






Score 


167 




Exons 


549.. 722, 549.. 623 












Seq^No..- . 


J38337_; _ 








„0 J9 9 040 9^0 9^ 02,04,. 


J289__ 


Gene., No. 


.78.83.9. ..... _ _ 




- - 


. StrancL 






Start 


235 






End 


346 




Name 


OJ990409 09.0204.C89. 


ol 


crs 


Method 


GENSCAN 




Start 


235 






End 


346 




GI 


none 






Score 


.54 




Exons 


235. .346 












Seq. No. 


38338 






Seq. ID 


OJ990409 09.0204 


.C90 


Gene No. 


78840 






Strand 






Start 


249 






End 


1609 




Name 


OJ990409 09.0204.C90. 


ol. 


np 


Method 


AAT/NAP 




Start 


249 






End 


1609 




GI 


6069646 






Score 


628 




Exons 


249. .910, 1495. .1609 












GI Descrip., 


(AP000616) similar to 


putative reverse 


transcriptase (AC005315) 



[Oryza sativa] gi I 6907112 | dbj | BAA90639 . 1 1 (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq. : No\ v "~ "38338 v - \ - ~ "~ • * • s"eq~ ID" * : OJ9904 09^09 . 0204 ;C90 

Gene No. 78840 Strand - 

Start 249 ----- -- E nd *" "1609" " " "" " " ' 

Name--. OJ9904'09_09 . 0204 . C90 . ol . tm* - , Method' .. TBLASTX-: Maize 

Start 4 80 ' • . End ' 776 

GI . none Score 183 

Exons 480. .776 • - * - 

Seq. No. 38339 Seq. ID OJ990409_09 . 0204 . C91 

Gene No. 78841 Strand 

Start 1 End 1048 

Name OJ990409_09 . 0204 . C91 . ol . np Method AAT/NAP 

Start 1 End 1048 

GI 6498441 Score 1390 

Exons 1..80, 183.. 1048 



38027 




GI Descrip. (AP000815) EST C7278 6 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



QpO Mo 


38339 




Seq. ID 


O.7QQ04 0Q HQ 0904 


. \^ Zs -L 


f^pn p Mn 


78841 










Start 


1 




End 


1 n 4 ft 

i y *i o 




NaiTie 






Mo i~ hr>H 


\J Hi IN O Vw-.tT.LN 




Start 


82 




End 


705 




GI 


none 




Score 


.58 




J_J w llu 


82 . .705 










Sen No 


38339 




Seq. ID 


OJ990409_09.0204 


P91 

. V~> Zs -L 




7884 1 




Strand 






Start 


1 




End 


1048 




Name 


O.TQQD4DQ 0?04 PQ1 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


705 




End 


1043 




GI 


none 




Score 


92 




TT von Q 


70^ 96? 7^Q Q78 


945. .1043, 946. .1038 




Cpz-r Ma 
Oclji IN U . 


JO J J J 




Seq. ID- 


OJ990409_09.0204 






7884 1 




„. St rand „ ; 






Of a r f 


^ " - 




. End .„ 




— ------ 


KI a m £^ 


O.TQQn4nQ DQ 0904 PQI 


. ol . tm 


Method 


TBLASTX: Maize 




Q-h => >-+- 
jidi L 


8 07 _ 




End 


1043 




GI 


none 




Score 


88 




Exons 


807. .1043, 808. .1020 












38340 




Seq. ID 


OJ990409_09.0204 


.C92 




78842 




Strand 






Start 


1 




End 


102 




Name 


OJ990409 09.0204.C92 


. ol . gp 


Method 


AAT/GAP 




Start 


1 




End 


102 




GI 


96783 1.R1084 




Score 


204 




Exons 


1. .102 










GI Descrip. 


' 287 938/emb | X54204 | CVPRSET5C 


6.0e-47 Cloning vector pRSET5c 




(pBluescript KS plus 


derivative) 1 






Seq . No . 


38340 




Seq. ID 


OJ990409J39.0204 


.C92 




78843 




Strand 






Start 


.4 3 




End 


256 




Name 


OJ990409 09.0204..C92 


. ol.. gs. 


Method 


GENSCAN 




Start " " : 


4 3 ' " " - 




End- 


■256- * 




GI ■ 


none 




Score 


.85 ■ 




R v'rin ^ ' 


43. .256' " ' - 










Can NIo 
Oc^. IN O . 


'38341 




Seq. ID . 


OJ990409_09.0204 


.C93 


Gene No. 


78844 




Strand 


+ 




Start 


88 




End ■ 


488 




Name 


OJ990409 09.0204.C93 


. ol . gs 


Method" 


GENSCAN 




Start 


88 




End 


488 




GI 


none 




Score 


.53 




Exons 


88. .283, 427. .488 










Seq. No. 


38341 




Seq. ID 


OJ990409_09.0204 


.C93 


Gene No. 


78845 




Strand 






Start 


2507 




End 


4521 





38028 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ9904 09_09 . 0204 . C93 . ol . np Method AAT/NAP 
..2461 End 4521 

81799 Score 379 

2461. .2672, 3027. .3088, 3173. .3402, 4476. .4521 
nodulin-26 precursor - soybean 



38341 ■ 

78845 

2507 

OJ9904 09JD9.0204 .C93.ol.tw 

2479 

none 



Seq. ID OJ990409_09.0204.C93 
Strand 

End 4521 

Method TBLASTX : Wheat 

End 3089 

Score 105 



2479. .2562, 2482. .2568, 2573. .2683, 2574. .2672, 3018. .3089 



Seq. No. 38341 

Gene No. 78845 

Start 2507 

Name OJ9904 09_09 . 0204 . C93 . ol . tc 

Start 2482 

GI none 
Exons 



Seq. ID OJ990409_09.0204 .C93 
Strand 

End 4521 

Method TBLASTX : Cress 

End 3365 

Score 71 



2482. .2568, 2576. .2704, 2577. .2681, 3170. .3286, 3174. .3284, 
_3278^,3361.,_3288,...,3i365.._ . „ 



Seq. No. 38341 

Gene No. 78845 

Start 2507 

Name OJ9904 09_09 . 0204 . C93 . ol . ts 

Start 2482 

GI none 
Exons 



Seq. ID OJ990409_09. 0204 .C93 
" Strand 

End 4521 

Method TBLASTX : Soybean 

End 3361 

Score 121 



2482. .2568, 2573 .. 2704 , '2574 .. 2672, 3147. .3284, 3170. .3283, 
3320. .3361 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38341 
78845 
2507 

OJ9904 09_09.0204 .C93.ol.tm 

2482 

none 



Seq. ID OJ990409_09.0204.C93 
Strand 

End * 4521 

Method TBLASTX: Maize 

End 3387 

Score 72 



2482. .2562, 2482. .2568, 2573. .2683, 2574. .2672, 3021. .3098, 
3170. .3283, 3174. .3278, 3352. .3387 



Seq. No. 38341 

Gene No. - '78845" / ""• : *■ • . _ 

Start . 2507 

Name " OJ990409_09'. 0204 . C93 . o2 .gs 

Start r ■ :: ' 2501 : ..... ^ ' .\ v> v _ 

GI none 
Exons 



.Seq. ID. OJ990409_09. 0204 .C93 
■ Strand - " • : " • - • * " ■ 

End • 4521 

Method : GENS CAN " " * ~ ' 
. End- .. 34 88 : - - . 
Score .7 



2507. .2672,' 3027. .3088, 3173. .3388, 3406. .3488 



Seq. No. 38342 

Gene No. 78846 

Start 237 

Name OJ9904 09_09 . 0204 . C95 . ol . gp 

Start 237 

GI 427939 

Exons 237.. 541 



Seq. ID OJ990409_09. 0204 .C95 

Strand 

End 541 

Method AAT/GAP 

End 541 

Score 553 



38029 



Seq. No. 38343 

Gene No. 78847 

Start 1 

Name OJ990409_09 . 0204 . C98 . ol . np 

Start 1 

GI 6957728 

Exons 1..182, 314.. 678 

GI Descrip. (AC021640) hypothetical protein [Arabidopsis thaliana] 



Seq. ID OJ990409_09.0204 .C98 
Strand 

End 678 

Method AAT/NAP 

End 678 

Score 213 



Seq. No. 38343 

Gene No. 78847 

Start 1 

Name OJ9904 09_09 . 0204 .C98 . ol . gs 

Start 23 

GI none 

Exons 23.. 104, 326.. 657 



Seq. ID OJ990409JD9.0204 .C98 

Strand 

End 678 

Method GENSCAN 

End 657 

Score .86 



Seq. No. 38343 

Gene No. 78847 

Start 1 

Name OJ9904 09_09 . 0204 . C98 . ol . tm 

. Starts 4 6.6 . _ : : 

GI .none . _ .... „. "_ ; 

Exons 466. .648, 468.-593, 469. .657 



Seq. ID OJ990409_09.0204 .C98 

Strand 

End 678 

Method TBLASTX: Maize 

.End,.;..;.... . 657. ' , . _■ 

..Scor.e. ,123. .'. _ J. „...Z ^JT— 1 -- 



Seq. No. 38344 

Gene No. 78848 

Start 1 

Name OJ990409_09 . 0204 . C99 . ol . np 

Start 1 

GI 5852093 

Exons 1..35, 293. .420, 536. .578 
GI Descrip. (AL117264) zwhl6.1 [Oryza sativa] 



Seq. ID OJ990409_09.0204.C99 
Strand 

End 578 

Method AAT/NAP 

End 578 

Score 58 



Seq. No. 38345 

Gene No. 78849 

Start 141 

Name OJ9904 09_09 . 0204 .C100 . ol . gs 

Start 141 

GI none 

Exons 141.. 271 



Seq. ID OJ990409_09.0204 .C100 

Strand + 

End 271 

Method GENSCAN 

End 271 

Score . 6 



Seq. No. ' 
Gene' No . 
Start ■ 
Name ' 

Start *. 
GI 

Exons ■ 

GI Descrip. 



• 38346 
78850 

"1 " ■' 

' 0 J990 4 0 9_0-9 . 0 2 0 4 . C 1 0 1 . ol* . gp 



Seq. ID OJ990409_09.0204'/C10r 
Strand 

End "109 ' ■' ' % ' 
Method -AAT-/GAP. . 
End ' -TO 9 . 
Score 196 



3769140 
1. . 109 - • - 

2944417 9.0e-ll (AF04 988 1 ) peroxidase FLXPER4 [Linum 
usitatissimum] 



Seq. No. 38346 

Gene No. 78851 

Start 11 

Name OJ990409_09 . 0204 . C101 . ol . np 

Start 11 



Seq. ID OJ990409_09.0204.C101 

Strand 

End 109 

Method AAT/NAP 

End 109 
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GI 


2944417 




Score 


133 


Exon <=> 

<U 1 1 t^j 


11 . .109 








GI Descrip. 


(AF049881) peroxidase 


FLXPER4 


[ Li num. 


us it at is^i mum 1 


Seq. No. 


38346 




Seq. ID 


OJ990409_09.0204 .C101 


Gene No. 


78852 




Strand 




Start 


38 




End 


" 85 


Name 


OJ990409 09 0204 C101 


ol . gs 


Mpt* hod 


VJ l_j IN ij V^y/iLN 


Start 


38 ~ 




End 


85 


GI 


none 




Score 


. 42 


J—J Vp^ 1 1 o 


38 . .85 








Sea No 


38347 




Seq. ID 


OJQ904 0Q 0 9 0?0 4 C^0? 


Gene No. 


78853 




Strand 




Start 


399 




End 


474 


Name 


OJ990409 09.0204 .C102. 


ol.gp 


Method 


AAT/GAP 


Start 


399 




End 


474 


GI 


3760640 




Score 


99 


Exons 


399. .474 








GI Descrip. 


4176420/dbj IBAA37167 | 


2.0e-ll 


(AB008097) cytochrome P450 



[Arabidopsis thaliana] 



Seq......No,.._ 


„ 3834 8 _ 






._Seq. ID... 


0J9 9.04 09JD 9. 


.0.20.4, 


.£,1.03 


Gene No. 


78854 






Strand 








Start 


488 






End 


630 






Name 


OJ990409 09.0204.C103 


.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


482 






End 


626 






GI 


none 






Score 


82 






Exons 


482. .625, 486. .626 














Seq. No. 


38348 






Seq. ID 


OJ990409_09 


.0204 


.C103 


Gene No. 


78854 






Strand 








Start 


488 






End 


630 






Name 


OJ990409 09.0204.C103 


ol. 


np 


Method 


AAT/NAP 






Start 


488 






End 


630 






GI 


4539394 






Score 


182 






Exons 


488. .630 














GI Descrip. 


(AL035526) putative protein 


[Arabidops 


is thaliana] 






Seq. No. 


38349 






Seq. ID 


OJ990409_09 


0204 


.C104 


Gene No. 


78855 






Strand 








Start . 


163 . 






End 


585 






Name ' " 


- - OJ9904 09" 09 .020.4 . C104 . 


"61. 


gs' - 


"Method ' 


- GENSCAN 






Start 


163 






■ End 


585 - 






GI • • ; : • 


none" ~ ' ' 






Score " 


.97 * ■ 






Exons 


163. .585 - ; * \. - 














Seq.- No. 


38350 






Seq. ID 


OJ990409_09, 


0204 


C106 


Gene No. 


78856 - 






Strand 


+ 






Start 


189 






End 


613 






Name 


OJ990409 09.0204.C106. 


ol. 


gs 


Method 


GENSCAN 






Start 


189 






End 


613 






GI 


none 






Score 


.63 






Exons 


189. .317, 371. .457, 4£ 


t9. . 


613 










Seq. No. 


38351 






Seq. ID 


OJ990409_09. 


0204 . 


C108 


Gene No. 


78857 






Strand 









38031 



OLdl L 


j ? j 






FnH 


7 6? 




Name 




V X . 


. gs 






















PT 


none 






Score 








RQ? 7 6^ 














JOJJl 






Q^z-y T n 
OC^ . 1U 




PI OP 


Gene No. 


78858 






Strand 






Start 


710 






End 


830 




Name 


OJ990409 09.0204.C108. 


Ol. 


,np 


.Method 


AAT /MAP 




OLaLL. 


710 






End 


? n 




P T 


5042454 






Score 


1 1 




Hi AUI 1 0 


710. .830 














(AC007789) putative polyprotein [Oryza 


s a ti l va j 




Seq. No. 


38352 






Seq. ID 


OJ990409 09.0204 


. C109 




78859 






Strand 


+ 




Start 


1 






End 


208 




Name 


OJ990409_09.0204 .C109. 


ol. 


gp 


Method 


AAT /GAP 






1 
1 






End 


208 




P T 


39951_2.R1084 






Score 


368 




Exons - 














PT Hocfri n 

o.i ue.scnp.. . 


. .. f .28326,17AembJ CAA167A.6. 




6J 


De-2 6. .(AL021.711.) putative Lprp t,ein 




[Arabidopsis thaliana] 


1 










Seq. No. 


38352 






Seq. ID 


OJ990409_09.0204 , 


pi HQ 

. Liu y 


Gene No. 


78860 






Strand 


+ 




OtdlL 








End 


340 




Name 


OJ990409 09.0204.C109. 


Ol. 


tm 


Method 


TBLASTX: Maize 




OtalL 


1 






End 


215 




P T 


none 






Score 


71 




Exons 


1..54, 3. .53, 58. .207, 


100. 


.207, 102. .209, 168. .215 




Seq. No. 


38352 






Seq. ID 


OJ990409_09.0204 . 


.C109 


Gene No. 


78860 






Strand 


+ 




Of- -a r-i- 


301 






End 


340 




Name 


OJ990409 09.0204.C109. 


ol. 


gs 


Method 


GENSCAN 






301 






End 


340 




UX 


none 






Score 


.62 






301. .340 












Seq., ,No. .■ 


38353 






. Seq. ID 


OJ990409_09.0204 . 


X114 


Gene No."' ' " 


' 78861 " ' ■ : 






~ "Strand • v 


■+ ■ ■ / * 




uldl.L. 


521 






End 


642 




Name 


"OJ99040"9 09":0204.C114; 


ol . 


gs : 


"" Method 


GENSCAN ' " • " r ~ 




Otdl L 


...521 ' \ . .. . . ^ 






.-• En . d ■- 


64 2' - • 




PT 


none 






Score 


. 7 " ' "*' ■'**" 






521. .642 












o e q . in o . 


38354 






Seq. ID 


OJ990409_09.0204 . 


■ C115 


npnp Mo 


78862 






Strand 






Start 


1 






End 


270 




Name 


OJ990409 09.0204 .C115. 


ol. 


gp 


Method 


AAT /GAP 




Start 


1 






• End 


270 




GI 


31784 1.R1084 






Score 


502 




Exons 


1. .270 












GI Descrip. 


? 1877397 /emb | CAA72330 | 


2. 


Oe- 


-75 (Y11591) 


shaggy-like kinase 



38032 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
,Start,__^; 

Name . ,„ .. 

Start' 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



[Ricinus communis] ' 

38354 Seq. ID 

78863 Strand 
189 - End 
OJ990409_09.0204.C115.ol.gs Method 
189 End 
none Score 
189. .222 

38355 Seq. ID 

78864 Strand 
1 End 
OJ9904 09_09.0204 .CI 17 .ol.np Method 
1 End 
5852172 Score 
1..53, 99. .122, 359. .388 
(AL117265) zhb0002.1 [Oryza sativa] 



38355 
78864 

31 

none 
31. .187 

38356' 

78865 

280 

OJ990409_09.0204.C118.ol.gs 

280 

none 

280. .424 



Seq. ID 
Strand 

_End.... :. 

... Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ9904 09_09.0204.C115 
222 

GENSCAN 

222 

.98 



OJ990409_09.0204 .C117 
388 

AAT/NAP 

388 

90 



OJ990409 09.0204.C117 



388 

„GENSCAbL 
187 
.87 



OJ990409_09.0204.C118 
424 

GENSCAN 

424 

.45 



Seq. No. 
Gene No. 
Start"- ■. 
Name 
Start 
GI 

Exons 

GI* : Descrip. 



38357 Seq. ID OJ990409_09 . 0204 . C119 

78866 Strand 

1 End -610 

OJ9904 09_09. 0204. C119. ol.np Method AAT/NAP 

1 End 604 

3047087 Score 74 

1..26, 294.. 412, 458.. 604 . _:.-.-„■;_ 
: (AFO'58 914 ) " contains " similarity to * SRF-type transcription" factor 
DNA-binding and dimerization domain (Pfam: transcript_f act . hmm, 
score' 63138T [Arabi&bpsis thaliaria]" '" - " : " "'- " - *' : ~" ' " J " 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



.38357 
78866 
1- 

OJ9904 0 9_0 9.0204.C119.ol.gs 

131 

none 

131. .469 

38357 
78866 
1 



Seq. ID 

Strand 

End ■ 

Method 

End 

Score 



Seq. ID 

Strand 

End 



OJ990409_09.0204 .C119 
610 

GENSCAN 

469 

.97 



OJ990409 09.0204.C119 



610 



38033 







D.TQQ040Q 
uu z* z* u *i \j y 


HQ 0904 P1 1 Q ol 


L. W 


Mof hoH 


i DLino lAi Wilt? a. L 




O Lai L 


9^1 

c, D X 






Hi rid 


61 0 




pT 


none 






Q oo vo 


.? z* 






251 41 S 

JI • • *i X _J / 


961 4^4 4^5 


596 


443 610 






Seq. No. 


38357 






Seq. ID 


OJ990409_09.0204.C119 




Gene No. 


78866 






Strand 






u Lai L 


I 






FnH 

CjI 1VJ 


610 




Marno 


O.TQQ04 HQ 


OQ 0904 Pi 1 Q o1 

VJ _7 . U U *i »\^XX_7.<JX • 


t o 


Mot" hoH 


TRT.A9TY • Pro q q 
1 Dlinu 1A . \^I Coo 




O l_dX t_ 


9 R9 

C. *J 






FnH 

HiI 1U 


607 




PT 
O X 


n nn d 






JLUI C 






F von ^ 


-J £. * • *i «J / / 


966 4^6 461 


607 








Seq. No. 


38358 






Seq. ID 


OJ990409_09.0204 .C120 




Gene No. 


78867 






Strand 






o i- a. X. u 


X -7 






FnH 

HiI 1V_1 


fi70 




Name 


O.TQQ040Q 


0Q 0904 PI 90 ol 




Mot* hoH 






OLalL 


C. X J? 






FnH 


670 






n on o 






Qoo 








^X.7. . JU4 / 


574 670 




















O.TQQ040Q OQ 090-4 PI 91 




Gene. No .. 


:.3 8 8 68*'. rr 






.Strand „ 


.+. _ .7; ... ^ 




Start 


1 






End 


481 


%J 


Name 


OJ990409 


09.0204.C121.ol. 


np 


Method 


SAT /MAP 




Cf a >-f 
O Ldl U 


1 






End 


4 ft 1 
T O X 




VjtX 


5803259 






Score 


4 Q1 

*1 J7 X 




IT* v r*\ o 


1. .481 












P T np^PT*! D 
W J. UC u L J L LJ 


(AP000399) hypothetical protein [Oryza 


cat - "i tt3 1 


^ is? 


Seq. No. 


38359 






Seq. ID 


OJ9904 09_09. 0204 .C121 


Fil 


Gene No. 


78869 






Strand 






Cf -a r 4- 
u Lai L 


254 






End 


4 9fi 




Name 


OJ990409 


09.0204.C121.ol. 


gs 


Method 


PFMC?P AM 




OLai L 


254 






End 


4 9 
fl ^1 D 




pj 


none 






Score 


4 




F vnn^ 

l_i Awl 1 o 


254. .426 












Seq. No. 


38360 






Seq. ID 


OJ9904 09_09.0204 .C123 




Gene No. 


78870 






Strand 


+ 




OLdi L 


48 






End 


Rft 0 




. Name 


OJ990409 


.09-0204 .C123.ol. 


gs 


Method 


P P M Q P A M 




O Lai L 








End" 






PT 
ui 


none ■ 






Score 


ft 1 
• OX 




P von c: 


"" 48 ': .10*7V" 


21'0;;T07 / " 479.". 580" 










' "38361 • 






Seq. ID 


PITQQ04 0Q OQ 09 04 PI 97 




Gene No . 


78871. 






Strand 






Start 


342. 






End 


1897 




Name 


OJ990409 


09.0204.C127.ol. 


np 


Method 


AAT/NAP 




Start 


342 






End 


1897 




GI 


6587808 






Score 


715 




Exons 


342. -.599, 


884. .1039, 1212 


..1673, 1774., 


1897 




GI Descrip. 


(AC010924 


)" Contains similarity to gb|AF151801 CGI-43 protein 



from Homo sapiens . EST gb|AI 999800 comes from this gene. 
[Arabidopsis thaliana] 



38034 



Seq. No. 38361 

Gene No. 78871 

Start 342 

Name OJ990409_09 . 0204 . C127 . ol . gs 

Start 370 

GI none 
Exons 



Seq. ID OJ990409_09.0204 .C127 
Strand 

End 1897 

Method GENSCAN 

End 1830 

Score .62 



370. .599, 884. .1039, 1212. .1455, 1519. .1673, 1774. .1830 



Seq. No. 38361 

Gene No. 78871 

Start 342 

Name OJ9904 09_09 . 0204 . C127 . o3 . ts 

Start 433 

GI none 

Exons 433. .510, 434. .532, 435. .608, 436. .513 



Seq. ID OJ990409_09.0204.C127 
Strand 

End 1897 

Method TBLASTX : Soybean 

End 608 

Score 82 



Seq. No. 


38361 




Seq. ID 


OJ990409_09.0204 


-C127 


Gene No. 


78871 




Strand 






Start 


342 - 




End 


1897 




Name 


OJ990409 


09.0204 .C127 


.ol.gp Method 


AAT/GAP 




Start" 


470 




End 


1268 




GI_._„ 


.none ■ 




-„ ■ ' Score 


630 




Exons. , 


1 7470 .".59.9,' 


3.84 7.' 103 971 


.1212,.. 1-2. 6 8 






Seq. No. - 


38361 




Seq. ID 


OJ990409_09.0204, 


.C127 


Gene No. 


78871 




Strand 






Start 


342 




End 


1897 




Name 


OJ990409 


09.0204 .C127 


.ol.ts Method 


TBLASTX: Soybean 




Start 


870 




End 


1039 




GI 


none 




Score 


103 




Exons 


870. .962, 


871. .1011, 


884. .1039 







Seq. No. 38361 Seq. ID OJ990409__09. 0204 . C127 

Gene No. 78871 Strand 

Start 342 End 1897 

Name OJ990409_09 . 0204 .C127 .ol. tm Method TBLASTX : Maize 

Start 871 End 1887 

GI none Score 165 

Exons 871.. 1038, 871.. 1038, 884.. 1039, 1206.. 1457, 1211.. 1456, 

1213. .1458, 1507. .1674, 1514. .1675, 1517. .1618, 1518. .1646, 
1534. .1674, 1772. .1870, 1772. .1873, 1773. .1871, 1774. .1887, 
. -, 1774.. ..1875 . • ... • •. 



Seq. No. 38361 . Seq. ID OJ9904.09_09 . .0204 . C127 

r Gene'NoY* ' ' "7 8871 ; " " '*"*•' ' ' """" ' * "Strand "* - " r ~ ; " 

Start- . .342'-. '. .' - ; -...'.*' - -.'End ■ ".1897. ■ ... . 

'Name'" ' '"" ' " OJ9904 09_0.9 . 0204 .C127.o2.ts . Method TBLASTX : Soybean 

Start 1239 End 1484 

GI none - - Score 99 - 

Exons 1239.. 1484, 1246.. 1458, 1307.. 1471 

Seq. No. 38362 Seq. ID OJ990409J39 . 0204 . C128 

Gene No. 78872 Strand + 

Start 1 End 1277 

Name OJ990409_09 . 0204 . C128 . ol . np Method AAT/NAP 

Start 1 End 1277 

GI 4220486 Score 238 



38035 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Se.q......No^ 

Gene No. . . 

Start 

Name 

Start 

GI 

Exons 



1.-32, 233. .378, 451. .548, 996. .1277 

(AC006069) unknown protein [Arabidopsis thaliana] 



38362 
78872 
1 

OJ9904 09_09.0204 .C128.ol.tm 

351 

none 



Seq. ID OJ990409_09.0204.C128 

Strand + 

End 1277 

Method TBLASTX : Mai ze 

End 1064 

Score 167 



351. .491, 351. .497, 492. .548, 493. .549, .494. .565, 495. .554, 
992. .1045, 993. .1046, 1047. .1064 



38363 
78873 
1 

OJ990409_09.0204 .C129.ol.np 
1 

6721512 
1..60, 138. .290 

(AP001072) hypothetical protein [Oryza sativa] 



Seq. ID OJ990409_09.0204.C129 
Strand 

End 290 

Method AAT/NAP 

End 290 

Score 48 



.38364. _ : 

.78874.,. ... . 

171 

OJ9904 09_09.0204 .C130.ol.gs 

171 

none 

171. .225, 434. .594 



„Seq_ ? ,„I D_ 0 J990 4 0 9_0 9 . 02 04^1 30.,. 

Strand'. . + . . 

End 594 
Method GENSCAN 
End 594 
Score .76 



Seq. No. 38365 

Gene No. 78875 

Start 59 

Name 0 J9 90 4 0 9_0 9 . 02 0 4 . CI 3 1 . o 1 . gs 

Start 59 

GI none 

Exons 59. .711 



Seq. ID OJ990409_09.0204.C131 

Strand + 

End 711 

Method GENSCAN 

End 711 

Score .89 



Seq. No. 38365 
Gene No. 78875 
Start 59 

Name OJ9904 09_09 . 0204 . C131 . ol . tm 

Start . . . 246 . . .. . ,. 

GI ' " • none ' 

Exons 



Seq. ID OJ990409_09.0204 .C131 

Strand + 

End 711 

Method TBLASTX : Mai ze 

End. . . • . 675. . 

Score * - - 3'5 ■ " * 



246. .269, . 260. .481,.. 264. .530, 432. .671, 483. .626, 487. .675, 
"4 96: .'672' ' " ~ •' ■ ■ ' " ■ ; '■■ - ' 



Seq.' No. 38366. * 

Gene No. 78876 

Start 331 

Name OJ9904 09_09 . 0204 . CI 33 . ol . gs 

Start 331 

GI none 

Exons 331.. 402 



Seq. ID' OJ990409_09.0204.C133 

Strand + 

End 402 

Method GENSCAN 

End 402 

Score .79 



Seq. No, 
Gene No. 
Start 



38367 
78877 
1 



Seq. ID OJ990409_09.0204 .C140 
Strand + 
End 608 



38036 




Name 


OJ990409 09.0204 .C140.ol 


.np 


Method 


AAT/NAP 


btart 


1 




End 


608 - 


bl 


6728973 




Score 


331 


Exons 


1..608 








GI Descrip. 


(AC018363) putative protein kinase [Arabidopsis thaliana] 


Seq. No. 


38367 




Seq. ID 


OJ990409_09.0204.C140 


Gene No. 


78877 




Strand 


+ 


otart 


1 




End 


608 


Name 


OJ9904 09_09.0204.C14 0.ol 


.gs 


Method 


GENSCAN 


otart 


A Q 




tjna 




bl 


none 




Score 


.48 


Exons 


48. .598 








Seq. No. 


38367 




Seq. ID 


OJ9904 09_09. 0204 .C140 


Gene No. 


78877 




Strand 


+ 


Start 


1 




End 


608 


Name 


OJ990409 09.0204.C140.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


48 




End 


589 


bl 


none 




Score 


0 1 


Exons 


48. .182, 104. .154, 105.. 


167, 


249. .371, 


257. .307, 392. .589, 




393.^,587_ 








- — - * - " 

Seq. No. 


38367 




Seq. ID 


OJ990409_09'. 0204 .C140 


Gene No. 


78877 




Strand 


+ • . 


Start 


1 




End 


608 


Name 


OJ9904 09__09.0204.C140.ol 


. tc 


Method 


TBLASTX: Cress 


btart 


102 




End 


00 1 


bl 


none 




Score 


76 


Exons 


102. .182, 183. .254, 200. 


.238, 


245. .301, 


249. .362, 392. .502, 




393. .497, 482. .580, 483. 


.581 






Seq. No. 


38367 




Seq. ID 


OJ990409_09.0204.C140 


Gene No. 


78877 




Strand 


+ 


O 4 > ■^-+- 
o t ar t 


1 




End 


608 


Name 


OJyy0409 09 . 0204 . C140 . ol 


. ts 


Method 


TBLASTX: Soybean 


Start 


102 




End 


587 


bl 


none 




Score 


78 


Exons 


102. .182, 116. .151, 240. 


.371, 


276. .317, 


392.. 568, 393.. 587 


Seq. No. 


38368 




Seq. ID 


OJ9904 09_09.0204 .C141 


Gene No. . 


.78878 . . 




Strand 


+ 


0 1 art 


27 - 


... ' 


End " * • 


251 


Name 


. OJ990409 09.0204,C141.ol 


• gs . 


Method 


GENSCAN 


Start 


"27 ' '' * " - ' v 




" End ' "* 


•251" " ' ■* ■" * ' 




. none - 




-Score 


. . 61 .- . - '.. .■ ' r ' 


Exons 


"21. .251 ' ; 








Seq. No. 


38369 




Seq. ID 


OJ990409_09. 0204 .C14 4 


uciie lnu * 


78879 




Strand 




Start 


1 




End 


57 


Name 


OJ990409 09.0204.C144.ol 


• gp 


Method 


AAT/GAP 


Start 


1 




End 


57 


GI 


3760640 




Score 


84 


Exons 


1..57 








GI Descrip. 


4176420/dbj IBAA37167 | 2. 


Oe-11 


(AB008097) cytochrome P450 



[Arabidopsis thaliana] 



38037 




Seq. No. 


38370 










Seq. ID 


OJ990409_ 


_09 


.0204 


.C148 


bene no . 


i ppon 
/oooU 










btrana 










C 4- -, >-+- 

otart 


yz 












OO/ 








Name 




no c\a 
. UZU4 




, oi 


. gs 


Method 


ljbiNbL.AN 








C 4 , v- 4- 


yz 










O _ -J 

hna 


oof 










none 










Score 










Exons 


yz . .ob/ 




















Seq. No. 


38371 










- Seq. ID 


OJ990409_ 


_09, 


.0204 


.C150 


Gene No . 


7 (5 Q Q 1 
/ 0 O O 1 










o trana 


T 








OH » v~4- 


1 n Q 

i u y 










bna 


0 

Z JO 








Name 


uj y y U4 u y uy 


n o n a 
. UZU4 


r*i Rn 


oi 


. gs 


Met hoci 


VjblNb^AlN 








CM , v~4- 

otan 


i n q 
i u y 










bna 


0 "3 Q 
Z JO 








GI 


none 










Score 


. 95 








Exons 


i n Q 0 "3 Q 

iuy . . z jo 




















Seq. No. 


38372 










Seq. ID 


OJ990409_ 


_09. 


.0204 


.C151 


Gene No . 


/ 0 OOZ 










Strand 










btart 


i no 

i yz 










t? « 
bna. 


O £ £ 
ZOO 








Name 


r\70Qf\^oo no 

ujyyu4uy uy 


. UzU4 


. LlOl . 


oi 


.gs 


Method 


bbNbUAN 








otart - 


. i- y z - • - • 








> „ 


^ b na . „ 


OC/T . ■ 

ZOO- 








. bl . ... _ . 


none . „ .. .. 


...... ... 


r 







...Score,. 


.. ...oo. .. 





• — - 




Exons 


i q o o c; a 

i yz ..zoo 




















Seq. No. 


38373 










Seq. ID 


OJ990409_ 


_09. 


.0204 


.C153 


Gene No . 


7QOQO 










btrana 


+ 








OH , v- 4- 


O 3 










T7 ^ 

bna 


1 1 Q 
lib 








Name 


ujyyu4uy uy 


. UzU4 , 


pi CO 

. LlO 6 . 


ol 


. gs 


Metnoa 


bbNbLAN 








otart 












bna 


1 1 Q 










none 










Score 


. DO 








Exons 


R /I 1 1 Q 

04 . . 1 lo 




















Seq. No. 


38373 










Seq. ID 


OJ990409_ 


_09. 


.0204 


.C153 


Gene No. 


78884 










Strand 










otart 


1 










End 


00 o 








Name 


OJ990409 09, 


.0204, 


.C153. 


ol, 


.np 


■ Method 


AA1 /NAr 








C 4 , 4- 

btart 


1' 










. End 


£ q -3 • 
DO J 








P T 


6721516 










Score 


zoz 








DAOUb 


1..28, 341., 


.683 


















GI Descrip . 


(AP001072) hypothetical protein [Oryza 


sativa] 








" Seq / No". 


•38373 : ' • 










Seq. ID " 


OJ990409" 


09. 


;0204' 


:'*C153" 


Gene No 


78884 










Strand 










bt.arti 


' - "1 " 










-End' "■ 


c O" o - * " • : 
DO J 








Name 


:.OJ990409 09, 


.0204. 


.C153. 


o2. 




Method 


GEN-SCAN. 








C 4 1 v-4- 

b tar t 


324 










End' 


0/4 








bl 


none 










Score 


Q Q 
. O 0 








Exons 


324. .674 




















Seq. No. 


38374 










Seq. ID 


OJ990409_ 


09. 


,0204 


.C154 


Gene No. 


78885 










Strand 










Start 


372 










End 


700 








Name 


OJ990409 09. 


.0204. 


,C154. 


ol. 


.gs 


Method 


GENSCAN 








Start 


372 










End 


461 








GI 


none 










Score 


.54 








Exons 


372. .461 





















38038 



Seq. No. 38374 Seq. ID OJ990409_09 . 0204 . C154 

Gene No. 78885 Strand 

Start 372 End 700 

Name OJ990409JD9 . 0204 . C154 . ol . np Method AAT/NAP 

Start 372. End 700 

GI 3915300 Score 142 

Exons 372.. 581, 680.. 700 

GI Descrip. DNA-REPAIR PROTEIN COMPLEMENTING XP-C CELLS HOMOLOG (XERODERMA 
PIGMENTOSUM GROUP C COMPLEMENTING PROTEIN HOMOLOG) (XPCDM) 
gi I 630881 1 pir | | S42402 xeroderma pigmentosum group C 
complementing factor - fruit fly (Drosophila melanogaster ) 
gi I 434008 | emb|CAA82262 | (Z28622) xeroderma pigmentosum group C 
complementing factor [Drosophila melanogaster] 



O C K± • IN \J . 


?7 ^ 

JO J / J 






OcLJ . x U 


D TQQ04 0 Q HQ 


0904 PI S 6 


Gene No. 


78886 






Strand 


+ — 




Start 


44 






End 


189 




Name 


O.TQQ0409 OQ 


0904 n S6 


ol n q 
. u x • y o 




\3 Cj Ln O V^riLN 




O LCI J- U 


4 4 ~ 












(IT 


none 






Score 


ft R 






4 4 1 ft-Q 












JCV|. IN U> . 


^7 6 
JO J / o 






iJC^. X LJ 


Pj7QQ040Q DQ 


0904 PI ^7 


Gene No. 


78887 






Strand 






Start 


111 






End 


674 




Name 


OJQQ04 0 9 0 9 


n?04 n ^7 




L'iC L. i 1UU 








111 _ 
XXX 








674 




PT 

OX 


X IvJi It: 






Score 


"I Oft Q 




F von q 


1 1 1 674 
XXX. ■ O / 1 












Oc^i In U ■ 


JO J / / 






oeq . x u 


Pi TQ Q04 0 Q HQ 


0904 PI 64 


vJCllt! L\HJ . 


7ft ftff ft 

/ O O O 0 






C +- r nnr) 
oliallQ 


_L 
T 




OLdi L 


106 

X U vJ 






HjIIU. 






Ln CUILC 


OJ990409 09. 


0204. C164. 


. ol . gs 


Method 


GENSCAN 




Start 


106 






End 


406 




GI 


none 






Score 


.64 - 




Exons 


106. .406 












Seq. No. 


38378 






Seq. ID 


OJ990409_09. 


0204 .C165 


Gene No. 


78889 






Strand 






Start, 


. 39. . . . 






.End 


92 . ... 




Name 


'■' OJ990409 09: 


0204 .C165. 


ol.gs-' 


Method . 


. GENSCAN 




Start 


;39 






End 


92 




GI-' 


none 






Score 


. 9'3 : ' v 




. Exons • 


v 39-. . 92. 












Seq.. No. 


38379 






Seq. ID 


OJ990409_09. 


0204 .C167 


Gene No. 


78890 






Strand 






Start 


1081 






End 


1255 




Name 


OJ990409 09. 


0204. C167. 


ol.gp' 


Method ' 


AAT /GAP 




Start 


950 




End 


1255 




GI 


799 2.R1084 






Score 


586 




Exons 


950. .1255 












GI Descrip. 


'1172816/spl 


P42795|R111 ARATH 


9.0e-84 


60S 'RIBOSOMAL 


. PROTEIN L11A 




(L16A) >gi 624938 emb 


CAA57395 (X81799) ribosomal 


protein L16 




[Arabidopsis 


thaliana] 


i 









38039 




Seq. No. 


38379 








Seq. ID 


OJ990409_09.0204 


.C167 




7 ft ft QD 








Of- v~-i nr J 

Oil ctllU 






O Lai L 


1 Oft 1 










it j j 








• \J Z, KJ *4 


• ^ J. O f * 


+* 1.7 

Ul . LW 


LitS tiiuu 


1 O J_i rAO 1A • WllCdL 




3LQIL 


QQft ~ 

.7 .7 0 








i_i 1 1 Li 








none 








Score 


t U D 




Exons 


QQft 1 mQ 






i n q ft 


it jo 






Seq. No. 


38379 








Seq. ID 


OJ990409_09.0204 


• C167 


Gene No. 


78890 








Strand 






Start 


1081 








End 


1255 




Name 


OJ990409 09 


.0204 


.C167. 


ol.tc 


Method 


TBLASTX: Cress 




Start 


1072 








End 


1254 




GI 


none 








Score 


161 




Exons 


1072. .1254, 


1103 


. .1198 


, 1138 


.1251 







Seq. No. 38379 

Gene No. 78890 

Start .1081 

Name OJ9904 09_09 . 0204 . C167 . ol . gs 

S t ar .t„ , „ ,„1 08 ,._,.„™__™™ v _ _ 

..GI _ '. _ .none., _ _ , .-. 

Exons 1081.. 1251 



Seq. ID OJ990409_09.0204.C167 
Strand 

End 1255 

Method GEN SCAN 

.End_ • , 1251.„ „ 

..Score _ .. 9.5 ... 1. . . 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38379 
78890 
1081 

OJ9904 09_09.0204.C167.ol.np 
1084 
6093997 
1084. .1255 

60S RIBOSOMAL PROTEIN Lll gi 12570507 (AF022736) ribosomal 
protein [Oryza sativa] 



Seq. ID OJ990409_09.0204.C167 
Strand 

End 1255 

Method AAT/NAP 

End 1255 

Score 270 



38379 
78890 
1081 

OJ9904 09_09.0204.C167.ol.tm 

1096 

none 



Seq. ID OJ990409_09.0204 .C167 
Strand 

End " 1255 

Method TBLASTX: Maize 

End 1254 

Score 186 



1096. .1254, 1097 . .1198, 1098 .. 1250 ,. 1138..,. 1251 



Seq. No. 38380 
Gene No. '788 91 
Start - - -4 30 

Name W * OJ996409_09'."0204 ;C168 .o'2.gp 
Start 430 
GI 5771201 
Exons 430.. 516 

GI Descrip. 287 938 /emb | X54204 | CVPRSET5C 6.0e-47 Cloning vector pRSET5c 
(pBluescript KS plus derivative) 



Seq. ID OJ990409_09.0204.C168 
Strand "+ ' "' ' ' ' " 

End ' . ' 516 

Method AAT/GAP 
End 516 
Score 117 



Seq. No. 38380 Seq. ID OJ990409_09 . 0204 . C168 

Gene No. 78892 Strand 

Start 1 End 87 

Name OJ990409_09 . 0204 . C168 . ol . np Method AAT/NAP 



38040 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



End 
Score 



87 
128 



6093997 
1. .87 

60S RIBOSOMAL PROTEIN Lll gi 12570507 (AF022736) ribosomal 
protein [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990409 09.0204.C168 



>38380 
78893 
1 

OJ990409_09.0204 .C168.ol.gp 
1 

799_2.R1084 
1..84, 200. .321 

, 1172816/sp|P42795|Rlll_ARATH 9.0e-84 60S RIBOSOMAL PROTEIN L11A 
(L16A) >gi_624 938_emb_CAA57395_ (X81799) ribosomal protein L16 
[Arabidopsis thaliana] ' 



321 

AAT/GAP 

321 

344 



Seq. No. 


38380 


Seq. ID 


OJ990409_09.0204 


.C168 


Gene No. 


78893 


Strand 






Start 


1 


End 


3.21 




Name 


OJ990409 09.02'04.C168.ol.gs 


Method 


GENSCAN 




;,Sjt a r,t_ 


/„43 ; 


H # End; 


202 • 


- „ ■ r .. 


GI ...... . , 


none "„L ./ . „,'.■_ . . 


Score, . 


...8 6 


- 


Exons 


43. .84, 200. .202 








Seq. No. 


38381 


Seq. ID 


OJ990409_09.0204 


.C169 


Gene No. 


78894 


Strand 


+ 




Start 


1 


End 


947 




Name 


OJ990409 09. 0204. C169.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


947 




GI 


5923669 


Score 


129 




Exons 


1..167, 494. .947 








GI Descrip. 


(AC009326) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


38381 


Seq. ID 


OJ990409_09.0204 


.C169 


Gene No. 


78894 


• Strand 


+ 




Start 


1 


End . 


947 




Name 


OJ990409 09.0204 .C169.ol.gs 


Method 


GENSCAN 




Start 


372 


End 


894 




GI 


none 


Score 


. 68 




Exons 


372. .894 








/Seq. No*. " : ; 


■ ■38382 ' • ' " ' " .- : '• 


. * Seq: ID- 


OJ9'90'4 09'_0 9". 0204 


VC17 0 


Gene No. 


78895 * ' 


Strand - 


+ 




Start' 


*1 ■ ' * ■ 


End "■ : '~ 


696 • ' •' * ^ 




Name 


OJ990409"09.0204 .Cl'70.ol.np 


Method • 


AAT/NAP ... 




Start """ 


1 ' " ' 


End 


696' 




GI 


4539394 


Score 


-4 95 




- Exons 


1..696 ■ 








GI Descrip.' 


(AL035526) putative protein 


[Arabidops 


is thaliana] 




Seq. No. 


38382 


Seq. ID 


OJ990409_09.0204 


.C170 


Gene No. 


78895 


Strand 


+ 




Start 


1 


End 


696 




Name 


OJ990409 09.0204 .C170.ol.tc 


Method 


TBLASTX: Cress 




Start 


6 


End 


695 




GI 


none 


Score 


143 





38041 



Exons 



6. .308, 20. .232, 21. .293, 98. .328, 174. .596, 182. .250, 315. .596, 
374. .484, 471. .596, 606. .695 



Seq. No. 38382 

Gene No. 78895 

Start 1 

Name OJ990409_09 . 0204 . C170 . ol . tm 

Start 9 

GI none 

Exons 9. .293, 12. .305, 71. .346, 134. .304, 275. .481, 300. .596, 
306. .599, 346. .531, 435. .530, 606. .695 



Seq. ID OJ990409_09.0204.C170 

Strand + 

End 696 

Method - TBLASTX: Maize 

End 695 

Score 113 



Seq. No. 38382 

Gene No. 78895 

Start 1 

Name OJ9904 09_09 . 0204 . C170 . ol . tw 

Start 12 

GI none 
Exons 



Seq. ID OJ990409_09.0204 .C170 

Strand + 

End 696 

Method TBLASTX : Wheat 

End 599 

Score 110 



12. .233, 149. .385, 150. .536, 453. .599 



Seq. No. 38382 

Gene . No ... „ 78895 

."Start.. . „ ll 

Name OJ990409J39 . 0204 . C170 . ol . ts 

Start 21 

GI none 
Exons 



Seq. ID OJ990409_09.0204.C170 

, JStrand : ; _;, ; 

...™.En<i._ 63.6.. 1 r .T / „ _ 

Method TBLASTX : Soybean 
End 68 9 

Score 102 



21. .224, 174. .557, 186. .344, 459. .599, 612. .689 



Seq. No. 38383 

Gene No. 78896 

Start 27 

Name OJ9904 09J39 . 0204 . C171 . ol . gs 

Start 27 

GI none 

Exons 27.. 121 



Seq. ID OJ990409_09.0204.C171 
Strand 

End 121 

Method GEN SCAN 

End 121 

Score .72 



Seq. No. • 38384 
Gene No. 788'97 
Start 166 

Name OJ990409_09 . 0204 . C172 . ol . gs 

.Start 166 
GI ..' . _ none .- . 

-ExoriV" ' 166; .'235- - : ' ; v v; " :: - 



Seq. ID OJ990409_09.0204 .C172 

Strand 

End 235 

Method GENSCAN 

End 235 

Score. . 58 , . 



Seq". ' No; ' ' '38385' '"" '/ " ' 

Gene No. 7 88 98 '■'"*'*. .. 
Start ■ •' ' , 88 

Name OJ9904 09__09 . 0204 . C17 4 . ol . gs 
-Start ■ 88 " 

GI none 

Exons 88.. 306 



Seq. ID "OJ990409_0'9V0204.'C174 
' Strand .+•■•■ - • 

End 306 
Method GENSCAN 
End 306 
Score .53 



Seq. No. 38386 - 

Gene No. 78899 

Start 62 

Name OJ9904 09JD9 . 0204 . C17 6 . ol . gs 

Start 62 



Seq. ID OJ990409_09.0204.C176 

Strand + 

End 694 

Method GENSCAN 

End 663 
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GI 


none 


Score 


. 83 




Exons 


bz. . bbo 








Seq. No. 


38386 


Seq. ID 


OJ990409 


_09 


Gene No. 


78899 


Strand 


+ 




Start 


b2 


hnd 


CQ A 

by 4 




Name 


r\ m nrv.virv.fi /*\ o. non/i r*i n c ~ i 4- ™ 

ojyyU4uy 09 . U2U4 .ci /b.o.i . tm 


Method 


TBLASTX : 


Vlai 


Start 


*3 O O 

3oy 


End 


694 




GI 


none 


Score 


1 95 




Exons 


joy. . b94 








Seq. No. 


38387 


Seq. ID 


OJ990409 


_09 


Gene No. 


78900 


Strand 






Start 


4 U2 


End 


CIO 

b 12 




Name 


OJ9 yU4U9_U9 .UzU4.Cl//.ol.gs 


Method 


GENS CAN 




Start 


402 


End 


512 




GI 


none 


Score 


"7 A 
. /4 




Exons 


< A o CIO 

4 02 . . 512 








Seq. No. 


Jojoo 


Seq. ID 


OJy 9U / U y 


02 


Gene No. 


' 78901 


Strand 


+ 






-1 -' 


„Enc* ; 


1971 




Name/„_. 


...QJ9.90J.Da. _02 ..0201 , CI ;jol..np_. _ , 


.Method 


TV TV m / X"I TV TV 

AAT/NAP., . 




Start 


1 


End 


1971 




GI 


6907089 


Score 


2521 




Exons 


1. .1080, 1186. .1971 








GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sat iva ] 




Seq. No. 


38388 


Seq. ID 


OJ990709_ 


_02 


Gene No. 


78901 


Strand 


+ 




Start 


1 


End 


1971 




Name 


OJ990709 02.0207.Cl.ol.gs 


Method 


GENSCAN 




Start 


75 


End 


1930 




GI 


none 


Score 


. 61 




Exons 


75.-435, 450. .806, 912. .1080, 


1186. .1930 




Seq. No. 


38389 


Seq. ID 


OJ990709_ 


02 


Gene No. 


78902 


Strand 


+ 




Start 


1 


End 


526 




Name 


OJ990709 02.0207.C2.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


523 




GI 


.6539586- . 


Score . 


804 




Exons'"' ." " * ;* 


" 1.-523 '•/• / ■'. : • • * 








GI * Descrip . 


(AP000837) ; hypothetical protein [Oryza 


sat iva] . 


, . . 


Seq. No..--- : 


• 38389 " • • • ' - 


Seq. ID 


'OJ990709 


_02 


Gene No. 


78902 


Strand 


+ 




Start 


1 


End 


526 




Name 


OJ990709 02.0207.C2.ol.gs 


Method 


GENSCAN 




Start 


77 


End 


526 




(IT 


none 


Score 


.99 * 




Exons 


77. .526 








Seq. No. 


38389 


Seq. ID 


OJ990709_ 


_02 


Gene No. 


78903 


Strand 






Start 


1150 


End 


1275 




Name 


OJ990709 02.0207.C2.o2.np 


Method 


AAT/NAP 





38043 



Start 1150 End 1275 

GI 6498441 Score 242 

Exons 1150.. 1275 

GI Descrip. (AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 38390 Seq. ID 

Gene No. 78904 Strand 

Start 1239 End 4237 

Name OJ990709_02 . 0207 . C3 . o2 . np Method AAT/NAP 

Start 1239 End 4237 

GI 5777623 Score 216 

Exons 1239. .1370, 3180. .3505, 3942. .4115, 4154. .4237 
GI Descrip. (AJ245900) CAA303711.1 protein [Oryza sativa] 



OJ990709_02.0207.C3 
+ 





Seq. No. 


O O "3 n A 




Seq. ID 


OJ990709_02.0207.C3 




Gene No. 


78905 




Strand 






Start 


1 




End 


1629 




Name 


ojy yu / uy 02 


.UzU/.Co.ol. np 


. Method 


AAT/NAP 




Start 


1 




End 


1629 


- — 


«j5.I 


^._2 5 ,5 8^6 6 0 _ 




Score 


310______- - 




.... „Exons , 


- i on noi 


1 c o o 






L Jl 


. GI Descrip. 


( ACUUz Jo4 ) 


unknown protein 


[Arabidopsis thaliana] 


•- ~| 

f n 


Seq. No. 


38390 




Seq. ID 


OJ990709_02.0207.C3 




Gene No. 


78906 




Strand 






Start 


/ y 




End 


4237 


£. _j 


Name 


OJ990709 02 


.0207.C3.ol.tm 


Method 


TBLASTX: Maize 


Li 


Start 


o o o 

923 




End 


1210 




GI 


none 




Score 


48 




Exons 


n o "5 i n i o 

923 . . 1018 , 


981.. 1022, 1007. 


.1210, 1020. 


..1202, 1022. .1210 


= 


beq. No. 


jo jyu 




Seq. ID 


OJ990709_02.0207.C3 


~~ t™ 


Gene No. 


78906 




Strand 






Start 


2279 




End 


4237 ' 


? ^ 


Name 


OJ990709 02 


.0207.C3.ol.ts 


Method. 


TBLASTX: Soybean 


, !~ 


Start 


923 




"'End 


1495 


2. ST. 


GI 


none 




Score 


173 


r ~ 


Exons 


923. .1261, 


987. .1235, 1268. 


.1495 






Seq. No. . 


. 38.390 




. Seq. ID 


_OJ990709_02. 020.7 . C3 




Gene No . 


• - 78906- •• ■ • 




Strand 






Start 


2279 * 




- End ' • 


4237 




' Name " 


■ ' OJ99~07'09 02 


.'02'07VC3'. ! o2";gs "" 


Method 


GEN SCAN ~ ' 




" Start .. - ' 


. 2279 




. End 


'4167 . " • • • _ ... . 




GI. 


none 




Score 


.49 




Exons 


2279. .2324, 


2632. .2681, 3177. .3314, 3539.". 3641, 3811. .4167 




Seq. No. 


38390 




Seq. ID 


OJ990709_02.0207.C3 




Gene No. 


78906 




Strand 






Start 


2279" 




End 


4237 




Name 


OJ990709 02 


.'0207.C3.o3.np 


Method 


AAT/NAP 




Start 


3571 




End 


4 2'37 




GI 


6498441 




Score 


462- 




Exons 


3571. .3665, 


3995. .4237 







GI Descrip. (AP000815) EST C72786 (E2258 ) corresponds to a region of the 



38044 



predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No.- 38391 Seq. ID 

Gene No. * 78907 Strand 

Start 1 End 

Name OJ990709_02 . 0207 . C4 . ol . np Method 

Start 1 End 

GI 6907086 Score 

Exons 1..481 

GI Descrip. (AP001129) hypothetical protein [Oryza sativa] 



OJ990709_02.0207.C4 
+ 

481. 

AAT/NAP 
481 
539 



Seq. No. 


o o o n i 

Jo l 


beq . l u 


HTQQmnQ no nom 
ujyyu/uy uz.uzu/ 


C* A 


Gene No . 


/o yOo 


Strand 






Start 


o a 
OO 




JOO 




Name 


ojyyu /uy uz.u^u/.o^.oi.gs 


Method 


H IT XT C C 7S. M 




Start 




tna 


job 




GI 


none 


Score 


"7 1 
. / / 




Exons 


85 . .386 








Seq.' No. 


38392 


Seq. ID 


OJ990709_02.0207 


.C5 


_ Ge n e^ Jte_v-^~!~ 


"7 Q Q H Q • 


_ S tr and 






.Start „„ .. 


. „o54 . .„ .., . _ 


7". End .S. 


. ,92,4.. 




Name 


ujyyu/uy uz . u^u / . to . oi .np 


Method 


AAT/NAP 




Start 


654 


End 


924 






CO CO HQ A 


Score 


84 




Exons 


£ C >l T /) O OQO OO/I 

654. . /4 J, byz. .yz4 








GI Descrip. 


^ Kii 1 1 / zo 4 j z wn uuu/.i luryzd 


sativa] 






Seq. No. 


38393 


Seq. ID 


OJ990709_02.0207 


.C6 


Gene No. 


78910 


Strand 


+ 




Start 


1 


End. 


10636 




Name 


OJ990709 02.0207.C6.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


4018 




GI 


2828296 


Score 


2344 




Exons 


1..144, 239. .336, 457. .574, 


707. .796, 


1277. .1581, 1669. 


.1864, 




1942. .2148, 2259. .2488, 3412 


..3657, 3902. .4018 




GI Descrip. 


(AL021687) RNase L inhibitor 


-like protein [Arabidopsis 


thaliana] 


Seq. No. 


38393 


Seq. ID 


OJ990709_02.0207 


.C6 


Gene No. 


78910 


Strand 


+ 




. Start 


1 • 


End 


. .10636 , . - 




Name r: ""' 


07990709* 02. 0*207. C6.ol.gs * : 


Method " 


GEN SCAN " ' : 




Start 


239 


End 


. 10562 




GI"" ' ' ' " 


none " *'"" " ' ' ' : 


Score 






.-Exons ■ 


" : 239. . 336,- '472 '. .574 v 707". .796 


, 1277. . 1581, -1669. . 18 64," 





1942.. 2124, 2220. .2448, "3419. .3657,' 4653. .4771, 5919.. 6091, 
6253. .6315, 6503. .7016, 7896. .8832, 9386. .9481, 10024 .. 10058 , 
10394.. 10562 .... 



Seq. No. 38393 

Gene No. 78910 

Start 1 

Name OJ9907 09_02 . 0207 , C6 . ol . gp 

Start 1403 

GI 5056061 
Exons 



Seq. ID OJ990709_02.0207.C6 

Strand + 

End 10636 

Method AAT/GAP 

End 2028 

Score 861 



1403. .1581, 1669. .1864, 1942. .2028 



38045 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2828296/emb|CAA16710.1| 2.0e-61 (AL021687) RNase L 
inhibitor-like protein [Arabidopsis thaliana] 



38393 
78910 
1 

OJ990709_02.0207.C6.o2.gp 

2247 

2428611 

2247. .2488, 3412. .3584 
2828296/emb|CAA16710.1| 4. 



Seq. ID OJ990709_02.0207.C6 

Strand + 

End 10636 

Method AAT/GAP 

End 3584 

Score 711 

Oe-53 (AL021687) RNase L 



inhibitor-like protein [Arabidopsis thaliana] 



£3 



fy 



Seq. No. 38393 Seq. ID 

Gene No. 78910 Strand 

Start 1 End 

Name OJ990709JD2 . 0207 . C6 . o3 . gp Method 

Start 3927 End 

GI 92748_1.R1084 Score 

Exons 392.7.. 4036, 4139.. 4543 

GI Descrip. ' 2828296/emb | CAA16710 . 1 1 6.0e-10 (AL021687) RNase 
_ „_ inh i bi t o r - 1 i ke pr ;o t e i n_ [ Ar a b i dop s i s„. t ha 1 i ana]. I 



OJ990709_02.0207.C6 
+ 

10636 
AAT/GAP 
4543 
984 



Seq. No. 38393 Seq. ID 

Gene No. 78910 Strand 

Start 1 End 

Name OJ990709_02 . 0207 . C6 . o2 . np Method 

Start 74 93 End 

GI 6598622 Score 

Exons 7493. .7551, 7887. .8832, 9386. .9481, 10024 .. 10180, 

GI Descrip. (AC006837) unknown protein [Arabidopsis thaliana] 



OJ990709_02.0207.C6 
+ 

10636 
AAT/NAP 
10559 
1450 



10387. .10559 



Seq. No. 38393 Seq. ID 

Gene No. 78910 Strand 

Start 1 End 

Name OJ990709JD2 . 0207 . C6 . o4 . gp Method 

Start 10032 End 

GI none Score 

Exons 10032. .10160, 10394.. 10636 



OJ990709_02.0207.C6 
+ 

10636 
AAT/GAP 
10636 
671 



Seq. No. 38393 Seq. ID 

-Gene No. 78911 * - Strand 

Start--- 18694. • ■■ . - /: . t /- - • End 

Name . OJ9907 09_02 . 0207 . C6 . o4 . gs Method- 

" r Staft""* "' 18"6*9-4" : '"* : " " ^ * End ' 

.GI ■ ." ■ .none ' ' . ■ . ■ - -- Score . 
Exons 



OJ990709_02.0207.C6 

20039' _ ' r \ 
GENSCAN 

20039 - - " ' 

•:.7"4-.. ■' ■ ' 



18694. .18828,' 18 901 . .' 1*9113'/' 19180 .. 19435, 19501 . .19588 / 
19874. .20039 



Seq. No. 38393 

Gene No. 78912 

Start 1 

Name • OJ990709_02 . 0207 . C6 . o3 . np 

Start 1 

GI 3845297 

Exons 1..79, 16268 16321, 16416. 
17747. .17863 



Seq. ID 
Strand ' 
End 

Method 

End 

Score 



OJ990709_02.0207.C6 

18187 
AAT/NAP 
17863 
74 



16521, 16633. .16714, 17043 .. 17186, 



38046 



GI Descrip. (AE001421) hypothetical protein [Plasmodium falciparum] 



Seq. No. 38393 

Gene No. 78912 

Start ■ 1 

Name OJ990709_02 . 0207 . C6 . o5 . gp 

Start 11625 

GI LIB3475-001-P1-K2-B2 

Exons 11625.. 12108 

GI Descrip. 1 4 17 64 20/dbj | BAA37 167 | 2.0e-ll (AB008097) cytochrome P450 
[Arabidopsis thaliana] ' 



Seq. ID OJ990709J32.0207.C6 
Strand 

End 18187 

Method AAT/GAP 

End 12108 

Score 936 



Seq. No. 38393 

Gene No. 78912 

Start 1 

Name OJ990709_02 . 0207 . C6 . o2 . gs 

Start • 12252 

GI none 
Exons 



Seq. ID OJ990709_02.0207.C6 
Strand 

End 18187 

Method GENSCAN 

End 13999 

Score .87 



12252. .12422, 12772 .. 12852 , 12984 .. 13057, 13331 .. 13367 , 
13643.. 13999 



..Sea > ^.No T ,.„._. ,_38393____ ; _-_;_„. ; ^ 

~Ge.ne- No..,. 78912. ,. ... _ 

Start 1 

Name OJ990709_02 . 0207 . C6 . o3 . gs 

Start 15204 
GI none 
Exons 15204 
16642 



.0 J9 .90 70 9^,0 2 J) 2 OT.^Sl. 



^™Seq. . ID. 

Strand _ , _ 

End 18187 
Method GENSCAN 
End 18187 
Score .58 

15350, 15433. . 15528, 16225 .. 16282, 16416 16521, 
16714, 17043. . 17186, 17747. .18187 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ' No . 

Gene' No7 : 

Start 

Name 

Start 

GI 

Exons 



38393 
78913 
21119 

OJ990709_02. 
71 

none 

71. .136, 72. 
443. .574, 45 
704. .802, 71 
1403. .1534, 
1930. .2124, 
2220. .2483:, . 
'3411. .3656, " 



OJ990709 02. 0207. C6 



0207.C6.ol.tm 



22576 

TBLASTX: Maize 

4048 

125 



'38393 
78 91-3 ' 

'21119" 
OJ9907 
72 - 
none 
72. .15 
238. .3 
707. .8 
1277. . 
1954. . 
2240. . 
3409. . 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.230, 73. .150, 233. .337, 238. .339, 238. .336, 
4. .573, 479. .559, 690. .797, 697. .792, 701. .796, 
1..800, 1276. .1581, 1277. .1579, 1391. .1570, 
1405. .1554, 1631. .1810, 1649. .1867, 1666. .1863, 
1936. .2124, 1980. .2126, 2219. .2482, 2220. .2501, 
2400.. 2477, 3397:. .3501, 3409.. 3657, 3410.. 3655, 
3493.. .'3657-, - 3897. . 4022,-* 3902 . . 4021, 3902. .4048- 



OJ9907 09 02 ; 0207". C6 



09 02.0207.C6.ol.ts 



22576 . 

TBLASTX : Soybean 

3657 

120 



Seq. ID 

Strand 
End ' 

_ Method 

End 
Score 

8, 73. .150, 233. .337, 236. .337, 237. .338, 237. .338, 
66, 437. .571, 443. .571, 454. .573, 479. .559, 697. .786, 
02, 716. .796, 1270. .1572, 1275. .1571, 1276. .1581, 
1579, 1391. .1570, 1649. .1867, 1666.. 1866, 1679. .1747, 
2124, 1980. .2126, 1980. .2123, 2219. .2251, 2220. .2252, 
2482, 2250. .2501, 2400. .2477, 3397. .3501, 3406. .3585, 
3603, 3411. .3602, 3493. .3657 



38047 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38393 Seq. ID 

78913 Strand 

21119 End 

OJ990709_02.0207.C6.o2.tc Method 

72 End 

none Score 



OJ990709_02.0207.C6 
22576 

TBLASTX: Cress 

1351 

120 



72. .158, 73. .150, 233. .337, 236. .337, 238. .366, 443. .478, 
454. .477, 697. .795, 707. .802, 1276. .1350, 1277. .1351 



Seq. No. - 38393 

Gene No. 78913 

Start 21119 

Name OJ990709_02 . 0207 . C6 . ol . tc 

Start 479 

GI . none 
Exons 



Seq. ID OJ990709_02.0207.C6 
Strand 

End 22576 

Method TBLASTX : Cress 

End 3657 

Score 75 



479. .559, 1510. .1581, 1511. .1579, 1646. .1864, 1647. .1853, 
1649. .1867, 1666. .1866, 1954. .2124, 1980. .2123, 1995. .2150, 
2219. .2422, 2220. .2429, 2223.-2438, 3487. .3657 



Seq. No. 38393 Seq. ID 

,,Gene„ Np;.-_ J78913_ ; .™ Strand. „ t . 

.S.tar.t, 21119 _ ... _ '. ......End. 

Name OJ990709_02 . 0207 . C6 . ol . tw Method 

Start ''47 9 V; End 

GI none Score 

Exons 479. .559, 2047. .2124, 2047. .2124, 2219 

2223. .2438 



OJ990709_02.0207.C6 

\ 2257 6^r"™"T:r~~ 
TBLASTX: Wheat 
2438 
74 

..2437, 2220. .2438, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38393 
78913 
21119 

OJ990709_02.0207.C6.o2.tw 

1391 

none 



Seq. ID OJ990709J32. 0207. C6 



Strand 
End 

Method 

End 

Score 



22576 

TBLASTX: Wheat 

3962 

139 



1391. .1570, 1405. .1554, 1631. .1810, 2439. .2501, 3409. .3657, ' 
3410. .3655, 3411. .3656, 3897. .3962, 3902. .3961, 3903. .3962 



Seq. No. 38393 

Gene No. 78913 

Start 21119 

Name .. OJ990709JD2.. 0207 , C6 . o3 . tc 

Start - 1391 - 

GI ' none 

"Exons 1391. .1510, '2439. ;2501, "3409. 



OJ990709_02.0207.C6 
22576 

TBLASTX: Cress 
-4023 

96 " " * ' ' 



Seq. ID 
Strand 
End 

Method 
End 
Score 

,3486, 3410. . 3478, 34 11 . . 3'4 85, 



3895.. 4.008, "3897V. 4019,' -3902 . ..4 02 1 , 3*902 ..I 4 021, - "396"4 4-023' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38393 

78913 

21119 

OJ990709_02.0207.C6.o5.ts 
3897 
none 

3897.. .4022, 3902.. 4021, 3902.. 4030 



Seq. ID OJ990709_02.0207.C6 

Strand - - 

End 22576 

Method TBLASTX : Soybean 

End 4030 

Score 212 



Seq. No. 
Gene No. 



38393 
78913 



Seq. ID 
Strand 



OJ990709 02. 0207. C6 



38048 



Start 
Name 
Start 
GI 

Exons 



21119 

OJ990709_02.0207.C6.o2.ts 
6889 
none 

6889. .6975, 7891. .8022, 7893. 
8638. .8691, 8643. .8750, 8688. .8831, 8689.-8832 



End 22576 
Method TBLASTX : Soybean 
End 8832 
Score 75 

.8021, 8017. .8634, 8043. .8633, 



Seq. No. 
Gene No. 
Start • 
Name 
Start 
GI 

Exons 



38393 
78913 
21119 

OJ990709_02.0207.C6.o2.tm 

7891 

none 



Seq. ID OJ990709_02.0207.C6 
Strand 
End 

Method 
End 
Score 



22576 

TBLASTX: Maize 

10167 

35 



7891. .7941, 7960. .8832, 7987. .8169, 7989. .8816, 9382. .9480, 
9383. .9484, 10021 101 67 , 10026. .10163 



Seq. No. 
Gene No. 
Start 
Name 
Start 

Jgl 

Exons,. „. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38393 Seq. ID 

78913 Strand 
21119 End 
OJ990709_02.0207.C6.o4 .ts Method 
10011 End 
jrone__ ; , a ; ;v r • Score,. _ - 



OJ990709_02.0207.C6 
22576 

TBLASTX : Soybean 
10163' 

256 - ... ■ - - 



10011.,. 1,0154,. J00.1.2..... 10.161,_lQ01i . .10163 



38393 
78913 
21119 

OJ990709_02.0207.C6.o4 . tm 
12248 
none 
12248, 
12563. 
12772. 



.12415, 12253. 
,12652, 12564. 
,12804, 12774. 



12444, 
12653, 
12800, 



Seq. ID OJ990709_02.0207.C6 
Strand 

End 22576 

Method TBLASTX : Mai ze 

End 12811 

Score 196 
12258. .1244 3, 12557. .12652, 
12570. .12656, 12571. .12657, 
1277 6. .12811, 12777. .12806 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No*. 
Start 
Name '"- 
Start 
GI 

Exons 



38393 
78913 
21119 

OJ990709_02.0207.C6.o6.ts 
12261 
none 



22576 

TBLASTX : Soybean 
12620 
131 

122 61. .124 4 3, 122 65. .12444, 12563. .12 619, 12567. .12 620 



Seq.' ID OJ990709JD2.0207.C6 
Strand 
End 

Method 
End 
Score 



38393 
78913 - 
21119" : '• . ". 
■OJ990709_02 . 02077C6 . o3 . tm ' 
15219 " ' '" 
none 
15219. 
15430. 
16222. 
16413. 
16644. 



.15353, 15225, 
,15525, 15431. 



,16320, 
,16520, 
,16715, 
17044. .17157, 



16223. 
16415. 
16647. 
17747. 



,15353, 
,15529, 
,16393, 
,16522, 
, 16715, 
, 17905, 



Seq: ID" \OJ99Q709JD2 . 0207 . C6 
Strand *■-■'*- 

22576 "' ' 
TBLASTX: Maize ' V" \S 
17 905 
141 - 

15418. . 15528, 
16186. . 16323, 
16413. . 16523, 
16643. . 16714, 
17043. . 17156, 



' End 

• • Method 
End 
Score 

15229 

15512 

16405 

16624 

17043 

17757 



15354, 
15568, 
16503, 
16713, 
17135, 
17840 



Seq. No. 
Gene No. 



38393 
78913 



Seq. ID 
Strand 



OJ990709 02. 0207. C6 



38049 





Start 


21119 




End 


22576 




Nam© 


OJ990709 02.0207 


.C6.o3. ts 


Method 


TBLASTX : Soybean 




Cf -) y-f- 


15220 




End 


15539 






none 




Score 


117 




Exons 


15220. .15354, 15222 .. 15353, 


15433. .15525, 154 34. .15532, 






15435. .15530, 15459.. 15539 








Seq. No. 


38393 




Seq. ID 


OJ990709_02.0207.C6 




Gene No. 


78913 




Strand 






OLalL 


21119 




End 


22576 




Name 


OJ990709 02.0207 


. C6 . o5 . tm 


Method 


TBLASTX: Maize 




OLdlL 


18937 




End 


19233 






none 




Score 


242 




Exons 


18937. .19233, 18 


955. . 19095, 


18957. . 19145 




Seq. No. 


38393 




Seq. ID 


OJ990709_02.0207.C6 




Gene No. 


78913 




Strand 






Of n y f- 

o tar l 


21119 




End 


22576 




Naiue 


OJ990709_02.0207 


. C6 . o5 . gs 


Method 


GEN SCAN 




' Of -i y-f 

otarc 


Ol 1 1 Q 
^ 1 J. 1 I? 




End 


22576 




C T 


none 




iScore 


.78 


— — 




„21U^^U1,311/.^21 


5J5^,.^JJ1664,„., 


22420.^, 2257 6_._- r _.^.„ 


as; 


beq . no . 


38394 




Seq. ID 


OJ990709_02.0207.C7 




Gene No . 


78914 




Strand 


+ 




Start 


4096 




End 


18535 


fll 


Name 


OJ990709 02.0207 


.C7.o2.gs 


Method 


GENSCAN 






4096 




End 


10963 






none 




Score 


.5 




Exons 


4096. .4114, 4270 


..4316, 4415 


..4501, 4720. .4926, 4980. .5166, 


Q 




5293.. 5358, 5426 


..5842, 6081 


..6215, 625 


8. . 6658, 6773. .7363, 


i y 




7427.. 9343, 9410 


..10029, 10147. .10963 






oeq . jno . 


38394 




Seq. ID 


OJ990709_02.0207.C7 


f 1 


Gene No . 


78914 




Strand 


+ 




Of 2 yf 


4096 




End 


18535 




Name 


OJ990709 02.0207 


. C7 . ol .np 


Method 


AAT/NAP 




Start 


5503 




End 


10960 




GI 


6498441 




Score 


7201 




Exons 


5503.. 6569, 6900 


..7363, 7427 


..7800, 7984. .8118, 8293. .9016, 


S3 




9188. .10585, 10679. .10960 








. GI . Descrip. 


.(AP000815) EST. C7278.6 (E2258). 


corresponds .to a region of the 






predicted gene.; 


Similar "to Sorghum bicolor Gypsy-Ty3 /type 



retrotransposon RetroSorl ." (AF098806) [Oryza sativaj 



Seq. No^ - 

Gene No . 

Start: 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



38394. ' • ; ■ Seq. ID 

78914 ""' \ ■ * - strand 

4096 End 18535 

OJ990709_02 . 0207 . C7 . o2 . np Method AAT/NAP 

8608 End 17653 

5852180 Score 512 

8608. .8631, 11944. .12064, 12116 .. 12520 , 13224.. 
17624. .17653 

(AL117265) zhbOOOlO.l [Oryza sativa] 



OJ990709_02..0207.:c7 

+" 



13292, 



38394 
78914 



Seq. ID OJ990709_02.0207.C7 
Strand + 



38050 






Start 


4096 


End 


18535 










Name 


OJ990709 02 0207 C7 


,o4.np Method 


AAT/NAP 










Start 


15 5 34 _ 

1 J J Jt 


End 


18535 










GI 


J (J J X o w 


Score 


46 










Fy on c: 

\_y HO 


15534 15581 17455 


. .17525, 18487. .18535 










VwJ X L> ^ O -1. J. • 


(AL117265) zhbOOOlO 


. 1 [Oryza sativa] 












Seq. No. 


38394 


Seq. ID 


OJ990709 


02 


. 0207 


Cl 




Gene No. 


78914 


Strand 


+ 










Start 


4096 


End 


18535 










Name 


OJ990709 02 0207 C7 


.o5.np Method 


AAT/NAP 










Start 


15878 ~ 


End 


17826 










GI 


4 680186 


Score 


241 










F, von 


15878 15897 17622 


. . 17826 












\J J. !_/ v--* O J- -L. k> » 


fAF1117091 unknown 


[Oryza sativa subsp 


indica] 










Seq. No. 


38394 


Seq. ID 


OJ990709 


_02. 


.0207 


.Cl 




Gene No. 


78915 


Strand 












Start 




End 


837 










Name 


OJ990709 OP 0207 CI 


. ol.gs Method 


GENS CAN 












30 _ 


End 


762 










GI - • 


none - - ~ : 


- -,- • . Score 1 


; 4 5 ■ 










R von q 


30 28 3 4 03 lf)?^~ " 


*"*'""*" -*-"-- - ■ — 






** " "** 






Seq. No. 


38394 


Seq. ID 


OJ990709 


_02, 


,0207 


.C7 


fS 


Gene No. 


78915 


Strand 












Start 


30 


End 


837 








r ! s 


Marnp 




. ol.gp Method 


AAT/GAP 












4 98 ~~ 

*1 _7 O 


End 


837 








U 




2312354 


Score 


555 










R von q 


498 837 












: Li 


Qpfl KJo 


38 394 


Seq. ID 


OJ990709_ 


_02. 


,0207 


Cl 




Gene No. 


78916 


Strand 












Start 


10628 


End 


16163 








^ S 


Name 


OJ990709 02. 0207. C7 


. o3.np Method 


AAT/NAP 










Start 


10628 


End 


16163 








=. ^ 


GI 


4680179 


Score 


593 










R von •=? 


10628. .10675, 11108 


..11190, 14897. .15141, 15304. 


.16163 




f I 


GI Descrict 


(AF111709) polyprotein [Oryza sativa subsp. indica] 








Seq. No. 


38394. - 


. • Seq. , ID 


OJ990709_ 


.02. 


,0207 


.Cl 




Gene No . * ■ - 


78916 


Strand 












Start " " 


■10628 . -.' ' 


' ' ' End ' 


16163 










Name 


' OJ990709 02. 0207. C7 


,'o3.gs Method 


GENSCAN' * 










Start 


12027 ; 


End 


•13987" 










GI 


none 


Score 


.48 






- 




R von ^ 


12027. .12503, 13449 


. . 1*3496, 13928.. 13987 










Seq. No. 


38394 


Seq. ID 


OJ990709_ 


02. 


0207 


.C7 






78917 


Strand 












Start 


17374 


End 


17755 










Name 


OJ990709 02. 0207. C7 


. ol.tc Method 


TBLASTX: Cress 






Start 


2 


End . 


274 










GI 


none 


Score 


307 










Exons 


2. .274 


















38051 












Seq. No. 


38394 








Seq. ID 


OJ990709_02.0207 


.C7 


Gene No. 


78917 








Strand 






O L d J. C 


1 7 ^74 

± f J f *i 








PnH 


1 lice 

J. / / JJ 




Name 






-C7.ol. 


ts 


Mq 4- f^ /-\ /~\ 


TRT AQTY • QA\;h£ian 

i dlho i a . ouyoean 




OLdiL 


p — 

0 








tina 








none 








Score 


O D 




Exons 


0 . . Dl , DO.. 


o x y , 


359. .394 " 








Seq. No. 


38394 








Seq. ID 


OJ990709_02.0207 


.C7 


Gene No. 


78917 








Strand 








17374 










1 77c c 
Iff 03 




Name 


OJ990709 02 


.0207 


.C7.ol. 


tm 


Mci +- V'i ^ /H 


TRT &QTV • Ma -i -70 

1 dijh.o 1 a . ixiai ze 






80 








jjiia 


O J f± 




PT 
la J. 


none 








Score 






Exons 


80. .325, 105. .326, 350. 


.394 








Seq. No. 


38394 








Seq. ID 


OJ990709_02.0207 


.C7 


Gene No. 


7 ft CM 7 
/ 0 i? X / 








Strand 






OtalL 


17374 








End 


17755 




Name 


OJ990709 02 


.0207 


.C7.o6. 


tw 


Method 


TBLASTX: Wheat 






5656 








End 


6045' 






~, .none, _ _ 






-.. - 


_Score_ _ 


,54__ . _ 




.Ex,ons„ _ 




~57o7 


~ 58075 J 


'^572T 


.,.58.13,. 577.2. . 601.1,. 5,788. ...6.Q4 5 


Seq.' No. 


'38394 








Seq. ID 


OJ990709_02.0207 


.C7 


Gene No. 


7 ft Q1 7 

/ o y i / 








Strand 






Of a v-+- 
Otait 


17374 








End 


17755 




.Name 


OJ990709 02 


.0207 


.C7.o6. 


tm 


Method 


TBLASTX: Maize 




Of 3 -r-h 


5695 








End 


5943 




PT 
la J. 


none 








Score 


196 




Exons 


5695. .5943, 


5697 


. .5942 










Seq. No. 


38394 








Seq. ID 


OJ990709_02.0207 


.C7 


Gene No. 


7 ft cn 7 
/ o y ± / 








Strand 






Of arf 
OLai L 


17374 








End 


17755 




Name 


OJ990709 02 


. 0207 


.C7.o3. 


tw 


Method 


TBLASTX: Wheat 






6788 








End 


7270 






none 








Score 


395 1 ■ ■ 




Exons 


6788. .7270, 


6796 


. .6957, 


6979 


.7239 






Seq. No. 


38394 








Seq. ID 


OJ990709_02.0207 


.C7 


Gene No.= -. 


.78917 








Strand 






OLdl t 


17374' 








End . 


17755 




i\iame 


' OJ990709~ 02 


.0207 


.C7:ol. 


tw 


Method 


TBLASTX: Wheat 




Of 3 rf 

o tart. 


7434 ' ' 








End 


7897 ' " ■'" 




P T 


none ■ ' 








Score 


213 




Exons 


7434. .7877, 


'7-4 35 


. .7890, 


7436 


.'7897, ' 7436. .7891 




Seq. No. 


38394 








Seq. ID- 


OJ990709_02.0207 


,C7 


Gene No. 


78917 








Strand 






Start 


17374 








End 


17755 




Name 


OJ990709 02 


.0207 


.C7.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


7565 








End 


7921 




GI 


none 








Score 


381 




Exons 


7565. .7921, 


7600 


. .7911, 


7805. 


.7921 






Seq. No. 


38394 








Seq. ID 


OJ990709_02.0207 


.C7 



38052 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

.Jxons,_-. tf 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



78917 
17374 

OJ990709_02.0207.C7.o3.tm 

7948 

none 

7948. .8313, 7949..8332 

38394 
78917 
17374 

OJ990709_02.0207.C7.o2.tw 

8005 

none 

8005. .8400, 8006. .8425 

38394 
78917 
17374 

OJ990709_02.0207.C7.o2.ts 

808 4 

none 

8 0 8.4 ,. : .;8 4 5 5. , ; J31 0 1„. , ,82 3 5_;„ 



Strand 
End 

Method 

End 

Score 



17755 

TBLASTX: Maize 

8332 

367 



Seq. ID OJ990709_02.0207.C7 
Strand 

End 17755 

Method TBLASTX : Wheat 

End 8425 

Score 4 97 



Seq. ID 

Strand 

End 

Method 

End. 

Score 



OJ990709_02.0207.C7 
17755 

TBLASTX : Soybean 

8455 

280 



38394 
78917 
17374 

OJ990709J32 . 0207 . C7 . o5 . tw 

8864 

none 



Seq. ID OJ990709_02.0207.C7 
Strand 

End 17755 

Method TBLASTX : Wheat 

End 9322 

Score 223 

8864. .9118, 8888. .9139, 8956. .9138, 9173. .9322, 9182. .9307, 
9184. .9321 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name ' 
Start" 
'GI : ' ; 
Exons _ 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



38394 Seq. ID 

78917 Strand 

17374 End 

OJ990709_02.0207.C7.o4 . tm Method 

9830 End 

none Score 

9830.. 10153, 9859.. 10140, 9950.. 10162 

38394 Seq. ID 

78917 Strand 

17374 " " ; ■ - * End 
OJ9907.09_02.'0207'.C7.'o4.tw . Method 

9967 " • ' : "End' 

none- • " .V ": Score 

9967. .10317, 9968. .1034 8,' 16281 .. 1634 0, .1*634 8. .164 34 



OJ990709_02.0207.C7 
17755 

TBLASTX: Maize 
10162 
351 



OJ990709J)2.0207.C7 

17755 : ' ' ; 

TBLASTX: Wheat 
16434 

.'358'" •" / / 



38394 
78917 
17374 

OJ990709_02.0207.C7.o8.tw 

10349 . 

none 



Seq. ID OJ990709_02.0207.C7 
Strand 

End 17755 

Method TBLASTX : Wheat 

End 10951 

Score 265 



10349. .10633, 10354 .. 10632 , 10825 .. 10947 , 10826. .10951 
38394 Seq. ID OJ9907 09_02 . 0207 . C7 



38053 






Gene No. 


78917 


Strand 






Of- -a >-+- 

O Lai U 


X / J / 4 


FnH 


1 77 R R 

± l f DO 




Name 


PjTQQ070Q 09 0907 P7 o7 


+* V"* /-\ *"1 

rietnou 


TRT Z\ CTY • Ma i 7a 




Of a v+- 
OldlL 


1 0ft90 


FnH 






P.T 


none 


Score 


1 ft A 




Exons 


10ft90 1 0Q67 10R9R 10QRQ 








Seq. No. 


38394 


Seq. ID 


OJ990709_02.0207.C7 




Gene No. 


78917 


Strand 






Oldl L 


1 7 ^7 4 


FnH 


1 77 R t= 




Name 


PHQQ070Q 09 0907 P7 i-m 




TRT flCTY • Ma -1 v 0 
1 0 J_irio 1 A . I v IcL lZc 






1 R?7ft _ 

JL J J / 0 


FnH 


1 jOOU 






none 


Score 


7 1 






1R?7R 1 RfifiO 1 RS77 1 Sfififi 

J. J J / U • • IJUOUf X J J / 1 * . J- J U U V 








Seq. No. 


38394 


Seq. ID 


OJ990709_02.0207.C7 




Gene No. 


78917 


Strand 








17^74 


Hi I IkJ. 


1 77 RR 




Name 


P1TQQ070Q 09 0907 P7 n 7 


« 4- l~t ri 

ncLflOu 


TRT Zi Q T Y • TaTH 0 a +■ 
1 iDLtr\0 1A . I/Vricdt 




Q4- ~t r-f- 
OtdiL 


1 R R 1 ~~ 


FnH 
Hill a 


1 R Q9f| 
iJ ^ZU 




P T 


none 


Score 


± D fl 




L, ' /*-\ r~\ C" 1 - • 

^ ^£jXJ3 n s _ rm 


1 RCCI • 1 RQ9 0 1 RR6R 1 RQ1 Q 


— ^..^ — , „ 


— — — — — ■ 


sg? 


o e q . in o . 


o p o Q A 


oeq . id 


r>TQQPl7nQ H9 0907 P"7 


~~ 


Cpn a Mo 


78917 


Strand 






Start 


17374 


End 


17755 


V 5 


Name 


OJ990709 02.0207.C7.o2.gp 


Method 


AAT/GAP 


f 5 


OL di L 


17374 


End 


T 77 c c 

JL 1 1 JJ 




PT 

Lj JL 


uC-osflcyp033a04bl 


Score 


D D / 


! i S 


Exons 


17374 . .17755 






y 


PI t r^rt o ^ V* i 

o± uescrip . 


' 6016845/dbj | AP000570 . 1 | AP000570 3.0e- 


ju KjLyzcL saLivd genoiujLC 






DNA, chromosome 1, clone : P07 11E10 1 




£ 


Qon "Mo 

o e q . in o . 


38395 


Seq. ID 


OTQQ070Q 09 0907" Pft 


£3 


Gene No. 


78918 


Strand 






Start 


1238 


End 


3191 


? ^= 


Name 


OJ990709 02.0207.C8.o2.np 


Method 


Z1QT /MZ\ P 






1238 


End 


^1 Q1 
Jl?l 


%2 


PT 


4680186 


Score 


9 9 R 
ZZ J 


fi 


DAUllb 


1238.. 1259, 2987.. 3191 






1ST 




(AF111709) unknown [Oryza sativa subsp 


inuicaj 




Corf • Mn ■ • 
Oct]. i.NO . 


' 38395 


"Seq. ID 


nTQQ070Q 09 0907 Pft 




• Gene No. 


78919- ' 


Strand 






•' Start 


1 • " ' 


End' 


5028 ' " : i ' 




Name : . . - - 


. OJ990'709 v 02'.0207.C8.ol.np : 


■ Method 


f-y-il / iNrt.tr ■ • - 




C4-3 r"H 


1 


. End 


9 0 9^ 
£ U Z J 




P T 


6907089 


Score 


Z j X 4 




TP \r /-\ C 


■ 1. .1800, 1904. .2023 










(AP001129) hypothetical protein [Oryza 


oaLl vdj 




Seq. No. 


38395 


Seq. ID 


OJ990709_02.0207.C8 




Gene No. 


78919 


Strand 






Start 


r 


End 


5028 




Name 


OJ990709 02.0207.C8.ol.gs 


Method 


GEN SCAN 




Start 


38 


End 


4931 




GI 


none 


Score 


.74 



38054 






Exons 


38.. 290, 392.. 1800, 1904. 


.2062, 3602.. 


3683, 3746. .3856, 






4112. .4218, 4224. .4444, 4450. .4878, 4888. .4931 




Seq. No. 


38395 


Seq. ID 


ujyyu/uy uz.u^u/.bo 




Gene No. 


78919 


Strand 






Start 


1 


End 


5028 




Name 


OJ990709 02.0207.C8.ol.gp 


Method 


AAT/GAP 




O -1 , v -4- 

otart 


2736 


End 


3120 




bl 


uC-osf Icyp033a04bl 


Score 


674 




Exons 


273.6. .3120 








GI Descrip. 


' 601684 5/dbj I AP000570 . 1 | AP000570 3.0e- 


59 Oryza sativa genoi 






DNA, chromosome 1, clone: 


P0711E10' 






oeq. no. 


38395 


Seq. ID 


OJ990709_02.0207,C8 




Gene No . 


78919 


Strand 








1 


End 


5028 




Name 


OJ990709 02.0207.C8.o3.np 


Method 


AAT/NAP 




Start 


3582 


End 


5028 




bl 


6907087 


Score 


934 




Exons 


3582. .3683, 4224. .5028 








GI Descrip. 


(AP001129) ESTs' C72771 (E2215) ,AU082313 (E2215) correspond t< 


— — 








- - — - ■ 


. s.atiya] , r 






1=1 

j. "* 


Seq. No. 


38396 


Seq. ID 


OJ990709_02.0207.C9 


T! ST 
ff= 


Gene No. 


78920 


Strand 


+ 




otart 


215 


End 


693 


fjj 


Name 


OJ990709 02.0207.C9.ol.gs 


Method 


GENSCAN 




Start 


215 


End 


693 


vj 


bl 


none 


Score 


.54 




Exons 


215. .271, 631. .693 






i y 


Seq. No. 


38396 


Seq. ID 


OJ990709_02.0207.C9 


= 


Gene No. 


78921 


Strand 


+ 


: ; 

■essr 


Start 


6014 


End 


7457 




Name 


OJ990709 02.0207.C9.o4 .np 


Method 


AAT/NAP. 


? ™ 


btart 


. 6014. 


End 


7457 




GI 


"6907088 


Score 


1031 




Exons 


6014.. 6150, 6326.. 6563, 7063.. 7457 






GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 


- W 


Seq. No. 


. 38396 


. Seq. -.ID 


.OJ990709_02. 020.7. C9 




bene, lmo . 


'78921 " " :.' 


Strand 


+ "• ' ' 




Start 


6014 ' - - 


"End 


'7457 ' * ' " ■ 




Name 


OJ990709 02.0207.C9/6"2.gp 


Method 


AAT/GAP '•' :r ' 




•otart 


-' 68-24 ^* " - " ' • 


End 


"*70i6 ' vr: ^ :" T ' " " 




GI . 


5667165 


Score 


" 353 . 




Exons 


6824 . .7016 








GI Descrip. 


5 670155/gb|AF161269. 1 | AF1 ( 


51269 4.0e-86 


Oryza sativa subsp. 






japonica BAC clone 34K24, 


complete sequence 




Seq. ■ No. 


38396 


Seq. ID 


OJ990709_02.0207.C9 




Gene No. 


78922 


Strand 


+ 




Start 


7442 


End 


7928 




Name 


OJ990709 02.0207.C9.o5.np 


Method 


AAT/NAP 




Start 


7442 


End 


7928 




GI 


5734635 


Score 


173 



38055 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

.Seq. No... 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7442. .7570, 7622. .7928 

(AP000391) hypothetical protein [Oryza sativa] 



38396 
78923 
1 

OJ990709_02.0207.C9.ol.gp 
1 

2428308 
1..107 

4521194/dbj IAB013613.1 IAB013613 3.0e-14 Oryza sativa DNA, 
centromere sequence RCB11 



Seq. ID OJ990709_02.0207.C9 
Strand 

End 4871 

Method AAT/GAP 

End 107 

Score 190 



38396 
78923 
1 

OJ990709_02.0207.C9.ol.np 
1 

5803259 
1. .111, 286. .359, 790. .1925 

(AP000399) hypothetical protein [Oryza sativa] 



Seq. ID OJ990709_02.0207.C9 
Strand 

End 4871 

Method AAT/NAP 

End 1925 

Score 1727 



,38396 . .. , 

78923 
1 

OJ990709_02. 0207 .C9.o2.np 
1 

4680179 



..Seq. ID.. . OJ9907J0.9_Q2-..0.2DJ-. i .Ga. . 
Strand 

End 4871 
Method AAT/NAP 
End 4 632 

Score 432 



1..75, 922. .1005, 2156. .2269, 2835. .3418, 4506. .4632 
(AF111709) polyprotein [Oryza sativa subsp. indica] 



38396 
78923 
1 

OJ990709_02. 0207 .C9.ol.tm 

2844 

none 

2844.. 3122 



Seq. ID OJ990709_02.0207.C9 
Strand 

End 4871 

Method TBLASTX: Maize 

End 3122 

Score 220 



Seq. No. 38396 Seq. ID 

Gene No. 78923 Strand 

Start ■ 1 . End 

Name^ ■ ; OJ990709_02 . 0207 . C9 . ol . tw - . - Method 

Start " " 3003 ' ' " End 

GI ' • " none : " ' ' ' "'. " ' " Score" 

Exons '•' " 3003. .3380 " " • ' .' • 



OJ990709_02.0207.C9 
4871 . 

TBLASTX: Wheat ' ' : 
3380' 

262 " ■ 



Seq. No. 38396 Seq. ID- 
Gene No. 78923 Strand 
Start 1 End 
Name OJ990709_02 . 0207 . C9 . o3 . np Method 
Start 4090 End 
GI 6002794 Score 
Exons 4090.. 4871 

GI Descrip. (AF149813) unknown [Oryza sativa] 



OJ990709_Q2.0207.C9 

4871 
AAT/NAP 
4871 
1252 



Seq. No. 



38397 



Seq. ID OJ990709_02. 0207. C10 



38056 



Gene No. 78924 Strand 

Start 253 End 2244 

Name OJ990709_02 . 0207 . CIO . ol . np Method AAT/NAP 

Start 253 End 2244 

GI 4680179 Score 2432 

Exons 253.. 2244 

GI Descrip. (AF111709) polyprotein [Oryza sativa subsp. indica] 

Seq. No. 38397 Seq. ID OJ990709_02 . 0207 . CIO 

Gene No. 78924 Strand 

Start 253 End 2244 

Name OJ990709_02 . 0207 . C10 . ol . gs Method GENSCAN 

Start 282 End 2234 

GI none Score . 92 

Exons 282.. 515, 525.-2234 

Seq. No. 38397 Seq. ID OJ990709_02 . 0207 . C10 

Gene No. 78924 Strand 

Start 253 End 2244 

Name OJ990709_02 . 0207 . C10 . o4 . tw Method TBLASTX : Wheat 

Start 297 End 630 

J3I V ^_none_„ r _ , _ _ Score - ^ 155 • '■• - _- , . _ . ; 

.Exons'.... ..2.9.7.,. ..62.9,, .31.8. .5.9,0.^.520.... 610.... "J '.. ,~ L « >: . .. , 

Seq. No. 38397 Seq. ID OJ990709__02 . 0207 . C10 

Gene No. 78924 Strand 

Start 253 End 2244 

Name OJ9907 0 9_02 . 0207 . C10 . o4 . tm Method TBLASTX : Maize 

Start 312 End 470 

GI none Score 55 

Exons 312.. 470, 314.. 397 

Seq. No. 38397 Seq. ID OJ990709_02 . 0207 . C10 

Gene No. 78924 Strand 

Start 253 End 2244 

Name OJ9907 09_02 . 0207 . C10 . ol . tm Method TBLASTX : Maize 

Start 480 End 1077 

GI none Score 49 

Exons 480. .575, 480. .917, 4 90". . 915, 64 8 .. 917 , 915. .1073, 922. .1068, 
924. .1076, 925. .1077 

Seq. No. .38397 Seq. ID OJ990709_02 . 0207 f C10 

Gene -No*. • "78924' ■ * : -" "*~ ; ■ Strand - - ■ " ••" 

Start 253 • End '' ' 2244 

Name ^ ' " OJ9907'09_02 ! 0'207 . ClO.'ol'. tw . Method TBLASTX :' Wheat " 

.Start '^630 . "\ r ~ / ' ' "'. ."' ./" End" ■'. "1256"" . v : " ".' -V*7 

GI none Score 325 

Exons' 630.. 1256, 6*31.. 1200 

Seq. No. 38397 Seq. ID OJ990709_02 . 0207 . C10 

Gene No. 78924 Strand 

Start 253 End 2244 

Name OJ9907 09_02 . 0207 . C10 . o3 . tm Method TBLASTX : Maize 

Start 1125 End 1415 

GI none Score 121 

Exons 1125. .1415, 1128. .1343, 1129. .1404 



38057 




Seq. No. 


38397 








Seq. ID 


OJ990709_02.0207 


.CIO 


Gene No. 


78924 








. Strand 






C f -> 

O l_ctl L 


9 R ^ 








Hii ILL 


9 94 4 

ZZ44 




Name 


O.7QQ070Q 09 


0907 


P10 n1 


. L O 


L It! L 1 1UU 


1 DJLirlo 1 A . ouyUcdll 




o Ldi L 


1 9 1 S _ 








FnH 


14 70 






none 








olui tr 


1 1 
/ 1 




Exons 


1 9 1 R 1 **4 ^ 

J.ZJ.J • • 104 J; 


191^ 


1 4 6? 


1916 


14 7 0 

. • 14 / U 






Seq. No. 


38397 








Seq. ID 


OJ990709_02.0207 


.CIO 


Gene No. 


78924 








Strand 






Of -3 yf 

O Lctl L 


9 c ^> 








End 


2244 




Name 


n.TQQmno 09 


09 07 
yj z u / . 


PI 0 n1 
. \^ 1 V . (J i 


. L L* 


Method 


TBLASTX: Cress 




otalL 


io'jq ~ 

IZ J? 








End 


1556 




P T 


none 








Score 


98 




Exons 


i o-iq 1 -jo o 


i 9 c c 

1 Z O O < 


1 3ft0 


1 

lOOO 


..1535, 1383.. 1556 




Seq. No. 


38397 








Seq. ID 


OJ990709_02.0207 


.CIO 


Gene No. 


78924 








Strand 






Q+-a r f 

OLal L 


9 

^ j j 








End 


2244 




Naitie 


DTQQ070Q fl9 


0 9 07 

UZU / ! 


n o o 3 


• LW 


Method 


TBLASTX: Wheat 




Of -a r-f 


1 9 ~~ 








End 


1787 




.,sj,-4„,-„. ,„„,. 


Q o ne „ _ ^^'^ 






, 


_^Score.. 


258 ; 




CjXUXIo. ...... , 


1 9 1 7 ft 1 


19 67 


1 











Seq. No. 


38397 








Seq. ID 


OJ990709_02.0207 


.CIO 


Gene No. 


78924 








Strand 






Q -|- -J -y-4- 


9 ^ "3 
Z J J 








End 


2244 




Name 


HTQQmnQ fl9 


0 9 07 


pi pi r\0 

, u j. u . oz 


f m 
. LIU 


Method 


TBLASTX: Maize 




Of 2 r~f 
OLa.iL 


i o on • 

10 jU 








End 


2183 




p T 


none 








Score 


71 






i ft ?n 91 ft ^ 


1 ft ^ 

1 O -J ■ 


91 61 


1 ftft 9 


. .2181 






Seq. No. 


38397 








Seq. ID 


OJ990709_02.0207 


.CIO 


Gene No. 


78924 








Strand 






Cf a -v-f 


9 








End 


2244 




Name 


OTQQ070Q 09 


0907 


pi n n ? 
, LIU . UZ 


• LW 


Method 


TBLASTX: Wheat 




Of a yf 


1 ft — 








End 


2244 




bl 


none 








Score 


114 






1 ft ^0 994 ^ 


1 ft 39 

J. O *J £. < 


91 Q4 


1 ft 4 <n 

104 J 


..2198, 1867. .2244 




Seq. No. 


38397 








Seq. ID 


OJ990709_02.0207 


.CIO 


Gene No. 


78924 








Strand 






Q f a r 'f - * 


9 ^ ^ * ■ 




- 




End 


2244 " • * ; 




Name 


H TQQ070Q 09 


0 9 07 


riO r^9 


f c 

. Lb 


Method 


TBLASTX: Soybean" 




Of a' yf - r - 


ZUU4 








'"'End 


2'24 3 ' ' • 


- - - - 


.... 

-tal .... 


none 








' Score 


210 " ... ' .' . 




Exons 


9 00 4 * 9 9 4 ^ 














Opn KJo 


J O J J* o 








Seq. ID 


OJ990709_02.0207 


n i 

• Oil 


Gene No. 


78925 








Strand 


+ 




Start 


11599 








End 


14068 




Name 


OJ990709 02. 


0207, 


,Cll.o4 


. gs 


Method 


GENSCAN 




Start 


11599 








. End 


14049 




GI 


none 








Score 


.66 




Exons 


11599. .11711 


, 11756. .12151, : 


12659. .12737, 12843 .. 12965, 





13933. .14049 



38058 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 

Seq. No. 
Gene No. 
_Start__ 
Name . . „ . 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38398 Seq. ID 

78925 Strand 

11599 End 
OJ990709_02 . 0207 . Cll . ol . gp Method 

11600 End 
359 1.R1084 Score 



OJ990709_02. 0207. Cll 
+ 

14068 
AAT/GAP 
14068 
1607 



11600. . 12151, 12659. .12737, 12843 .. 12965, 13933. .14068 
1 2828296/emb | CAA16710 . 1 | 4.0e-53 (AL021687) RNase L 
inhibitor-like protein [Arabidopsis thaliana] 1 



38398 
78925 
11599 

OJ990709_02. 0207. Cll. o3.np 

11734 

1519253 



Seq. ID OJ990709 02. 0207. Cll 



Strand 
End 

Method 

End 

Score 



+ 

14068 
AAT/NAP 
14068 
1112 



11734. .12151, 12659. .12737, 1284 3 .. 12 965 , 13933. .14068 
(U65958) GF14-d protein [Oryza sativa] 



38398 
78926 

QJ.9907.09^02 . 0207 ..Cll . ol . np„ 
1 

4680179 



Seq. ID OJ990709_02. 0207. Cll 
Strand 

■End - v ,9472 , _ , ■ , ; , 

Method.. AAT/NAP„,_ . . 

End 8726 
Score 1509 



1..1331, 1434. .1565, 1801. .1846, 8708. .8726 
(AF111709) polyprotein [Oryza sativa subsp. indica] 



38398 Seq. ID 

78926 Strand 

1 End 
OJ990709_02. 0207. Cll. o6.tm Method 

1 End 

none Score 
1. .198 



OJ990709_02. 0207. Cll 
9472 

TBLASTX: Maize 

198 

187 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq". No. 
"Gene No. 
Start 
Name 
Start ■ 
GI 

Exons 



38398 
78926 
1 

OJ990709JD2. 0207. Cll. o2.ts 
1 

none 



Seq. ID OJ990709_02. 0207. Cll 
Strand 

End 9472 

Method TBLASTX : Soybean 

End 327 

Score 107 



1.\.291, 2.. 175', 215:' . 310', 295.. 327, 2?5:v32.7 



38398 . " 

7 8 92"6- ■ ".. " . ' 

i " ■ 

OJ990709_02.0207 ,Cil^o4 .tw 

1 ■ • 

none 

1..219, 2. .175, 4. .219 



"Seq. ID ; OJ990709_02\0'207:cll' 
Strand" ".. - . ' '".T 



End 

Method 
End 

Score 



9472 

TBLASTX: Wheat 

219 

128 



Seq. No. 38398 

Gene No. 7 8 926 

Start 1 

Name OJ990709_02 . 0207 . Cll . ol . gs 

Start 82 



Seq. ID OJ990709_02. 0207. Cll 
Strand 

End 9472 

Method GENSCAN 

End 1650 



38059 



GI 

Exons 



none 

82. .1650 



Score 



.52 



ri 



Seq. No. 38398 Seq. ID 

Gene No. 78926 Strand 

Start 1 End 

Name OJ990709_02 . 0207 . Cll . o2 . tm Method 

Start 214 End 

GI none Score 

Exons 214.. 681, 251.. 610 

Seq. No. 38398 Seq. ID 

Gene No. 78926 Strand 

Start 1 End 

Name OJ990709_02 . 0207 . Cll . o3 . tc Method 

Start 232 End 

GI none Score 

Exons 232.. 621, 446.. 622 

Seq. No. .38398 Seq. ID 

Gene No. 78926 Strand 

^ Start , „ „ _.„End;. ; 

Name.. .....0 J.9.90.7 '09J02 ...0Za7 XU...oL..tw._-' v. Method,. 

Start 268 End 

GI none . Score 

Exons 268.. 750, 277.. 723, 296.. 751 



OJ990709_02. 0207. Cll 
9472 

TBLASTX: Maize 

681 

133 



OJ990709_02. 0207. Cll 
9472 

TBLASTX: Cress 

622 

61 



OJ990709_02. 0207. Cll 

„a.4 72_ : „,„ w „_ 

TBLASTX: Wheat.. 

751 

193 



Seq. No. 38398 Seq. ID 

Gene No. 7 8926 Strand 

Start 1 End . 

Name OJ990709_02 . 0207 . Cll . o5 . tm Method 

Start 682 End 

GI none Score 

Exons 682.. 879, 683.. 829 



OJ990709_02. 0207. Cll 
9472 

TBLASTX: Maize 

879 

148 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene' No. 
Start'- - 
Name 
Start 
GI 

Exons 



38398 Seq. ID 

78926 " ' Strand 

1 End 
OJ990709JD2. 0207. Cll. o3.tw Method 

8 92 End 

none Score 

892. .1044, 947. .1066, 1075. .1296,. 1142 



38398 

"78926 " , "" 

■1 ■: •, . ... .. . 

" OJ990709_02'. 0207 . Cll . o37tm 

979 

none 

979. .1317 



Seq. ID 
Strand " 

-End;.'-" "• 
Method 
End 
Score 



OJ990709_02. 0207. Cll 
9472 

TBLASTX: Wheat 

1296 

80 

. . 1255, 1243. . 1296 
OJ990709_02 . 0207. fell 

-•94 72:- - - - " 

' TBLASTX: Maize " 
1317 
204 



Seq. No. 38398 Seq. ID 

Gene No. 78926 Strand 

Start 1 End 

Name OJ990709_02 . 0207 . Cll . o2 . np Method 

Start 7944 End 

GI 4585708 Score 



OJ990709_02. 0207. Cll 

9472 
AAT/NAP 
9472 
274 



38060 



Exons 7944.. 8134, 8898.. 9023, 9162.. 9200, 9355.. 9472 

GI Descrip. (AJ238117) putative phospholipase A2 [Oryza sativa] 

Seq. No. 38398 Seq. ID OJ990709_02 . 0207 . Cll 

Gene No. 78926 Strand 

Start 1 End 9472 

Name OJ990709_02 . 0207 . Cll . o3 . gs Method GENSCAN . 

Start 7953 End 9460 

GI none Score . 94 

Exons 7953.. 8134, 8898.. 9023, 9150.. 9198, 9323.. 9460 



Seq. No. 38398 

Gene No. 78926 

Start 1 

Name OJ9907 09_02 . 0207 .Cll . o4 . tm 

Start 7959 

GI none 
Exons 



Seq. ID OJ990709_02. 0207. Cll 
Strand 

End 9472 

Method TBLASTX: Maize 

End 9030 

Score 53 



7959. .8054, 7966. .8055, 8079. .8135, 8111. .8146, 8890. .9030, 
8912. . 9025 



Seq. No. 
. Gg n e No.. 
Start . 
Name 
Start 
GI 

Exons. . 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



38398 
_78926 r - 

_ . ... ; 

OJ990709_02. 0207 .Cll. o2.tc 

7977 

none 



Seq. ID OJ990709_02. 0207. Cll 



_Strand r 

.End 

Method 

End 

Score 



9.4 72 „ „. . 
TBLASTX: Cress 
9025 
132 



7977. .8054, 8088. .8144, 8884. .9018, 8885. .9025 



38398 Seq. ID 

78926 Strand 

1 End 
OJ9907 09_02 . 0207 . CI 1 . o3 . ts Method 

8879 End 

none Score 

8879. .9025, 8881. .9030 



9 02.0207.Cll.ol.tm 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

11824," '1174 5. .'117 92, : 118 65 
12154, 12633. . 12737, 12656 



38398 
78927 * 
11744 
OJ99070 
11744 
none 
117 4 4 . 
"11897. . 
12840. ; 
;i3932.:. 

38398 

78927 • - - 
11744 

OJ990709_02. 0207 .Cll. o2.tw 

11744 

none 



OJ990709_02. 0207. Cll 
9472 

TBLASTX : Soybean 

9030 

145 



OJ990709 02. 0207. Cll 



14051 

TBLASTX: Maize 
14051 
■ 73 . 
12152, • 11871' 
12742, 12656 



12965,' 12840.. 129"65, 1*2842.. 12976, 13931', 



11912, 
12739, 
14 04 7,- 



14'0.4 8y 13933 . .-140.4 9, ri 3 9 60/ .14 04 9,-- 13992 14 051 : 



Seq.* ID OJ990709_02. 0207. Cll 
Strand 
End 

Method 
End 
Score 



14051 

TBLASTX: Wheat 

12154 

62 



1174 4. .11824, 1174 5. . 11792, 11868. .12152, 11897. .12154 



38398 
78927 



Seq. ID 
Strand 



OJ990709 02. 0207. Cll 



38061 



Start 
Name 
Start 
GI 

Exons 



11744 End 
OJ990709JD2 . 0207 . Cll . ol . ts Method 

11745 End 
none Score 



14051 

TBLASTX: Soybean 

14051 

55 



11745. .11792, 11756. .11824, 11865 .. 12152 , 11871 11912, 

11897. .12154, 12633. .12737, 1264 9 .. 12738 , 12656 .. 12742 , 

12656. .12739, 12839 .. 12907 , 12840 .. 12965 , 12840 .. 12965, 

12842. .12976, 13930 ; . 14043, 13932 .. 14042 , 13933 .. 1404 3 , 
13992. .14051 



Seq. No. 38398 
Gene No. 78927 
Start 11744 

Name OJ990709_02 . 0207 . Cll . ol . tc 

Start 11751 
GI none 
Exons 11751. .11792, 

12633. .12737, 

12840. .12965, 

13992. .14051 



11756. .11824, 
12647. .12742, 
12842. .12976, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
11865. .12152, 
12656. .12739, 
13930. .14034, 



OJ990709 02. 0207. Cll 



14051 

TBLASTX: Cress 
14051 
53 

11897. .12154, 
12840. .12965, 
13933. .14049, 



„Seq^._No, . .38398_. w 

_Gene„.N.o. .1 3?927_. . , . 

Start 11744 

Name OJ990709_02 . 0207 . Cll . o5 . tw 

Start 12832 
GI none 

Exons 12832. .12912, 12840 .. 12965, 

13931. .14038, 13932. .14042, 



Seq I D_ „QJ9 90 7J)9_fi 2_ 02 07.C11 

Stxand . „ , . „ .. 

End 

Method 

End 

Score 
12842. .12958, 
13933. .14043, 



14051 

TBLASTX: Wheat 

14043 

199 

13930. .14034, 
13992. .14042 



Seq. No. 38399 Seq. ID 

Gene No. 78928 Strand 

Start 639 End 

Name OJ990709_02 . 0207 . C12 . ol . gs Method 

Start 639 End 

GI none Score 

Exons 639.. 754 



OJ990709_02.0207.C12 
+ 

754 

GENSCAN 

754 

.43 



Seq. No. 38399 
Gene No. 78929 
Start 1212 

Name . OJ990709_02 . 0207 . C12 . o2 ..gp 

Start • : " 1212 ' - : ' "•• : ' : . • " - 
GI 154 8_1'.R108'4 

'Exons'"." "". 12127/2341' :■■ 
GI De scrip. ' 300*4565 l-,0e-119 (AQ003673). 

[Arabidopsis thaliana] 1 



Seq. ID OJ990709_02.0207.C12 
Strand + 
End 2341 
Method . . AAT/GAP 
- End . 2341 ' ' ' . " " ; ; " " 

Score • " '2203 '■ 

putative protein' kinase- . V..-.-.-.- ' 



Seq. No. 38399 - Seq. ID 

Gene No. 78930 Strand 

Start 5016 End 

Name OJ990709_02 . 0207 . C12 . o3 . gs Method 

Start 5016 End 

GI none ^ Score 

Exons .5016.. 5387, 5402.. 5715 



OJ990709_02 . 0207 . Cl-2- 
+ 

5715 
GENSCAN 
5715 
.53 



Seq. No. 



38399 



Seq. ID OJ990709 02.0207.C12 



38062 



Gene No. 78931 Strand 

Start 1 End 119 

Name OJ990709_02 . 0207 . C12 . ol . gp Method AAT/GAP 

Start 1 End 119 

GI 359_1.R1084 Score 217 

Exons 1..119 

GI Descrip. ' 2828296/emb | CAA16710 . 1 | 4.0e-53 (AL021687) RNase L 
inhibitor-like protein [Arabidopsis thaliana] 1 



Seq. No. 38399 

Gene No. 78932 

Start 1414 

Name OJ990709_02 . 0207 . C12 . ol . ts 

Start 1414 

GI none 

Exons 1414.. 1713, 1435.. 1722, 1451, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990709_02.r0207.C12 
5772 

TBLASTX : Soybean 

2400 

154 



1723, 1541.. 1723, 1552.. 1626, 



1555. .1626, 1651. .1716, 1711. .2289, 1712. .2290, 1891. .2055, 
2125.. 2400, 2206.. 2331 



Seq. No. 38399 Seq. ID 

Gene No. 78932 Strand 

..S£axt„'.; _..141.4.;..„ : _ ,End,_, 

Name ; . ,.6j99070.9._JD2 . 0207„..C1.2...o2 .'.gs,._ Method... 

Start 1414 End 

GI none Score 

Exons 1414.. 3001, 4122.. 4300 



OJ990709 02.0207.C12 



„.5772__„. 
GENSCAR 
4300 
. 6 



Seq. No. 


38399 




Seq. ID 


OJ990709_02.0207.C12 


Gene No. 


78932 




Strand 




Start 


1414 




End 


5772 


Name 


OJ990709 02 


.0207.C12.ol.np 


Method 


AAT/NAP 


Start 


1417 




End 


5772 


GI 


6553891 




Score 


2309 


Exons 


1417. .3001, 


5654. .5772 






GI Descrip. 


(AC012563) 


unknown protein 


[Arabidopsis 


thaliana] 


Seq. No. 


38399 




Seq. ID 


OJ990709_02.0207.C12 


Gene No. 


78932 


•*£■- 


Strand 




Start 


1414 




End 


5772 


Name 


OJ990709 02 


.0207.C12.ol.tc 


Method 


TBLASTX: Cress 


Start 


1420 




End 


2325 


GI 


■ none. 




Score 


165 


.Exons " 


"1420 ;'1701/ 


'1420; .1716," • 1460; .1717, 1*54 1 .'. l'7';17 , -1708- *. .1770,' 



1770. M841, ■ 18 91: .2055, 2206. .2325 



Seq. No. ' 


"38399 ' . 






Gene No. 


78932 






Start ' 


• 1414 






Name 


OJ990709 02 


0207 


C12.ol 


Start 


1552 






GI 


none 






Exons 


1552. .1671, 


1777 


.2385, 


Seq. No. 


38399 






Gene No. 


78932 






Start 


1414 






Name 


OJ990709 02 


0207 


C12.o2 



.' V ■ Seq. -ID : OJ 99 07 0 9_0 270 2 07 . C 1 2 
• Strand 

* End 5772 

.tm - Method. TBLASTX : Maize 

End 2400 

Score 578 
1778. .2392, 2125. .2400, 2127. .2393 

Seq. ID OJ990709_02.0207.C12 
Strand 

End 5772 

-tc Method TBLASTX : Cress 



38063 





Start 










End 


2562 




bl 


none 








Score 


139 




Exons 


zozo . . z4 yu, 


Zoo\J 


O / A *3 
. . Z4 4 O , 


0 "3 *3 n 
z JoU . 


.2491, 2486.. 2539, 2491.. 2541, 






z 4 y 4 . . z o dz , 


O A Q c; 

z 4 yo 


. .ZOO/ 










Seq. No. 


0 0 0 0 ft ~ 








Seq. ID 


OJ990709_02.0207.C12 




Gene No. 


78932 








Strand 






Start 


1414 








End 


5772 




Name 


nTQomna no 
uj yyu/uy uz . 


no m 
UZU f 


. b±Z . OZ . 


4- rrt 

tm 


Method 


TBLASTX: Maize 




Start 


O A f\ A 

Z4U4 








End 


5760 




bl 


none 








Score 


43 




Exons 


z4 U4 . . Z4 DU, 


0 / 1 n 
Z4 J.U 


O / A R 

. . Z44D, 


O A C A 

z4 b4 . 


.2652, 2489.. 2650, 2728.. 3000, 






z / o y . . jUUi, 




R 7 "3 1 


J uOD • 


.5760 






beq. no. 










Seq. ID 


OJ990709_02 .0207 .C12 




Gene No. 


78932 








Strand 






Start 


1414 








End 


5772 




Name 


nTQomriQ no 

uj y y u / u y uz . 


n 0 m 
UZU/ 


. bl Z . OZ . 


t S 


Method 


TBLASTX: Soybean 




Start 


0 a a n 








End 


5763 




GI 


none 








Score 


52 




Exons 


0/l/l"7 O £ £ "3 
Z 4 4 / . . z Djj , 


Z 4 4 0 , 


OC1 o 

. . ZD 1 J , 


z4 oz . 


.2661, 2488. .2670, 2489.-2677, 




- ■ 






0 n n n 


O T O A 

^zXzO.., 


. 3001, ,5624,. ,. 5731, 5656, .5763 




■ • - 

Seq. No. 


000 yy 


' ~- " * 





— 


Seq. ID 


OJ990709JD2 . 02077ci2 




Gene No . 


78932 








Strand 






Start 


1414 








End 


5772 


F\i 


Name 


OJ990709 02. 


0207, 


.C12.o3. 


gp 


'Method 


AAT/GAP 




0 tar t 


2449 








End 


3010 


r =~ 

t! ST 


GI 


8275 1.R1084 








Score 


1101 


iy 


Exons 


2449. .3010 














GI Descrip. 


'3004565 2.0e-36 


(AC003673) putative protein kinase [Arabidop: 


? ! i 




thaliana] ' 














Seq. No. 


38400 








Seq. ID 


OJ990709_02.0207.C13 


□ 


Gene No. 


78933 








Strand 


+ 


"'•4 


b tar t 


161 








End 


194 


§:£ ' 


Name 


OJ990709 02. 


0207, 


,C13.ol. 


gs 


Method 


GENSCAN 




Start 


161 








End 


194 


?== 


bl 


none 








Score 


.46 




Exons 


161. .194 












™ — 


Seq. No. 


38401 








Seq. ID 


OJ990709_02.0207.C14 




Gene • No . ' 


* 78934 : •'• " 








Strand; 


+ " '• ' 




otart 


415 








End 


■2837 




Name 


OJ990709 02. 


0207: 


,C14.ol. 


gs 


Method. 


' GENSCAN 




.- Start ."■ • ■ 


-. 415 - ; 








End- ' 


2837 -• . . * '. . ' '■" V 




GI 


none - 








Score 


.4 7* " 




Exons 


415. .417, 633. .955, ■ 1065 


..1203, 1865.. 


2110, 2739.. 2837 




Seq. No. 


38401 








Seq. ID 


OJ990709_02 . 0207 .CI 4 




Gene No. 


78935 








Strand 






Start 


3571 








End 


3704 




Name 


OJ990709 02. 


0207. 


C14.o2. 


gs 


Method 


GENSCAN 




Start 


3571 . 








End 


3704 




GI 


none 








Score 


.44 




Exons 


3571. .3704 













38064 



Seq. No. 


38402 


Seq. ID 


OJ990709 


Gene No. 


78936 


Strand 


+ 




D 


TP r\ /~1 


con 


Name 


ujyyu/uy uz . uzu / . bio . oi . gs 


Method 


bhNbbAN 


C 4- -i v 4- 

btart 


b 


hna 


bzU 


C T 
bl 


none 


Score 




Exons 


£ con 






beq. no. 


o o >i n o 

JO 4 UZ 


beq. iu 


uj y y u / u y 


Gene No. 


78937 


Strand 


+ 


Start - 


908 


End 


1284 


Name 


uuyyu/uy uz . uzu / . bio . oi . np 


Method 


7\ 7\ T /MAD 


bt art 


y uo 


bna 


1 O Q A 


bl 


A 0 "3 A Q R A 


Score 


"3 1/1 
Jl 4 


Exons 








GI Descrip. 


(AFUozlo4) pol polyprotein 


[Zea mays] 




beq. no. 




beq. iu 


uo y yu / u y 


Gene No . 


78938 


Strand 


+ 


Start 


152 


• End 


662 


Name 


OJ990709 02.0207.C16.ol.gp 


Method 


AAT/GAP 


t .ot a rx„« „ _ .. 


152 - - 


._.End_-_ 


662 , • •• • 


,GI ... ... A . 


.38782 i..R10.8A.„„_ . 


Score. 


,83.1„ 


Exons 


152.. 662 






GI Descrip. 


1 6069643/.dbj | AP000616. 1 IAP000616 0.0e+00 Oryza ; 




DNA, chromosome 6, clone : P0514G12 f 




.Seq. No. 


38403 


Seq. ID 


OJ990709_ 


Gene No. 


78938 


Strand 


+ 


Of n vf 

btart 


152 


End 


662 


Name 


OJ990709 02.0207.C16.ol.gs 


Method 


GENSCAN 


C4- -,v>4- 

o tart 


286 


End 


359 


C T 


none 


Score 


.75 


Exons 


286. .359 






beq. no. 


38404 


Seq. ID 


OJ990709_ 


Gene No. 


78939 


Strand 


+ 


Start 


1 


End 


705 


Name 


OJ990709 02.0207.C17.ol.np 


Method 


AAT/NAP 


btart 


1 


End 


705 


T 

bl 


5042454 


Score 


676 


Exons 


1..119, 173. .7.05 






GI Descrip. .' 


(AC007789) "putative 'polyprotein [Oryza 


satiya] " 


Seq?'* No." " '"*" 


" 38404 • "' ' v '• * '■' 


' 'Seq: 'ID' ' 


OJ9907 0'9_ 


Gene No . ■'. " 


■ 78 939- - . : - , •. .** .-• . •• 


■ ■ "Strand - -. 


.+ . .. 1 


Start 


1 , ' " . 


End 


705 . 


Name 


OJ990709 02.0207.C17.ol.gs 


Method 


GENSCAN 


Start- ■ 


189 - • 


- ■ 'End 


694 


bl 


none 


Score 


. 68 


Exons 


189. .562, S79..694 






Seq. No. 


38405 


Seq. ID 


OJ990909 


Gene No., 


78940 


Strand 


+ 


Start 


139 


End 


1703 


Name 


OJ990909 05.0223.Cl.ol.np 


Method 


AAT/NAP 


Start 


139 


End 


1703 



38065 




GI 


6907086 


Score 


no a 

yo4 








Exons 


139. .925, 985. .1154, 1383. .1492, 1615. 


i *7 n o 
. 1 /U J 








GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sat iva] 








Seq. No. 


38405 


Seq. ID 


OJ990909_ 


_05 


0223 


.CI 


Gene No. 


78940 


Strand 


+ 








otart 


.139 


End 


i "7 n q 








Name 


OJ990909 05.0223.Cl.ol.gs 


Method 


bLNSCAN 








Start 


474 


End 


1 <Z O A 

1 DZO 








GI 


none 


Score 


H A 








Exons 


y|"7/l T r O 1 A O O TIC/I 1 y| OO 

4/4. . /do , lOJo. . 1154 , 14 Jo . . 


1620 










Seq. No. 


38406 


Seq. ID 


OJ990909 


_05. 


0223 


.C2 


Gene No. 


78941 


Strand 


+ 








Start 


1899 


End 


6076 








Name 


OJ990909 05.0223.C2.o2.gs 


Method 


GENSCAN 








btart 


1899 


End 


6076 








GI 


none 


Score 


.47 








Exons 


1899.. 2152, 2335.-2492, 2627 


..2720, 2981. .3042, 


3325. .3386 




3412. .3600, 3602. .3792, 4251 


. .4371, 6062. .6076 








„S ,§jg^,No^_„. 


„A84S6_ ; _ 


,_SeJ3^„ID_ 


.aJ9J.09O.l 


A C 

L , U 3 . 


A O O O 




.Gehe.-JS!o . . 


ji.94.2.., . . .... 


_jS.txand_ 


„ s. 





- — 




Start 


• 9376 


End 


12577" 








Name 


OJ990909 05.0223.C2.ol.np 


Method 


AAT/NAP 








Start 


9376 


End 


12574 ■ 








GI 


6907089 


Score 


4259 








Exons 


937 6. .10636, 1074 0. .1257 4 












GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 








Seq. No. 


38406 


Seq. ID 


OJ990909_ 


_05. 


0223 


. C2 


Gene No. 


78942 


Strand 


+ 








Start 


9376 


End 


12577 








Name 


OJ990909 05.0223.C2.o4.gs 


Method 


GENSCAN 








Start 


9376 


End 


12577 








GI 


none 


Score 


.44 








Exons 


9376. .11911,' 12156. .12577 












Seq. No. 


38406 


Seq. ID 


OJ990909_ 


_05. 


0223 


,C2 


Gene No. 


78943 


Strand 










Start 


7018 


End 


8288 








Name . . 


OJ990909- 05.0223.C2.o3.gs 


Method 


GENSCAN . 








Start 


7018 • • - • : " • - ; ; 


/ End 


8288' 








GI 


none 


Score 


.5 








Exons 


7018-: :-7'1127"75'93. . 7763, 8249 


..8288' "" 










Seq. No'. " 


'38406" 


" Seq.' ID 


OJ990909_ 


_05. 


0223 


.C2 


Gene No. 


78944 ' 


Strand 










Start 


13199 


End 


14677 • 








Name 


OJ990909 05.0223.C2.o2.tm 


Method 


TBLASTX: Maize 




Start 


13199 


End 


13342 








GI 


none 


Score 


126 








Exons 


13199. .13342, 13203. .13337 












Seq. No. 


38406 


Seq. ID 


OJ990909_ 


_05. 


0223 


.C2 


Gene No. 


78944 


Strand 










Start 


13199 


End 


14677 









38066 





Marnp 


O.TQQDQOQ OS D??^ r° a<? 


Mpf hoH 


\J Hi LN O k-.rt.LN 






OLdl L 


1 -51 QQ ~~ 

X «J X .7 .7 


CjIIQ 


1 a c: Qf| 
x h D j U 










Score 


o Q 






TP vAn q 


1 'SI QQ IK qrj 












JOIUD 


0 cq . x u 




no 






78944 


Strand 








Start 


13199 


End 


14677 






Name 


OJ990909 05.0223.C2.o2.np 


Method 


AAT/NAP 






Start 


13202 


End 


14677 






riT 

\D X 


6498441 


Score 


2361 






TP v f\ n c 


13202. .134 83, 13577. .14 677 












(AP000815) EST C7278 6 (E2258 ) corresponds to a region of 


the 






preuictSQ y eric . , oiiuiidi to 


Sorghum bicolor Gypsy-Ty3 type 






ret rot ransposon RetroSorl . 


(AF098806) 


[Oryza sativa] 






Seq. No. 




Seq. ID 


OJ990909_05.0223 






Gene No. 


/ o y 4 4 


Strand 








OLdl L 


1 Ol QQ 

l ji yy 


End 


14677 






Name 


OJ990909 05.0223.C2.o2.tw 


Method 


TBLASTX: Wheat 








13211 


End 


13813 






\p x _ jt ia j ji-k ( w m 


none.. *, „.,,*,.■„ ..^.^ 


_ „.^S Cjorei^ 


_77___ • _ . 


— 


— 1~ . 




* 1 "5 O 1 1 ■ 1 OTOr 1 001 C T TOOT - 


..A3 5 2 9.. .13813,... 1353Q. P- . .13-8.0.8.. . 






Seq. No. 


'do/I 

Jo 4 U D 


Seq. ID 


OJ990909_05.0223 


. C2 




Gene No. 


n Q Q A A 

i o y 4 4 


Strand 








Cf arf 


1 QQ 

i o i y y 


End 


14677 




III 


Name 


ujyyuyuy uo. u^zo.l^ .01 .tw 


Method 


TBLASTX: Wheat 




f 1 

~ ~ 


OlcliL 




End 


14195 






ox 


none 


Score 


232 




as. 
% :=? 




13814. .14194, 13845. .14195 








r ': I 


Seq. No. 




Seq. ID 


OJ990909_05.0223 


.C2 




Gene No, 


/ 0 y 4 4 


Strand 








Cf art 
u Lai L 


1 Ol QQ 


End 


14677 




'•~ 3 




ujyyuyuy uj.u^^j.l^.oi. tm 


Method 


TBLASTX: Maize 








1 0 y 0 y 


End 


14332 






ox 


none 


Score 


213 




y 
f 1 


Exons 


13989.. 14138, 14 009 .. 14332 , 


14022. .14288 






JClJ ■ LNU ■ 


38407 


Seq. ID 


OJ990909_05.0223 


.C3 




Cppp Mo 

v_J ~ 1 1 \3; . IN W • 


.78945 


■ Strand. 








Staxt *" 




"/-End' 


3277 * • - 






Name' 


OJ990909 05.0223.C3.ol.np 


Method 


.AAT/NAP 






Start" 1 • " 


' 1 " " ' ' ' *"""" ' 


"End 


3277 






OX ■ - 


64 9844.1 . v/.- "... * . ; *. 


Score 


■ 4024 1 " . V." " 








1. .'491/' 666. .800,/ 984. . i3'57 


, 1421. .186 


12", 2213. .3277 








(AP000815) EST C72786(E2258 


) corresponds to a region of 


the 






predicted gene.; Similar to 


Sorghum bicolor Gypsy-Ty3 type - 






retrotransposon RetroSorl. 


(AF098806) 


[Oryza sativa] 






Seq. No. 


38407 


Seq. ID 


OJ990909_05.0223, 


.C3 




Gene No. 


78946 


Strand 








Start 


4008 


End 


4434 






Name 


OJ990909 05.0223.C3.ol.ts 


Method 


TBLASTX: Soybean 






Start 


329 


End 


700 






GI 


none 


Score 


90 





38067 




Exon s 


7nn 

OZ _* . . /UU; jfi U . . OOJ 








Seq. No. 


38407 


Seq. ID 


OJ990909_05.0223 


C3 


Gene No. 


78946 


Strand 






Of- o v-4- 

O L cl JL L. 


4 nop 


EjilU. 


4 4 "3.4 
4 4 O 4 




Name 




Method 


i bLAo i a : wneat 




Qfa y-+- 


A 


_jnu 


/ / y 




PT 


none 


Score 


*3 97 
J_ / 




Exons 


qc/ 77Q 77ft 
jOt . . / f y f jjD. . / / 0 








Seq. No. 


38407 


Seq. ID 


OJ990909_05.0223 


C3 


Gene No. 


78946 


Strand 






OLal L 




Hina 


A A "3 A 

4 4 J 4 




Name 


PiTQQnQHQ fm 099^ P"3 r>>9 -t-m 

uu y ?u?U3 uj . u__ j . L-j . o_ . cm 


Method 


i o iiAo i a . lyia i z e 




Q+- = 


4^9 _ 
4 J_ 




Q ^ £ 
O O D 




PT 


none 


Score 


919 

z i z 




F vriri c 
IjaUI lo 


4 ft ^ S 471 fi^fi 








Seq. No. 


38407 


Seq. ID 


OJ990909_05.0223. 


C3 


Gene No. 


78946 


Strand 








4 nnft 

4 U U O 


tjna 


/I A "3 /I 




^.ame,^^^ w , ia> 


y j y y y_y u y u d_ % u z T zp, . .u^,. i p.i j .jL.m.;,. 


. ^Methpd fc _ t - 


IJoLAb 1 AJLMajjzje_ _ 






Q £ ^ 

. .,o,d.j., ^ ... ^ .... . „ « ■ 


. _ b no „.„ _ . 


1 9 1 Q 

...xzi.y, « - ^ - 




P T 
(al 


none 


Score 






Exons 


Q £ "3 Q 7 Q ft "3 1 91 Q Q7T lit 
ODj . . z? I y , O CO . . 1_1 0 / O . .lie 


3 A 






Seq. No. 


38407 


Seq. ID 


OJ9'90909_05.0223. 


C3 


Gene No. 


78946 


Strand 






Otdl L 


4008 


End 


/I A "3 /I 
4 4 




Name 


OJ990909 05.0223.C3.ol.tw 


Method 


i oLAb 1 a : Wneat 




Of aY .j- 
OLaiL 


887 


End 


io4 y 






none 


Score 


9 9 n 
zz u 




Exons 


887. .1348, 893. .1348, 894. .1349 






Seq. No. 


38407 


Seq. ID 


OJ990909_05.0223. 


C3 


Gene No. 


78946 


Strand 






O t_aX L. 


4008 


End 


A A ^ A 




Name 


OJ990909 05.0223.C3-.o2.ts 


Method 


i bijAb I a : boyoean 




Ol_a.iL. 


944 


End 


louy 




PT 
LjI 


none 


Score 


117 
11/ 




U 1 v /~\ o 


944. .1078, 1085. .1309 








Seq; No.' 


38407 • - " ' - '■ ; - ' 


: Seq. : ID : " 


• OJ990909_05.0223. 




Gene No. 


78946 


Strand 






OLdX L 


: 4 0 08-' ' 


End • 


4434 




-Name 


OJ990903 05.0223.'C3".o3.tw . 


Method 


' TBLASTX: Wheat ■ 




otdit 


' 15x4 


End 


' 1998 . 




P T 
bl 


none 


Score 


37 






1514. .1633, 1545. .1610, 1632. 


.1997, 1642. .1803, 1825. .1998 


Seq. No. 


38407 


Seq. ID 


OJ990909_05.0223. 


C3 


Gene No. 


78946 


Strand 






Start 


4008 


End 


4434 




Name 


OJ990909 05.0223.C3.o4 . tw 


Method 


TBLASTX: Wheat 




Start 


2737 


End 


3125 




GI 


none 


Score 


76 





Exons 2737.. 2961, 2738.. 2926, 2911.. 3000, 2952.. 2993, 2976.. 3074, 



38068 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2977. .3057, 3081. .3125 

38407 Seq. ID 

78946 Strand 

4008 End 

OJ990909JD5 . 0223 . C3 . o2 . np Method 

4008 End 

5042454 Score 
4008. .4061, 4357. .4434 

(AC007789) putative polyprotein [Oryza sativa] 



OJ990909_05.0223.C3 

4434 
AAT/NAP 
4434 
76 



38408 
78947 
8263 

OJ990909_05.0223.C5.ol.np 



Seq. ID OJ990909_05.0223.C5 

Strand + 

End 16396 

Method AAT/NAP 

End 13428 

Score 1517 



8251 
5734721 

8251. .8353, 9681. .10130, 10168. .10503, 12534. .13428 
(AC008075) Similar to gb|AF023472 peptide transporter from 
Hordeum vulgare and is a member of the PF| 00854 Peptide 
transporter family. ESTs gb|T41927 and gb|AA395024 come from 
Jt his, jgene Ar ab i dops i s„ t_ha li ana ] . 



Seq. No. 38408 

Gene No. 78947 

Start 8263 

Name OJ990909_05 . 0223 . C5 . o3 . gs 

Start 8263 

GI none 
Exons 



Seq. ID OJ990909_05.0223.C5 



Strand 
End 

Method 

End 

Score 



+ 

16396 
GENSCAN 
16396 
.6 



8263. .8353, 9681. .10503, 12534 .. 13424 , 14 973 .. 15050, 
15337. .15466, 16027 .. 16100, 16135. .16396 



Seq. No. 38408 Seq. ID 

Gene No. 78947 Strand 

Start 8263 End 

Name OJ990909JD5 . 0223 . C5 . o2 . gp Method 

Start 12660 End 

GI 2428246 Score 

Exons 12660. . 13054 

GI Descrip. 14 95366/emb | CAA93316 | 3.0e-32 (Z69370) 
[Cucumis sativus] 



OJ990909_05.0223.C5 
+ 

16396 
AAT/GAP 
13054 
717 

nitrite transporter 



Seq/ No;. ' ' '"38408" -"■ ■ * ~~ ; " ' v V ' - "*' 
Gene No. 78947 

Start " '" ' 8263 . 

Name • OJ990909_05 . 0223. C5. o3 ..gp "' 

Start " 13146 
Gi 6012833 

Exons- 13146. .13450, 13591.. 13741 

GI Descrip. 14 95366/emb | CAA93316 | 7.0e-16 
[Cucumis sativus] 



Seq:' 'ID 

Strand 

'End ""; 

Method 

End 

Score 



OJ990909_ 
+ 

16396" " : " 
AAT/GAP 
13741" 
"555 



05. 0223. C5 



(Z69370) nitrite transporter 



Seq. No. 38408 Seq. ID 

Gene No. 78948 Strand 

Start 19167 End 

Name OJ990909_05 . 0223 . C5 . o4 . gp Method 

Start 19167 End 



OJ990909_05.0223.C5 
+ 

20382 

AAT/GAP 

20382 



38069 



GI 1254_1.R1084 Score 2374 

Exons 19167. .20382 

GI Descrip. • 4190952/dbj | BAA74434 | 1.0e-49 (AB022689) similar to hsr203J 
[Lycopersicon esculentum] ' 





Seq. No. 


38408 




Seq. ID 


OJ990909_05 . 0223 . C5 




Gene No. 


7894 9 




Strand 


+ 




Start 


21936 




End 


o *^ n o r\ 

22729 




Name 


OJ990909 05. 0223. C5 


. 06 . gp 


Method 


AAT/GAP : 




Start 


21936 




End 


22729 




GI 


a n r\ i col 

4 901 ool 




Score 






Exons 


21936 .. 22529, 22684 


. . 22729 








Seq. No. 


38408 




Seq. ID 


OJ990909 05. 0223. C5 




Gene No. 


78950 




Strand 


+ 




Start 


28783 




End 


29404 




Name 


OJ990909 05. 0223. C5 


. o7 . gp 


Method 


AAT/GAP 




Start 


28783 




End 


29404 




GI 


none 




Score 


1175 




Exons 


28783. .29404 










.. Se,q,._ No . 


„3 8 40J___ b 




.Seg.^ID__ 


„OJS.9_09 0 9_ 05,-_0 2 2J3 J35. 




.„ Gene. .No. 


. .78 9.51 , 




Strand. .. 






Start 


19705 




End 


20852 




Name 


OJ990909 05 . 0223.C5 


,o4.gs 


Method 


GENSCAN 


Si S3, 


Start 


19705 




.End 


20793 


fU 


GI 


none 




Score 


1 




Exons 


19705 . . 20793 








~~ 


Seq. No. 


38408 




Seq. ID 


OJ990909_05.0223.C5 




Gene No. 


78951 




Strand 




i y 


Start 


19705 




End 


20852 




Name 


OJ990909 05 . 0223 .C5 


. o2 . np 


Method 


AAT/NAP 


= 


Start 


19708 




End 


20727 




GI 


4190952 




Score 


834 


'"•Ji 


Exons 


19708. .20727 








h ss 


GI Descrip. 


(AB022689) similar 


to hsr203J 


[Lycopersicon esculentum] 


f ^ 


Seq. No. 


38408 • 




Seq. ID 


OJ990909_05.0223.C5 




Gene No. 


78951 




Strand 






Start 


19705 




End 


20852 




. Name 


OJ990909 05. 0223. C5 


. o 5 . gp . . 


Method 


AAT/GAP 




; Start - 


""20424 ■' " - *-" * - 




End • ' ; 


20852 • ' • . : ■ 




GI 


43625 1.R1084 




Score 


807 




' Exons " ' 


' 20424. .20852 










GI Descrip. 


'5420'58/pir | | S428-07 


1.0e-21 HSR203 J protein - common tbbac 




>gi_444002_emb_CAA543'932 (X77136) ' HSR20-3J* [N.icotiana tabac 




Seq. No. 


38408 




Seq. ID 


OJ990909_05.0223.C5- 




Gene No. 


78952 




Strand 






Start 


23914 




End 


24830 




Name 


OJ990909 05. 0223. C5 


. o3 . np 


Method 


AAT/NAP 




Start 


23914 




End 


24830 




GI 


6907106 




Score 


309 




Exons 


23914. .24052, 24164 


. .24830 







GI Descrip. (AP001129) EST AU068291 (C12960 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



38070 




Seq. No. 


38408 






Seq. ID 


.OJ990909JD5.0223 


-C5 


Gene No. 


78953 






Strand' 






Start 


29578 






End 


29964 




Name 


OJ990909 05. 0223. C5 


.06. tm 


Method 


TBLASTX : Maize 




Start 


3659 






End 


O O C T 

3857 




GI 


none 






Score 


18 6 




Exons 


3659. . 


3820, 3660. .3857 








Seq. No. 


38408 






Seq. ID 


OJ990909_05.0223 


. C5 


Gene No. 


78953 






Strand 






Start 


29578 






End 


29964 




Name 


OJ990909 05. 0223. C5 


.ol. tc 


Method 


TBLASTX: Cress 




Start 


9674 






End 


13344 




GI 


none 






Score 


190 




Exons 


9674. . 


9904, 9980. .10069, 10160. .10495 


, 10228. .10422, 






12532. 


.12738, 12597 


. .12734, 


12760. .1300.8, 12765. .12956, 






13002. 


.13199, 13003 


. .13227, 


13228. .13344 




Seq. No. 


38408 






Seq. ID 


OJ990909J35.0223 


.C5 


Gene No. 


78953 






Strand 






Start; 


,_295-78 . 






End ■ 


...29964^____^__ 


— _ 


Name 


. ..OJ9909.09 .05...0223.C5 


. p 1 . t s . 


... ^Method 


, .TBLASTX : Soybean, . 




Start 


9674 






End 


13404 




GI- 


none 






Score 


293 ' 




Exons 


9674. . 


9904, 9679.. 9954, 9974 


. .10072, 


9988.. 10095, 10156 


. . 1 




10160. 


.10498, 12588 


. .13202, 


1258 9. . 13239, 13240. . 134 04 




Seq. No. 


38408 






Seq. ID 


OJ990909_05.0223 


.C5 


Gene No. 


78953 






Strand 






Start 


29578 






End 


29964 




Name 


OJ990909 05. 0223. C5 


. o3. tm 


Method 


TBLASTX: Maize 




Start 


10028 






End 


10489 




GI 


none 






Score 


76 




Exons 


10028. 


.10072, 10030 


. .10095, 


10117. .10482, 10160. .10483, 






10316. 


.10489 










Seq. No. 


38408 






Seq. ID 


OJ990909_05.0223 


.C5 


Gene No. 


78953 






Strand 






Start 


29578 






End 


29964 




Name 


OJ990909 05. 0223. C5 


. o2 . tm 


Method 


TBLASTX: Maize 




Start .. 


. 12568.. 






•.End .. 


1334 4 




GI ~ ' • 


none • 






- * Score - 


• -290 ~ - * 




Exons . ' 


12568. 


.12978, 12597 


. .12740, 


12837. .12953, 12 958. .13344, 






'"13005. 


'.1307 0 










Seq. No. 


38408 






"Seq. ID 


OJ990909_05.0223 


.C5 


Gene No. 


78953 






Strand 






Start 


29578 






End 


29964 




Name 


OJ990909 05. 0223. C5 


. o2.tw 


Method 


TBLASTX: Wheat 




Start 


13021 






End 


13344 




GI 


none 






Score 


162 




Exons 


13021. 


.13224, 13023 


. .13223, 


13228.. 13344 




Seq. No. 


38408 






Seq. ID 


OJ990909_05.0223 


.C5 


Gene No. 


78953 






Strand 






Start 


29578 






End 


29964 





38071 



Name 

Start 

GI 

Exons 

Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990909_05.0223.C5.o4 .tm 

19679 

none 

19679. . 19813, 19705 19905, 



38408 
78953- 
29578 
OJ990909 
19963 • 
none 
19963 
20071 
20296 
20642 



05.0223.C5.o2.ts 



20064, 
20163, 
20511, 
20695 



19963. 
20072. 
20435. 



.20001, 
.20167, 
.20485, 



Method TBLASTX : Maize 
End 19905 
Score 196 
19708. . 19899, 19709.. 19900 



Seq. ID 
Strand 
End 

Method 
End 

Score - 
19964 . .20005, 
20165. .20242, 
20563. .20715, 



OJ990909 05. 0223. C5 



29964 

TBLASTX: Soybean 
20715 
68 

20000. .20086, 
20170. .20259, 
20590. .20628, 



Seq. No. 38408 
Gene No. 78953 
Start 29578 

Name OJ990909_05 . 0223 . C5 . ol . tm 

Start 20131 

GI ...none. _ . 

Exo.ns 20131. ...2.0367, 

20524 . .20715, 



201.32. ..2.0491, 
20524 . .20718 



OJ990909_05.0223.C5 
29964 

TBLASTX: Maize 
20718 

285 _ „ _ 
2 0 2 3 0 ... 2 0 5 6.2 , . 2.0.42 8 2.6.5 02 , _ . 



Seq. ID 

Strand 

End 

Method 
End 

Score . : 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38408 
78953 
29578 

OJ990909_05.0223.C5.ol.tw 

20524 

none 



Seq. ID OJ990909_05.0223.C5 
Strand 
End 

Method 
End 
Score 



29964 

TBLASTX: Wheat 

20718 

39 



20524. .20556, 20524 20559, 20554 .. 207 12 , 20554.. 20718 



Seq. No. 38408 Seq. ID 

Gene No. 78953 Strand 

Start 29578 End 

Name OJ990909_05 . 0223 . C5 . 06 . gs Method 

Start 29578 End 

GI none Score 
Exons . 29578.. 29964 



OJ990909_05.0223.C5 

29964 
GENS CAN 
29964 
.65 



Seq. No. .38408 . . . . ...... .Seq,.. ID 

Gene No\ '* ' '78953" '" " ' • " :r ; ' "■ ■ '■ - " : Strand" 

Start 29578 End 
Name " r ' ' OJ990909_0'5v02"2"3". C5 . o3 ;ts'" * Method ' 

Start ■ 29581" . •• 'End • • " 

GI none .Score 

Exons 29581.. 29964 



OJ990909 05. 0223. C5 



29964 
TBLASTX: 
29964 
231 



Seq. -No. 38408 Seq. ID 

Gene No. 78953 Strand 

Start 29578 End 

Name OJ990909_05 . 0223 . C5 . o5 . tm Method 

Start 29614 „ , End 

GI none ' Score 

Exons 29614 . .29949 



OJ990909_05.0223.C5 
29964 

TBLASTX: Maize 

29949 

257 



38072 



Seq. No. 38408 Seq. ID 

Gene No. 78953 Strand 

Start 29578 End 

Name OJ990909_05 . 0223 . C5 . o2 . tc Method 

Start 29617 End 

GI none Score 

Exons 29617. .29949, 29618.. 29950 

Seq. No. 38409 Seq. ID 

Gene No. 78954 Strand 

Start 93 ■ End 

Name OJ990909_05 . 0223 . C6 . ol . gs Method 

Start 93 End 

GI none Score 

Exons 93.. 320 



OJ990909_05.0223.C5 
29964 

TBLASTX: Cress 

29950 

126 



OJ990909_05.0223.C6 
370 

GEN SCAN 

320 

.83 



Seq. No. 38409 Seq. ID 

Gene No. 78954 Strand 

Start 93 End 

Name OJ990909__05 . 0223 . C6 . ol . tm Method 

Start 94 End 

, QI_. • none , . - ,«.™.Score„„ ..; 

....Exons,,, . .... 



OJ990909_05.0223.C6 
370 

TBLASTX: Maize 

308 

81 



.94 . . 18.6.,, ...9.5... ..187.,.. 105 ._._3.Q8.,_159 . 30* 



Seq. No. 38409 Seq. ID OJ990909_05 . 0223 . C6 

Gene No. 78954 Strand 

Start 93 End 370 

Name OJ990909_05 . 0223 . C6 . ol . np Method AAT/NAP 

Start 104 End 370 

GI 5734721 Score 132 

Exons 104.. 370 

GI Descrip. (AC008075) Similar to gb|AF023472 peptide transporter from 
Hordeum vulgare and is a member of the PF 100854 Peptide 
transporter family. ESTs gb|T41927 and gb|AA395024 come from 
this gene. [Arabidopsis thaliana] 



Seq. No. 


38410 




Seq. ID 


OJ990909_05.0223.C7 


Gene No. 


78955 




Strand 


+ 


Start 


67 




End 


657 


Name 


OJ990909 05 


.0223.C7.ol.gs 


Method 


GENSCAN 


Start 


67 




End 


657 


GI' . .... . 


none 




Score . 


.88 ._. ... 


Exons 


■■67V." 121, ;58 


4. .65 V ■* ' ; 






Seq. "No."' 


"3S410 - ' ■* ' 




" SeqV ID 


OJ990909^05 : . 0'223~ : 'C7 


Gene No. 


"78*956 




' Strand 




Start 


2112 




End - 


4157 ; 


Name 


OJ990909 05 


. 0223.C7 .ol.np 


Method 


AAT/NAP 


Start- 


■2092 




End - 


4121 


GI 


5734721 




Score 


1.451 


Exons 


2092. .2196, 


2329.. 3118, 3233. 


.4121 




GI Descrip. 


(AC008075) 


Similar to gb|AF023472 peptide transporter from 



Hordeum vulgare and is a member of the PF| 00854 Peptide 
transporter family. ESTs gb|T41927 and gb|AA395024 come from 
this gene. [Arabidopsis thaliana] 



Seq. No. 



38410 



Seq. ID OJ990909 05. 0223. C7 



38073 



Gene No. 78956 Strand + 

Start 2112 End 4157 

Name OJ990909JD5 . 0223 . C7 . o2 . gs Method GENSCAN 

Start 2112 End 4157 

GI none Score .53 

Exons 2112.. 2196, 2266.. 3193, 3233.. 4157 



Seq. No. 38410 
Gene No. 78957 
Start 4544 

Name OJ990909_05 . 0223 . C7 . o2 . tm 

Start 2154 
GI none 

Exons 2154.. 2201, 2156.. 2209, 2324. 

2429. .2542, 2463. .2546, 6105. 
6183.. 6326, 6202.. 6327, 6217. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990909 05. 0223. C7 



8473 

TBLASTX: Maize 
8414 
65 

2443, 2324. .2449, 2325. .2450, 
6161, 6105. .6215, 6106. .6216, 
6327, 8351. .8410, 8352. .8414 



Seq. No. 38410 
Gene No. 78957 
Start 4544 

Name OJ990909_05 . 0223 .'C7 . ol . ts 

.S.tart„___ 21 65_ _ : _ ^ 

JSI...„ . t none, _ . 

Exons 2165. .2191, 2321.. 2518, 2328. 

2772. .3119, 2774. .3031, 3287, 
3687. .3899, 3710. .3904, 3933. 
4791. .4970, 4976. .5407, 5079, 
5665.-5688, 5713. .5838, 5844. 
6096. .6323 



OJ990909_05.0223.C7 
8473 

TBLASTX: Soybean 

J5.324;/. „_ 

..313, . . 



Seq. ID 
Strand 
End 

Method 

..End 

. .Score, 

,2591, 2631. .2747," 2648. 
,3502, 3288. .3596, 3540. 
,4046, 4601. .4741, 4742. 
,5450, 5529. .5612, 5598. 
.6035, 5947. .6057, 6037. 



.2737, 
.3902, 
.5050, 
.5870, 
.6324, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 

Name 

Start 

GI 

Exons 



38410 
78957 
4544 

OJ990909_05.0223.C7.ol.tc 

2331 

none 

2331. .2591, 2637. .2741, 2654, 
3231.. 3437, 3453 3596/' -3699 . 
4637.. 4753, 4754.. 4981, 4755, 
5250. .5447, 5538. .5600, 5598. 
6058. .6318, 6099. .6320 



38410" 
78957 

0 J 9 9-09 0 9_0 5.0223. G 7- ,-b 1" . t rri 
264 9 
none 
2649. 
3453. 
4757. 



.2741, 
.3596, 
.5083, 
5319. .5453, 



2678. .2740, 2843. 

3707. .3898, 3708. 

4796. .4984, 4991. 

5673. .5804, 5913. 



Seq. ID OJ990909_05.0223.C7 
Strand 

End 8473 
Method TBLASTX : Cress 
End 6320 
Score 207 

.2740, 2772.. 3110, 2786..3031',- 
,3899, '3707'. .3898, 3921.. 4010, 
.4982, 4988.. 5227, 5246.. 5452, 
,5870, 5713. .5802, 5913. .6029, 



OJ990909 05.0223VC7 



8473 1 

TBLASTX-': Maize-. 
6029 



Seq. ID 
Strand 
"End' '' : ' 
Method" 
End 
Score 88 

.3031, 2847. .3119, 3231. .3446, 
.3899, 3861. .4037, 4637. .4753, 
.5227, 5187. .5228, 5246. .5452, 
. 6029 



Seq*. No. 38410 Seq. ID 

Gene No. 78957 Strand 

Start 4544 End 

Name OJ990909 05 . 0223 . C7 . ol . tw Method 



OJ990909_05.0223.C7 
8473 

TBLASTX: Wheat 



38074 



Start 
GI 

Exons 



3720 End 4960 

none Score 150 

3720. .3899, 3722. . 3898, ' 3831 .. 4037, 4637. .4753, 4754. .4960, 
4757. .4957 



Seq. No. 38410 

Gene No. 78957 

Start 4544 

Name OJ990909_05 . 0223 . C7 . o3 . gs 

Start 4544 

GI none 

Exons 4544.. 5450, 5530.. 6322, 6772. 

7199. .7269, 8377. .8473 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990909_05.0223.C7 

8473 
GENSCAN 
8473 
.89 



,6787, 6833. .6973, 6975. .7085, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

J2I.., : Descrip.,. 



38410 Seq. ID 

78957 Strand 

4544 End 

OJ990909_05.0223.C7.o2.np Method 

4555 End 

5734721 Score 



OJ990909_05.0223.C7 

8473 
AAT/NAP 
8473 
1454 



4555. .5450, 5530. .6322, 8377. .8473 

... ( AC0 0 8 075 ). . S imi 1 arjt o, .gbj AF0 2„3 4 7 2_pe.PX ide„t ransppr t ex^from__„ 

..Horde urn. .vulgare ,.and_is. ..a. member^ of the PF.LOD.85,4 .Peptide.. _,. 

transporter family-. ESTs gb|T41927 and gb|AA395024 come from 
this gene. [Arabidopsis thaliana] 



Seq. No. 38410 Seq. ID OJ990909__05 . 0223 . C7 

Gene No. 78957 Strand 

Start 4544 End 8473 

Name OJ990909_05 . 0223 . C7 . ol . gp Method AAT/GAP 

Start 4907 End 5385 

GI uC-osflcypl55f02bl Score 917 

Exons 4907.. 5385 

GI Descrip. ' 14 95366/emb | CAA93316 | 6.0e-47 (Z69370) nitrite transporter 
[Cucumis sativus] 1 



Seq. No. 38411 

Gene No. 78958 

Start 329 

Name OJ990909_05 . 0223 . C8 . ol . gs 

Start 329 

GI . . none ... 
Exons" 



Seq. ID OJ990909_05.0223.C8 

Strand + 

End 4 634 

Method GENSCAN 

End 4 634 

.Score .44 



329. .406, 607. '.713'/ 3063: .3187, 3398. .3490, 4081 ;'. A 182) 
4346. .4447, 4560. .4634 



Seq. - No. ■. 
Gene No.' 
Start . 
Name 
Start 
GI 

Exons 

GI Descrip. 



384T1.*. ..' " ' 

78959 
5583 

OJ990909 05.0223.C8.ol.np 



; Seq.- ID 
' Strand 
End 

_ _ Method 

5562 " End 

5734721 Score 
5562. .5664, 5754. .6567, 6641. .7535 

(AC008075) Similar to gb|AF023472 peptide transporter from 
Hordeum vulgare and is a member of the PF 100854 Peptide 
transporter family. ESTs gb|T41927 and gb|AA395024 come from 
this gene. [Arabidopsis thaliana] 



0 J9 9.0.90 9_05 . 0223 VC8-.:. 
+ 

7*601 

AAT/NAP . 
7535 
1431 



38075 




Seq. No. 


38411 








Seq. ID 


OJ990909 


_05.0223.C8 


Gene No. 


78959 








Strand 


+ 




C f- a y~\~ 


^ ^ ft "\ 










7 ^n 1 
/ 0 u 1 




Name 


uuyyuyuy Uj 


09 9 "3 


Pft r\0 
LO . OZ . 


gs 


\A f~ W /—J 

L v ie t nou 


PT? NT CP UNI 






R ^ ft ^ 
0 O 0 j 










/ ou 1 




PT 

K3± 


none 








Score 


1 
L 




TP v /"\ t*\ c* 


JJOJi .0004; 


O / O 4 . 


•OOO/, 


O O 4 J. . 


7 fioi 

. / OU X 






oeq. wo. 


*3 ft A 1 1 
JO 4 1 1 








Seq. ID 


OJ990909 


Uj. UZZj.Lo 


Gene No . 


/ 0 y ou 








Strand 






Start 


9458 








End 


11265 . 




Name 


OJ990909 05 


.0223. 


C8.01. 


ts 


Method 


TBLASTX : 


Soybean 


otart 


JJOO 








End 


7547 




P T 


none 








Score 


50 




Exons 


JJOO . .0000/ 


J / JZ . 


£097 


0 / J 0 . 


.6040, 6061. .6171, 


£0 £9 £ 1 Q 7 

ou oz . .010 / 




6227. .6562, 


6290. 


.6382, 


6298. 


.6471, 6641. . 6895, 


6705. .7013 




6723. .7022, 


7092. 


.7346, 


7095. 


.7313, 7103. .7318, 


7347. .7547 


oeq . no . 


38411 








Seq. ID 


OJ990909 


JDS. 0223. C8 


Gene No. 


78960 








Strand 






Start 


9458 








End 


11265 




, Narrie_ 


:. ; OJ99pl09_05. v 0223 . C8 , o_3 v tm. _ 


^Method _ 


1 TBLASTX : Mai ze . 


OH i -r- f- 

otart 


C O O 
^ „0 OZ.O 


- — - * ~ 


. — ~ ... .. 


— • — 


.."End" " .~ 


_59X1 


..... , — w . 


P T 


none 








Score 


64 




Exons 


5628. .5675/ 


5630. 


.5677, 


5701. 


.5880, 5747. .5893, 


5860. .5970 




5861. .5971, 


5891. 


.5971 










beq. no. 


JO 4 1 1 








Seq. ID 


OJ990909 




Gene No . 


/ 0 y ou 








Strand 






Start 


9458 








End 


11265 




Name 


OJ990909 05 


.0223. 


C8 .ol. 


tc 


Method 


TBLASTX : 


Cress 


Of--, v+- 

otdit 


5756 








End 


7454 




p t 


none 








Score 


229 




TI* v t^i o 


5756. . 6037, 


5758. 


. 6060, 


6053. 


.6178, 6112. .6174, 


6230. .6559 




6304. .6462, 


6639. 


. 6854, 


6704 . 


.6841, 6861. .7016, 


7095. .7334, 




7106. .7306, 


7107. 


.7307, 


7323. 


.7454 






beq. no. 


38411 








Seq. ID 


OJ990909 


_05.0223.C8 


Gene No. 


78960 








Strand 






Start 


9458 








End 


11265 




Name 


OJ990909 05 


.0223. 


C8.0I. 


tm 


Method 


TBLASTX: 


Maize 


Q -f- vf- 

o t art 


5987 








End . 


. 7454 . . 




p t 


none 








Score . 


51 




IT 1 u 1 /"n r^i 


5987. .'6034', 


604 9. 


.6174, 


6053. 


.6178, 6290. . 6565, 


6304". .6471, 




\ "-'6636' .V68 45,-" 


6638; 


: '.B781, 


'68(51: 


•. : 701'6, V '70'95. J .730^7 


■ : *-7290"V':;745r 


Seq. * No7 


38411 " 








Seq. ID 


OJ990909 


_05.0223.C8 


Gene No. 


78960 








Strand 






Cf 2 rf 

otart 


9458 








End 


11265 




Name 


OJ990909 05 


.0223. 


C8.0I. 


tw 


Method 


TBLASTX : 


Wheat 


C 4- -4 -v-4- 

otart: 


7128 








End 


7454 




GI 


none 








Score 


148 




Exons 


7128. .7307, 


7130. 


.7318, 


7323. 


.7454 






Seq. No. 


38411 








Seq. ID 


OJ990909 


_05.0223.C8 


Gene No. 


78960 








Strand 






Start 


9458 








End 


11265 





38076 



Name OJ990909_05 . 0223 . C8 . o2 . tm Method TBLASTX: Maize 

Start 9448 End 9727 

GI none Score 202 

Exons 9448.. 9627, 9451. .9618, 9452.. 9625, 9453.. 9626, 9604.. 9693, 

9608. .9691, 9626. .9727 



beg . ino . 


38411 


Seq. ID 


OJ990909_05.0223 


no. 
. to 


Cono NT o 


78960 


Strand 








9458 


End 


11265 




Name 


OJ990909 05.0223.C8.o2.np 


Method 


AAT/NAP 




Start 


9458 


End 


11221 




GI 


5725436 


Score 


443 




Exons 


9458. .9690, 10806. .10849, 10926. .11044, 


11124. .11221 




GI Descrip. 


(AL109787) putative protein 


[Arabidopsis thaliana] 




beg . ino . 


A 1 1 


Seq. ID 


OJ990909_05.0223 


,C8 


t^ene lno . 


/ O y DU 


Strand 






bnar l 


^ H Do 


End 


11265 




Name 


PiTQQOQnQ fl ^ H99'5 CQ r\0 -he 

ujyyuyu;? uo . uzzo . v^o . oz . l.s 


Method 


TBLASTX: Soybean 




Start 


Q/7Q 


End 


11034 




GI 


none 


Score 


85 




Exons^_„ „ 


.94-79... 9625/. 9480. .9578,. 96.0-4 


.,..,9693, -.9 6C 


18 ,;, ?69X_10923 11018,., 




. .10.927... 1 l.D.3_4 . . , , 








beq. no. 


38411 


Seq. ID 


OJ990909_05.0223 


.C8 


Gene No. 


78960 


Strand 






b tar l 


9458 


End 


11265 




Name 


OJ990909 05.0223.C8.o2.tc 


Method 


TBLASTX: Cress 




Start 


9563 


End 


11265 




GI 


none 


Score 


61 




Exons 


9563.. 9625, 9604.. 9693, 9608 


..9694, 10826. . 10852, 10923 


. . 1101 




10927 . .11046, 11113. .11265, 


11120. .11218 




Seq. No. 


38411 


Seq. ID 


OJ990909_05.0223 


.C8 


Gene No. 


78960 


Strand 






Start 


9458 


End 


11265 




Name 


OJ990909 05.0223.C8.o3.gs 


Method 


GENSCAN 




Start 


10920 


End 


11190 




GI 


none 


Score 


.64 




Exons 


10920. .11044, 11124. .11190 









Seq. No. . .38412 . Seq. ID OJ9909.09_05. 02.23 . C9 . 

Gene No. ' 7 8 961 ^ ' . . ' '•■ . ' Strand ' " + ; • "■. -'- :r/ *" ' : 

Start 928 ■ ' ' End 144 92 • " "' 

" : - OJ990'90 9j05 ; 0223 . C"9. ol'. gs" -' '"'Method """" GENSCAN""*"' ; " 

.Start."'--.'-: ; 9-28 . ;;v _ . . ■ . "-/...End- .107.63 1 ; - . ' .7 - 

GI none " ' -" Score .58 

Exons * 928... 1084, 1350.. 1512, 1731.. 1866, 1961.. 2102, 2893.. 3433, , 

3807.. 3836, 4154. .4174, 5507. .5597, 5807. .5932, 6670. .6776, 
7282. .7358, 7540. .7612, 7712. .7801, 8157. .8225, 8318. .9287, 
9418. .10763 



Seq. No. 38412 Seq. ID OJ990909_05 . 0223 . C9 

Gene No. 78961 Strand + 

Start 928 End 14492 

Name OJ990909_05 . 0223 . C9 . ol . np Method AAT/NAP 

Start 8841 End 14489 



38077 




GI 6498441 Score 6994 

Exons 8841.. 9906, 10237 10700, 10764 11137 , 11321 .. 11455, 

11630. .12056, 1224 9. . 1254 5, 12717. .14114, 14208. .14 489 
GI Descrip. (AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



oeq . no . 




beg . i u 


ujyyuyuy vd.vzzo, 


. cy 


belle LNO . 


78961 


Strand 


+ ~~ 




Start 


928 


End 


14492 




Name 


OJ990909 05.0223.C9.o2.gs 


Method 


GENSCAN 




OLalC 


10827 


End 


14492 




bl 


none 


Score 


1 




Exons 


10827. . 14492 








beg . ino . 


38412 


Seg. ID 


OJ990909_05.0223. 


,C9 


Gene No . 


78962 


Strand 






Start 


15120 


End 


18262 




Name 


OJ990909 05.0223.C9.o6.tw 


Method 


TBLASTX: Wheat 




otart 


8830 


End 


9382 




bl 


none 


Score 


34 




Exons, 


8.8.30.,.. 8 ,8: 6 5 ,...8 .99.0 . .,. 90,37.,. 9044,. .914 2 , ^.904 9., , 914 JU . 91Q.9, .-934.8 ,. 


— - - 


„ ., . .9125.. . 93.82. , 








beg. No. 


38412 


Seg. ID 


OJ990909_05.0223. 


C9 


Gene No. 


78 962 


Strand * 






Start 


15120 


End 


18262 




Name 


OJ990909 05 . 0223 . C9 . o4 . tm 


Method 


TBLASTX: Maize 




b tar u 


8995 


End 


9280 




bl 


none 


Score 


197 




Exons 


8995.. 9279, 9032.. 9280 








beg . ino . 


38412 


Seg. ID 


OJ990909_05.0223. 


C9 


Gene No . 


78962 


Strand 






Start 


15120 


" End 


18262 




Name 


OJ990909 05.0223.C9.o3.tw 


Method 


TBLASTX: Wheat 




Q+- -2 >-+- 


10121 


End 


16571 




bl 


none 


Score 


402 




Exons 


10121. .10258, 10122. .10607, 


10316. .10576, 16471. .16518, 






16494. .16571 








beg . no . 


38412 


.Seg. ID 


OJ990909_05.0223. 


C9 


bene no . 


: - ' '78962- '"• ' • ' 


• Strand 






Start 


15120 


End 


18262 




Name-"" ; ' u: '"" 


''"-'OJ990909 "05'.'0223.'C9.ol."tw ~ 


" Method 


.-'TBLASTX: Wheat ' 




rstar.t - 


: .-.1.017.72;. .-. - ... . . 


- v; \End 


..-1.1234 . 




GI ' .'. * - 


none "~ 


Score 


577 




Exons 


10772. . 11224, 10773. . 11234, 


10773. .11234 




Seg. No. 


38412 


Seg. ID 


OJ990909_05.0223. 


C9 


Gene No. 


78962 


Strand 






Start 


15120 


End 


18262 




Name 


OJ990909 05.0223.C9.o2.ts 


Method 


TBLASTX: Soybean 




Start 


10812 


End 


11177 




GI 


none 


Score 


117 




Exons 


10812. .11036, 11043. .11177 









38078 




Seq. No. 38412 Seq. ID OJ990909__05 . 0223 . C9 

Gene No. 78 962 Strand 

Start 15120 End 18262 

Name OJ990909_05 . 0223 . C9 . ol . tm Method TBLASTX : Maize 

Start 10902 End 11258 

GI none Score 387 

Exons 10902. . 11258, 10937 11224 , 11142.. 11258 

Seq. No. 38412 Seq. ID OJ990909_05 . 0223 . C9 

Gene No. 78962 Strand 

Start 15120 End 18262 

Name OJ990909J35 . 0223 . C9 . o2 . tm Method TBLASTX : Maize 

Start 11285 End 11669 

GI none Score 363 

Exons 11285. . 11650, 11286.. 11669 

Seq. No. 38412 Seq. ID OJ990909_05 . 0223 . C9 

Gene No. 78962 Strand 

Start 15120 End 18262 

Name OJ990909_05 . 0223 . C9 . o2 . tw Method TBLASTX : Wheat 

Start 11342 End 15874 

G.I , D.o,ne„._, . '__Scpre 4 93 ^ 

Expns^ ll3A2...SiX55. f ^ 113l3.....11762^.i5797.. a.58.7J _~ „ 

Seq. No. 38412 Seq. ID OJ990909_05 . 0223 . C9 

Gene No. 78962 Strand 

Start 15120 End 18262 

Name OJ990909_05 . 0223 . C9 . ol . ts Method TBLASTX : Soybean 

Start 11421 End 11792 

GI none Score 279 

Exons 11421. .11792, 11438.. 11581 

Seq. No. 38412 Seq. ID OJ990909_05 . 0223 . C9 

Gene No. 78962 Strand 

Start 15120 End 18262 

Name OJ99090-9_05 . 0223 . C9 . o5 . tw Method TBLASTX : Wheat 

Start 12289 End - 12851 

GI none Score 235 

Exons 12289. .12309, 12417 .. 12668 , 12432 .. 1264 1 , 124 82 .. 12667 , 

12702. . 12851, 12711. .12848, 12713. . 12850 

Seq. No.... 38.412 Seq. ID .. OJ990909_05 . 0?23 . C9 

Gene Nov ' : 78962 : - " • • ■ ■ strand *' - • " 

Start 15120 End 18262 

Name "' " " -'O'J990909_05 /0223 . C9\ 08 . tW " Method TBLASTX : Wheat " " 

Start.-- • - J- -.129.06. • End . " .vJ.rl31.66:. - ; . ; 

GI none ' * Score ~ 186. 

Exons 12906. .13166 

Seq. No. 38412 Seq. ID OJ990909_05 . 0223 . C9 

Gene No. 78962 Strand 

Start 15120 End 18262 

Name OJ990909_05 . 0223 . C9 . o3 . tm Method TBLASTX : Maize 

Start 13359 End 13682 

GI none Score 359 

Exons 13359. .13682, 13388.. 13669 



38079 




Seq. No. 


38412 




Seq. ID 


OJ990909_05.0223. 


C9 


Gene No. 


78962 




Strand 






Start 


1 c i o a 
15 12U 




End 


18262 




Name 


ojyyuyuy (J0.u220.cy. 


o4 . tw 


Method 


TBLASTX: Wheat 




Start 


1 O A A /~ 

134 96 




End 


13877 




GI 


none 




Score 


370 




Exons 




1 n q n n 
. 1 JO / / , 


13598. .13846 




Seq. No. 


38412 




Seq. ID 


OJ990909_05.0223. 




Gene No. 


78962 




Strand 






Start 


15120 




C V-l y-J 

hna 


lo2 o2 




Name 


/-ntaaaaaa. At aoao o o 

ojyyuyuy uo.u22j.cy. 


O / . tw 


Method 


TBLASTX: Wheat 




Start 


13878 




End 


14480 




GI 


none 




Score 


258 




Exons 


13878 . . 1 4 1 62 , Uo/o. 


1 A O A A 


13880. .141 


88, 14354. .14476, 






X »J O O • ■ IttOU 










Seq. No. 


38412 




Seq. ID 


OJ990909_05.0223. 


C9 


Gene No. 


78962 




Strand 






Start 


1 C 1 A A 

15120 




End 


18262 




Name 


/-n TAf\nftA fl AC AOO*D ^A 

OJyyuyoy U0.u223.c9. 


o5 . tm 


Method 


TBLASTX: Maize 




.Start „ 


14.34 9_. .„ - 


— 


_..End... _ 


14495 ■■ 




GI__ „ . _ 


... none:...-, 




_S_core_ . . 


.18.6 


- • 


Exons 


1 4 34 9 . . 1 4 4 9o , 14oo4. 


"\ A A O O 








Seq. No. 


38412 




Seq. ID 


OJ990909_05.0223. 


C9 


Gene No. 


78962 




Strand 






Start 


15120 




End 






Name 


OJ990909 05. 0223. C9. 


o3 . gs 


Method 


GENSCAN 




Start 


15120 




End 


15569 




GI 


none 




Score 


.99 




Exons 


15120 . . 15569 










Seq. No. 


O O /I 1 A 

384 12 




Seq. ID 


OJ990909_05.0223. 




Gene No . 


78962 




Strand 






Start 


15120 




End 


18262 




Name 


OJ990909 05. 0223. C9. 


o2 . np • 


Method 


AAT/NAP 




Start 


15123 




End 


18262 




GI 


6907089 




Score 


4693 




Exons 


15123. .16905, 17001. 


. 18262 








GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 




Seq! "No." * : - 


384 12- : ■ " ; 




-Seq. ID' 


OJ99090.9' 05.0'223\C9 


Gene No. 


78962 




Strand 






Start * T 


15120 " 




"' End 


182 62 ' ; 




Name — » - 


-OJ99O9.0.9.-.05 ."0223.. C9 . 


o4 . gs - - 


. Method ... 


-GENSCAN ....... 




Start 


" 15636 




""'End 


"182 62 * " 




GI 


hone 




Score 


.76 ' 




Exons 


15636. .17000, 17021. 


.18262 








Seq. No. 


38413 




Seq. ID 


OJ990909_05.0223. 


Cl 


Gene No. 


78963 




Strand 


+ 




Start 


1 




End 


138 




Name 


OJ990909 05. 0223. C10 


. ol . np 


Method 


AAT/NAP 




Start 


1 




End 


138 




GI 


5042454 




Score 


62 




Exons 


1. . 138 











38080 



GI Descrip. (AC007789) putative polyprotein [Oryza sativa] 



Seq. No. 38413 Seq. ID 

Gene No. 78964 Strand 

Start 85 End 

Name OJ990909_05 . 0223 . CIO . ol . gs Method 

Start 85 End 

GI none Score 

Exons 85.. 195 



OJ990909_05. 0223. CIO 
+ 

195 

GENSCAN 

195 

.87 



Seq. No. 38413 Seq. ID 

Gene No. 78965 Strand 

Start 6733 End 

Name OJ990909_05 . 0223 . CIO . o3 . gs Method 

Start 6733 End 

GI none Score 
Exons 



OJ990909_05 . 0223 . CIO 
+ 

8394 
GENSCAN 
8394 
.7 



6733. .6812, 7903. .8016, 8138. .8264, 8317. .8394 



Seq. No. 38413 Seq. ID 

Gene No. 78966 Strand 

Start 9337 End 

N ame Q J 990.90 9 J), 5 ,02 2 3„, C 1 CL P 4 ... g s , Me t hp d_, 

it.ar.L_... 93,37. ... . E.nd„. 

GI none Score 

Exons 9337.. 9419, 9491.. 9716 



OJ990909_05. 0223. C10 
+ 

9716 

GENSCAN _,„„^_ 

.9716\_ 

.85 



Seq. No. 38413 Seq. ID OJ990909_05 . 0223 . C10 

Gene No. 78967 Strand 

Start 1 End 11803 

Name OJ990909_05 . 0223 . C10 . o3 . np Method AAT/NAP 

Start 1 End 11671 

GI 1695235 Score 83 

Exons 1..51, 5603. .5673, 9108. .9386, 11501. .11671 

GI Descrip. (U41543) F46H5.6 gene product [Caenorhabditis elegans] 

Seq. No. 38413 Seq. ID OJ990909J)5 . 0223 . C10 

Gene No. 78967 Strand 

Start 1 " End 11803 

Name OJ990909_05 . 0223 . C10 . o2 . gs Method GENSCAN 

Start 906 End 5628 

GI none Score .88 

Exons ... 906. ..137.3, 3481 . 3511, .3596 / . 4193, 5505 .. 5628 . . . 

Seq. No.- 38413 ' Seq. ID OJ990909_05 .' 0223". C10 " 

Gene No'. " ' .78967- ' " ' . • "■ " • . Strand " • ' * ' ' 

Start. 1" ' :-. • End- - -~ 11803. - -1--... 

Name ' OJ990909_05 . 0'223 JciO . ol . gp Method AAT/GAP 

Start 2514 End 4091 

GI 1428_1.R1084 • •■■ Score - 1936 ~ ■• ■■ 

Exons 2514. .2754, 3259.. 3511, 3596.. 4091 

GI Descrip. f 2623310 2.0e-23 (AC002409) unknown protein [Arabidopsis 

thaliana] >gi_3402721 (AC004261) unknown protein [Arabidopsis 
thaliana] 1 

Seq. No. 38413 Seq. ID OJ990909_05 . 0223 . C10 

Gene No. 78967 Strand 

Start 1 End 11803 



38081 



Name 

Start 

GI 

Exons 



OJ990909_05. 0223. CIO. ol.tm 

2654 

none 

2654. .2686, 2655. .2684, 2657. 

3256. .3348, 3256. .3348, 3334. 

3454. .3513, 3455. .3514, 3564. 

3634.-3774, 3774 ... 4007 3775. 



Method TBLASTX : Maize 



End 



4008 



Score 4 6 

.2758, 2704. .2766, 2705. .2755, 

.3453, 3346. .3453, 3347. .3469, 

.3680, 3589. .3777, 3594. .3761, 

.3969, 3775. .4008 



Seq. No. 38413 
Gene No. 78967 
Start 1 

Name OJ990909J35 . 0223 . C10 . ol . tw 

Start 3326 
GI none 

Exons 3326.-3349, 3326.. 3349, 3334. 

3583. .3777, 3594. .3773, 3650. 
3779. .3814 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990909 05. 0223. C10 



11803 

TBLASTX: Wheat 
3816 
34 

3513, 3346.. 3513, 3347. 
3775, 3775.. 3813, 3778. 



,3514, 
,3816, 



Seq. No. 
Gene No. 
Start 
.Name. 
.Start., ... 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No.. 
Gene No. 
Start 
Name 
Start 
GI ...... 

Exons ' 



Seq. ID OJ990909_05. 0223. C10 
Strand 

End 11803 
^.Method TBLASTX ^Soybean „ : 



38413 
78967 
1 

0 J9 90.90 9 JD5.. ,0 2 23. ..C lQ_.j?J,..J;ji. . 

.34.5.4. . „.End. ..... . _ 4.032 

none Score 72 

3454. .3513, 3455. .3514, 3589. .3777, 3600. .3761, 3634. .3774, 
3774. .4031, 3775. .3969, 3775. .4032 



38413 
78967 
1 

OJ990909_05. 0223. C10. o2.np 
3580 
2623310 
3580. .4193, 5505. .5616 

(AC002409) unknown protein [Arabidopsis thaliana] 



Seq. ID OJ990909_05. 0223. C10 
Strand 

End 11803 

Method AAT/NAP 

End 5616 

Score 400 



'38413 
'78967 
1 

OJ990909_05. 0223. C10. ol.tc 
3800 

none... . . . y. 



Seq. ID OJ990909_05. 0223. C10 
Strand 

End 11803 

Method TBLASTX: Cress 

End 5559 

Score - 40 . . . . 



'3 800';*. 3*8 41, v 38 0 2"; 738 4 3 ; " *. 3 91 0 ; ; 74-194,- * 3*9 6 27 .41 9 27 407 2 : 741 94", ■ 
5507. . 5557, 5509 : . .5559 



-Seq;. Nov-- - .-.3.84 13 .7 7 ... ," . . ' '7-.. 

"Gene No. " ' " 78967 " 

Start 1 

Name OJ990909_05 . 0223 • C10 . o2 . tm 

Start 4009 

GI none 
Exons 



Seq. - ID. OJ99-0909^05". 0223 .-Ciq 

Strand " - 

End 11803 

Method TBLASTX: Maize ■ 

End 5581 

Score 183 



4009. .4194, 4012. .4194, 4013. .4195, 5504. .5548, 5506. .5577, 
5506. .5577, 5507. .5581 



Seq. No. 
Gene No. 
Start 



38413 
78967 
1 



Seq. ID OJ990909_05. 0223. C10 
Strand 

End 11803 



38082 





Name 


ujyyuyuy uo 


. UZZo 


blU . oz . ts 


Method 


mni TV o T 1 V . 

TBLASTX : 


Soybean 




otart 










DDbZ 




bl 


none 






Score 








Exons 


ft Ujj . . ft i y 4 , 


h u oy 


A 1 QA CCHQ 

.4174/ oouy 


. , oooz 








Seq. No. 


38413 






Seq. ID 


OJ990909 


_05. 0223. C10 




Gene No. 


78967 






Strand 








Of 5 


1 






tina 








Name 


OJ990909 05 


.0223. 


C10.o6.gs 


Method 


bhNbbAN 






btart 


11260 






bna 


1 loU J 






H T 
bl 


none 






Score 


q n 
. o / 






Exons 


11260. .1144 8, 11652. .11803 










beq. 1N0. 


38414 






beq. iu 


C\ TO Q C\ Q C\ Q 

uj y yuy u y 


UD . VZZo . C1Z 




uene lno . 


78968 






Strand 


+ 






Start 


493 






End 


7999 






Name 


OJ990909' 05 


.0223. 


C12.ol.np 


Method 


AAT/NAP 






C 4- -i -w- -f- 

otart 


493 






End 


2168 






bl 


2623309 






Score 


456 






Exons 


493. .541, 705. .2168 










GI Descrip. 


(AC002409) 


putative TGACG-sequence-specif ic bZIP DNA-binding 




„ — — 


: p rot e in „ ,[Ar a b i d pp s is , t h a 1 i ana.] 




— — — ~ 




Seq. No. 


38414 






Seq. ID 


OJ990909 


_0 5 . 0223^12 




■ Gene No. 


78968 






Strand 


+ 




fn 


btart 


493 






End 


7999 






Name 


OJ990909 05 


.0223. 


C12.ol.gs 


Method 


GENSCAN 




rjl 


Start 


570 






End 


4443 




?== 


bl 


none 






Score 


.5.8 




%y 


Exons 


570. .652, 759. .2293, 3974. .4443 






f! = 


beq. No. 


38414 






Seq. ID 


OJ990909 


_05.0223.C12 




Gene No . 


78968 






Strand 


+ 




s 


Start 


493 






End 


7999 




C3 


Name 


OJ990909 05 


.0223. 


C12.ol. ts 


Method 


TBLASTX: 


Soybean 


' <! £ 


btart 


1357 






End 


4412 




= == 


bl 


none 






Score 


214 






Exons 


1357. .1530, 


1374. 


.1517, 1564 


. .1599, 1603. . 1656, 


1611. .1670, 


? « 




1770;. 1838, 


2016. 


.2129, 2017 


..2160, 2023.. 2160, 


2230. .2304, 






3966. .4025, 


3970. 


.4026, 4261 


..4371, 4303. .4410, 


4332. .4412 




beq . no . . 


. 38414. . 






. Seq, . ID 


OJ990909 


_05.0223.C12 . 




Gene No • 


: 78 968" 






Strand- 


+ ; - • 






' Start 


493 " 






End. ' 


7999 






Name ' 


"OJ9.90909 05 


.0223. 


C'12.o4.tm ■;" 


Method " 


TBLASTX: 


Maize '**" 




- • btart •. - 


. 1832. *•• ........ 






. End 


.2154 ' 






bl 


none 






Score 


'43 






Exons 


1832. .1897, 


1836. 


.1886, 1837 


..1914, 1900. .2001, 


1921. .2010, 






1929. .2009, 


1975. 


.2118, 1988 


..2104, 1993. .2121, 


2009. ;2146, 






2108. .2143, 


2119. 


.2154, 2119 


. .2151 








Seq. No. 


38414 






Seq. ID 


OJ990909 


_05.0223.C12 




Gene No. 


78968 






Strand 


+ 






Start 


493 






End 


7999 






Name 


OJ990909 05 


.0223. 


C12.ol.gp 


Method 


AAT/GAP 






Start 


1914 






End 


2314 






GI 


LIB3434-038- 


-Pl-Kl 


-Dll 


Score 


648 





38083 




Exons 1914.. 2314 

GI Descrip. '2623309 3.0e-10 (AC002409) similar to tgacg-specif ic 
DNA-binding protein [Arabidopsis thaliana] ' 





Seq. No. 


38414 








Seq. ID 


OJ990909_05.0223.C12 




Gene No. 


78968 








Strand 


+ 




Start 


4 93 








End 


7999 




Name 


0J99U9U9_ud 


.0223. 


C12.o2 


. np 


Method : 


• AAT/NAP 




Start 


4027 








End 


7999 




GI 


5725436 








Score 


553 




Exons 


4027. .4074, 


5781. 


.6024, 


6584 


..6646, 7556. .7999 




GI Descrip. 


f Z\T 1 AQ7P7 \ 1 


putative protein 


[Arabidopsis thaliana] 




Seq. No. 


38414 








Seq. ID 


OJ990909_05.0223.C12 




Gene No. 


78968 








Strand 


+ 




Start 


4 93 








End 


7999 




Name 


OJ9909U9 Uo 


.0223. 


C12.o2 


. gp 


Method 


AAT/GAP 




Start 


4133 








End 


4708 




GI 


none 








Score 


1103 




Exons 


4133. .4708 














Seq^._No v . 


3.8,4 14.™ 








Seq.....XD , 


„.0 J9 90 90.9_P,5..,i)2 2 




, Gene .No... 


. ..7JB.9J6.8. J*-,- 








...Strand . 


.. + „ _„.,. 


Q 


Start 


'493 








End , f . 


7999 


%J 


Name 


OJ99Q909 05 


.0223. 


C12.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


4138 








End 


4404 




GI 


none 








Score 


114 




Exons 


4138. .4209, 


4140. 


.4196, 


4187 


..4234, 4229. .4402, 4244. .4402, 


~ — 




424 6. . 4404 , 


4257. 


.4403 








s. Li 


Seq. No. 


38414 








Seq. ID 


OJ990909_05.0223.C12 


2 


Gene No. 


78968 








Strand 


+ 




Start 


A A "3 

4 93 








End 


7999 




Name 


OJ990909 05 


.0223. 


C12.o2 


. gs 


Method 


GENSCAN 


f ^ 


Start 


5611 








End 


7889 




GI 


none 








Score 


.77 


f-Ss 


Exons 


5611 . . 6012, 


6584 . 


. 6646, 


7556 


..7708, 78 


63. .7889 


'-I 


Seq. No. 


38414 








" Seq. ID 


OJ990909_05.0223.C12 


?B| 


Gene No. 


78968 








Strand 


+ 


^ 5™ 

=:=! 


Start 


A A "D 

4 9 J 








End 


7999 




. Name 


OJ990909 05 


.0223. 


C12 .o3 


. tm 


• Method 


TBLASTX : Maize . . . 




Start • 


564 0 ; ' 








End.' 


" 5958 '■ -* - _ -- ' - 




GI 


none 








Score 


259 




Exons 


5640. .."5729, 


5660. 


.5734, 


5787 


.". 5957, . 57 


88. .5958, 58'30. ;59'58"'* 




O ti \\ • Ln D . 


TCj'/ l A 








Seq/ ID 


' OJ990909_0570223:C12 ' 




Gene No. 


78968 








Strand 


+ 




Start 


493 








End 


7999 




Name 


OJ990909 05 


.0223. 


C12.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


5962 








End 


7972 




GI 


none 








Score 


75 




Exons 


5962. .6015, 


6582. 


. 6650, 


6583 


..6648, 65 


83. .6651, 6584. .6652, 






7506. .7739, 


7529. 


.7768, 


7537 


..7767, 7772. .7972, 7773. .7970, 






7798. .7971 














Seq. No. 


38414 








Seq. ID 


OJ990909_05.0223.C12 



38084 



Gene No. 


78968 


Strand 


+ 




•Jiai l 


493 
i ^ j 


FnH 


7999 

/ Z? Zs Zf 




lm chug 


D.TQQOQOQ OS 0293 PI 9 o9 t- q 


Mot" h oH 


TRT.A^TY * Qouhpan 






7899 ~~ 


FnH 


7Qfi5 

1 Z7\J O 




GI 


none 


Sco re 


195 




F von s 


7822 7965 7823 7957 








Seq. No. 


38415 


Seq. ID 


OJ990909_05.0223 


.C14 


Gene No. 


78969 


Strand 


+ 




Start 


1 QO 

A. Z> \J 


End 


235 






O.TQ90Q0Q 05 0993 PI 4 ol ptq 


Mot - hoH 






O Lai L 


j. ,? \j 


FnH 


935 
j j 




GI 


none 


Score 


.71 




L-l S\ \J HO 


190 235 
j- w • • ~j +j 








Seq. No. 


38416 


Seq. ID 


OJ990909 05.0223 


. C15 


Gene No. 


78970 


Strand 






Start 


312 


End 


698 




Name 


Ol7990909 05 0223 P15 ol tm 

\J KJ Z> Zs \J Zs \J Z? UJiU£.^.J*^/1J<U1i L1LL 


Mp> t" h oH 


1 id uno 1 /\ . Lia lie 




C-l- a v-f- 

OLdl L 


"30Q ~~ 

0\J Z? 


FnH 


fi54 

D *J *a 




yj± 


none 


Score 


11 Q 
± X J? 




H " V-' . . ,. . ... „, . 


30Q 413 315 413 31 6 414 


31 7 4 91 


3QQ 470 404 


4 fiQ 




5Q5 654 fiOO 65^ 601 654 


..... T ..... 


" " " . . — - — ' • - ■■ -e -~f 






384 1 
.j o i x u 


c prf t n 

• X u 


O.TQQ0Q0Q 05 0293 

\JUZsZ/\JZ/\JZs UJ . Ut,Z J 


PI 5 


Gene No. 


78970 


Strand 


+ _ 




Start 


312 


•End 


698 




Name 


OJ990909 05 0223 PI 5 nl nn 


Method 


AAT/NAP 




OLdi. L 


312 ~~ 


End 


698 






572 54 36 


Score 


249 




TT von q 


312 467 5QQ 698 

Jl^ • • *a vJ / , *J Zs Zs . • U JO 








PT riPQrri o 


/AT.109787^ nntfll - ! w nrnfpin 

V r\±J 1U J / O / / £J U. L. CI ) — L vt. pi U LC1J1 


[Arabidopsis thaliana] 




Seq. No. 


38416 


Seq. ID 


OJ990909_05.0223 


■ CIS 


Gene No. 


78970 


Strand 


+ 




Start 


312 


End 


698 




IN CllLLC 


OJQQOQOQ 05 0223 PI 5 ol n<i 


Method 


GENSCAN 




u Lai. L 


318 _ 


End " 


467 




GI 


none 


Score 


.68 




i-j w no 


318 467 








Seq. No. 


38417 • 


. Seq. ID 


OJ?90909_08.0222, 


v.Cl- 


Gene No™. 


78971 ; _ • \ • ; 


Strand - 






■J Lai L 


182 


End 


616 






O,TQQ0Q0"Q 0ft 0222 Pi ol oq 


Method 


GENSCAN ' : 






" 1 89 . — - ". .• " • ' . 

■ ■ X O » ■'- „ 


• End •• : - ... 


!616 " 




o x 


n on o 


Score 


V88 7 




T* 1 von Q 


182 . 616 








Seq. No. 


'38418 


Seq. ID 


OJ990909_08.0222 


.C2 


Gene No. 


78972 


Strand 


+ 




Start 


787 


End 


1765 




Name 


OJ990909 08.0222.C2.ol.gp 


Method 


AAT/GAP 




Start 


787 


End 


1333 




GI 


74519 1.R1084 


Score 


835 





Exons 787.. 901, 987.. 1333 

GI Descrip. '1209312 4.0e-09 (L15292) heat shock protein [Euplotes 



38085 



eurystomus] ' 



Seq. No. 


38418 


Seq. ID 


OJ990909 08 0222 C2 


Gene No. 


78972 


Strand 


+ 


Start 


787 


End 


1765 


Name 


OJ990909 08.0222.C2.ol.gs 


Method 


GENSCAN 


Start 


835 ~~ 


End 


1765 


GI 


none 


Score 


1 


Exons 


835 . . 901, 987 . . 1765 






Seq. No. 


38418 


Seq. ID 


OJ990909_08.0222.C2 


Gene No . 


78972 


Strand 


+ 


Start 


787 


End 


1765 


Name 


OJ990909 08.0222.C2.ol.no 


Method 


AAT/NAP 


Start 


983 ~~ 


End 


1735 


GI 


4803960 


Score 


470 


Exons 


983 . . 1735 






GI Descrio 


(AC006202) Dutative carbonic 


anhydrase 


[Arabidopsis thaliana] 


Seq. No. 


38418 


Seq. ID 


OJ990909_08.0222.C2 


Gene No . 


78973 


Strand 


+ 


Start 


2530 




6311 . 


Name 


■ - OJ990909 -08 0222 C2 o2 as 


Method. „ 


GENSCAN „ ...... . 


Start 


2530 


End 


6311 


GI 


none 


Score 


.54 


J— I *V 1 1 o 


2530 2580. 3356 3566, 4762 


.4874, 5202.. 5303, 5539.. 5661, 




5815.. 5913, 6300. .6311 






Seq. No. 


38418 


Seq. ID 


OJ990909_08.0222.C2 


Gene No . 


78973 


Strand 


+ 


Start 


2530 


End 


6311 


Name 


OJ990909 08.0222 C2 o2 qd 


Method 


AAT/GAP 


Start 


4531 ~~ 


End 


5883 


GI 


5003192 


Score 


977 


Exons 

*k Vw/ 1 1 o 


4531 4668. 4773 4874 5202 


.5303, 5539.. 5661, 5815.. 5883 


Seq. No. 


38418 


Seq. ID 


OJ990909__08.0222.C2 


Gene No . 


78974 


Strand 




Start 


1045 


End 


2725 


Name 


OJ990909 08.0222.C2.o2.np 


Method 


AAT/NAP 


Start 


1045 


End 


2725 


GI 


6539588 


Score . . . 


.156 . . . . . 


Exons 


•1045 : . 1094., 2'4 33 V . 2725 ' ■ 






GT np^rri n 

a. i_/ v; o w j_ j. . 


(AP000837) hypothetical protein [Oryza 


sativa] 


..Seq-.- : No-.'- 


:.:38:4i8'.- .. .■/;, .... 


Seq. ; ..ID.'- 


...0 3950-909^0 8 r 0 22 2," C2 :: ; : 


fipne No 


7 8975 ' ." ' 


" St rand 




Start 


6791 


End 


7456 


Name ■ 


OJ990909 08. 0222. C2vol.tm 


Method 


TBLASTX: Maize 


Start 


983 


End 


1750 


GI 


none 


Score 


425 


Exons 


983. .1357, 994. .1353, 1360. .1 


431, 1361, 


..I486, 1478. .1750, 




1492. . 1749 






Seq. No. 


38418 


Seq. ID 


OJ990909_08.0222.C2 


Gene No. 


78975 


Strand 




Start 


6791- 


End 


7456 



38086 






Name 


OJ990909 08 


. 0222 


. C2 . ol . 


ts 


Mot- hod 


TBLASTX * Sovhean 




Start 


992 _ 








End 


1317 




GI 


none 








Score 


243 




Exons 


992 . . 1315, 


1009. 


. 1113, 


1180 . . 


1317 






Seq. No. 


■ 38418 








Seq. ID 


OJ990909_08.0222.C2 




Gene No. 


78975 








Strand 






Start 


6791 








End 


7456 




Name 


OJ990909 08 


. 0222 


.C2 .ol . 


tc 


Method 


TBLASTX: Cress 




Start 


1010 ~~ 








End 


1714 




GI 


none 








Score 


93 




Exons 


1010 . . 1126, 


1018 


. . 1110, 


1133 . 


.1357, 1177. .1353, 1481. .1651, 






1670 . . 1714 














Seq. No. 


38418 








Seq. ID 


OJ990909_08.0222.C2 




Gene No. 


78975 








Strand 






Start 


6791 








End 


7456 




Name 


OJ990909 08 


. 0222 


,C2 .ol . 


tw 


Method 


TBLASTX: Wheat 




Start 


1534 "~ 








End 


1750 




GI 


none 








Score 


251 




Exons 


1534 . . 1749, 


1535 . 


. . 1750, 


1592 . 


.1750, 1598. .1669 




... S.eq..../No... , 






ZZZ i 


, ._ 


_.Seq._IQ.. 


..QJ930„9Q,9^Q 8., Q2.22.„CZ ... 




Gene No. 


78975 








Strand 




sl 


Start 


6791 








End 


7456 




Name 


OJ990909 08 


. 0222 , 


. C2 . o3 . 




Method 


GEN SCAN 




Start 


6791 ~ 








End 


7456 


f\ I 


GI 


none 








Score 


.75 


f ^ 


1-J Vh/ 1 1 ±J 


6791 6830. 


6932 . 


7102, 


7446 . 


.7456 






Sea No 


38419 








Seq. ID 


OJ990909_08.0222.C3 


~~ 3? 


Gene No. 


78976 








Strand 


+ 


S br 


Start 


1 








End 


795 




Name 


OJ990909 08 


.0222. 


.C3.ol. 


gp 


Method 


AAT/GAP 


r ^ 
~~ 


Start 


1 








End 


795 




GI 


5003193 








Score 


1323 




Exons 


1..361, 453 


. .795 










? == 


GI Descrip. 


2541876/dbj 


|BAA22813| 5 


.Oe-15' 


(D2 6015'-) 


CND41, chloroplast 


is? 
fl 




nucleoid DNA binding protein 


[Nicotiana tabacum] 




Seq. No. 


38419 








Seq. ID 


OJ990909_08.0222.C3 




Gene .No 


. 78977 . 








Strand 


+ . . * . 




-"Start '** v ; *'- 










* End " ; : ; 


3345- ; .. ; • ; \ \ 




Name 


OJ990909 08 


.0222. 


,C3.o2. 


gs 


Method 


GENSCAN * 




Start.. 


\ i960. ;. 








End 


334 5 "." " . 


■ " ::r 












-Score- 






■ F.ynns . 


i960'.".' 334 '5" 
















38419 








Seq. ID 


OJ99090-9_08.0222.C3 - 




Gene No.* 


78977 








Strand 


+ 




Start 


1960 








End 


3345 




Name 


OJ990909 08 


.0222. 


,C3.o2. 


np 


Method 


AAT/NAP 




Start 


1964 








End 


3168 




GI 


6911549 








Score 


502 




Exons 


1964 . .3168 













GI Descrip. (AJ249329) heat shock protein 70 [Cucumis sativus] 



38087 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



„Sejq. : _No.^;_ w 
Gene.. No . . . .. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38419 Seq. ID 

78977 Strand 

1960 End 

OJ990909_08 . 0222 . C3 . o2 . gp Method 

2556 End 

2442580 Score 



OJ990'909__08.0222.C3 
+ 

3345 
AAT/GAP 
3041 
242 



2556.. 2580, 2665.. 2730, 2989.. 3041 

1209312 4.0e-09 (L15292) heat shock protein [Euplotes 
eurystomus] 



38419 
78978 
7469 

OJ990909_08.0222.C3.o3.np 
7469 
6016874 
7469. .7604, 7752. .7770 

(AP000570) ESTs C19143 (E10020) , D25076 (R3116 ) correspond to a 
region of the predicted gene.; Similar to putative AC9 
transposase. (P03010) [Oryza sativa] 



Seq. ID OJ990909_08.0222.C3 

Strand + 

End 7770 

Method AAT/NAP 

End 7770 

Score 60 



.3.841.9...- 

,78.979. ... 

1 

OJ990909_08 . 0222 . C3 . ol . np 
1 

3548810 
1. .585 

(AC005313) putative chloroplast nucleoid DNA binding protein 
[Arabidopsis thaliana] 



,„ S eg.... ID 0 J 9 9 0 9 0,9^0 8 , .02 2 2 _.JC 3. . 

.Strand. . . - .1 

End 598 

Method AAT/NAP 

End 585 

Score 172 



38419 Seq. ID 

78979 Strand 

1 End 

OJ990909_08.0222.C3.o2.ts Method 

5 End 

none Score 



OJ990909_08.0222.C3 
598 

TBLASTX : Soybean 

529 

46 



5. .58, 152. .391, 162. .305, 380. .529, 410. .526 



Seq. No. 38419 Seq. ID 

Gene No. 78979 Strand 

Start . 1 End 
Name • ~y ' OJ990909_08\ 0222 . C3'. ol vgs ' Method";' 

Start . ' ' 86' * . ' ' End 

GI " . none ! " ' " " ' " . Score 

Exons-.- -—.- 86".. .'59S. ' '.. ^ 



OJ990909 08. 0222. C3 



598 

GEN SCAN' 

598 

.94. 



Seq. No. 38419 

Gene No. 78979 

Start 1 

Name OJ990909__08-. 0222 . C3 . o2 . tc 

Start 152 

GI none 

Exons 152.. 274, 329.. 421, 431.. 529 



Seq. ID OJ990909_08.0222.C"3 

Strand 

End 598 

Method TBLASTX : Cress 

End 529 

Score 86 



Seq. No. 
Gene No, 



38419 
78980 



Seq. ID 
Strand 



OJ990909 08. 0222. C3 



38088 



Start 
Name 
Start 
GI 

Exons 



2083 

OJ990909_08 . 0222 . C3 . ol . tm 

2083 

none 

2083.. 2142, 2085.. 2132, 2211. 
2541. .2612, 2685. .2813, 2686. 
3078.. 3167, 3079.. 3162 



End 

Method 

End 

Score 



3167 

TBLASTX: Maize 

3167 

68 



.2387, 2212. .2388, 2479. .2619, 
.2946, 2835. .2900, 2956. .3030, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38419 
78980 
2083 

OJ990909_08. 

2083 

none 

2083. .2142, 
2686. .2946, 



0222.C3.ol.tc 



2212. 
2955. 



.2388, 2479. 
.3020, 2959. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990909 08. 0222. C3 



3167 

TBLASTX: Cress 
3162 
64 

2619, 2496. .2612, 2685. 
3030, 3078.. 3161, 3079. 



,2813, 
,3162 



Seq. No. 38419 
Gene No. 78980 
Start 2083 

Name OJ990909_08 . 0222'. C3 . ol . ts 

.. JS, t a rt r -„ _ _ _ 2 0 8 3 _ ^ _ r . 

.GI , „. none .. „ . 

Exons 2083.. 2142, 2212.. 2388, 2479. 

2686.. 2946, 2956.. 3030, 3078. 



Seq. ID OJ990909_08.0222.C3 
Strand 

End . 3167 

Method TBLASTX: Soybean 
. End „. . -3 1,6 2 , _ ^ „ 

S.qo.re... . _ . ..6,8 , _ . 

.2619, 2496. .2612, 2685. .2813, 
.3161, 3079. .3162 



Seq. No. 38419 
Gene No. -78980 
Start 2083 

Name OJ990909_08 . 0222 . C3 . ol . tw 

Start 2089 
GI none 
Exons 2089.. 2133, 

2685. .2813, 

3079. .3162, 



2212.. 2343, 2389. 
2686.. 2823, 2854. 
3084. .3164 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990909 08. 0222. C3 



3167 

TBLASTX: Wheat 
3164 
48 

2469, 2479. .2619, 2496. 
2898, 2956. .3033, 2970. 



2612, 
,3020, 



Seq. No. 38420 Seq. ID 

Gene No. 78981 Strand 

Start 396 End 

Name OJ990909_08 . 0222 . C4 . ol . gs Method 

Start 396 End 

GI none r ...... .... Score . 

'-Exons '* • - " 396 :'.Tl60 : ' ' - - ' ^ ■ ' ' " 



O.J990909_08.0222.C4 
+ 

1160 

GENSCAN 

1160 

.71 _ ........ 



'Seq." No." 

Gene No .. 
"Start"""" ' : '' 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



."'38420""'". "" ". ".""".": "; " " Seq .""ID.. 

73.982.- :. -Strands 

"4165". * "~ ' " : ~ "■" End 
. OJ990909_08 . 0222 . C4 . ol . gp Method 

4165 - • End - • 

37695_1.R1084 Score 

4165.. 4652 

, 5042155/emb|CAB44674.1| 1.0e-12 (AL078620) putative protein 
[Arabidopsis thaliana] 1 



OJ9".90909]_0~8 . 0*222 . CA 

"4 652" . 
AAT/GAP 
4 652 — 
928 



38420 
78983 
12126 



Seq. ID OJ990909_08.0222.C4 
Strand + 
End 17310 



38089 







O.TQQOQfiQ OR 0999 CA rr«; 


MpthoH nPN^PflW 

HC U i ikjtwl OliiLNOV-'rtLN 




uLdl L 




FnH 1 S997 






none 


Qpovo A A 




Exons 


1 oi oc 1997? 199Q1 19^94 


19R77 19Q47 141QR 149R4 






14R*3fi 146S9 14710 1 47?4 


1SD4Q 1S997 




Qon NT o • 
o tr • IN U • 


? r 4 9 n 


^prr TD rj.TQQHQnQ fiR 0999 P4 




Can q Mo 


7 R QR*3 


O Li dllU T 




Start 


12126 


End 17310 




IN dllLC 


OJ990909 08.0222.C4.o5.np 


Method AAT/NAP 




Start 


14223 


End 17310 ' 




GI 


5922620 


Score 255 




Exons 


14223. .14375, 147 10 .. 14734 , 


15529. .15873, 17089. .17310 




CZT Pi ^ Q O 7" "1 ITS 
\J 1. UCoUll^>t 


(AP000492) EST D15357 ( C0514 ) 


corresponds to a region of the 






predicted gene.; hypothetical protein [Oryza sativa] 






gi I 6016853 |dbj |BAA85196.1| (AP000570) EST D15357 (C0514 ) 






corresponds to a region of the predicted gene.; hypothetical 






protein [Oryza sativa] 






C/jrt Vf/-v 
JCl^i IN (J • 


5 o 4 Z V 


Ori« in r\ ta fi d o n ci no nooo o /i 

beq. xu (jjyyuyuy uo.u^z^.l^ 




Gene No. 


"7 o n O A 

1 o y o 4 


Strand — 




^S£art;_ 


_^796_;____ - ^ ;™ 


• End 10821 - - 




Name.. . . 


„.6 J.990909 ..55 ..022.2 .£4. oi. gs . 


. .Method... GENSCAN _ „ 


£3 




3796 


End 10821 


=~ 




none 


Score .52 


t! EE? 
~ =i 


F Yon q 


3796. .3851, 4485. .4794, 5424 


..5585, 5923. .6123, 6332. .6392, 


51: 




6959. .7146, 7315. .7421, 9831 


. .9851, 10668. .10821 


? y 

: : 

- cr 


Con Mo 


38420 


Seq. ID. OJ990909_08.0222.C4 


l,y 


Gene No. 


78984 


Strand 




Start 


3796 


End 10821 


Fi : 


Mam ^ 

IN dllLC 


OJ990909 08.0222.C4.ol.np 


Method AAT/NAP 


: j-j 


Otdl L 


4480 


End 7091 




bl 


5042155 


Score 1123 


a cr : 
is? 


U 1 von q 


4480.. 4821, 5424.. '5585, 5923 


..6123, 6208. .6392, 6959. .7091 






(AL078620) putative protein 


[Arabidopsis thaliana] 






38420 


Seq. ID OJ990909_08.0222.C4'"'' 




Hono Mo 


78984 


Strand 


f ^ 


Start 


3796 


End 10821 




Name 


OJ990909 08.0222.C4.o2.gp 


Method AAT/GAP 




O U C* i. i_ 


6048 


End . . .' . 7631. 




\J A. 


26157 1 .-R10 8 4 " ■ 


'—"Score -~ 1427 — - • * - - - ■ 






.604*8 . - (5123, 6208.. 6392, 6959 


. .7146, 7315:". 7631 * ■ 






* , 4538911/emb|CAB39648'.I | 7.0..e-44~ (AL049482) .hypothetical" protein 






- -[ Arab i dop s i-s- -t h a 1 i a n a ] 1 - - 






Qoo Mo 


38420 


Seq. ID OJ990909_08 .0222.C4 




Gene No. 


-78 985 


Strand- - — - - -- - ■ 




Start 


10786 


End 13949 




Name 


OJ990909 08.0222.C4.o2.np 


Method AAT/NAP 




Start 


10786 


End 12127 




GI 


6721507 


Score 92 




Exons 


10786. .10983, 11261 .. 1 1369, 


12041. . 12127 




GI Descrip. 


(AP001072) hypothetical protein [Oryza sativa] 




Seq. No. 


38420 


Seq. ID OJ990909_08.0222.C4 



38090 



Gene No. 


78985 




Strand 






Start 


10786 




End 


13949 




Name 


OJ990909 08 


.0222.C4.o3.np 


Method 


nn 1 / iNAr 




otarL 


11973 




End 


1 j y h y 




C T 


6539570 




Score 


1 *7 Q 
1 f y 




Exons 


11973. .11996, 13744.. 13949 








\j± uescnp. 


(AP000836) 


hypothetical protein [Oryza 


sativa J 




OcCj • NO > 


38420 




Seq. ID 


n TQ Qfl QD Q 

Uu y y U y U y 


HP 0999 P/l 


CZ ono NT f» 


78986 




Strand 






Start 


14085 




End 


14162 




Name 


OJ990909 08 


.0222.C4 .o4 .np 


Method 


AAT/NAP 




Start 


14085 ' 




End 


14162 






6630699 




Score 


85 




Exons 


14085. .14162 








\j± uescnp. 


(AP000969) 


hypothetical protein [Oryza 


sativa] 






gi | 67215361 


dbj IBAA89566. 1 | (AP001073) 


hypothetical protein 




[Oryza sativa] 








Seq. No. 


38420 




Seq. ID 


OJ990909 


AO A O O O /~i A 

(Jo . 0222 . C4 


Gene No. 


78987 




Strand 






Ojl ajL_L_^ ^ _ ^ 


.;.15972,_.__ 




_End , 


...17 4 4^0_._ 


— ..™--;~ — 


Name„ .. -~ 


OJ9.90909. 6.8 


lb 22 2 . <z\ o.4 Zga „. 


Method 


^GENSC^rj;... 




btart 


15972 




End' 


"17440 






none " 




Score 


.41 






15972. .16159, 16705 1 6745, 


16860. .168 


87, 17395 


1 *7 A A A 

. .1/440 


oeq . no . 


38420 




Seq. ID 


OJ990909 


AO A O O O A 

Oo . 0222 . C4 


bene wo. 


78988 




Strand 






C-t- a v+- 

otart 


17449 




End 


17528 




Name 


OJ990909 08 


.0222.C4.ol.tm 


Method 


TBLASTX: 


Maize 


Start 


4322 




End 


7043 






none 




Score 


46 




TP y"\ 

hjXons 


4322. .4354, 


4327. .4380, 4473 


..4589, 44 


74. .4794, 


4475. .4795, 




5424. .5585, 


5425. .5583, 5426 


..5584, 5922.. 6125, 


5923. .6144, 




5923. .6177, 


6199.. 6351, 6208 


..6393, 6209. .6391, 


6955. .7038, 




6955. .7038, 


6956.. 7039, 6960 


. .7043 






oeq. no. 


38420 




Seq. ID 


OJ990909 


_08.0222.C4 


bene no . 


78988 




Strand 






Start 


17449 




End 


17528 




Name . 


OJ990909 08 


..0222. C4 .ol. ts ... . 


- .Method- 


TBLASTX:. 


Soybean . .... . 


OLdl L 


-4 4 09 ' ' ' ~ 




; : " End \ ■ " 


7095 






none 




Score 


220 






. 4 4 09T .'47 95,. 


4540. .4791, "5439 


..5585, 5452. . 558"3', 


5923 . /6T777 




.. 5-924...... 612 V 


. 619-9-'.- . 635 1-,- - -62 00 


..-. 6331, -6202. . 633.0,. 


. 620-9 ... 6391 : , 




6933^/7052; 


6'94 9.'77C)95 










38420- 




Seq. ID 


OJ990909 


_08 .0222.C4- 


Gene No. 


78988 




Strand 






Start 


17449 




End 


17528 




Name 


OJ990909 08 


.0222.C4 .ol.tc 


Method 


TBLASTX : ' 


Cress 


Start 


4540 




End 


4750 




GI 


none 




Score 


185 




Exons 


4540. .4749, 


4544. .4750 









Seq. No. 



38420 



Seq. ID OJ990909_08.0222.C4 



38091 




Gene No. 


78988 




Strand 




otari. 


1 7 A A Q 
1 / ft fl y 




End 


17528 


Name 


flTQQnQflQ HQ C\00O CA r\0 


-f- 

EC 


Method 


TBLASTX: Cress 


Cf o v- 4- 

otan 


cent; 




End 


6288 


C T 


none 




Score 


118 


Exons 


cene CLCITQ CQOC £1 71 




.6181, 6199.. 6288 


oeq. in o . 


j(5 41 Z U 




Seq. ID 


OJ990909_08.0222 


fipT-|p No 


78988 




Strand 




Start 


17449 




End 


17528 


Name 


OJ990909 08.0222.C4.o6. 


np 


Method ■ 


AAT/NAP 


Start 


17449 




End 


17528 


GI 


6630699 




Score 


97 


Exons 


17449. .17528 








GI Descrip. 


(AP000969) hypothetical 


protein [Oryza 


sativa] 



gi I 6721536 | dbj | BAA89566 . 1 1 (AP001073) hypothetical protein 
[Oryza sativa] 





beq. no. 


38421 


Seq. ID 


OJ990909_08.0222.C6 




Gene . No. 


78989 


Strand 


+ 




Start 


3216 


End 


'5723 




... . Name^ „ „ 


■ OJ990909 08.0222.C6,.ol v gp „ 


_ Me t hod _ 


_AAT/GAF _ ; ,.„. 




. btart ... „ . . 


. .32.16. .■ : _ - 


-.End .. ... .. 


. 4188 , 




Lrl 


64973 1.R1084 


Score 


466 




Exons 


3216. .3258, 3971. .4188 








GI Descrip. 


, 3695059/gb|AAC62624. 1 | l.Oe- 


-44 (AF064787) rac GTPase activating 


i.! i 
f* LI 




protein 1 [Lotus japonicus] ' 








oeq. ln o . 


38421 


Seq. ID 


OJ990909__08.0222.C6 




Gene No. 


78989 


Strand 


+ 




Start 


3216 


End 


5723 




Name 


OJ990909 08.0222.C6.ol.np 


Method 


AAT/NAP 


r { s 


Start 


3796 


End 


5723 




GI 


3695059 


Score 


225 




Exons 


3796. .4188, 5688. .5723 






' : si 


GI Descrip. 


(AF064787) rac GTPase activating protein 1 [Lotus japonicus] 




Seq. No. 


38421 ; ' 


Seq. ID 


OJ990909_08.0222.C6 


i ^ 


Gene No. 


78989 


Strand 


+ 




Start 


3216 


End 


5723 




Name . 


OJ990909 08.0222.C6.ol.ts 


Method 


TBLASTX : Soybean 




Start. 


4064 . ... . .... ; • . ... 


. End 


4188 - .. . 




;GI . ; ; \ * ; 


' none - ~. • ■ ' ' - ~ 


Score; • 


- is9 : ' ; y -~" ; 




Exons - , 


4064 . .4126, 40*76. ".4186, 4078. 


.4188- 






. ; S'eq._No .-. - 


- 38422- ' • ... .. " : • 


Seq. .ID- 


. OJ990.a09_0.8...0222 ..C7 - ./ 




Gene No. 


78990 ■ 


Strand 


' + " " ' * ' " ' "' ' ' *' 




Start 


232 


End 


3201 




Name 


OJ990909 08.0222.C7.ol.gp 


Method 


AAT/GAP - . . 




Start 


232 


End 


579 




GI 


64973 1.R1084 


Score 


411 




Exons 


232. .356, 447. .579 








GI Descrip. 


, 3695059/gb|AAC62 624 . 1 | 1 . Oe- 


-44 (AF064787) rac GTPase activating 






protein 1 [Lotus japonicus] ' 








Seq. No. 


38422 


Seq. ID 


OJ990909__08.0222.C7 




Gene No. 


78990 


Strand 


+ 



38092 



Start 


232 




End 


3201 


NcLITlS 


OJ990909 


08. 0222. C7 


.ol.np Method 


AAT/NAP 


C -3 

O tdlL 


233 




End 


3201 


PT 


3695061 




Score 


643 




233. .356, 


447. .566, 


932.. 1162, 1242.. 1336, 3116.. 3201 




(AF064788) rac GTPase activating protein 2 [Lotus japonicus] 


Seq. No. 


38422 




Seq. ID 


OJ990909_08.0222.C7 


Gene No. 


78990 




Strand 


+ 


Of 3 r-f- 


232 




End 


3201 


Name 


,7 VJ ^ VJ .7 


Oft 0999 CI 


. ol.gs Method 


GEN SCAN 


o car l 


267 




End 


2719 


PT 
o 1 


none 




Score 


.57 


£j AU1 lo 


267. .356, 


447. .566, 


932. .1162, 1365. .1758, 2658. .2719 


k_J vJ . 1\W . 


38422 




Seq. ID 


OJ990909_08.0222.C7 


Gene No. 


78991 




Strand 


+ 


Start 


3891 




End 


4726 


Name 


Pi TQ Qfl QO Q 


OP H999 P7 


. o2.tm Method 


TBLASTX: Maize 


otai L 


225 






j / j 


p t 


none 




Score 


158 




„22.5„. .,32 6-,. 


.;228,,356,. 


.233 ^358*. .2 3^3 52, 


. _235......_3^7,^J4 Lr-^57.5 


- ' * 


4 4.4. .551, 


. 4.4 6... 5 62. . 


' ^..^ - ... 


. , ... ........ . . . , „ . ,,..„. , 


Seq. No. 


'38422 




Seq. ID 


OJ990909_08.0222.C7 


Gene No. 


78991 




Strand 


+ 


Of a v-+- 


3891 




End 


4726 


Name 




no H999 P7 


. o2.ts Method 


TBLASTX : Soybean 




226 




End 


499 


P T 


none 




Score 


91 


Exons 


226. .345, 


228. .359, 


233. .358, 441. .497, 


443! .499 


Corf M /-s 

o e q . in o . 


38422 




Seq. ID 


OJ990909_08.0222.C7 


Gene No. 


78991 




Strand 


+ 


Start 


3891 




End 


4726 


LNcUllfc: 


OJ990909 


08. 0222. C7 


. ol.tc Method 


TBLASTX: Cress 


OLdlt 


9 4 ^ 
4 -3 




End 


1165 


PT 


none 




Score 


160 




243. .356, 


248. .352, 


267. .353, 440. .562, 


441. .575, 923. . 1165, 




928. .1161 










38.422 . 




■Seq. ID 


OJ990909_08.0222.C7 


Gene" 'Nor' 


"78991-"- 




■■ Strand- - 




Start 


3891 ■ 




End' 


4726 ' ' ' 


IN alUc 


OJ99090 9 ' 


08.0222.;C7 


. ol . ts . ' Method ' 


TBLASTX: Soybean 


CH- a y-+- 


500 _ 




... *. End 


1328 . . ". •-. 




. none 




Score 


102 - ' ' ' " 


Exons 


500. .'589, 


501. .575, 


923. .1165, 931. .1161, 1006. .1182, 




1041. .118 


1, 1230.. 1328, 1230.. 1298 




C^afT Ha 


38422 




Seq. ID 


OJ990909_08.0222.C7 


Gene No. 


78991 




Strand 


+ 


Start 


3891 




End 


4726 


Name 


OJ990909 


08. 0222. C7 


. ol.tm Method 


TBLASTX;,Maize 


Start 


943 




End 


2061 


GI 


none 




Score 


350 


Exons 


943. .1161 


, 944. .1198, 1230. .1481, 1230. 


. 1481, 1231. .1482, 



38093 



1240. .1497, 1458. .1595, 1463. .1546, 1653. .1826, 1663. . 1827, 
1665. .1826, 1838. .1873, 1930. .1974, 1933. .1974, 2023. .2061 



Seq. No. 38422 

Gene No. 78991 

Star.t 38 91 

Name ' OJ990909_08 . 0222 . C7 . ol . tw 

Start 947 

GI none 

Exons 947.. 1165, 949.. 1158, 1012. 
1230. .1328 



Seq. ID OJ990909_08.0222.C7 



Strand 
End 

Method 
End 
Score 
,1182, 1062, 



+ - 
4726 

TBLASTX: Wheat 

1328 

261 

.1181, 1064. .1189, 



Seq. No. 


38422 


Seq. ID 


OJ990909_ 


_08. 


0222. 


C7 


Gene No. 


78991 


Strand 


+ 








Start 


3891 


End 


4726 








Name 


OJ990909 08.0222.C7.o2.gs 


Method 


GENSCAN 








Start 


3891 


End 


4726 








GI 


none 


Score 


.77 








Exons 


3891. .4529, 4547. .4726 












Seq. No. 


38423 


Seq. ID 


OJ9?0909_ 


_08. 


0222. 


C8 


.Gene,JNo,.-^ 


7.8 992_^„„ , 


_._;^rand_ 


±^ 








"s.tar.t . .:. 


v .44 4 . ... _.„_. ._,„: 


End 7 


.-5.*a.i4~ 








Name 


OJ990909 08,0222.C8.ol.gs 


Method 


GENSCAN 








Start 


444 


End 


5814 








GI 


none 


Score 


.74 








Exons 


444. .494, 2773. .2851, 5243. 


.5814 











Seq. No. 38423 Seq. ID 

Gene No. 78992 Strand 

Start 444 End 

Name OJ990909_08 . 0222 . C8 . ol . np Method 

Start 5010 End 

GI 5869975 Score 

Exons 5010.. 5130, 5243.. 5811 

GI Descrip. (AJ237943) germin-like protein [Triticum aestivum] 



OJ990909__08.0222.Ce 
+ 

5814 
AAT/NAP 
5811 
829 



Seq. No. 38423 
Gene No. 78993 
Start 7980 

Name OJ990909JD8 . 0222 . C8 . ol . tw 

Start , . • 4986 . , 
GI " none / * * ...... .... 

Exons- 4986*:. 5129/ 5050 

,534'0, "5340 
,55.49,... 5393 
,5708," 7 956 



OJ990909_08.0222.C8 
+ 

8101 

TBLASTX: Wheat 
8099 ... . . 

'140 " - ' - 



4986. 
5242. 
5-39i. 
"5580'. 



Seq. ID 
Strand 
End 

Method 

End 

* ~ ■ Score 

5130',- 5240.". 5329, 524 1 .'. 5339, 524 i "."..5339, 
53'72, 5341. .5373, '5370 . " 5~53.1", 537 4 . ! . 5532, 
5557, -55.21,; .57.0-9, .554 3- . 5 6-8-0, ' 554 5 . '..5-6 91, 
8099," '7988 .'78098 * 



Seq. No. 38423 
Gene No. 78993 
Start 7980 

Name OJ990909_08 . 0222 . C8 . ol . tc 

Start 4998 
GI none 
Exons 4998.. 5114, 

5332. .5538, 

7937. .8083, 



5081.. 5113, 5236 
5338.. 5538, 5545.. 5622, 
7968. .8084 



Seq. TD OJ990909_08 . 0222 . C8~- 

Strand + 

End 8101 

Method TBLASTX: Cress 

End 8084 

Score 87 

,5307, 5241.. 5303, 5331.. 5528, 
5634. .5759, 5638. .5793, 



38094 




Seq. No. 38423 Seq. ID OJ990909_08 . 0222 . C8 

Gene No. 78993 Strand + 

Start 7980 End 8101 

Name OJ990909_08 . 0222 . C8 . ol . ts Method TBLASTX : Soybean 

Start 5031 End 8084 

GI none Score 80 

Exons 5031. .5114, 5081. .5119, 5241. .5303, 5242. .5301, 5335. .5532, - 

5349. .5528, 5356.-5538, 5538. .5612, 5542. .5631, 5555. .5635, 

5640. .5804, 5640. .5774, 5641. .5805, 5647. .5805, 5648. .5809, 
8001. .8084 

Seq. No. 38423 Seq. ID OJ990909_08 . 0222 . C8 

Gene No. 78993 Strand + 

Start 7980 End 8101 

Name OJ990909_08 . 0222 . C8 . ol . tm Method TBLASTX : Maize 

Start 5067 End 8099 

GI none Score 97 

Exons 5067. .5129, 5081. .5131, 5241. .5312, 5242. .5562, 5334. .5528, 

5342. .5530, 5545. .5622, 5545. .5622, 5631. .5804, 5632. .5808, 

5659.. 5811, 8037.. 8099, 8039.. 8098 



/s.e.q.._No...„.7-,.".38.4 23_ - .. ... ...... . ... .:„_S_eq. ...ID. . .OJ.9 9 0909^.08 . 0.2,22... Qfi 

Gene No. 78993 Strand + 

Start 7980 End 8101 

Name OJ990909JD8 . 0222 . C8 . o2 . np Method AAT/NAP 

Start 7980 End 8101 

GI 5869975 Score 116 

Exons 7980.. 8101 

GI Descrip. (AJ237943) germin-like protein [Triticum aestivum] 

Seq. No. 38424 Seq. ID OJ990909_08 . 0222 . C9 

Gene No. 78994 Strand + 

Start 1 End 197 

Name OJ990909_08 . 0222 . C9 . ol . np Method AAT/NAP 

Start 1 End 197 

GI 5499730 Score 266 

Exons 1. . 197 

GI Descrip. (AF141878) germin-like protein 1 precursor [Oryza sativa] 
gi | 54 99734 | gb | AAD4 3973 . 1 |AF141880_1 (AF141880) germin-like 
protein 1 precursor [Oryza sativa] 

" Seq/ Nov * '38424- ": ~" " 7 ; .. ' " ' . "'"Seq. 'ID O J 9 9 090 9^08. 02 2 2 : C 9 ; " ; 

Gene' No. _ ' 78995 ■ Strand + 

Start T202' 7 V / V 7 End " '6030 ' 

Name • . OJ990909_08.0222;C9..ol.gs -Method'-- GENSCAN • - .... 

"Start 1202' " " -'End 6030 

GI none Score .56 

Exons —1202%. 1448, 2088.. 2143, 2715.. 2748, 3194.. 3280, 3401.. 3912, - 
5087. .5155, 5962. .6030 

Seq. No. * 38424 Seq. ID OJ990909_08 . 0222 . C9 

Gene No. 78995 Strand + 

Start 1202 End 6030 

Name - OJ990909_08 . 0222 . C9 . ol . gp Method AAT/GAP 

Start 3069 End 3644 

GI LIB3433-011-Q6-K1-E11 Score 746 



38095 



Exons 3069.. 3280, 3401.. 3644 

GI Descrip. » 5869975/emb | CAB55559 . 1 | 2.0e-41 (AJ237943) germin-like protein 
[Triticum aestivum] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38424 Seq. ID 

78995 Strand 

1202 End 

OJ990909J38. 0222 . C9 . o2 . np Method 

3160 End 

5869975 . Score 
3160. .3280, 3401. .3969 

(AJ237943) germin-like protein [Triticum aestivum] 



OJ990909_08.0222.C9 
+ 

6030 
AAT/NAP 
3969 
858 



38424 Seq. ID 

78996 Strand 

684 8 End 

OJ990909_08 . 0222 . C9 . o2 . gp Method 

6754 End 

LIB34 33-011-Q6-K1-E11 Score 
6754. .6965, 7086. .7329 
, 5869975/emb|CAB55559.1| 2. 

_ [• Tr i t ic urn_ a „es t^i v urn 1, ^ _ : 

38424 Seq. ID 

78996 Strand 

6848 End 

OJ990909_08 . 0222 . C9 . o2 . gs Method 

6848 End 

none Score 
6848..6965, 7086. .7657 



OJ990909_08.0222.C9 
+ 

7657 
AAT/GAP 
7329 
796 



Oe-41 (AJ237943) germin-like protein 



OJ990909_08 .0222 .C9 
+ 

7657 
GENSCAN 
7657 
. 99 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38424 
78997 
8915 

OJ990909_08. 0222 . C9 . ol . tw 
2 



none 
2. . 94 
3400. 
3532. 
3701. 
7084 . 
7213. 
7387. 



, 3. .95 

.3498, 

.3690, 

.3835, 

.7182, 

.7 374, 

.7551". 



Seq. ID 
Strand 
End 

Method 
End 
Score 

3166. .3279, 3168. .3287, 
3444. .3530, 3498 
3535. .3690, 3549 
3702. .3866, 6851 
7084. .7182, 7085 
7217. .7375,' 7234 



OJ990909JD8 .0222.C9 
11864 

TBLASTX: Wheat 

7552 

105 

3399. .3497, 3399. .3497, 



3530, 3499.. 3531, 3528.. 3689, 

3707, 3551. .3715, 3679. .3867, 

6964, 6853. .6972, 7083. .7172, 

7183, 7183. .7215, 7184. .7216, 

7398, 7364.V7552, '7386 .. 7520, " 



Seq..:' No.- . .. ■ 38424' 

Gene No.- " " 7 8 997 

Start 8915 

Name OJ990909JD8 . 0222 . C9 . ol . tm 

Start 17 

GI none 
Exons 



OJ.990.90.9-' 0B.-0222.C'9 



- Seq. ID 
Strand 
End 

Method 
End 
Score 

17. .190, 18. .194, 45. .197, 3217. .3279, 3219. .3287, 3399. .3470, 
3400. .3687, 3473. .3490, 3492. .3683, 3703. .3780, 3703. .3780, 
3789. .3962, 3790. .3966, 3817. .3969, 6902. .6964, 6904. .6972, 
7084. .7155, 7085. .7372, 7093. .7374, 7158. .7175, 7177. .7368, 
7388. .7465, 7402. .7458, 7474. .7647, 7475. .7651 



11864 . 

TBLASTX: Maize 

7651 

249 



38096 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38424 
78997 
8915 

OJ990909_08. 
20 

none 

20. .178, 24, 
3400. .3465, 
3792. .3950, 
7177. .7362, 
7481. .7636 



0222.C9.ol.tc 



.179, 
3492. 
3796. 
7178. 



3163. 
,3677, 
,'3951, 
,7381, 



3264, 
3493. 
6848. 
7388. 



Seq. ID OJ990909_08.0222.C9 
Strand 

End 11864 

Method TBLASTX: Cress 

End 7636 

Score 161 

3193. .3264, 3387. .3461, 
.3696, 3703.. 3780, 3708. .3758, 
.6949, 7072. .7146, 7085. .7144, 
.7465, 7393. .7443, 7477. .7635, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38424 
78997 
8915 

OJ990909__08. 
26 

none 

26. .160, 27. 

3400. .3459, 

3703. .3789, 
„6877^.6966 / 
.7.13.8.. ...7375.,.. 

7483. .7617, 



0222.C9.ol.ts 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990909_08.0222.C9 
11864 

TBLASTX: Soybean 

7660 

207 



..203, 30. .200, 3181. .3282, 3183. .3281, 3399. .3458, 
3492. .3683, 3493. .3690, 3696. .3779, 3702. .3779, 
3703. .3795, 3798. .3932, 3799. .3975, 3802. .3981, 

jMx,-3jM,._ X38Z.^7AM.,- .13.88... .1414 ^:7391 ...7480,, 

7484. .7660, 7487. .7618 



Seq. No. 38424 Seq. ID 

Gene No. 78997 Strand 

Start 8915 End 

Name OJ990909_08 . 0222 . C9 . o3 . gp Method 

Start 8591 End 

GI 3761691 Score 

Exons 8591.. 9012 



OJ990909_08.0222.C9 

11864 
AAT/GAP 
9012 
597 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990909 08. 0222. C9 



Seq. No. 38424 
Gene No. 78997 
Start 8915 

Name OJ990909_08 . 0222 . C9 . o2 . tm 

Start 8753 
GI none 

Exons 8753.. 8821, 8763.. 8795, 8911 

9661.. 9822, 9662.. 9820, 9663 
• 10203. .10478, .10204. .10407, 10301 .. 104 53 , 104 80 .. 10626, 
- 10485. .10637, 104 94\ . 1067 9, ~ 104 95 ... 10677, 11315 .. 114 13, 
• 11330.. 11413 



11864 

TBLASTX: Maize 
11413 
50 

9030, 8915. .9235, 8916. .9236, 
9821, 9665. .9835, 10203 .. 104 06, 



Seq. No. 
Gene No. 
Start 
• Name 
Start 
GI 

Exons 



• 38424 ' ... . 
78997"'. V ' 
8915 ' 

OJ990909 08.0222.C9.o2.ts 



OJ990909. 08. 0222. C9 



Seq. ID 
Strand " 
End 

_ Method 
8850 • End 

none Score 
8850.. 9236, 8981.. 9232, 9676.. 9822, 9689.. 9820, 10203 .. 104 06, 
10204 . .10407, 10276. . 10413, 10322 .. 10420, 10322 .. 10414 , 
10485. .10637, 104 86 .. 10617 , 104 95 .. 10677 , 11315 .. 114 13, 
11327. .11407, 11331. .11465 



11864 

TBLASTX : Soybean 

11465 

219 



Seq. No. 



38424 



Seq. ID OJ990909_08.0222.C9 



38097 






Gene No. 


78997 


Strand 


- 






Start 


8915 


End 


11864 






Name 


OJ990909 08.0222.C9.o3.gs 


Method 


GENSCAN 






Start 


8915 


End 


11864 






GI 


none 


Score 


. 77 






Exons 


8915.. 9235, 9661.. 9822, 10203 


. . 10403, 


10530 . . 10678 








' 11329. . 11505,, 11709.. 11864 






- 




Seq. No. 


38424 


Seq. ID 


OJ990909 08 


. 0222 .C9 




Gene No. 


78997 


Strand 








Start 


8915 


End 


11864 






Name 


OJ990909 08.0222.C9.o3.np 


Method 


AAT/NAP 






Start' 


8921 


End 


11461 






GI 


5042155 


Score 


1124 






Exons 


8921. .9270, 9661. .9822, 10203 


. .10403, 


10494. .10678 


, 11329.. 11461 




GI Descrip. 


(AL078620) putative protein [Arabidops 


is thaliana] 






Seq. No. 


38424 


Seq. ID 


OJ990909_08 


.0222.C9 




Gene No. 


78997 


Strand 








Start 


8915 


End 


11864 






Name 


OJ990909 08.0222.C9.o2.tc 


Method 


TBLASTX: Cress 




Start , , , , — 


._8J98 .1 


End - 


9191 






_ G.I. 


_ none. „ _ 


...Score . ... 


. .19.6 






Exons 


8981. .9190, 8985. .9191 








!? 


Seq. No. 


38424 


Seq. ID 


OJ990909_08 


.0222.C9 




Gene No. 


78997 


Strand 








Start 


8915 


End 


11864 






Name 


OJ990909 08.0222.C9.o3.tc 


Method 


TBLASTX: Cress 




Start 


9742 


End 


10574 






GI 


none 


Score 


114 






Exons 


9742. .9810, 10206. .10481, 10207. .10404 


, 10485. .10574 




Seq. No. 


38424 


Seq. ID 


OJ990909_08 


.0222.C9 




Gene No. 


78997 


Strand 








Start 


8915 


End 


118 64 






Name 


OJ990909 08.0222.C9.o4.gp 


Method 


AAT/GAP 






Start 


10368 


End 


10679 






GI 


26157 1.R1084 


Score 


357 






Exons 


10368. .104 03, 104 94. .1067 9 










GI Descrip. 


, 4538911/emb|CAB39648.1 j 7 . Oe- 


-44 (AL04. 


9482) hypothetical protein 






[Arabidopsis thaliana] 1 










Seq. No. 


' 38425 


Seq. ID 


OJ990909_08 


.0222. C10 




Gene No . " ' 


78998 . " ' " • ' " • 


Strand"* 


+."'.'' "'. " " ". 






. Start. 


' 333 ■■ . .. . ' • - 


End 


687 . 






Name 


OJ990909 W.0222.C10.ol.gs 


Method 


GENSCAN ■ 






Start 


333 


End 


687 






GI 


none 


Score 


.76 






Exons 


333. .451,' 496. .687 










Seq. No. 


38425 


Seq. ID 


OJ990909_08 


.0222. C10 




Gene No. 


78999 


Strand 








Start 


2109 


End 


2262 






Name 


OJ990909 08.0222.C10.ol.gp 


Method 


AAT/GAP 






Start 


2036 


End 


2262 






GI 


69380 1.R1084 


Score 


361 





38098 




Exons 2036.. 2262 

GI Descrip. 1 4521194/dbj | AB013613 . 1 | AB013613 6.0e-40 Oryza sativa DNA, 
centromere sequence RCB11' 



Seq. No. 


38425 


Seq. ID 


OJ990909 08. 0222. C10 


Gene No . 


78999 


Strand 




Start 


2109 


End 


2262 


Name 


OJ990909 08.0222.C10.o2.gs 


Method 


GEN SCAN 


Start 


2109 


End 


2255 


GI 


none 


Score 


. 93 


Exons 


2109. .2255 






Seq. No. 


38426 


Seq. ID 


OJ990909 08. 0222. Cll 


Gene No. 


79000 


Strand 




Start 


223 


End 


709 


Name 


OJ990909 08.0222.Cll.ol.gp 


Method 


AAT /GAP 


Start 


223 


End 


589 


GI 


69380 1.R1084 


Score 


474 


Exons 


223. .359, 452. .589 






GI Descrip. 


' 4 521194 /dbj | AB013613 . 1 | AB013613 6.0e- 


4 0 Oryza sativa DNA, 




centromere sequence RCB11 1 






Seq No... 


3.842.6."" ..!.V" * 7 ';. 1" * "™ 


Seq.. ZD, 


...OJ.9.9090.9. .0.8 . 0.2.2.2 .,£11. 


Gene No . 


79000 


Strand 




Start 


223 


End 


709 


Name 


OJ990909 08 . 0222 . Cll . ol . tm 


Met hod 


TBLASTX * Mai ze 


Start 


223 


End 


475 


GI 


none 


Score 


203 


Exons 


223. .360, 226. .360, 267. .362, 


323. .361 


, 449. . 475 


Seq. No. 


38426 


Seq. ID 


OJ990909 08. 0222. Cll 


Gene No. 


79000 


Strand 




Start 


223 


End 


709 


Name 


OJ990909 08.0222.Cll.ol.gs 


Method 


GENSCAN 


Start 


228 


End 


709 


GI 


none 


Score 


. 97 


Exons 


228.. 359, 452.. 709 






Seq. No. 


38427 


Seq. ID 


OJ990909 08.0222.C12 


Gene No . 


79001 


Strand 




Start 


1 


End 


1121 


Name 


OJ990909 08.0222.C12.pl.gp 


Method . " 


AAT/GAP 


Start 


1 - ; • "' • ' ' . ' 


End " " -* 


7 04-- • ' ~ ' - - ' " . . 


GI 


none . . 


Score 


447 


Exbris * ' 


1. .205, 601.. ..'704 . '"' " ".' * 






SeqV'No".*' 


' 38427. " ~* ' ' 


Seq. V I cf 


0 J 9 9 0 9 6 9_0 8 . 0 2 2 2 i CI 2 . 


Gene No. 


79001 


Strand 




Start 


1 - ■■ ■ 


End 


1121 - --. r ~ 


Name 


OJ990909 08.0222.C12.ol.tm 


Method 


TBLASTX: Maize 


Start 


50 


End 


1121 


GI 


none 


Score 


92 


Exons 


50. .145, 55. .150, 137. .190, 138. .200, 


140. .205, 598. .621, 




599. .622, 603. .632, 621. .701, 


622. .699, 623. .709, 766.-876, 




788. .868, 790. .987, 965. .1087, 


982. .1074, 1074. .1121 


Seq. No. 


38427 


Seq. ID 


OJ990909_08.0222.C12 



38099 




Gene No. 


79001 


Strand 






Start 


1 


End 


1121 




Name 


OJ990909 08 . 0222 .C12 .ol .gs 


Method 


GENSCAN 




Start 


59 


End 


1074 




GI 


none 


Score 


.56 




Exons 


59. .205, 790. .873, 997. .1074 








Seq. No. 


38428 


Seq. ID 


OJ990909 


08 . 0222 .C16 


Gene No. 


79002 


Strand 


+ 




Start 


1345 


End ■ 


13430 




Name 


OJ990909 08.0222.C16.ol.gs 


Method 


GENSCAN 




Start 


1345 


End 


13430 




GI 


none 


Score 


.64 




Exons 


1345.. 1424, 3264.. 3513, 3928 


..4324, 4468. .5184, 


5250 . . 6053, 




6144. .6368, 6449. .6568, 6701 


..6990, 7104. .7267, 


7549. .7618, 




12615. . 12731, 13371 . .134 30 








Seq. No. 


38428 


Seq. ID 


OJ990909 


_08.0222.C16 


Gene No. 


79002 


Strand 


+ 




Start 


1345 


End 


13430 




Name 


OJ990909 08,0222. C16.ol.gp 


Method 


AAT/GAP 




..Start.. 


9173. . _ 


End 


. 9645 




..GI . *' ^ 


.... none ...... . 


.. Score 


906 . . ,.i 




Exons 


9173. .9645 








Seq. No. 


38428 


Seq. ID 


OJ990909 


08.0222.C16 


Gene No. 


79003 


Strand 


+ 




Start 


18808 


End 


22058 




Name 


OJ990909 08.0222.C16.o3.np 


Method 


AAT/NAP 




Start 


18705 


End 


21263 




GI 


6815107 


Score 


680 




Exons 


18705. .18957, 19209 .. 20365 , 


20483. .20693, 20946 


. .21263 


GI Descrip. 


(AP001081) Similar to Arabidopsis thaliana DNA i 


chromosome 4, 




clone F20D10;hypothetical protein (AL035538) [Oryza sativa] 


Seq. No. 


38428 


Seq. ID 


OJ990909 


_08.0222.C16 


Gene No. 


79003 


Strand 


+ 




Start 


18808 


End 


22058 




Name 


OJ990909 08.0222.C16.o3.gs 


Method 


GENSCAN 




Start 


18808 


End 


22058 




GI 


none 


Score 


.43 




Exons. . 


18808. .18908, 19207 .. 20594 , : 


20715. -.20E 


i03, 21017 


..21258,.. 




21992; ."22058 - - - - .• ; " 








"SeqV No". 


"3"8"42'8 "/" " "~ ' * . V" 


Seq. ID 


..OJ990.909 


_08;.0222.VCI6/ 


-Gene No. 


"79004. - , ,. .. ; . • ■ 


--Strand. 






Start". 


14 063 


End " 


16902 ^ 




Name 


OJ990909 08.0222.C16.ol.tm 


Method 


TBLASTX: Maize 


Start 


5955 • 


End - 


7424 




GI 


none 


Score 


100 




Exons 


5955.. 6098, 5957. .6073, 6269 


..6370, 6275. .6364, 


6357. . 6425, 




6358.. 6429, 6370. .6438, 6430 


. .6570, 6445. .6564, 


6447. . 6569, 




6674. .6820, 6677. .6820, 6678 


. .6821, 6679. . 6822, 


6901. .6990, 




6906. .6995, 6907. .6999, 7103 


..7264, 7104. .7265, 


7104 . .7259, 




7376. .7423, 7380. .7424 








Seq. No. 


38428 


Seq. ID 


OJ990909_ 


_08.0222.C16 



38100 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



79004 Strand 

14063 End 16902 

OJ990909_08 . 0222 . C16. o2 . np Method AAT/NAP 

13753 End 16902 

1076763 Score 345 

13753. .14179, 14 409. .14523, 167 65. .16902 

AWJL218 protein - wheat gi | 551212 | emb I CAA57134 | (X81369) AWJL218 
[Triticum aestivum] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 

. Start.,.. 
GI.. .. „ 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38428 
79004 
14063 

OJ990909_08.0222.C16.o2.gs 

14063 

none 



Seq. ID OJ990909_08.0222.C16 
Strand 

End 16902 

Method GENSCAN 

End 14961 

Score .72 



14 063. .14 641, 14691. .14908, 14910. .14961 



38428 
79004 

14063 ... 

OJ990 90 9 J) 8 ..0222 . CI 6 . o2 . gp 

.;_1602^3.„, „ ...... 

.. LIB3474-0'a9-Pl-Kl-FU 

16023.. 16162 

, 4455244/emb|CAB36743.1'[ 6.0e-ll (AL035523) MtN3-like protein 
[Arabidopsis thaliana] ' 



Seq. ID OJ990909_08.0222.C16 
Strand 

End 16902 
Method AAT/GAP 

, E ; n.d^; ; ^__,_lA16.2 .. 
..Score.. „ , .229.. 



38428 
79005 
19195 

OJ990909_08. 0222 . C16 . o2 . tm 

19195 

none 



Seq. ID OJ990909_08.0222.C16 
Strand 

End 19579 

Method TBLASTX : Mai ze 

End 19579 

Score 194 



19195. .19308, 19208. .19402, 19214 .. 19321, 19394 .. 1 957 9, 
19415. .19549 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons' 

. Seq J No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



38428 
79006 
19796 

OJ990909_08.0222.C16.o4 . tm 
19796 

none , . . . . .. 



Seq. ID OJ990909_08 .0222.C16 
Strand 

End ' 20194 

Method TBLASTX : Mai ze 

End 20170 

Score 52 . . ■ .. 



19796.;. 19861,- 19859.-. .20170/ - 1 9859 .,: 20170 



.38428 7 \ " ' ~" " . 

79006 
197 96' 

OJ990909_08.0222.C16.ol.ts 

19877 - - 

none 

19877 . .20194, 19885. .20040 

38428 
79007 
20741 

OJ990909_08.0222.C16.o3.tm 
20741 



Seq. " ID ." OJ990^092_:0'8 ..022'2 r :ci6'" 
St-rand . " *:."".-. v, .* 

End" ■ " 20194' ' """ " :" 
' Method TBLASTX : Soybean ' 

End 20194 — - - 1 

Score 253' 



Seq. ID OJ990909_08.0222.C16 
Strand 

End 21130 

Method TBLASTX : Mai ze 

End 21130 



38101 



GI none Score 75 

Exons 20741. .20890, 20757 .. 20897 , 20764 .. 20901, 20765.. 21130 



Seq. No. 38429 Seq. ID OJ990909_08 . 0222 . C17 

Gene No. 79008 Strand + 

Start 3 End 1705 

Name OJ990909_08 . 0222 . C17 . ol . np Method AAT/NAP 

Start 3 End 1705 

GI 6097105 Score 42 

Exons 3.. 79, 1627.. 1705 

GI Descrip. (AB026347) ORF1 [TT virus] 

Seq. No. 38429 Seq. ID OJ990909_08 . 0222 . C17 

Gene No. 79009 Strand + 

Start 3405 End 3902 

Name OJ990909_08 . 0222 . C17 . o2 . gs Method GENSCAN 

Start 3405 End 3902 

GI none Score .99 

Exons 3405.. 3902 

Seq. No. " 38429 Seq. ID OJ990909_08 . 0222 . C17 

_G^.ne^JJp^_.^_7 9009__ . Strand , - _ 

„gtart_„ .__34.6.5.._^. .,;_^.;._„:_End_ ...3902_ 

Name ' OJ990909_08 . 0222 . C17 . o2 . np Method AAT/NAP 

Start 3465 End 3895 

GI 2961342 Score 102 

Exons 3465.'. 3895 

GI Descrip. (AL022140) hypothetical protein [Arabidopsis thaliana] 

Seq. No. 38430 Seq. ID OJ99090 9_08 . 0222 . C18 

Gene No. 79010 Strand + 

Start 367 End 560 

Name OJ990909_08 . 0222 . C18 . ol . gs Method GENSCAN 

Start 367 End 560 

GI none Score . 93 

Exons 367.. 560 

Seq. No. 38430 Seq. ID OJ990909_08 . 0222 . C18 

Gene No. 79011 Strand + 

Start 1431 End 2009 

Name OJ990909_08 . 0222 . C18 . o2 . gs Method GENSCAN 

. Start • 1431 . . .... End . 2003 . 

■" GI - ■ * ' : *-* \ none* . : * " Score ■ ; * .52 ' ; * " * v " * "/"*;'" 

Exons ' 1431". .2003 



'Seq. No.. • 38430 - . . .... Seq. ID OJ990^09_08 ; 0-222 . C18 

Gene No". '' ' 79011 "* " "Strand ' + ". ~" - 

Start 1431 End 2009 

Name - OJ990909_08 . 0222 . C18 . ol . tm Method TBLASTX-; Maize - 

Start 1440 End 1883 

GI none Score 92 

Exons 1440.. 1556, 1659. .1766, 1661. .1750, 1794.. 1883 

Seq. No. 38430 Seq. ID OJ990909_08 . 0222 . C18 

Gene No. 79011 Strand + 

Start 1431 End 2009 

Name OJ990909 08 . 0222 . C18 . ol . tc Method TBLASTX : Cress 



38102 






Start 


14 66 






End 


1880 




GI 


none 






Score 


336 




Exons 


14 bo . . loy4 , 


14 / y . . i / by , 


IbZo . 


.1768, 1800. .1880, 1802. .1876 




Seq. No. 


oo4 JU 






Seq. ID 


OJ990909_08.0222.C18 




Gene No. 


79011 






Strand 


+ 




Start 


1431 






End 


2009 




Name 


OJ990909 08. 


0222.C18.ol 


np 


Method 


AAT/NAP 




Start 


1467 






End 


2009 




GI 


4996349 






Score 


414 




Exons 


14 67. . l W6, 


1941. .2009 










GI Descrip. 


(AB021178) NAC-domain protein 


[Nicotiana tabacum] 




Seq. No. 


38430 






Seq. ID 


OJ990909_08.0222.C18 




Gene No. 


79011 






Strand 


+ 




Start 


1431 






End 


2009 




Name 


OJ990909 08. 


0222.C18.ol 


ts 


Method 


TBLASTX: Soybean 




Start 


1481 






End 


1883 




GI 


none 






Score 


106 




Exons 


1481. .1555, 


1482. .1556, 


1553. 


.1765, 1566. .1769, 1793. .1882, 






1794. .1883 












S.eq..„.No, 








-Se.q...^ .ILL 






Gene No. 


79012 






Strand 


+ 




Start 


2976 






End 


A O "7 O 
4 Z f Z 




Name 


OJ990909_08. 


0222.C19.ol. 


gs 


Method 


GENSCAN 


= : K 


Start 


297 6 






End 


A O "7 O 

4 Z i Z 




GI 


none 






Score 


.57 


r 

a? 
: t 


Exons 


2976. .3003, 


3182. .3378, 


4066. 


.4272 




ill 


Seq. No. 


38431 






Seq. ID 


OJ990909_08.0222.C19 


?: 5 


Gene No. 


79013 






Strand 




£ Li 


Start 


5412 






End 


5750 




Name 


OJ990909 08. 


0222.C19.o2. 


gs 


Method 


GENSCAN 


i ™ 


Start 


5412 






End 


5750 


""J 


GI 


none 






Score 


.51 




Exons 


5412. .5750 












Seq. No. 


38432 






Seq. ID 


OJ990909_08.0222.C20 


iJ 


Gene No. 


79014 






Strand 


+ 




btart 


27 






End 


1613 




Name 


OJ990909 08. 


0222.C20.ol. 


gs 


Method 


GENSCAN 




Start * " * " 


• 27 - : ' / ; • 






End; : 


' 1613 " ' • ' " *" : 




GI 


none 






Score ; 


.54 




Exons 


27 ." .1613 .' . " 












Seq. No. 


38432.' 1 " 






Seq. ID 


'OJ990909_"08';'0222.C20 




-"Gene No . 


79015 






Strand 


+ 




Start 


1609 






End 


2308 




Name 


OJ990909 08. 


0222.C20.o2. 


np 


Method 


AAT/NAP 




Start 


1609 






End 


2308 




GI 


2583130 






Score 


326 




Exons 


1609. .2308 












GI Descrip. 


(AC002387) putative non- 


LTR retroelement reverse transcriptase 






[Arabidopsis 


thaliaria] 










Seq. No. 


38432 






Seq. ID 


OJ990909_08.0222.C20 



38103 




Gene No. 


79015 




Strand 


+ 


o LdlU 


1 60Q 




RnH 


9 *}0ft 
z o u o 


Name 


nTQQOQOQ HP 0999 P90 


L W 


l v ic LilOQ 


1 DJjHo 1 A . Wflcdt 


Of a r f 
O Lai U 


1 *7 ft 9 ~~ 

X f O c. 




£jX1U 




n 

\j X 


none 




Score 


ft 0 


Exons 


1 TOO 1 Ol 1 1 7Q-3 1 Qf\C. 
X / O Z . .1011/ X / O J . . IjUJ / 


1 ft 


9060 i ? 


> 910 0 


Oct] . INU . 


"3ft d ^ 




Coo T n 


n.TQQOQOQ Oft 0999 P91 


fZpnp NO 


79016 




Strand 


+ ~~ 


Start 


1 




End 


3354 


Name 


OJ990909 08.0222.C21.ol. 


np 


Method 


AAT/NAP 


Start 


1 




End 


2830 


GI 


6598399 




Score 


1398 


Exons 


1..2573, 2654. .2830 








GI Descrip. 


(AC003952) putative non- 


■LTR 


retroelement reverse transcriptase 



[Arabidopsis thaliana] 



Seq. No. 38433 
Gene No. 79016 
Start 1 

Name OJ990909_08 .0222 . C21 . o2 . np 

„S tart__ ^ii™: :~ 

..jGLi- „ ;4.5824A1._X . 

Exons 1..2514, 2557.. 3055, 3275. 

GI Descrip. 



Seq. ID 
Strand 
End 

Method 

-.,_End^ 

,„ S.c.or.e. . „. 

3354 

(AC007071) putative non-LTR retroelement reverse transcriptase 
[Arabidopsis thaliana] 



OJ990909_08 .0222.C21 
+ 

3354 
AAT/NAP 

.335 4 _ : „ 

.1.4A5.„...'_ \ ____ 



Seq. No. 


38433 




Seq. ID 


OJ990909_08.0222. 


C21 


Gene No. 


79017 




Strand 


+ 




Start 


3853 




End 


4082 




Name 


OJ990909 08.0222.C21.ol 


.gp 


Method 


AAT/GAP 




Start 


3853 




End 


4082 




GI 


435945 




Score 


460 




Exons 


3853. .4082 










GI Descrip. 


'435946 8.0e-68 (U04297) 


DNA-binding factor of bZIP class 


: [0; 




sativa] 










Seq. No. 


38433 




Seq. ID 


OJ990909_08 .0222. 


C21 


Gene No. 


79017 




Strand 


+ 




Start 


3853 




End 


4082 




Name 


OJ990909 08.0222.C21.o4 


.np 


Method 


AAT/NAP 




Start 


38^99 




End ■ 


4082- 




GI ' 


•435946 . ■ " 




Score 


290 " 




Exons 


3899. .4082 










GI "Descrip. 


. (U.042'97) DNA-binding factor of " bZIP ' class [Oryza "satfva] 




Seq. No. 


" 38433 




'Seq; ID 


OJ990909JD8.0222. 


C21 


Gene No. 


79018 




'Strand 






Start 


-3611 ■ - 




End 


4039 - - - — 




Name 


OJ990909 08.0222.C21.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


528 




End 


1166 




GI 


none 




Score 


97 




Exons 


528.-692, 674.. 856, 675 


. .992, 


887. .943, 


1020. .1166 




Seq. No. 


38433 




Seq. ID 


OJ990909_08.0222. 


C21 


Gene No. 


79018 




Strand 






Start 


3611 




End 


4039 





38104 




Name 


OJ990909 08 


.0222 


.C21.ol 


• LW 


Mof V"» ^ W 
l v JtrLllUU 


1 DXjM. D 1A • rVilcdL 




Cf a y~-j- 

O Lai L 


573 








dnu. 


.7 J J 




ol 


none 








Score 


9m" 

c.D J 




Exons 


573. .791, 575.-787, 708 


7Q4 


7 S8 877 
/jo. • o / / 


779 Q16 77Q 


QR9 

-7 JZ , 




786 

/ O U • * .7 J J 














Seq. No. 


184 11 








Seq. ID 


OJ990909_08.0222 


.C21 


Gene No. 


7 Q01 ft 








Strand 






o Lai i_ 


161 1 








FnH 


4 01Q 

*1 U J _7 




Name 


O.TQQ0Q0Q 08 

L/U .7 .7 .7 V -7 vO 


099? 


P91 r»9 


. L o 


ixie Lnoa 


1 DLrto 1A. ooyoean 






.717 








FnH 


1 004 

X U U 4 




Ol 


none 








Score 


18 6 
x 0 0 




fvnnc 


717.. 1004 














Seq. No. 










Seq. ID 


OJ990909_08.0222 


.C21 


Gene No. 


7 Q0 1 8 








Strand 






o Lai L 


J D X X 








FnH 


4039 




Name 


(YTQQOQOQ 08 


0999 
• \J c. C 


C9 1 n9 


. LW 


LYlC L IlQLl 


TBLASTX: Wheat 






1124 










1508 






none 








Score 


367 




Exons 


1194 1 ^07 


1 1 9 S 
iii j 


1 S08 










Seq...., No.; . 


*- , ... J..0 4.JJ . ..„.. , 


— ■ - 


----- ' - 
■ * - - • -' 




. Seq.. .ID„ 


QJ 9 9^ 9.dOjB 76 22 2 'Jc 21 


Gene No. 


7 QO 1 8 
/ y\J Xp 








Strand 






Q +- n v-+- 


161 1 

O O X X 








FnH 


4039 




Name 


DTQQOQOQ 08 
UU :? .7U -7U .7 UO 


0999 


CO 1 n1 
. L^Z X . OX 


. LS 


L v ie LuOU 


TBLASTX : Soybean 




Q-t- a r*+- 
OLaiL 


1245 








r nr J 

iina 


1664 




OX 


none 








Score 


127 






1 9 4 S 1 44 s 

I^ 4 J . • I t *i J , 


1 4 4 Q 

X *i *a _7 


1 664 

■ ■ X D D *i 










Seq. No. 


184 11 








Seq. ID 


OJ990909_08.0222 


.C21 


Gene No. 


7 Q01 8 
/ :7U xo 








Strand 






O Lai L 


161 1 








FnH 

Hi 1 1 Li 


4039 




Name 


O.TQQ0Q0Q 08 


0999 


T9 1 n1 


. LIU 


HcLnOU 


TBLASTX: Maize 




C!+- a v-f- 


1320 








FnH 


1670 




ul 


none 








Score 


301 




Exons 


1 190 1 670 

I JlU . . I U / U , 


1 1RR 
X J J J 


1 66Q 










Seq. No. 


184 11 

ju4 JJ 








Seq. ID 


OJ990909J)8.0222 


.C21 


Gene No. 


7 QO 1 8 

/ Z? U X O 








Strand 






OLdl L 


161 1 

J D X X 








FnH 


4039 




Name • 


O.TQQ0Q0Q 08 


0999 


C0 1 rt4 


. LW 


L v ie l noa 


TBLASTX: Wheat 




jLalt 


• ■ 1509 - ~; ■ 








FnH 


1730- . • 




CT ■ 
ul 


none 








Score 


240 




IT VAT1 Q 


" 1 ^ 0 Q " 1710 
X.jU.7... X / J U , , 


1 ROQ 
X J U j 


1 7 0 £ 


1 M 4 
X j X 4 . 


1 7 9 Q ' 






Seq." No. 


J 0 3 J J 


. .7 






Seq'. ' ID " 


OJ9909'09_08.0222 


.C2i" 


Gene No. 


79018 








. Strand 






Q-i- 3 y t* 
O Lai L 


"3611- - — 








End • - 


4039 




Name 


OJ990909 08 


.0222 


.C21.o3 


+■ T.I 

. LW 


Method 


TBLASTX: Wheat 




Of ari- 


2121 








End 


2528 




GI 


none 








Score 


173 




Exons 


2121. .2324, 


2130 


. .2291, 


2135. 


.2506, 2370.. 2,528 




Seq. No. 


38433 








Seq. ID 


OJ990909_08.0222 


.C21 


Gene No. 


79018 








Strand 






Start 


3611 








End 


4039 





38105 




Name 


ujyyuyuy uo 




. b/i.oz.gs Metnoa 


bhtlNlbbAIN 






Start 


JOi 1 




hna 


A H "3 Q 

4 Uj y 






C T 

bl 


none 




Score 


. yo 






Exons 


JDll . . 4 u 












Seq. No. 


"iQ A A 




beq. iu 


r\ to q n q n q 
uu y y u y u y 


n r 
uo 


f\000 COO 

. uzzz . tzz 


bene ino . 


7Q01 Q 




Strand 


+ 






Start 


1 




End 


1048 






Name 


OJ990909_08 


.0222 


. C22.ol.gp Method 


AAT/GAP 






Start 


l 




End 


1048 






01 


4 jo y 4 o 




Score 


1348 






Exons 


1 . . z / , loo. 


.233, 


344. .409, 504. .1048 








GI Descrip. 


4 oD y 4 o o . ue 


-68 (U04297) DNA-binding factor of bZIP 


class [Oryza 




sat iva] 












beq. no. 


jo 4 j4 




Seq. ID 


OJ990909_ 


_08 


0 9 9 9 P 9 9 


Gene No. 


79019 




Strand 


+ 






Start 


1 




End 


1048 






Name 


OJ990909 08 


.0222 


.C22.ol.np Method 


AAT/NAP 






Start 


1 




End 


599 








435946 




Score 


339 






: Exons ^ 


2 7, ...JL 5.6., 


,233, . 


MA , .-A Q9, „ 5 p.4\>.5 99. . . . „ 








GI^JDesjcrip.,,,. 


(,U04297.)^ QNArbinding, f.actor„.of-..bZI.P ...class . [.Oryza,..sat.iya]_ . 


Seq. No. 


38434 




Seq. ID 


OJ990909_ 


^08 


.0222. C22 


Gene No. 


79019 




Strand 


+ 






Start 


1 




End 


1048 






Name 


OJ990909 08 


.0222, 


.C22.ol.gs Method 


GENSCAN 






Start 


156 




End 


622 






bl 


none 




Score 


.8 






Exons 


156. .233, 344. .409, 458. .622 








Seq. No. 


38434 




Seq. ID 


OJ990909_ 


08 


.0222. C22 


Gene No. 


79020 




Strand 


+ 






Start 


2179 




End 


7161 






Name 


OJ990909 08 


.0222, 


.C22.o2.gs Method 


GENSCAN 






otart 


2179 




End 


7026 






GI 


none 




Score 


.63 






Exons 


2179. .2301, 


2736, 


..2877, 3681. .3715, 4379. .4649, 


4774. .4819, 




4930. .4979, 


5591, 


..5735, 6215.. 6338, 6565. .7026 






Seq. No. 


38434 




Seq. ID 


. OJ990909_ 


08 


.0222.C22 


Gene No. 


79020 




Strand 


+ 






b tart 


2179 




End 


7161 






Name" ' 


. OJ990909. 08 


;0222., 


.C22.o2.gp . Method 


.AAT/GAP 






Start- 


4431 




• .End 


6333' 






GI 


28300 1.R1084 


Score 


1139 ■ 






Exons 


4431. .4649, 


4774, 


..4814, 4930. .4979, 5591. .5735, 


6065. . 6121, * 




6215. . 6333 












GI Descrip. 


'3169719 I.' 


0e-55 


(AF007109) similar to 


yeast dcpl 


[Arabidopsis 




thaliana] f 












Seq. No. 


38434 




Seq. ID 


OJ990909_ 


08 


.0222. C22 


Gene No. 


79020 




Strand 


+ 






Start 


2179 - 




End 


7161 






Name 


OJ990909 08 


.0222, 


.C22.o2.np Method 


AAT/NAP 






Start 


4485 




End 


7161 







38106 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3169719 Score 676 

4485.-4649, 4774. .4814, 4930. .4979, 5591. .5735, 6065. .6121, 
6215. .6316, 6518. .7026, 7108. .7161 

(AF007109) similar to yeast dcpl [Arabidopsis thaliana] 



38434 Seq. ID 

79020 Strand 

2179 End 
OJ990909_08 . 0222 . C22 . o3 . gp Method 

6587 End 

none Score 

6587. .7026, 7108. .7141 



OJ990909_08.0222.C22 
+ 

7161 
AAT/GAP 
7141 
748 



Seq. No. 38434 
Gene No. ' 79021 
Start 7078 

Name OJ990909_08 . 0222 . C22 . ol . tm 

Start 4511 
GI none 

Exons 4511.. 4648, 4512.. 4649, 4773. 

4901. .4978, 4910. .4975, 4927. 

5591.^.5737. / _6019.,. 6120„ r , 6021. 

. ! .6212 .. . 6337 , . ,6 2-13*. ...6.33 8 , ; 6544 , 

6657.. 6899, 6841.. 6900, 6882. 

6964.. 7026, 7090.. 7167, 7106. 



Seq. ID OJ990909_08.0222.C22 

Strand +, 

End 7503 

Method TBLASTX : Maize 

End 7189 

Score 224 
.4814, 4774. .4815, 4774. .4839, 
.5001, 5587. .5736, 5590. .5736, 
... 611 9, _ 6064^ , 6120., ; .„ 6199^. ..,6267^, 
.i;7a.0.,.„.65.58.. ...6.8 9.9., _ 65.65..... 62ZZ,.,. 
.7025, 6896. .7036, '6956. .7024, 
.7189, 7107. .7166 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



38434 
79021 
7078 

OJ990909_08, 

4521 

none 

4521. .4649, 
5587. .5736, 
6976. .7026, 



0222.C22.ol.tc 



4535. 
5587. 
7105, 



,4648, 
,5730, 
,7152 



4773. 
6212. 



Seq. ID OJ990909_ 

Strand + 

End 7503 

Method TBLASTX : Cress 

End 7152 

Score 174 
.4814, 4774. .4815, 4901 
.6280, 6213.. 6287, 6841 



08.0222.C22 



.4978, 
.6900, 



Seq. No. 38434 

Gene No. 79021 

Start 7078 

Name OJ990909JD8 . 0222 . C22 . ol . ts 

Start 4521 

GI none 

Exons 4521.. 4697, 4535.. 4684, 4774. 



Seq. No.' 38434 ." 

Gene No." . -. ' 79021 ■ .". - . ■ ' 

Start "■ 7078 

Name OJ990909_08 . 0222 . C22 . o2 . ts 

Start 5587 

GI none 

Exons 5587.. 5736, 5591.. 5728, 5593. 

Seq. No. 38434 

Gene No. 79021 

Start 7078 

Name OJ990909_08 . 0222 . C22 . ol . tw 

Start 5589 



Seq. ID OJ990909_08.0222.C22 

Strand + 

End 7503 

Method TBLASTX : Soybean 

End 4 977 

Score .17 9 . , 

4815, -4900 . '. 4977, 4 "901 '. .-'4 97 5 



Seq.. ID . OJ990.909_08.0222".C22' 

Strand . +. • 

'End" 7503 

Method TBLASTX : Soybean 

End - 5764 - - 

Score 204 
.5736, 5594. .5764 

Seq. ID OJ990909_08.0222.C22 

Strand + 

End 7503 

. Method TBLASTX : Wheat 

End 6290 



38107 



GI 

Exons 



none Score 110 

5589.. 5735, 5590.. 5736, 5590.. 5736, 6042.. 6119, 6062.. 6121, 
6064.. 6120, 6212.. 6289, 6213.. 6290 



Seq. No. 38434 

Gene No. 79021 

Start 7078 

Name OJ990909JD8 . 0222 . C22 . o4 . gp 

Start 7078 

GI 3760451 

Exons 7078.. 7503 



Seq. ID OJ990909_08.0222.C22 

Strand + 

End 7503 

Method AAT/GAP 

End 7503 

Score 724 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

. G„ene.JJo,,__„. 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



38435 
79022 
97 

OJ990909_08.0222.C24.ol.gs 
97 

none 

97. .219, 276. .410 



Seq. ID OJ990909_08.0222.C24 

Strand + 

End 410 

Method GENSCAN 

End 410 

Score . 63 



38436 
Jl 9023_„^^-_ 
.„74. , 

OJ991209_13.0301.Cl.ol.gs 

74 

none 

74. .261, 468. .580, 690. .787, 1778. .1868, 1874 



Seq. ID OJ991209_13.0301.C1 
„. S t rand : , 

...End.. ... _ . . 2 jo aal.. _ „ . _ „ 

Method GENSCAN 
End 2099 
Score . 7 

.2099 



Seq. ID OJ991209_13.0301.C1 
Strand 

End 8415 

Method AAT/GAP 

End 6013 

Score 107 



38436 
79024 
6177 

OJ991209_13.0301.Cl.ol.gp 
5940 

LIB3477-003-P1-K1-E9 
5940. . 6013 

' 24 9858 6/sp|Q4 0638 |MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN. ORY 
S 1 PRECURSOR (ORY SI). >gi__l 173557 (U31771) Ory s 1 [Oryza 
sativa] f 



Seq. No. 


38436 


Seq. ID 


OJ991209_ 


13. 


0301 


.CI 


Gene No. 


79024 


Strand 










Start 


6177 


End 


8415 








Name 


"OJ991209 'l-3.d301.Cl.o2.gs ' 


Method 


' GENSCAN : 








Start 


6177 


End 


8415 








GI 


. none . 


. Score 


.56 . 








■Exons 


-6177. .6.191-, 6981.. .7043, 835-9-. 


.8415 










Seq. No. 


38436 


Seq. ID 


OJ991209_ 


13. 


0301 


.01 


Gene No. 


- ~ -79025 ■ 


Strand 










Start 


10889 


End 


12907 








Name 


OJ991209 13.0301.Cl.o3.gs 


Method 


GENSCAN 








Start 


10889 


End 


12907 








GI 


none 


Score 


.73 








Exons 


1088 9,. 11130, 1288 9. .12907 












Seq. No. 


38436 


Seq. ID 


OJ991209_ 


13. 


0301 


.CI 


Gene No. 


79026 


Strand 











38108 



Start 


15392 


End 


15604 




Name 


OJ991209_13 . 0301 . CI . o4 . gs 


Method 


GENSCAN 




Start 


15392 


End 


15604 




GI 


none 


Score 


. 92 




Exons 


15392 . . 15604 








Seq. No. 


38437 


Seq. ID 


OJ991209_13 . 0301 . 


C2 


Gene No. 


79027 


Strand 






Start 


304 


End 


6341 




Name 


OJ991209 13 . 0301 . C2 . ol . np 


Method 


AAT/NAP 




Start 


304 


End 


6341 




GI 


228938 


Score 


160 




Exons 


304. .668, 933. .1098, 1321.. 


1384, 2518 


..2646; 6254. .6341 




GI Descrip. 


Hyp-rich glycoprotein [Zea 


diploperennis ] 




Seq. No. 


384 38 


Seq. ID 


OJ99120.9_13.0301. 


C3 


Gene No . 


79028 


Strand 


+ 




Start 


114 


End 


1574 




Name 


OJ991209 13.0301.C3.ol.np 


Method 


AAT/NAP 




Start 


114 


End 


1119 




GI 


3142293 


Score 


517 




.Exons.^^^.,..^,., 


, 114.. ,j 88,__8 95 ._J.-U.9_ :. 






— — 


GI... Pescr.ip 


_.(AC0024 llJ.^Coptains^aimUar.ity ..to.. myosin .IB., heavy, chain.. 






gb 1X70400 from Gallus gallus. [Arabidopsis thaliana] 




Seq. No. 


38438 


Seq. ID 


OJ991209_13.0301. 


C3 


Gene No. 


79028 


Strand 


+ 




Start 


114 


End 


1574 




Name 


OJ991209 13.0301.C3.ol.gp 


Method 


. AAT/GAP 




Start 


274 


End 


1574 




GI 


17975 1.R1084 


Score 


1697 




Exons 


274. .488, 895. .1574 








GI Descrip. 


'2494132 2.0e-38 (AC002376) 


Contains ; 


similarity to human 




dimethylaniline monooxygenase (gb_M64 082) . [Arabidopsis 






thaliana] 1 








Seq. No. 


38438 


Seq. ID 


OJ991209_13.0301. 


C3 


Gene No. 


79029 


Strand 


+ 




Start 


19020 


End 


20238 




Name 


OJ991209 13.0301.C3.o5.gs 


Method 


GENSCAN 




Start 


19020 


End 


20238 




GI . 


. none- ...... 


Score 


.76 




Exons 


" 1 902 0v .1 90 36, " 1 9102 .' .1 92 81 / 


* 19305. -.19553, 20082 20238 




Seq. No. " 


.38438 " " ".' 


Seq'. ID 


.. OJ991209_ I 13.0301. 


C3 


Gene No. 


79030- - 


Strand 


+ • -. 1. . . 




Start 


' 24818 " ' 


End- 


2524 6 ■ 




Name 


OJ991209 13.0301.C3.o7.gs 


Method 


GENSCAN 




Start 


- -24 818 -• - ■ 


End: 


25246 




GI 


none 


Score 


.95 




Exons 


24818. .24844, 24 916 .. 25099, 


25101. .25246 




Seq. No. 


38438 


Seq. ID 


OJ991209_13.0301. 


C3 


Gene No. 


79031 ' 


Strand 


+ 




Start 


31278 . 


End 


35553 




Name 


OJ991209 13.0301.C3.o9.gs 


Method 


GENSCAN 




Start 


31278 


End 


35553 





38109 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



none Score . 6 

31278. .31327, 32165 .. 3234 9, 32697 .. 32777, 35543.. 35553 



38438 . Seq. ID 

79032 Strand 
39841 End 
OJ991209_13.'0301.C3.o3.np . Method 
39817 End 
4835783 Score 
39817. .40767, 41152. .41475 

(AC007296) Strong similarity to gi 13367537 T8K4.24 from 
Arabidopsis thaliana BAG gb|AC004392. EST gb|N37796 comes from 
this gene. 



OJ991209_13.0301.C3 
+ 

41487 
AAT/NAP 
41475 
994 



38438 Seq. ID 

79032 Strand 

39841 End 
OJ991209_13.0301 .C3.ol0.gs Method 

39841 End 

none Score 
39841.'. 41487 



OJ991209_13.0301.C3 
+ 

41487 
GENSCAN 
41487 
.85 



Seq. ,.Nq, 

Gene No 

Start 

Name 

Start 

GI 

Exons 



3A438_. 



_ . _ _ Seq.^LCL „DJ.9912.0 9_X3... .Q3QX*£3~~—^ 



79033 
43897 

OJ991209JL3. 0301. C3. oil. gs 
43897 
none 
43897. 
45476. 
51796. 



,■44009, 44131. 
,45520, 46192. 
,52007 



,44214, 
,46239, 



Strand 
End 

Method 
End 
Score 

44439 

46902 



+ 

52007 
GENSCAN 
52007 
.54 

44710, 44844, 
47020, 50512. 



,44884, 
,50567, 



Seq. No. 


38438 






Seq. ID 


OJ991209_ 


13.0301. 


,C3 


Gene No. 


79034 






Strand 


+ 






Start 


57689 






End 


65772 






Name 


OJ991209 13. 0301. C3. 


ol3 . gs 


Method 


GENSCAN 






Start 


57689 






End 


65772 






GI' 


none 






Score 


.45 






Exons 


57689. 


.57752, 60182. 


.60282, 


62453. . 62545, 62742. 


.63038, 






65184 . 


.65534, 65755. 


.65772 










Seq. .No. 


. ,38438 






. Seq. ID 


. OJ991209_ 


13.0301, 


.C3 


Gene Nov 


■■ / 7 9035" 






" 'Strand 


_j_ .... 






Start 


66921 






End 


67274 






Name . " 


OJ991209 13. 03.01. C3. 


ol4 .gs', 


Method 


GENSCAN 






Start 


. 66921 






EncVJ. . 


-67274 * .. 






GI " ' 


none 






Sco're 


•'.'97 






Exons 


66921. 


.67274 













Seq. No. 38438 

Gene No. 79036 

Start 68950 

Name OJ991209_13 . 0301 . C3 . ol5 . gs 

Start 68950 

GI none 
Exons 



Seq. ID OJ991209_13.0301.C3 



Strand 
End 

Method 

End 

Score 



+ • 

71065 
GENSCAN 
71065 
.73 



68950. .69015, 7017 6 .. 70316, 70363 .. 70586, 70918. .71065 



38110 




Seq. No. 


38438 


Seq. ID 


OJ991209_ 


_13 


.0301 


.C3 


Gene No. 


79037 


Strand 










OUal t 


9321 


End 


17040 










OJ991209 13.0301.C3.o2.gs 


Method 


0 Cj LN 0 v_>rlLN 








jLalL 


9321 


End 


1 9R79 








VJ J. 


none 


Score 


. JD 








von q 


9321.. 9541, 9857.. 9920, 12105.. 12872 












38438 


Seq. ID 


D.TQQI 90 Q 

UU .7 _7 J. ^ VJ _7 


1 7 


0^01 

. U Jul 




Gene No. 


79037 


Strand 










Start 


9321 


End 


17348 








Name 


OJ991209 13.0301.C3.o2.np 


Method 


AAT/NAP 








C-f- a r +- 


12044 


End 


15395 








O -L 


4587589 


Score 


518 








Fvnnc: 


12044 .. 12969, 15325.. 15395 












Dp* qrrin 

VJ J_ L-/ w O 4_ -I_ ■ 


(AC007232) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


TQ/I Op 
ju4 Ju 


Seq. ID 


OJ991209_ 


13 


.0301 


.C3 


Gene No. 


79037 


Strand 












9321 


End 


17348 








Name 


OJ991209 13.0301.C3.o4.gs 


. Method 


GENSCAN 








,^O t Ld..jL L^', ^ ^ 


14886 - . • 


^ End_„ 


•17348 








CI 


..none „ ... ... - . 


.^.S.CQxe . 


:..56. • .„ 






**• 




14886. . 15443," 15877 .. 1597 9, 


17083. . 17348 








Seq. No. 


38438 


Seq. ID 


OJ991209_ 


13 


.0301 


.C3 


Gene No. 


79038 


Strand 










O Lai L 


21000 


End 


23060 








Name 


OJ991209 13.0301.C3.o6.gs 


Method 


GENSCAN 








u Ldl L 


21000 


End 


23060 








CJ 
\3 -l 


none 


Score 


.44 








TP von q 


21000. .21126, 22174. .22287, 


22403. .22572, 23052. 


.23060 




Seq. No. 


38438 


Seq. ID 


OJ991209_ 


13 


.0301 


.C3 


Gene No. 


79039 


Strand 










Start 


26367 


End 


28503 








Ma mo 


OJ991209 13.0301.C3.o8.gs 


Method 


GENSCAN 








q-t- o >-1- 

O L al L 


26367 


End 


28503 








o -L 


none 


Score 


.55 








v o n c 


26367. .26406, 26889 27 173, 


28442. .28503 








Cpn NIo 


.38438 


: Seq. . ID 


• OJ991209_ 


13 


.0301. 




Gene No. ' 


•79040 


Strand 










Start 


44044 


"■* End 


4 5921 








Ma mo 


OJ991209 13.030r.C3Vo4.hp / 


Method ' 


AAT/NAP 








•OLdl L 


44044- 


;: . Er l d 


-45921 










5852093 ' ' " ' 


- Score' ■ 


'is - ■ 








F v An c 


44044 . .44120, 45781. .45921 














-■(AL117264) zwhl6.1 [Oryza sativa] 










Cprr Mo 


38438 


Seq. ID 


OJ991209_ 


13 


.0301 


CI 


Gene No. 


79041 


Strand 










Start 


54208 


End 


55808 








Name 


OJ991209 13.0301.C3.o5.np 


Method 


AAT/NAP 








Start 


54208 


End 


55808 








GI 


2459412 


Score 


1542 








Exons 


54208. .55631, 55662.. 55808 













38111 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



(AC002332) similar to mammalian MHC III region protein G9a 
[Arabidopsis thaliana] 



38438 
79041 
54208 

OJ991209_13.0301.C3.o2.gp 
54481 

LIB3433-008-Q6-K1-D12 
54481. .54936 

'2459412 6.0e-44 (AC002332) 
thaliana] ' 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991209_13.0301.C3 

55808 
AAT/GAP 
54936 
864 



putative G9a protein [Arabidopsis 





jCLJ . 1 v \J • 


38438 




Seq. ID 


OJ991209_13.0301 


.C3 






79042 




Strand 








Start 


57976 




End 


58087 






IN CULLC 


OJ991209 13. 0301. C3. 


06 . np 


Method 


AAT/NAP 






Start 


57976 




End 


58087 






GI 


6815099 




Score 


70 






F vnn c 


57976. .58087 














(AP001081) hypothetical protein [Oryza 


sativa] 




— — 




_38.4.3£_„ : _ 




.J.:. S.eq._ID_ 


JDJ9.9 12 0 a. . 1.3,. .0.3 AUC3.„ 




ucl it: . 


79043 




Strand 






~-z JET 


O LClL L 


66306 




End 


66415 




%J 


In cUUt: 


OJ991209 13. 0301. C3. 


oil. tm 


Method 


TBLASTX: Maize 




[jl 


o Lai L 


24 9 




End 


1059 






GI 


none 




Score 


217 




C3 


Exons 


249. .488, 939. .1043, 


940. .1059 








C^rr Mn 

JC^ji IN (J • 


38438 




Seq. ID 


OJ991209_13.0301 


.C3 






79043 




Strand 






f LI 


O Lai U 


66306 




End 


66415 




_ 


Name 


OJ991209 13. 0301. C3. 


o5 . ts 


Method 


TBLASTX : Soybean 






Cfarf 


12048 




End 


12494 








none 




Score 


283 






Exons 


12048. .12494 












Seq. No. 


38438 




' Seq. ID' 


OJ991209_13.0301 


.C3. 




Gene No. 


79043 




Strand 








Start 


66306 




End 


66415 






Name. . 


OJ991209-.13.0301.C3. 


o3.tm 


- Method • 


TBLASTX: Maize 






Start . . 


.12051 




End 


13044 " * ■ '• 






GI" 


none" - . 




Score 


* 166 v "" 






Exons 


". 12051. .12584, "12061. 


.12585, 


'.12'468. .12602, 12'4 90.. ". 12612 








.-12'603. .12971, 12603-. 


.12824-,. 


-12604 . . 128 


28, 1260.6.-. 12734, 








' 127 93.':.12'963'," 127 95. 


.12989, 


12810. .12899, 12979. .13044 






Seq. No.' 


.38438 




Seq. -ID 


- OJ991209_13.0301 


.C3 




Gene No. 


79043 




Strand 








Start 


66306 




End 


66415 






Name 


OJ991209 13. 0301. C3. 


o2 . tc 


Method 


TBLASTX: Cress 






Start 


12378 




End 


13277 






GI 


none 




Score 


40 






Exons 


12378. .12494, 12402. 


.12587, 


12501. .12587, 12508. .12567, 








12559. .12735, 12603. 


.12794, 


12603. .12965, 12804 .. 12926, 








12810. .12926, 12810. 


.12986, 


13158. .13277 





38112 



Seq. No. 38438 , Seq. ID OJ991209_13 . 0301 . C3 

Gene No. 79043 ' Strand 

Start 66306 End 66415 

Name OJ991209_13 . 0301 . C3 . o3 . tw Method TBLASTX : Wheat 

Start 12402 End 12971 

GI none Score 64 

Exons 12402. .12587, 12603 127 94 , 12805 .. 12954 , 128 10 .. 12 953, 
12870. .12971 

Seq. No. 38438 Seq. ID OJ991209_13 . 0301 . C3 

Gene No. 79043 Strand 

Start 66306 End 66415 

Name OJ991209_13 . 0301 . C3 . olO . tm Method TBLASTX : Maize 

Start 39861 End 40059 

GI none Score 217 

Exons 39861. .40058, 39862.. 40059 

Seq. No. 38438 Seq. ID OJ991209_13 . 0301 . C3 

Gene No. 79043 Strand 

Start 66306 End . 66415 

Name ; ;_ „ _ OJ991209_13 .0301 , ,C3...ol..,ts Method TBLASTX : Soybean ■ 

.JS.tar^/_^.r...39.a62. r .l ..; , ... _ v ,£ncL_ ...... .4 0.4a7_. _ ______ 

GI none Score 662 . . 

Exons 39862. .40437, 39963 40154 , 40215.. 40436 

Seq. No. 38438 Seq. ID OJ991209_13 . 0301 . C3 

Gene No. 79043 Strand 

Start 66306 End 66415 

Name OJ991209_13 . 0301 . C3 . o5 . tm Method TBLASTX : Maize 

Start 40129 End 40368 

GI none Score 353 

Exons 40129. .40368, 40132 40224 , 40215.. 40367 

Seq. No. 38438 Seq. ID OJ991209_13 . 0301 . C3 

Gene No. 79043 Strand 

Start 66306 v End 66415 

Name OJ991209_13 . 0301 . C3 . ol . tc Method TBLASTX : Cress 

Start 40207 End 40604 

GI none Score 589 

Exons 40207. .40599, 40221.. 40604 

Seq. No. * 38438 . • * -\ "v: ; /; " S.eqv TD ■ 0 J9 9'1 20 9_1 3 . .0301 \ C3 

'Gene No'. ' " 79043' ' ' Strand ' - : " ' ** "" 

Start 66306 . " End .' 66415 . " '" 

Name " '- ■ OJ991209_-13 .' 0301 . C3 . '69 . tm. . - Method - TBLASTX.: Maize" - 

Start '40368 " '■ ' * End ™ ' - 4 0659 

GI none Score 165 1 

Exons 40368. .40475, 40369-. . 4047 9, 40500 .. 4 0658 , 4 0501 4 0659"- — 

Seq. No. 38438 Seq. ID OJ991209_13 . 0301 . C3 

Gene No. 79043 Strand 

Start 66306 End 66415 

Name OJ991209_13 . 0301 . C3 . o2 . tw . Method TBLASTX : Wheat 

Start 40386 End 40620 

GI none Score 134 

Exons 40386. .40475, 40387 .. 4047 9, 40491 .. 4 0616, 40498. .40620 



38113 



Seq. No. 


38438 








Seq. ID 


OJ991209 


_13.0301 


bene wo . 


79043 








uUi ai iu 






C 4- -v 4- 

btart 


66306 










O 04 X D 




Name 


OJ991209 13. 0301. C3. 




Mot - V*i /^\ H 




ouyucaii 


C -1- -4 -w-. 4- 

btart 


40456 








HI 1U 


A Oft ^4 
4 U O D 4 




o 1 


none 










*J \J o 




Exons 


40456. 


.40854, 


40461. 


4 Ofi Oft 
. 4 U O U O , 


40£^0 40ft 


R 4 
D 4 




C rt « Ma 

beq. No. 


38438 








Seq. ID 


OJ991209 


i o n ^ o i 

1 j • U jUI 


Gene No. 


79043 








Strand 






b tart 


66306 








End 


66415 




Name 


OJ991209 13.0301.C3. 


ol . tm 


Method 


TBLASTX: 


Maize 


Start 


40659 








End 


41244 




O X 


none 








Score 


99 




Exons 


40659. 


.40712, 


40660. 




40711. .40755, 40712 


4 0774 




40713. 


.40775, 


40714. 


Ami 


40755. .40787, 40756 


A 0Q1 4 

. . 4 U :? X 4 , 




40758. 


.40919, 


40866. 


a 1 1 or 

. 4 X X U O , 


40898. .41110, 40900 


4 1 1 0 Q 

. . 4 X X U .7 , 




40907. 


.41110, 


40908. 


A 1 1 1 1 
. 4 X X X X / 


40909. .41112, 41055 


4 1910 




41109. 


.41195, 


41110. 


. 4 X Z 4 4 , 


41111. .41242 




C rt rt* M rt. 

jseq T ., . jn p. 


.38438,; 






, . ... 


_.,,Sejq^._ ID_ 


OJ991209 




G.ene,„.No 


.7 90.4 3... 








__Strand_ 






Start 


66306 








End 


66415 




Name 


OJ991209 13. 0301. C3. 


o 1 . t w 


Method 


TBLASTX: 


V V 1 1 C CI l. 


btart 


40773 








End 


41129 




bl 


none, . 








Score 


154 




Exons 


40773. 


.40913, 


40774 . 


A o Q 1 A 
* 4 U :? X 4 , 


40780. .40914, 40866 


• .4XU/Z, 




40907. 


.41077, 


40908. 


. 4 X U D _? , 


40909. .41073, 41070 


4 1 1 9 9 




41074 . 


.41127 












Seq. No. 


38438 








Seq. ID 


OJ991209 


_13.0301 


Gene No. 


79043 








Strand 








- 66306 








End 


66415 




Name 


OJ9912 


09 13. 0301. C3. 




Method 


TBLASTX: 


Q rt T rlrt rt, rt -rt 

O (J y JJc; all 


Of T yf 

b tar u 


40972 








End 


41349 




V 1 T 

bl 


none 








Score 


106 




Exons 


40972. 


.41064, 


'41013. 


' 4 1 04 fi 


41056. .412 


38, 41076 


4 1 1 




41233. 


.41349 












Seq. No. 


38438 








Seq. ID 


OJ991209 


_13.0301 


Gene No. 


• 79043 








Strand 








• ' 66306 * 








' * En <3 ' ,' . 


66415 




Name 


OJ991209 13. 0301. C3. 


rt Q +- m - 
OO . LIU 


Method 


TBLASTX : 




btart . 


" ' .4124 6 . 








J' End ~ 


"44474' 




GI - 


none" ' 








- .'Score - . 


7 6- ~ 




Exons • 


• '4124 6.' 


.41320,'* 


41248'. 


4 14 7 fi 
.4X4 /Of 


'4124 8 . . 414 


'75,~~4125ti. 


4 1 4 7 7 

. .4X4/ / , 




44407. 


.44472, 


44407. 


A A A 1 9 
,444 / Z , 


44409. .444 


74 




Seq. No. 


38438 








Seq. ID 


OJ991209 


__13.0301 


Gene No. 


79043 








Strand 






Start 


66306 








End 


66415 




Name 


OJ991209 13. 0301. C3. 


o3 . tc 


Method 


TBLASTX: 


Cress 


Start 


41323 








End 


44508 




GI 


none 








Score 


230 




Exons 


41323. 


.41478, 


41328. 


.41477, 


44419. .445 


08 





38114 






o e q • in o . 


38438 






Seq. ID 


OJ991209_13.0301 


p*3 




Gene No. 


79043 






Strand 








Start 


66306 






End 


66415 






Name 


OJ991209 13. 0301. C3. 


{J O . L O 


Method 


TBLASTX: Soybean 






DLdl L 


41371 






End 


44667 






ul 


none 






Score 


161 








41371. 


.41478, 41374. 


4 1 4 7 S 


41397. .41477, 44396. .44509, 








44407. 


.44511, 44500. 


4 4 SflO 


4 4552. .44 578, 4 4 581. .44 667 






O C q . IN U . 


38438 






Seq. ID 


OJ991209_13.0301 


p^ 




Gene No. 


79043 






Strand 








Start 


66306 






End 


66415 






Name 


OJ991209 13. 0301. C3. 


o 7 . t m 


Method 


TBLASTX: Maize 








44474 






End 


44973 








none 






Score 


256 






Exons 


44474. 


.44644, 44475. 


.44726, 


4 4535. .44 666, 44 834 .. 44 8 99, 








44836. 


.44874, 44889. 


.44942, 


44940. .44972, 44941. .44973 






Seq. No. 


38438 






Seq. ID 


OJ991209_13.0301 


.C3 




Gene No. 


79043 






Strand 








utdl L 


66306 






End 


66415 






, ^Name^ 


..Q J-9 9 1209 4 3 v 0 3 0 UQ2,.o4 ts ... 


^ Methods. 


. TBLASTX; . So ybean_ 


- — 




Q-l- a v+" 

. . .. .oj-dlt. . 


542.1,4.. 




— 


End.//"..,* 


.754.4 4 5 / . 




f ^ 
•= =? . 




none 






Score 


122 




w 


Exons 


54214. 


.54444, 54221. 


c yi A A c 
. D H Q fl D 








Cil 


Seq. No. 


38438 






Seq. ID 


OJ991209_13.0301 


.C3 




Gene No. 


79043 






Strand 










66306 






End 


66415 






Name 


OJ991209 13. 0301. C3. 


o2.tm 


Method 


TBLASTX: Maize 






Q+- a y+- 

O La. IT C 


54322 






End 


54702 




H 


PT 


none 






Score 


449 




i y 
= 




54322. 


.54621, 54323. 


.54673, 


54511. .54702 




n 


o e q . in o . 


38438 






Seq. ID 


OJ991209_13.0301 


p^ 




Gene No. 


79043 






Strand 








Start 


66306 






End 


66415 








OJ991209 13. 0301. C3. 


o3 . ts 


Method 


TBLASTX: Soybean 






Of- a y-f- 
O Ldl L 


54574 






End 


55002 






PT 


none 






Score 


69 






E x on s 


54574. 


.54807, 54574. 


.54843, 


54578. .54865, 54846. .54974, 








54898. 


.55002, 54898. 


.55002 . 










Seq." No. 


''" 384 38 " 






Seq. 'ID 


6J9 : 9l'209_13-030i 


.C3 




""Gene "No.. 


7904 3 . 






Strand 








en- a r-f- 
O Ldl. L 


6630.6 






* End r - 


' 6-6415 • . - - 






. Name 


• OJ991209 13. 0301. 'C3." 


o6.tm . 


Method 


TBLASTX : Mai ze ■ 






oLait 


54703 






End 


55555 






ul 


none- 






Score 


71 - ■ - - - 








54703. 


.54813, 55138. 


.55302, 


55321. .55551, 55454. .55555 






Seq. No. 


38438 






Seq. ID 


OJ991209_13.0301 


.C3 




Gene No. 


79043 






Strand 








Start 


66306 






End 


66415 






Name 


OJ991209 13. 0301. C3. 


o4 . tm 


Method 


TBLASTX: Maize 






Start 


54815 






End 


55136 






GI 


none 






Score 


70 





38115 




Exons 54815. .54868, 54815 .. 54865, 54 853 .. 55131 , 54857 . . 55135, 

54861. .55136, 54871.. 55134 



Seq. No. 


38438 


Seq. ID 


OJ991209 13. 0301. C3 


Gene No. 


79043 


Strand 




Start 


66306 


End 


66415 


Name 


OJ991209 13.0301.C3.o6.ts 


Method 


TBLASTX : Soybean 


Start 


55219 


End 


55485 


GI 


none 


Score 


210 


Exons 


55219. .55299, 55330.. 55485 






Seq. No. 


38438 


Seq. ID 


OJ991209_13. 0301 .C3 


Gene No. 


79043 


Strand 




Start 


66306 


End 


66415 


Name 


OJ991209 13.0301.C3.o3.gp 


Method 


AAT/GAP 


Start 


66306 


End 


66415 


GI 


uC-osf Icyp082b07al 


Score 


161 


Exons 


66306. . 66415 






GI Descrip. 


1 218221/dbj | D10675 | RICSINE1R6 


3.0e-30 


Oryza sativa p-SINEl- 




gene, repeat sequence' 






Se^. .,No_.,.. 


,_38A39 , 


Seq.- ID 


OJ991209 13. 0301. C4 


Gene- .No.. , 


. .79.04.4... ..... . .. 


Strand . 


.+ 


Start 


1 


End 


4555 


Name 


OJ991209 13.0301.C4.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


4555 


GI 


4586061 


Score 


1111 


Exons 


1..36, 803. .883, 983. .1137, 1684. .1841 


, 2339. .2440, 2987..; 




3295. .3403, 3484. .3586, 3713., 


,3863, 4030. .4162, 4247. .4347 




4441. .4555 






GI Descrip. 


(AC007020) putative WD-40 repeat protein [Arabidopsis thai: 


Seq. No. 


38439 


Seq. ID 


OJ991209_13.0301.C4 


Gene No. 


79044 


Strand 


+ 


Start 


1 


End 


4555 


Name 


OJ991209 13.0301.C4.ol.gs 


Method 


GENSCAN 


Start 


566 


End 


4511 


GI 


none 


Score 


• .87 


Exons 


566. .655, 785. .883, 983. .1137, 


1724. .1841, 2339. .2440, 




2987. .3146, 3295. .3438, 4015.. 


,4162, 4247. .4353, 4441. .4511 


Seq. No. . 


38439 . ; . . 


Seq.. ID 


.OJ991209_13.0301.C4 


Gene No. 


- 7 904"4 ~ ' ' " " ' • 


Strand ; 


+■ ■ ■ - - 


StarV 


1 


End 


4 555 * 


Name 


.OJ991209 "13 . 0301 . C4 . o2 . tm' 


Method ■* 


. TBLASTX: Maize ' * 


Start 


: 566.: . . ; \ . .. • 


End - ' ■ 


.114 8 - .... 


GI."" • 


none 


Score 


42"'- •' . ' "• \ 


Exons 


566. .589, 571. .639, 618. .674, 


788. .838 


, 980..113B, 980.. li: 




- 982. .1137, 1098. .1148 






Seq. No. 


38439 


Seq. ID 


OJ991209_13.0301.C4 


Gene No. 


79044 


Strand 


+ 


Start 


1 


End 


4555 


Name 


OJ991209 13.0301.C4.ol.ts 


Method 


TBLASTX : Soybean 


Start 


980 


End 


4355 


GI 


none 


Score 


193 


Exons 


980. .1138, 980. .1075, 982. .1137, 1713. 


.1847, 1725. .1841, 



38116 



2339. .2443, 2339. .2440, 2344. 

3109. .3147, 3110. .3148, 3294. 

3482. .3592, 3710. .3868, 3716. 

4029. .4100, 4029. .4100, 4116. 



,2442, 2971.. 3096, 2972.. 3094, 

.3407, 3298.. 3405, 3481.. 3594, 

.3856, 3718.. 3873, 4028.. 4099, 

.4151, 4278.. 4355 



Seq. No. 38439 
Gene No. 79044 
Start 1 

Name OJ991209_13 . 0301 . C4 . ol . tm 

Start 1720 
GI none 

Exons 1720.. 1749, 1722.. 1841, 1725. 

1789. .1848, 2338. .2442, 2339. 
2972. .3148, 3003. .3194, 3277. 
3294. .3410, 3482. .3592, 3484. 
3712. .3864 



Seq. ID OJ991209JL3.0301..C4 

Strand + 

End 4555 

Method TBLASTX: Maize 

End 3868 

Score 4 0 

.1841, 1757. .1849, 1784. .1843, 
.2452, 2970. .3125, 2971. .3147, 
.3408, 3292.. 3396, 3293.. 3397, 
.3594, 3708. .3863, 3710. .3868, 



Seq. No. 

Gene No. 

Start 

Name 

_ Start 

...GI, . „ 

Exons 

GI Descrip, 



38440 
79045 
459 

OJ991209_13.0301.C5.ol.gp 
459 - 



Seq. ID OJ991209_13.0301.C5 
Strand + 
End 2563 
Method AAT/GAP 

JSncl ;JL57J5„ „„ : _ 

Score_ .758. 7 _ .... „ 



uC-osf.lcyp002d04.b.l 
459. .686, 857. .941, 1876. .1976 

'458606l/gb|AAD25679.1|AC007020_21 1.0e-51 (AC007020) putative 
BOP1 protein [Arabidopsis thaliana] 1 





Seq. No. 


38440 






Seq. ID 


OJ991209_13.0301, 


.C5 




Gene No. 


79045 






Strand 


+ 






Start 


459 






End 


2563 




s. y 


Name 


OJ991209 


3.3. 0301. C5. 


. ol . np 


Method 


AAT/NAP 






Start 


461 






End 


2563 




: is? 


GI 


4586061 






Score 


601 






Exons 


461. .686, 


857. . 941, 


1876.. 2048, 2481.. 


2563 




L J? 


GI Descrip. 


(AC007020 


) putative 


WD-40 repeat protein [Arabidopsis thaliana 




Seq. No. 


38440 






Seq. ID 


OJ991209_13.0301, 


.C5 




Gene No. 


79046 






Strand 






"Vest 


Start 


3501 






End 


3992 






Name 


OJ991209 


13. 0301. C5. 


.ol.ts 


Method 


TBLASTX: Soybean 






Start 


4 60 






End- 


2560 






GI 


none 






Score . 


186 , . . 






"Exons 


4 60": I 687", 


"521:'. 6887 


84 2. V 90 4 : / 


"856.; 942 


;/ 8 947V 94 4 ;"" 18 677; 


.io'ss; - 






1880.. 2056, 2479.. 2559, 2480. 


.2560 








Seq. No . ' . - 


38440. 






Seq. -I-D. 


OJ991209 13.0301. 


.C5- 




- Gene No . 


7 9046 . • 






"Strand 








Start 


3501 






End 


3992 






- -Name 


OJ991209 


13.0301-.C5. 


.o3.tm 


Method 


TBLASTX: Maize 






Start 


4 60 






End 


613 






GI 


none 






Score 


78 






Exons 


460. . 612, 


460. . 612, 


461. . 613 










Seq. No. 


38440 






Seq. ID 


OJ991209_13.0301. 


,C5 




Gene No. 


79046 






Strand 








Start 


3501 






End 


3992 





Name 



OJ991209 13.0301.C5.ol.tm 



Method 



TBLASTX: Maize 



38117 



Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene ' No . 

Start 

Name 

Start 

GI 

Exons 

GI,. Descrip,. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No'i 
Gene No. 
Start 
Name 
Start . 
GI- - v 
Exons 



614 End 2710 

none Score 118 

614. .688, 616. .687, 645. .722, 849. .941, 856. .951, 857. .949, 
891. .950, 1867. .2055, 1880. .2056, 2478. .2564, 2479. .2532, 
2479. .2574, 2480. .2566, 2611. .2652, 2690. .2710 



38440 
79046 
3501 

OJ991209_13.0301.C5.ol.tc 

1873 

none 



Seq. ID OJ991209_13.0301.C5 
Strand 
End 

Method 
End 
Score 



3992 

TBLASTX: Cress 

2566 

261 



1873. .2037, 1874. .2050, 2467. .2559, 2480. .2560, 2480. .2566 



38440 Seq. ID 

79046 Strand 

3501 End 

OJ991209_13 . 0301 . C5 . o2 . gp Method 

3127 End 

1164 1.R1084 Score 



OJ991209_13.0301.C5 

3992 
AAT/GAP 
3992 
1193 



3127.. 3605, 3742.. 3807, 3912.. 3992 
„I.1.3117 6/spJ P13191LPSAE^HpRVU J2 . Qe-27 PHOTOSYSTEM, . .1 „ REACTION _ 
. CENTRE SUBUNIt' JV...HRECTRSQR^..( EHOTOSYS.TE;M,.i" .10.. 8. Kd^POLXPERTlbE.) 

(PSI-E) >gi_72683_pir F1BH4 photosystem I chain IV precursor - 

barley >gi_l 9087_emb_CAA68782^ (Y00966) psa2 preprotein (AA -46 

to '101) [Hordeum vulgare] >gi_226163_prf 1413233A 10.8kD 

photosystem I protein [Hordeum vulgare var. distichum] 1 



38440 
79046 
3501 

OJ991209_13. 

3492 

none 

3492. .3608, 
3728. .3808, 



0301.C5.o2.ts 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991209_13.0301.C5 
3992 

TBLASTX : Soybean 

3948 

124 



3493, 
3742, 



,3606, 3493. 
,3834, 3742. 



.3609, 3587. 
,3810, 3907. 



,3619, 
, 3948 



3728. .3808, 



38440 
79046 
3501 

OJ991209_13.0301.C5.o2.gs 
.3501. , . . 

•none : * *■ " " J : : * : 
3501. .3605,' 3742 .' . 3813 



Seq. ID 

Strand 

End 

Method 
End . 
Score' 



OJ991209_13.0301.C5 

3992 
GENSCAN 

3813 . ...... 

.87 • - ' - ' ' 



Seq.- No. . 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



38440 



79046 
3501 • 

OJ991209_13, 
3501 
131176 
3501. .3605, 
PHOTOSYSTEM 



Seq. ID OJ991209 i3.0301.. : C5 



0301.C5.o2.np 



Strand - . 
End 3992 

Method AAT/NAP - - 
End 3992 
Score 310 
3742. .3807, 3912. .3992 

I REACTION CENTRE SUBUNIT IV PRECURSOR (PHOTOSYSTEM 
I 10.8 KD POLYPEPTIDE) (PSI-E) gi | 72683 | pir || F1BH4 photosystem I 
chain IV precursor - barley gi | 19087 | emb | CAA68782 | (Y00966) psa2 
preprotein (AA -46 to 101) [Hordeum vulgare] 

gi I 22 6163 | prf | | 14 1323 3A 10.8kD photosystem I protein [Hordeum 



38118 




vulgare var. distichum] 



UC^j. LN \J ■ 


Jul 1U 


Seq. ID 


OJ991209_13.0301.C5 


Cono M o 
uCilC IN (J. 




Strand 






urn 


End 


3992 


Name 




Method 


TBLASTX: Maize 


C -(- "3 y- f- 




End 


3805 




none 


Score 


138 


T. 1 v o o 


3501.. 3614, 3502.. 3612, 3502 


..3615, 3727. .3804, 3740. .3805 


Cart Mn 
uctj. IN \J . 


38441 


Seq. ID 


OJ991209_13.0301.C6 


belle 1NU > 


79047 


Strand 


+ 


OtdlL 


93 


End 


15130 


Name 


OJ991209 13.0301.C6.ol.gs 


Method 


GENSCAN 


Start 


93 


End 


15130 


GI 


none 


Score 


.64 


IT 1 von q 


93. .182, 2108. .2201, 2306. '.2511, 2897. 


.2946, 3003.. 3184, 




3654.. 3732, 4469.. 4571, 5077 


..5283, 5392.. 5503, 5586.. 5720 




6120.. 6127, 6347.. 6525, 8043 


..8266, 8344. .8508, 8609. .8765 




8969.. 9057, 9637.. 9737, 10293 .. 10396, 


10503. .10612, 




10782. . 10958, 11215 .. 11301, 


114 37. .115 98, 11702. .1174 3, 




■ 12224,. . 12354 ,. .,.12,538..^. 12,632,,;. 


12734..,., 127 


81 , l-28_5j0_ t ....12 997 




„. .13 5 3.0 .... 13.651., . 13.993'. . 1.4,081, . 


150Q5... 15130. _. : 


Seq. No. 


38441' ' 


Seq. ID 


OJ991209_13.0301.C6 


Gene No. 


79047 


Strand 


+ 


Start 


93 


End 


15130 


Name 


OJ991209 13.0301.C6.o2.gp 


Method 


AAT/GAP 


Start 


2991 


End 


6064 


GI 


21372 1.R1084 


Score 


2267 


Exons 


2991. .3184, 3654. .3732, 4469 


..4571, 5020. .5283, 5392. .5503, 




5586. .6064 







GI Descrip. 1 4 506233/ref | NP_002803 . 1 | pPSMD8 | 6.0e-36 proteasome (prosome, 
macropain) 26S subunit, non-ATPase, 8 

>gi__1346766_sp_P48556_PSD8_HUMAN 26S PROTEASOME REGULATORY 

SUBUNIT S14 (P31) >gi_136274 l_pir S56108 multicatalyt ic 

"endopeptidase complex (EC 3.4.99.4 6) regulatory chain 31 - human 
>gi_1037164_dbj_BAA07237_ (D38047) 26S proteasome subunit p31 
[Homo sapiens] >gi_3702282 (AC005789) PP31_' 



Seq. No. 38441 Seq. ID OJ991209_13 . 0301 . C6 

Gerie No. .79047 . Strand •+ • 

'Start- 93 ' ; - •' • / ' / ' : End ; / 15130 " • ' ' : " : " 

Name OJ99120'9_13 ."0301 . C6 . ol .'np Method ' AAT/NAP 

Start ' ""3080 . ""End ".'"5723 " . ". 

GI- '. - '- ■ - 6633812 Score • ■ 933 • . 

". Exons ' 30'80.'.3i84," 3654. .-3732, "4 469'. .4571, 5020". . 5283,"" 5392 '.-'.'5503 , 
55'86..5723. 

GI Descrip. (AC009519) F1N19.9 [Arabidopsis thaliana] - — - • 

Seq. No. 38441 Seq. ID OJ991209_13 . 0301 . C6 

Gene No. 79047 Strand + 

Start 93 End. 15130 

Name OJ991209_13 . 0301 . C6 . o2 . np Method AAT/NAP 

Start 10147 End 12992 

GI 4006872 Score 651 

Exons 10147. .10181, 11066 .. 11301, 11437 .. 11598, 11702 .. 11743, 



38119 




11949. .12022, 12104. .12181, 12538 .. 12632, 12734 .. 12781 , 
12850.. 12992 

GI Descrip. (Z99707) methionyl aminopeptidase-like protein [Arabidopsis 
thaliana] 



Seq. No. 38441 Seq. ID 

Gene No. 79047 Strand' 

Start 93 End 

Name OJ991209_13 . 0301 . C6 . o3 . np Method 

Start 12213 End 

GI 4388825 Score 

Exons 12213. . 12337, 14466.. 14563 

GI Descrip. (AC006528) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



OJ991209_13.0301.C6 
+ 

15130 
AAT/NAP 
14563 
53 



Qon Mo 


38441 








Seq. ID 


OJ991209_13.0301.C6 


belle 1N(J . 


79048 








Strand 


+ 




22678 








End 


25430 


Name 


OJ991209 13 


.0301. 


C6.o4 . 


gs 


Method 


GENSCAN 


Start 


22678 








End 


25430 


GI 


none 








Score 


.71 


_Cj A_VJ i/.O^V-w . 


22678.. 23031, 23290 .. 23622 , 23953 .. 24 123, • 25232 254 30 


Qorr Mo 
O t: \~X . In (J • 


38441 








Seq. ID 


OJ991~209_13.630l7c6 


C on o Mo 
uclic 1MU . 


79049 








Strand 




o Lai I 


1 








End 


222 


Name 


OJ991209 13 


.0301. 


C6.ol. 


gp 


Method 


AAT/GAP 


Cf- a v-+- 

oldl L 


1 








End 


222 


r* t 


none 








Score 


387 


Exons 


1..222 












OCl^t LN W • 


38441 








Seq. ID 


OJ991209_13.0301.C6 




79050 








Strand 






13472 








End 


17997 


Name 


OJ991209 13 


.0301. 


C6.ol. 


ts 


Method 


TBLASTX: Soybean 


Of 3 v+- 


3058 








End 


5756 


GI 


none 








Score 


148 


Exons 


3058. .3189, 


3080. 


.3187, 


3648 


..3740, 44 


162. .4566, 4466. .4558,' ' 




4467. .4580, 


4468 . 


.4566, 


5001 


..5282, 5018. .5281, 5027. .5284, 




5029. .5289, 


5362. 


.5505, 


5384 


..5503, 5388. .5513, ' 5577. .5756, 




5583. .5726, 


5585. 


.5740 








Seq. No. 


- 38441 ■ - 








■ Seq. TD 


V 0J9" 912 09~i 3;: 0301TC6; 


Gene No. 


" 79050 








" Strand 




Start' 


13472' . r 








' End . 


17997. .". " ' ; " 


Name 


OJ991209 .13- 


.-0301.. 


C6.01. 


tc 


Method 


TBLASTX :-Cress . 


Start""""* 


"3073 " " ""■' 








"End' 


" 5660 


GI 


. none 








Score 


140 


Exons 


3073. .3186, 


3080. 


.3232, 


- 3648 


. .374 0, - 3651-. .3743, -4 4 62. .4 566; — 




4470. .4565, 


5008. 


.5265, 


5008 


..5289, 5027. .5284, 5362. .5484, 




5384. .5503, 


5390. 


.5503, 


5576 


..5608, 5577. .5609, 5607. .5660 


Seq. No. 


38441 








Seq. ID 


OJ991209_13.0301.C6 


Gene No. 


79050 








Strand 




Start 


13472 








End 


17997 


Name 


OJ991209 13 


.0301. 


C6.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


4471 








End 


5745 



38120 




GI none Score 154 

Exons 4471. .4569, 4471. .4569, 5001. .5279, 5004. . 5282, 5020. .5289, 

5021. .5284, 5362. .5505, 5384. .5503, 5577. .5729, 5585. .5728, 
5665.-5745 

Seq. No. 38441 Seq. ID OJ991209_13 . 0301 . C6 

Gene No. 79050 Strand 

Start 13472 End 17997 

Name OJ991209_13 . 0301 . C6 . o2 . ts Method TBLASTX : Soybean 

Start 11094 End 12988 

GI none Score 202 

Exons 11094. .11195, 1 1119 .. 11310, 11220 .. 11300, 11428 11598, 

11436. .11597, 1144 9. .11598, 11696. .1174 3, 11698. .11739, 

11925. .12023, 12122. .12181, 12566 .. 12628, 12568 .. 12636, 

12727. .12780, 12748 .. 12780, 12839 .. 12988, 12849. .12986 

Seq. No. 38441 Seq. ID OJ991209_13 . 0301 . C6 

Gene No. 79050 Strand 

Start 13472 End 17997 

Name OJ991209_13 . 0301 . C6 . o2 . tm Method TBLASTX : Maize 

Start 11100 ' End 12010 

. GI „ none „, . : ._ _ „_S,core„ ,9 CL__ ; - „ 

. Exons,. ... 11100... in98,lilll^ _ 
11428. .11598, 11434. .11586,' 114 36 .. 11597 , 11688 .. 11747 , 

11696. .11743, 11698. . 11748, 11925 .. 12002, 11936. .12010 

Seq. No. 38441 Seq. ID OJ991209_13 . 0301 . C6 

Gene No. 79050 Strand 

Start 13472 End 17997 

Name OJ991209_13 . 0301 . C6 . o5 . tm Method TBLASTX : Maize 

Start 12601 End 12995 

GI none Score 62 

Exons 12601. . 12630, 12602 .. 12631, 12735 .. 1277 9, 12736 .. 12780, 

12838. .12906, 12839 .. 12994 , 12849. .12995 

Seq. No. 38441 Seq. ID OJ991209_13 . 0301 . C6 

Gene No. 79050 Strand 

Start 13472 ' End 17997 

Name OJ991209_13 . 0301 . C6 . o4 . np Method AAT/NAP 

Start 13472 End 17997 

GI 4388825 Score 211 

Exons - r . . 13472. .13540, 16411 .. 16850., , 1794 1 .. 17997 . 

GI Descrip .'. ; ( AC006528 );■ putative retrpeiement pol * pol;yprbte"in r ; [ Arabidppsis 
thaliana] 

Seq.. No.' 38441 .'\ .. ' Seq. ID OJ99120 9JL3 . 0301. C6 • 

Gene No . "* 79050 ' ' Strand" - • - - '• ' 

Start 13472 - End 17997 

Name -■ OJ991209_13 . 0301 . C6 . o2 . gs Method GENSCAN - -■ 

Start 16407 End 17176 

GI none Score .55 

Exons 16407. .16676, 16710 .. 16982 , 17141.. 17176 

Seq. No. 38441 •■ Seq. ID OJ991209_13 . 0301 . C6 

Gene No. 79051 Strand 

Start 22438 End 23051 

Name OJ991209 13 . 0301 . C6 . o4 . tm Method TBLASTX : Maize 



38121 




o Lai u 


994 ^fi 

tL. 1 ! JO 




End 


23051 




(1 T 


none 




Score 


40 






994^ft 99464 99S0Q 


9961 ^ 

. £.LU1 J; 


22510. .22752, 22699 .. 22749, 






99701 997^0 997SQ 


99ft ^fi 


22769. .228 


34, 22854. .23051, 






L^Q J J a ■ & JV J J. 










O c > IN ■ 


^ft 4 4 1 

J044I 




Seq. ID 


OJ991209_13.0301 


re 


otii it; in . 


7 QD S9 




Strand 






Start 


23549 




End 


25490 




Name 


OJ991209 13. 0301. C6. 


o3 . tm 


Method 


TBLASTX: Maize 




o Lai i_ 


9?S4 Q 

L J J4 ^ 




End 


25490 




(IT 


■n Pino 




Score 


90 




Hi AUI lo 


9^4Q 9^690 9^SS1 


9^699 


23559. .23633, 23563 23634 , 






O^QQ^ 94194 94fm 

J Z7 -7 J . . *i J. 1 , *£. 1 U J -L . 


9419^ 


25229. .25321, 25230 .. 25268 , 






9S9?1 9S^90 9S?1ft 


9S4 ft ft 

. t J4 OO , 


25322. .25489, 25341. .25490 




Qprr Mo 


38442 




Seq. ID 


OJ991209_13.0301 


. C7 


Gene No. 


79053 




Strand 


+ 




Start 


1 




End 


1365 




Name 


OJ991209 13. 0301. C7. 


ol . np 


Method 


AAT/NAP 




Of- v-+- 


1 




End 


1236 




..,y.JL™,. , 


4538896 




Score - 


755 






.,.1. ...153, _ 2.15 ...1.23.6... „ 












(AL049482) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


38442 




Seq. ID 


OJ991209JL3.0301 


.C7 


Gene No. 


79053 




Strand 


+ 




O t- Cl J. L. 


1 




End 


- 1365 




Name 


OJ991209 13. 0301. C7. 


ol . gs 


Method 


GENS CAN 




Of arf 


439 




End 


1365 




CT 


none 




Score 


.49 




T* 1 Yon <5 


439. .1365 












38442 




Seq. ID 


OJ991209_13.0301 


Cl 


Gene No. 


79054 




Strand 






Start 


3187 




End 


3278 




Name 


OJ991209 13. 0301. C7. 


ol . tm 


Method 


TBLASTX: Maize 




O Let I. L 


28 




End 


438 




Vj J. 


none 




/.Score . 


240 




Hi AUI lo 


28. .231, 48. .191, 58 


. .198, 


227. .337, 229. .303, 251. .337 


r 




341. .385, 349. .384, 


391. .438, 393. .434 






Seq. 'No. 


'-"38442-" -"" 




- Seqv ID 


OJ9'9'l209'jl3'.0'30Y 


~C7 


Gene No. 


79054' 




. Strand 






"cf ar f 
OLdl L 


3187 . "' ." ' 




"End . 


3278 ' . ' " 




Name - - 


.6 J991209- -13. 0301. C7. 


o!3.tm 


Method - 


- TBLASTX : Maize . '. ' 




jtal L ■ • 


- S 4-7 




End 


""885 




C T 


none 




Score 


207 




Hi AUI lis 


547. .834, 547. .768/ 


549. .794, 802. .885 






Seq. No. 


38442 




Seq. ID 


OJ991209_13.0301 


.C7 


Gene No. 


79054 




Strand 






Start 


3187 




End 


3278 




Name 


OJ991209 13. 0301. C7. 


o2. tm 


Method 


TBLASTX: Maize 




Start 


907 




End 


1335 




GI 


none 




Score 


293 





Exons 907.. 1335, 1150.. 1335 

38122 






Seq. No. 


38442 






Seq. ID 


OJ991209_13.0301.C7 




Gene No. 


79054 






Strand 






Start 


3187 






End 


3278 




Name 


OJ991209 13 


0301 C7 o2 




Method 


GENSCAN 




Start 


3187 ~~ 






End 


3278 




GI 


none 






Score 


. 64 




Exons 


3187 . . 3278 












Seq. No. 


38443 






Seq. ID 


OJ991209_13.0301.C8 




Gene No. 


79055 






Strand 


+ 




Start 


199 






End 


233 




Name 


OJ991209 13 


0301 . C8 . ol . 


as 
y ° 


Method 


GENSCAN 




Start 


199 ~~ 






End 


233 




GI 


none 






Score 


.48 




Exons 


199. . 233 












Seq. No. 


38443 






Seq. ID 


OJ991209_13.0301.C8 




Gene No. 


79056 






Strand 






Start- 


2599 






End 


2805 




Name 


OJ991209 13 


0301 C8 o2 


y ° 


Mp 1" hod 


GENSCAN 

V_J 1_J L n t—J villi 




St a rt_ _ 


w 2599 ~~ 






End- 


2805 




GI 








Scor.e 


"Zj i. Z7.ZZ~ZZj.~Z~.SZI.-^*--Z 


("% 


Exons 


2599 2805 












Seq. No. 


38444 






Seq. ID 


OJ991209 13. 0301. C9 




Gene No. 


79057 






Strand 


+ 




Start 


1490 






End 


2279 


\ y 


Name 


OJ991209 13. 


0301.C9.ol. 


np 


Method 


AAT/NAP 




Start 


1490 






End 


2279 


| : I 


GI 


4234848 






Score 


341 




Exons 


1490. .1651, 


1694 . .2279 










GI Descrip. 


(AF082131) gag-pol polyprotein [Zea mays] 




Seq. No. 


38444 






Seq. ID 


OJ991209_13.0301.C9 


~ =? 


- Gene No . 


79058 






Strand 






Start 


524 






End 


645 




Name 


OJ991209 13. 


0301.C9.ol. 


gs 


Method 


GENSCAN 


S3. 


Start 


524 






End 


64 5 


[3 


GI 


none 






Score 


.71 


13 


Exons 


524. .645 












■ .Seq. No: 


* 384 4 4 






..Seq.. TD : / 


0 J 9 9 12 0 9_'l 3 1 0 3 O'l ;c 9 " 




Gene No . 


79059 . 






"Strand ** 






' Start 


1584 . . 






End 


216.2 




Name • 


OJ991209 13. 


0301.C9.ol. 


tm . : 


Method 


TBLASTX : Mad ze - '-. . .. . 




Start " 


1584 






End 


2162 




GI 


none 






Score 


550 




l_j \J 1 1 o 


1584 . .2162, 


1706. .2152 










Seq. No. 


38445 






Seq. ID 


OJ990'409_07.0302.C8 




Gene No. 


79060 






Strand 






Start 


335 






End 


754 




Name 


OJ990409 07. 


0302.C8.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


335 






End 


754 




GI 


none 






Score 


134 




Exons 


335. .454, 44 


6. .595, 456 


. .650, 


461. .733, 


516. .647, 701. .754 



38123 




Seq. No. 


38445 








Seq. ID 


OJ990409_07.0302.C8 




79060 








Strand 






335 








End 


754 


Name 


OJ990409 07 


.0302 


.C8.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


392 








End 


724 


GI 


none „ : 








Score 


48 




392.. 502, 393.. 482, 518 


. .598, 


537. .722, 647. .724 


Seq. No. 


38446 








Seq. ID 


OJ990409_07.0302.C11 


Gene No. 


79061 








Strand 




Start 


1606 . 








End 


2427 


Name 


OJ990409 07 


.0302 


.Cll.ol 


. tm 


Method 


TBLASTX: Maize 


O Lai. L 


1606 








End 


2427 


yj jl 


none 








Score 


56 


Exons 


1606. .1689, 


1726 


. .1776, 


1822. 


.1896, 1829. .1897, 1986. .2036, 




2040. .2084, 


2162 


. .2371, 


2178 . 


.2378, 2395. .2427, 2400. .2426 


Q pr KJo 
O " ^ . LN W • 


38446 








Seq. ID 


OJ990409_07.0302.C11 


Gene No. 


79061 








Strand 




Start 


1606 








End 


2427 


Name 


„ OJ9904 09. 07 


.,P302„.ClLvQ.l 


tw- 


.Method,.., 


TBLASTX: Wheat 










.»»•*.-. . ~ ■ 




. .2 a7A_.__ , _ _ 




none 








Score 


72 


T7 1 von q 


1608. .1697, 


1725 


• • J. / OU , 


1726 . 


.17 61, 1810. .1884, 1811. .187 9, 




1989. .2033, 


2034 


. .2102, 


2043 . 


.2111, 2159. .2338, 2178. .2333, 




2343. .2378 












C^z-t No 
• IN KJ ■ 


38446 








Seq. ID 


OJ990409_07.0302.C11 


Gene No. 


79061 








Strand 




Start 


1606 








End 


2427 


Name 


OJ990409 07 


.0302 


.Cll.ol 


. tc 


Method 


TBLASTX: Cress 


O L. Ct J- L, 


1626 








End 


2427 




none 








*,Score 


68 


P, von 


1626. .1742, 


1726 


. .1779, 


1822 . 


.1896, 1823. .1897, 1985. .2035, 




1986. .2036, 


2040 


. .2084, 


2162 . 


.2371, 2178. .2378, 2391. .2426, 




2392. .2427 












Seq. No. 


38446 








Seq. ID 


OJ990409_07.0302.C11 


Gene No. 


79061 








Strand 




Start 


1606 








End 


2427 


Name 


...OJ9904.09 .07 


.0302 


.Cll.ol 


. t s 


Method 


TBLASTX: Soybean 


c't = - ■ 


; 1-62 6 ' ■ ■ 








End. ; - 


2427 - • • - 


GI • " 


none 








Score 


70 




.1626. .1724,. 


'1726 


. .1770, 


1825". 


.1878,.' 18 


2.9. .1897,~ 19B6'. .2036," 




. 2034 . .2084 r - 


2159 


. .2380, 


7 f 7R 


.2381, 23 


8 6.' .;24 27 .. ' . 


Seq. No. 


38447 








Seq. ID 


OJ990409_07.0302.C13 


Gene No. • 


79062 ■■- ■ 








Strand- 




Start 


609 








End 


1559 


Name 


OJ990409 07 


.0302 


.C13.ol 


.gp 


Method 


AAT/GAP 


Start 


609 








End 


1559 


GI 


31166 1.R1084 






Score 


546 


Exons 


609. .694, 1348. .1559 









GI Descrip. '1518540 2.0e-97 (U53418) UDP-glucose dehydrogenase [Glycine 
max] ' 



38124 




Seq. No. 


38447 






Seq. ID 


OJ990409_07.0302 


.C13 


Gene No. 


79062 






Strand 


+ 




Start 


609 






End 


1559 




Name 


OJ990409 07 


. 0302 . 


C13 . ol . tm 


Method 


TBLASTX : Maize 




Start 


1360 ~~ 






End 


1559 




GI 


none 






Score 


318 




Exons 


1360 . . 1557, 


1362 . 


. 1559 








Seq. No. 


38447 






Seq. ID 


OJ990409_07.0302 


.C13 


Gene No. 


79062 






Strand 


+ 




Start 


609 






End 


1559 




Name 


OJ990409 07 


. 0302 . 


C13 . ol . ts 


Method 


TBLASTX : Soybean 




Start 


1362 ~~ 






End 


1559 




GI 


none 






Score 


310 




F.xon s 

i_l <t\ \*J 11 J 


1362 . . 1559, 


1363. 


. 1557 








Seq. No. 


38447 






Seq. ID 


OJ990409_07.0302 


.C13 


Gene No. 


79062 






Strand 


+ 




Start 


609 






End 


1559 




Name 


OJ990409 07 


. 0302 . 


C13 . ol . tc 


Method 


TBLASTX: Cress 




Start 


1365 ~~ 






End 


1557 




GI - - 


none 






_Scpr -e„ 


136 




F.xon s 


1365. .1526! 


•?L366,'. 


.,i*5,57^,7l3.6.87.„ 


.15.5.6,.„ 1.3/1&. a,5„5,Z__ 




Seq. No. 


38447 






Seq. ID 


OJ990409_07.0302 


C13 


Gene No. 


79062 






Strand 


+ 




Start 


609 






End 


1559 




Name 


OJ990409 07 


. 0302 . 


C13 ol tw 


Method 


TBLASTX: Wheat 




Start 


1365 ~~ 






End 


1557 




GI 


none 






Score 


169 




F.xon <3 


1365 1550, 


1366 . 


1557, 1368 


.1556, 1378. .1557 




Sea No 


38448 






Seq. ID 


OJ990409_07.0302 


C14 


Gene No. 


79063 






Strand 


+ 




Start 


679 






End 


1495 




Name 


OJ990409 07 


.0302. 


CI 4 . ol . gp 


Method 


AAT/GAP 




Start 


679 






End 


1495 




GI 


422 2.R1084 






Score 


1586 




F.xon ^ 

J_J x-' 1 1 o 


679. . 1495 












GI Descrip. 


*1420932/gb|U61383|ORU61383 7 


,0e-21 Oryza rufipogon 






4-coumarate- 


-CoA ligase gene, 


intron 1, 


partial sequence 




Seq. -No." ' ■ 


~ 38448 






Seq. lb- 


OJ9904*09_d7. : 03p2- 


CI 4 


Gene No. 


79064 






Strand 






Start 


.8189 . 






End 


8727 . 




Name 


OJ990409 07 


.0302. 


C14.o3'.gp. 


Method 


AAT/GAP ... . 




Start 


8189 






End' ' 


8727 ' 




GI 


none 






Score 


674 




F xon *^ 


8189. . 84-76, 


8621. 


:8727 








Seq. No. 


38448 






Seq. ID 


OJ990409_07 .0302. 


C14 


Gene No. 


79065 






Strand 






Start 


9232 






End 


15524 




Name 


OJ990409 07 


.0302. 


C14 . o4 .gp 


Method 


AAT/GAP 




Start 


' 9232 






End 


15524 




GI 


635 1.R1084 






Score 


2551 




Exons 


9232. .9428, 


10496 


. .10781, 11063. .11215, 


11332. .11454, 





38125 




12143. .12209, 12836. . 13023, 13848 13964 , 14 434 .. 14 526, 
15091. .15173, 15279. .15333, 15447. .15524 
GI Descrip. 1 459009 1.0e-133 (U00037) similar to multifunctional 

aminoacyl-tRNA synthetase, especially to the prolyl-tRNA 
synthetase region [Caenorhabditis elegans] 1 



Seq. No. 38448 Seq. ID OJ990409_07 . 0302 . C14 

Gene No. 79066 Strand 

Start 19228 End 22223 

Name OJ9904 09_07 . 0302 . C14 . ol . tc Method TBLASTX : Cress 

Start 86 End 7056 

GI none Score 1052 

Exons 86. .766, 88. .777, 484. .768, 766. .813, 768. .815, 774. .815, 

814. .1134, 816. .926, 816. .1139, 817. .1140, 969. .1151, 
1076. .1153, 5573. .5911, 5577. .6056, 5581. .6690, 5583. .6692, 
6691. .7011, 6694. .7056, 6705. .7016 

Seq. No. 38448 Seq. ID OJ990409_07 . 0302 . C14 

Gene No. 79066 Strand 

Start 19228 End 22223 

Name OJ990409_07 . 0302 . C14 . ol . ts Method TBLASTX : Soybean 

S t a r t , . 8 6_„„. „„ . . ; . End 7 0 32 _ „ _ _ _ 

GI.-. ....... ...none; ....... „ ..._,Score 16.7.7* 

" Exons 86. .766, 88. .783, 765. .1151, 766. .1149, 769. .1152, 5505. .612 

5572. .5991, 5581. .7026, 5583. .7025, 6061. .7032 

Seq. No. 38448 Seq. ID OJ9-90409J37 . 0302 . C14 

Gene No. 79066 Strand 

Start 19228 End 22223 

Name OJ990409JD7 . 0302 . C14 . pi . tm Method TBLASTX: Maize 

Start 86 End 7152 

GI none Score 1136 

Exons 86. .766, 86. .133, 88. .765, 194. .766, 204. .767, 472. .771, 

765. .1145, 766. .1149, 768. .1151, 1175. .1255, 5580. .6128, 
5581. .7026, 5583. .7022, 6064. .7026, 6348. .7037, 6590. .7036, 
7088. .7123, 7089. .7142,- 7108. .7152 

Seq. No. 38448- Seq. ID OJ990409_07 . 0302 . C14 

Gene No. 79066 Strand 

Start 19228 End 22223 

Name OJ9904 09_07 . 0302 . CI 4 . ol . tw Method TBLASTX : Wheat 

. Start. . 477 . .. End . 6750 ..... 

GI " none' - * " ■ "■■ Score- ' '503 '"'-■ ~ : - 

Exons 477. .572, 478. .765', 479. .766, 765. .872, 766. .873, 635*4. V6749 
' „ ' .6355... 6750, '6358.. 6750 - ' " . "■" " ' 



■'SeqV'No. . '38448 ' Seq. ID OJ990409_07 . 0302 . C14 

Gene No. 79066 Strand 

Start 19228 - •. • End — 22223- - 

Name OJ9904 09_07 . 0302 . C14 . o4 . tw Method TBLASTX : Wheat 

Start 1000 End 7031 

GI none Score 241 

Exons 1000. .1161, 1002. .1145, 6877.. 7029, 6879. .7031 

Seq. No. 38448 Seq. ID OJ990409_07 . 0302 . C14 

Gene No. 79066 Strand 

Start 19228 End 22223 



38126 



Name 

Start 

GI 

Exons 



OJ990409_07 . 0302 . C14 . o2 . tw Method TBLASTX : Wheat 
5571 End 5974 

none Score 225 

5571. .5741, 5571. .5759, 5572. .5748, 5572. .5787, 5573. .5788, 
5758..5946, 5760. .5948, 5876.-5974 



Seq. No. 38448 
Gene No. 79066 
Start 19228 

Name OJ990409_07 . 0302 . C14 . o3 . tm 

Start 8374 
GI none 
Exons 8374.-8478, 

9199. .9279, 

10491. .10781 

10670. .10783 

11317. .11457 

12129. .12218 

12835. .13035 

13847. .13966 

15088. .15141 



8412. .8477, 8596 
9202.. 9426, 9210 
, 10494 .. 10781, 
11060. .11248, 
11331. .11462, 
12131. . 12241, 
12836. . 13024, 
14418. .14537, 
15089. .15136 



Seq. ID OJ990409_07.0302.C14 
Strand 

End 22223 

Method TBLASTX: Maize 

End 15141 

Score 115 
..8688, 8610. .8717, 8610. .8717, 
..9431, 9295.-9432, 10466 .. 10642, 
104 95. .10782, 1054 9. .10782, 
11064. .11216, 11309. .114 55, 
11331. .11462, 11332. .11469, 
12134. .12226, 12822. .13025, 
1384 6. .13962, 1384 7 . . 13963, 
14 425. .14517, 14444. .14 527, 



.Seq., No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



. 35.4 4.8_ . _ , .Seq... .ID... OJ9 S 904,0.9_.07...0,3.02 ,£1.4...... 

'79066 Strand 

19228 End 22223 

OJ990409_07 . 0302 -C14 . o2 . ts Method TBLASTX : Soybean 

8409 End 13893 

none Score 77 

8409. .8477, 8416. .8478, 8610. .8717, 8617. .8694, 8622. .8717, 
9200. .9430, 9202. .9426, 9210. .9431, 104 91 . . 1078 1 , 104 95 .. 10788 , 
11060. .11248, 11067. .11216, 11081 .. 11218, 11280 .. 114 62, 
11309. .11455, 11317. .11463, 11332 .. 114 63, 12137 .. 1224 1, 
12165. .12212, 12822. .12947, 12835 .. 13035, 12836 .. 13024 , 
13845. .13892, 13846. .13893 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

. Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38448 Seq. ID 

79066 Strand 

19228 End 

OJ9904 09_07.0302.C14 .o3.tc Method 

8412 End 

none . Score 



OJ990409_07.0302.C14 
22223 

TBLASTX: Cress 

9431 

73 



8412. .8477, . 8413. .8478., 8416. .8478, 8596.-8694, 8610. .8717, 
9184. .9420/ 9207. ."9431, 920 9 . ". 93^61 ,\ 9210*. .9431 - *;"' 7. 7~ 



38448 • . " " 
79066- 

19228 ' * 

OJ990409_07. 0302 .C14.o2.tc 

10509 

none 



Seq. '.ID <DJ990409_07".0302'.C14' 

Strand ■ - - - " , ' 

End * ' ' '22223 

Method TBLASTX : Cress 

End - 12205 ■■ 

Score 221 



10509. .10538, 10539. .10781, 10540 .. 10782, 10672 .. 107 82, 
11060. .11248, 11070. . 11216, 11309. . 11455, 11317 .. 11457, 
11332. .11463, 12131. .12205 



Seq. No. 
Gene No. 
Start 



38448 
79066 
19228 



Seq. ID 

Strand 

End 



OJ990409 07.0302.C14 



22223 



38127. 



Name 

Start 

GI 

Exons 



OJ990409_07.0302.C14 .o3.tw 
11111 
none 
11111 
11309 
12131 



_ Method TBLASTX: Wheat 

End 12870 
Score ' 170 

11248, 11112. .11216, 11114. .11218, 11288 .. 11455, 
11455, 11317. .11457, 11332 .. 114 69, 12129 .. 12218 , 
12241, 12143. . 12226, 12835 .. 12870, 12835. .12870 





Seq. No. 


38448 








Gene No. 


79066 








Start 


19228 








Name 


OJ990409 07. 


0302.C14 .o5 


■ gp 




Start 


19228 








GI 


44255 1.R1084 






Exons 


19228. .19354 


, 19949. .20070, 




GI Descrip. 


, 28 94288/emb|CAA1702 9| 


5.0e- 






subunit [Schizosaccharomyces 




Seq. No. 


38448 








Gene No. 


79066 








Start 


19228 








Name 


OJ990409 07. 


0302.C14 .o2 


.tm 


— - - 


Start 


19953 - 








_ GI 


.. none 








Exons 


19953. .20033 


, 19957. .20070, 






20255. .20386, 20257 .. 20394 , 






20500 20607 


, 20643. .20729, 






20648. .20737 


, 21001. .21114, 






21008. .21127 


, 21192. .21335, 






21744. .21842 


, 21747.. 21 


848, 






21922. .22044 


, 21923. .22048, 


iy 




22110. .22223 






f \ = 


Seq. No. 


38448 








Gene No . 


79066 








Start 


19228 








Name 


OJ990409 07. 


0302.C14.o3 


.ts 




Start 


21736 








GI 


none 








Exons 


21736. .21849 


, 21750. .21 


848, 


L _§ 

i J 


Sea. No. 


38449 








Gene No . 


79067 . - 








Start ' " ' 


1277- 








Name 


OJ990409 07. 


0302.C15.ol 


.*tm 




Start 


'1277 . ; 








GI 


- none" 








Exons 


1277.'. 1342, . 


1278 . . 1343, 


1304 






1373. .1486, 


1374. .1484, 


1374 






2476. .2622, 


2477. .2653, 


2481 






2974. .3114, 


2975. .3118 






Seq. No. 


38450 








Gene No. 


79068 








Start 


871 








Name 


OJ990409 07. 


0302.C23.ol 


.gp 




Start 


871 








GI 


LIB3432-052- 


P1-K1-D9 





Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990409_07.0302.C14 

22223 
AAT/GAP 
20533 
780 

34, 20479.. 20533 



Seq. ID OJ990409_07.0302.C14 
Strand 

End 22223 

Method TBLASTX: Maize 

_ EncL„_ _2 222 3„;-,_ 

,.,.Sco.re 14.1 ^ ,„ 

19958. .20074, 2024 9 20395 , 



20477. 
20645. 
21007. 
21196. 
21751. 
22106. 



.20575, 
.20728, 
.21117, 
.21294, 
.21849, 
.22216, 



20478. 
20646. 
21008. 
21743. 
21921. 
22109. 



.20576, 
.20729, 
.21121, 
.21841, 
.22043, 
.22222, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990409_07.0302.C14 
22223 

TBLASTX: Soybean 

22047 

72 



Seq. ID OJ990409_07.0302.C15 

Strand • - . . 

End- " - ' 3118 ' • - 

Method TBLASTX: Maize 

End " 3118. ' 

Score . 47 . . '•' 
.1372, 1308.. 1373', 1321.. 1392, 
.1490, 2237. .2434, 2247. .2435, 
.2702, 2481.. 2672, 2974,. 3114, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990409_07.0302.C23 

1306 
AAT/GAP 
1306 
669 



38128 



Exons 871 . . 1306 

GI Descrip. * 23267 60/emb I Y14 434 | MTTANAD2X 0.0e+00 Triticum aestivum 
mitochondrial nad2 gene exons 3, 4 and 5, and trnY gene 1 



Seq. No. 


38451 




Seq. ID 


OJ990409_07.0302, 


.C24 


Gene No. 


79069 




Strand 






Start 


5801 




End :■ 


6182 




Name 


OJ990409 07.0302.C24. 


ol.gp 


Method 


AAT/GAP 




Start 


5801 




End 


6182 




GI 


uC-osflcyp033a04bl 




Score 


675 




Exons 


5801.. 6182 * 










GI Descrip. 


' 6016845/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza sativa genomic 




DNA, chromosome 1, clone : P07 11E10 ' 






Sea No. 


38451 




Seq. ID 


OJ990409_07.0302, 


CO d 




79070 




Strand 






Start 


10412 




End 


12948 




Name 


OJ990409 07.0302.C24. 


ol . tm 


Method 


TBLASTX : Maize 




Start 


10412 




End 


12939 




GI 


none 




Score 


201 




Exons 


" 10412. . 10627, 10413. . 


10655, 


10416. . 10631, 1068 9. . 10736, 








„111Z3^ 


12613. . 12939, 12639. .12935 




Sea No 


.... - ...... ... . 

38451 





Seq. ID 


OJ990409_07.0302, 


CO A 




79070 




' Strand 






Start 


10412 




End 


12948 




Name 


OJ990409 07 0302 C24 


o 3 . t w 


Method 


TBLASTX: Wheat 




Start 


10415 




End 


10634 




GI 


none 




Score 


208 




Exons 

J—J *k W 1 1 w 


10415. . 10633, 10416.. 


10634, 


10416. . 10634 




Sea No 


38451 




Seq. ID 


OJ990409_07.0302. 


C9 4 


fjpnp No 


79070 




Strand 






Start 


10412 




End 


12948 




Name 


OJ990409 07.0302.C24. 


o2. ts 


Method 


TBLASTX : Soybean 




Start 


10536 




End 


11174 




GI 


none 




Score 


73 




Exons 


10536.. 10 637, 10836.. 


11174 , 


10967. .11101, 11126. .11167 




Sea No 


38451 




Seq. ID 


OJ990409_07.0302. 


.C24 


Gpnp No 


79070 




Strand 






Start . 


10.412.. . . 




End 


12948 




Name " * ' 


OJ990409 07.-0302.C24. 


ol'. tw 


Method 


■TBLASTX: Wheat " 






10793' 




• End ■ 


' 11108 ' 




GI 


. none . 




Score 


322" 




Exons 


-10793'. .11107, .10794. . 


11108 








Seq. No. 


38451 




. Seq. ID 


OJ990409_07.0302. 


,C24 


Gene No .- 


79070 - 




Strand 






Start 


10412 




End 


12948 




Name 


OJ990409 07.0302.C24. 


o2.tw 


Method 


TBLASTX: Wheat 




Start 


11112 




End 


12948 




GI 


none 




Score 


70 




Exons 


11112. . 11177, 12607.. 


12759, 


12648. .12812, 12813. .12935, 






12826. . 12948 










Seq. No. 


38451 




Seq. ID 


OJ990409_07.0302. 


C24 



38129 



Gene No. 79070 

Start 10412 

Name OJ990409_07 . 0302 . C24 . o4 . ts 

Start 12613 

GI none 

Exons 12613. .12939, 12639 .. 1274 9, 



Strand 

End 12948 
Method TBLASTX : Soybean 
End 12941 
Score 256 
12819. .12941 



Seq. No. 38451 

Gene No. 79071 

Start 13746 

Name OJ990409_07 . 0302 . C24 . o5 . ts 

Start 13746 

GI none 

Exons 13746. .13817, 13784 .. 14023, 



Seq. ID OJ990409_07.0302.C24 
Strand 

End 14211 

Method TBLASTX : Soybean 

End 14023 

Score 48 
13893. . 13976 



Seq. No. 38451 

Gene No. 79071 

Start 13746 

Name OJ990409_07 . 0302 . C24 . o3 . tm 

Start 13760 

GI none 

_ Exons. _ ; ;137A0 T ^>3.8.58.,;_13766^ .13876, 

„. „ « 13 92.8..... 1.4005 . ...... 



Seq. ID OJ990409_07.0302.C24 
Strand 

End 14211 
Method TBLASTX : Mai ze 
End 14005 
Score 59 
JL 3 87 4 .....l 39. 4.2. 1 3 8 90 .^1 3 9.5 5 , 



Seq. No. 38451 

Gene No. 79071 

Start 13746 

Name OJ990409_07 . 0302 . C24 . 06 . tw 

Start 13799 

GI none 

Exons 13799. .14089, 14110.. 14211 



Seq. ID OJ990409_07.0302.C24 
Strand 

End 14211 

Method TBLASTX : Wheat 

End 14211 

Score 65 



Seq. No. , 38451 

Gene No>, 7 9072 

Start 14362 

Name OJ990409_07 . 0302 . C24 . 06 . ts 

Start 14362 

GI none 

Exons 14362. .14757, 14462.. 14656 



Seq. ID OJ990409_07.0302.C24 
Strand 

End 14907 

Method TBLASTX : Soybean 

End 14757 

Score 78 



Seq. No. 38451 
Gene No. 79072 

Start ' - 14362 ; 

Name- ' - OJ990409_07 . 0302 . C24 , 

.Start' " ' ; .14593 

GL ■ ■ ' * none .' 
Exons' ' 14593 .". 14907 ' 



o4 . tm 



Seq. ID OJ990409_07.0302.C24 
Strand 

" End ' 1.4907 ■ - ■ : - ' 

Method" TBLASTX: Maize 

End \ 14907 " 

Score * .. 18 4 ' 



Seq. No. 38451 

Gene No. 79073 

Start 15363 

Name OJ990409_07 . 0302 . C24 . o4 . tw 
Start - 15363 

GI none 

Exons . 15363. .15653, 15580 .. 15654 , 

Seq. No. 38451 



■ Seq. ID OJ990409_07-.0302.C24 
Strand 

End 15843 
Method TBLASTX : Wheat 
End 15797 
Score «r* 60 
15708. .15797 

Seq. ID OJ990409 07.0302.C24 



38130 





Gene No. 


79073 






Strand 






Start 


15363 






End 


15843 




Name 


OJ990409 07.0302.C24 


. Ol .US 


Method 


TBLASTX: Soybean 




Of 2 v- +- 


15426 






End 


15843 




ul 


none 






Score 


69 




CjaOIIo 


15426. 


.15668, 15436. 


1 KU"! 
• 1jj4 J; 


15583. .15657, 15705. .15842, 






15727. 


.15843 










Seq. No. 


38451 






Seq. ID 


OJ990409JD7.0302. 




Gene No. 


79074 






Strand 






C+- -a r-f- 


15994 






End 


16398 




Name 


OJ990409 07.0302.C24 


. O J . ts 


Method 


TBLASTX: Soybean 






15994 






End 


16398 






none 






Score 


67 




T7 1 \r y-l c? 


15994. 


.16140, 15996. 


1 1 ft 1 

. X D J. 0 L f 


16171. .16398, 16182. .16397 




Seq. No. 


38451 






Seq. ID 


OJ990409_07.0302. 




Gene No. 


79074 






Strand 






OLdl L 


15994 






End 


16398 




Name 


OJ990409 07.0302.C24 


. o5 . tw 


Method 


TBLASTX: Wheat 




otalt 


16011 






End 


16368 






. • none 






- Score 


72, - • • 




. , Ex.ons„ ... 


*".;. _1 60.11.." 


7i61S.ll.,l"605ir 




.16209. .1.6364, „ 16228 ^..1:6.368 




Seq. No. 


38451 






Seq. ID 


OJ990409_07.0302. 


th 


Gene No . 


79074 






Strand 




hi 




15994 






End 


16398 




Name 


OJ990409 07.0302.C24 


. oz . tm 


Method 


TBLASTX: Maize 


?~ 


ouar u 


16149 






End 


16398 




P T 


none 






Score 


96 




TT 1 v /*\ r*^ 


16149. 


.16397, 16149. 




16150. .16398 


ru 


Seq. No. 


38452 






Seq. ID 


OJ990409__07.0302. 




Gene No. 


79075 






Strand 






O Ldl L 


1435 






End 


1622 




Name 


OJ990409 07.0302.C25 


. ol . tm 


Method 


TBLASTX: Maize 


L JL 


Q+- a vh 


203 






End 


442 






none 






Score 


128 


* ;=? 


Exons 


203. .439, 203. .442, , 


c. U / . . H. 4 U 








Seq. No. 


38452 






Seq. ID 


OJ990409_07.0302. 




Gene No. 


79075 






, Strand . 






Q+- a -r t- 


- ■•' 1435 






End 


1622 " * • 




iName 


OJ990409 07.0302.C25 


.ol.tw 


Method 


TBLASTX: Wheat 






203 






.'End 


4 94 






.. * none 






Score- 


333 ' 




Exons 


203.. 493, 207.. 485, : 


207; '.494, 209. . 487 






Seq. No. 


38452 






Seq. ID 


OJ990409_07. 0302.' 




Gene No. 


79075 






Strand 






Start 


1435 






End 


1622 




Name 


OJ990409 07.0302.C25 


.ol.ts 


Method 


TBLASTX : Soybean 




Start 


299 






End 


664 




GI 


none 






Score 


131 




Exons 


299. .430, 446. .664 










Seq. No. 


38452 






Seq. ID 


OJ990409_07. 0302.1 



38131 



Gene No. 79075 Strand 

Start 1435 End 

Name OJ990409_07 . 0302 . C25 . o2 . ts Method 

Start 1146 End 

GI none Score 

Exons 1146.. 1439 



1622 

TBLASTX : Soybean 

1439 

182 



Seq. No. 38452 

Gene No. 79075 

Start 1435 

Name OJ9904 09_07 . 0302 . C25 . ol . gp 

Start 1435 

GI 2310739 

Exons 1435.. 1622 

GI Descrip. 23267 60/emb | Y14 4 34 | MTTANAD2X 0.0e+00 Triticum aestivum 
mitochondrial nad2 gene exons 3, 4 and 5, and trnY gene 



Seq. ID OJ990409_07 .0302.C25 
Strand 

End 1622 

Method AAT/GAP 

End 1622 

Score 290 



Seq. No. 
Gene No. 
Start 
Name 

Start.,;... 
,GI 

Exons 



38453 
79076 
83 

OJ9904 09_07.0302.C31.ol.tm 

..none ... .... .. ^ 



Seq. ID OJ990409_07.0302.C31 

Strand 

End 875 

Method TBLASTX : Maize 

.EncL. ,;5,16_ .- • , 

/_„S,c.o.r.e. _ ......1.9.3. . 



83. .316, 102. .317, 237. .320, 337. .516, 339. .449 



Seq. No. 38453 

Gene No. 79076 

Start 83 

Name OJ9904 09_07 . 0302 . C31 . ol . tw 

Start 83 

GI none 
Exons 



Seq. ID OJ990409_07.0302.C31 
Strand 

End 875 

Method TBLASTX : Wheat 

End 875 

Score 325 



83. .337, 84. .335, 88. .336, 333. .422, 334. .429, 339. .425, 
341. .490, 399. .575, 415. .576, 553. .648, 569.-652, 570. .653, 
654. .875, 659. .874 



Seq. No. 38453 

Gene No. 7 907 6 

Start 83 " 

Name OJ9904 09_07 . 0302 . C31 . o2 . ts 

Start 120 

GI none 
Exons. . 



Seq.. ID OJ990409_07.0302.C31 
Strand 

End * 875 

Method TBLASTX : Soybean 

End 510 

Score 133 



120. .311, 161. .316, .301. .510., 340. .408. 



Seq. No. 38453 ■ - 

Gene No. " ' 79077 " 7 ' " ' ' ' ' " 

Start 837..,' ■ 

Name ' ' OJ990409_07 . 0302 . C31 . o2 . tm 

Start 837 

GI none 

Exons 837.. 1211, 1230.. 1418 



Seq. ID OJ990409_07.0302.C31 
Strand" .' . . 
End-' • •- 14-36 ' "... 
Method " TBLASTX: Maize 
End 1418 
Score 158 



Seq. No. 38453 

Gene No. 79077 

Start 837 

Name OJ9904 09_07 . 0302 .C31 . ol . ts 

Start 846 

GI none 



Seq. ID OJ990409_07.0302.C31 
Strand 

End 1436 

Method TBLASTX : Soybean . 

End 1340 

Score 204 



38132 






R4fi *19fift 19^6 1^40 








Seq. No. 


38453 


Seq. ID 


OJ990409_07.0302 


:C31 


Gene No. 


79077 


Strand 








ft ^7 

O J f 


FnH 

CjI 1U 


1 4 

I1JU 






L*U ^ Jut U ^7 VJ ' • U JU^. . J-I . U t . L W 


11 C Li HJU 


TRT A^TY • Whfa^t- 
1 OitnO 1 A • WllcaL 




O LCtJ. L 


Q4 ft ~ 


FnH 






VjJ J. 


none 


olui t; 


R9 4 

«J 4 




Hi AU11 O 


Q48 14^6 Q4Q 1104 QR? 

.7 4 O • i 14 JV/ .7 4 .7 . . I I VJ 4 , JJJ • . 


I 4 

I I j j 






Seq. No. 


38454 


Seq. ID 


OJ990409JD7.0302 


.C32 


Gene No. 


79078 


Strand 






0 4- -a v-f 


242 


End 


1 4 SI 




Name 


OJ990409 07.0302.C32.o2.tw 


Method 


1 DliriO I A . wiled L 




O Let J. L 


242 


End 


67 7 




\J I 


none 


Score 


64 

\J 4 




R von 


242. .454, 245.-523, 246. .458, 456. .677 


502 648 512 


658 


Seq. No. 


38454 


Seq. ID 


OJ990409_07.0302 


.C32 


Gene No. 


79078 


Strand 






^ -r t- 


242 


End 


1 4 R 1 

14 Jl 




N.arne 


, . OJ990409 Q7.0302.C32.o2.ts 


:Method_I 


1 £51j/-\0 1 A . ooyijeciri 




OtalL. .... . , .„ 


519 _ _ „ 


... ..End ... . „ 








none 


Score 


1 f) R 
1UJ 




Exon s 


519. .653, 678. .809 








Seq. No. 


38454 


Seq. ID 


OJ990409_07.0302 


,C32 


Gene No. 


79078 


Strand 






q+- a v~+- 
O Lai L 


242 


End 


1 4 SI 

I 4 J I 




Name 


OJ990409 07.0302.C32.ol.tw 


Method 


TRT ZXQTV • Whaat- 




OLdlL 


678 


End 


1 Oyl O 

IjT J 




o i 


none 


Score 


71 Q 






678. .1343, 694. .1293, 707.. 


1297 






Seq. No. 


38454 


Seq. ID 


OJ990409__07.0302 


..C32 


Gene No. 


79078 


Strand 






q+- a -r-t- 
o Lai t 


242 


End 


1 4 R 1 

1 4 J 1 




LNciiiit; 


OJ990409 07.0302.C32.ol.tm 


Method 


TRT Z1QTY ■ Ma i 7 0 
1 .D-Li/iO 1 A . Hal 




u Lai L 


861 


End 


1 ^61 
IOOI 




(IT 
\J I 


none 


Score 


1 y z) 






861. .1124, 941. .1036, 945.. 


1082, 1137. 


. 1<lZ,U / IlUO. . 1 J O 1 




Seq.. No. 


38454 


Seq.' ID 


6"J99'04 09_07.0302 


.C32 


Gene No. 


-79078 " ' • 


Strand 






O Lai L 


' 242 


End 


14 Jl 




Name 


OJ990409. 07-.0302.C32.oi:ts 


Method 


TRT QQTY -"Qr^rKoan 

i dLrtoi a . ooyDean 




O Lai L 


912 ' 


End 


1^4^ 
1 J H J 




Lj I 


none 


Score • 


1 "U 






912. .1139,' 914-. .1141, 1140. 


. 1220, 1206 


. ■ 1 j 4 j 






38454 


Seq. ID 


O.T990409 07 0^0? 


. C32 


Gene No. 


79078 


Strand 






Start ■ 


242 


End 


1451 




Name 


OJ990409 07.0302.C32.ol.tc 


Method 


TBLASTX: Cress 




Start 


924 


End 


1451 




GI 


none 


Score 


137 




Exons 


924. .1142, 924. .1091, 1140. 


.1217, 1236 


. . 1451 





38133 




Seq. No. 


38455 




Seq. ID 


OJ990409_07.0302 


.C36 


uCllC LN L/ • 


7 Q07 Q 

/ ZJ \J f ZJ 




Of ranH 
oli a i iu 






o Lai. l 


c. O 1. 






4 Qfi 

*3 Z? \J 




LMdiitt; 


D.TQQ040Q 07 0^09 P^fi ol 




L v Jc LilVJLi. 


TRT.ZiQTY • Pro c c 






9^1 _ 
j j. 




HjI in 


4 Qfi 

*i ZJ D 






n on o 




olui t; 


177 

±.11 




d ALU 1 O 


9^1 4 Q1 "34 4 4 










Seq. No. 


38456 




Seq. ID 


OJ99040.9_07.0302 


.C41 




79080 




Strand 






O Ldl L 


S4 




End 


615 




LNCtlUtS 


O.TQQ040Q 07 0^09 P41 ol 


LUL 


Method 


TBLASTX: Maize 




c+- o r-f- 

O L. Cti. U 


S4 _ 




End 


615 




or 


none 




Score 


141 




Pvon c 

u Ax-/* 1 0 


^4 987 PR ^nO flQ 


i4 Qfi 

) *i / Zs O 


..406, 175. .405, 175. .366, 


4 7ft 


Seq. No. 


38457 • 




Seq. ID 


OJ990409_07.0302 


.C42 


UCllC INU i 


7 Q0R 1 




Strand 






O LqI l 


4 7 9 




End 


747 




Name 


PiTQQ040Q 07 0^09 P49 ol 




Method 


TBLASTX: Maize 




Qt- ^ T-t- ■ - 

1 1 p L d-L^L;^ .. r _; . 


4 7 9 _ ■ - 




„End 


747: 




PT 

» . 


. none ..„.,. . w 




.Score . 


.54 






479 SQ7 476- " ^Q9 699 


■747' 


623. .730 






Qpn Mo 


38458 




Seq. ID 


OJ990409_07.0302 


.C43 


Gene No. 


79082 




Strand 






Start 


6790 




End 


7171 




Name 


OJ990409 07.0302.C43.o2. 


gp 


Method 


AAT/GAP 




OLai L 


6790 




End 


7171 




OT 


uC-osflcyp033a04bl 




Score 


651 




Exon s 


6790. .7171 










P T Pio opri n 
\j ± L/c jLL l^i • 


1 6016845/dbj | AP000570. 1 | AP000570 3.0e-59 Oryza sativa genomic 




DNA, chromosome 1, clone 


:P0711E10' 






Seq. No. 


38459 




Seq. ID 


OJ990409_07.0302 


.C45 


Gene No. 


79083 




Strand 






O L d -L L. 


151 




End 


712 




Name 


OJ990409 07.0302.C45.ol. 


tm 


Method 


TBLASTX: Maize 




Of- art* 
o Lai L 


151 




End 


712 






none 




Score 


171 




F 1 von q 

J_J jTV I 1 O 


151. .378, .152. .382,. .281.. 


.394,. 


431. .472, 


442. .465, -467. . 


610, 




4 88. v712 : ; 4 96;"'. 7 11 - - 










"Seq'. No'. ;"" t 


'38459 ' " ' ." . ' ; - T 




Seq /"'ID ' 


OJ9904'09_07.0"302 


.C45' ' ' 


Cpnp Mo 


' 79083 - 




Strand ' 






C +- 

O LaX. L 


151 " ' * ." 




End 


712" 




Name 


OJ990409 07.0302.C45.ol. 


tw 


Method 


TBLASTX: Wheat 




O Lai L 


157 




End 


376 ' 




C T 


none 




Score 


208 




Exons 


157. .375, 158. .376 










Seq. No. 


38460 




Seq. ID 


OJ990409_07.0302 


.C4 9 


Gene No. 


79084 




Strand 






Start 


39 




End 


560 




Name 


OJ990409 07.0302.C49.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


39 




End 


466 





38134 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

_G_ene^No % .__ . 
.Start IT..' 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. ,No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons * * : ; 7 

Seq-"' No.'." 

Gene No. 

Start- 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



5509260 Score 196 

39. .209, 47. .163, 209. .466, 268. .438, 270. .461 



38460 
79084 
39 

OJ9904 09_07.0302.C4 9.ol.tw 
51 

none 

51. .209, 113. .163, 272. .442, 



Seq. ID OJ990409_07.0302.C49 
Strand 

End 560 

Method TBLASTX : Wheat 

End 458 

Score 147 

276. .452, 279. .458 



38460 
79084 
39 

OJ9904 09_07.0302.C4 9.ol.tc 

8.7 

none 
87. .347 



Seq. ID OJ990409_07.0302.C49 
Strand 

End 560 

Method TBLASTX : Cres s 

End 34 7 

Score 178 



38460 

J79084 ; „• _ - - 

39__. _ „.,. _ ; 

OJ9904 0 9_07 . 0302 . C4 9 . ol . tm 

128 

none 

128. .502, 129. .560, 282. .554 

38461 
79085 
78 

OJ9904 09_07.0302.C52.ol.tm 

78 

none 

78. .215, 225. .407, 289. .405 



Seq. ID OJ990409_07.0302.C49 

„J3t rand,, J- _„'.. 

..End.. , ^.1550 'S VST 

Method TBLASTX : Mai ze 

End 560 

Score 391 



Seq. ID OJ990409_07.0302.C52 
Strand 

End 485 

Method TBLASTX : Maize 

End 407 

Score 112 



38461 
79085 
78 

OJ9904 09_07.0302.C52.ol.tw 

207 
none 

-207. .485,-289.-/387' " : ' 

384 : 6"2. " . " ' ' ' " ' 

73086 : "".'* .:'. " . 

376 " ' ' "" 

OJ9904 09_07.0302.C54 .ol.ts 

376 

none 

376.. 579, 376.. 507 



Seq. ID OJ990409_07.0302.C52 
Strand 

End 485 

Method TBLASTX : Wheat 

End 485 

Score. . 78 



Seq".' ID OJ9'904 09_07 . 0302YC54 
Strand - • ■• 

End 579 

Method • TBLASTX,: Soybean 

End - 579 •■ - 

Score 195 



38462 
79086 
376 

OJ9904 09_07.0302.C54 .ol.tc 
378 



Seq. ID OJ990409_07.0302.C54 
Strand 

End 579 

Method TBLASTX : Cress 

End 579 



38135 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Score 


211 




Seq. ID 


OJ990409_07.0302. 


C54 


Strand 






End 


579 




Method 


TBLASTX: Maize 




End 


579 




Score 


149 




382. . 579 






Seq. ID 


OJ000116_40.0209. 


C4 


Strand 


+ 




End 


4964 




Method 


AAT/GAP 




End 


4964 




Score 


1026 





none 

378. .485, 379.-579 

38462 
79086 
376 

OJ9904 09_07 . 0302 . C54 . ol . tm 
378 
none 

378. .485, 381. .512, 382. .579, 382. .579 

38463 
79087 
4442 

OJ000116_40.0209.C4 .ol.gp 
4442 

uC-osflm202104g03bl 
4442. .4964 

1 131211/sp| P19443 | PSAJ_MAIZE 6.0e-10 PHOTOSYSTEM I REACTION 

CENTRE SUBUNIT IX (PSI-J) >gi_1363533_pir S58571 photosystem I 

protein psaJ' - maize chloroplast >gi_552734 (J04502) ORF42 [Zea 
mays]... >gi^_90224 l_emb^CAA6030,5^ . .(X8 6563.) : psa J ■_ [.Zea, may sj, ■ 



38463 
79088 
8509 

OJ000116_40.0209.C4 .o3.gp 
8509 

LIB34 32-057-P1-K1-A8 
8509.. 8637 

, 11957/emb 1X15901 | CHOSXX 7. 
genome ' 



Seq. ID OJ000116_40.0209.C4 

Strand + 

End 8 637 

Method AAT/GAP 

End 8637 

Score 169 

0e-52 Rice complete chloroplast 



OJ000116_40.0209.C4 
+ 

9739 
AAT/GAP 
9739 
1023 



Seq. No. 38463 Seq. ID 

Gene No. 79089 Strand 

Start 9187 End 

Name 0 JO 0011 6_4 0.0209.C4.o4.gp Method 

Start 9187 End 

GI 2896_1.R1084 Score 

Exons 9187.. 9739 

GI Descrip. ' 13127 1/sp | P12157 | PSBB__ORYSA 2.0e-88 PHOTOSYSTEM II P680 

: . CHLOROPHYLL. A APOPROTEIN. (CP-47 PROTEIN) >gi_72 7 05_pir__QJRZ6A 
" ■; ■*"■■; "\ photosystem TI chlorophyll a-binding- protein psbB -"rice 

chloroplast >gi_12013_emb_CAA33973_ (X15901) PSII 47kDa protein 
[Oryza; sativa] >gi 226634 prf '1603356BH photosystem TI "4'7k*D 
■■>"- " . .protein [Oryza sativa.] r - '. . . ... ". 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



38463 
79090 
7280 

OJ000116_40.0209.C4 .o4 .ts 
270 
none 

270. .455, 270. .467, 271. .477, 272 



38463 
79090 



Seq. ID OJ000116_40. 0209. C4 
Strand 

End 8285 

Method TBLASTX : Soybean 

End 478 

Score 195 
,478 



Seq. ID OJ000116_40.0209.C4 
Strand 



38136 




Start 


7280 




End 


8285 


Name 


OJ000116 40.0209.C4.o4. 


tw 


Method 


TBLASTX: Wheat 


Start 


270 




End 


583 


GI 


none 




Score 


486 


Exons 


270. .581, 270. .581, 272 


. .583, 


272. .583 




Seq. No. 


38463 




Seq. ID 


OJ000116_40.0209 


Gene No. 


79090 




Strand 




Start 


7280 




End 


8285 


Name 


OJ000116 40.0209.C4.o5. 


tc 


Method 


TBLASTX: Cress 


Start 


1402 




End 


1739 


GI 


none 




Score 


273 


Exons 


1402. .1647, 1405. .1647, 


1686. 


.1739, 1687. .1737 





Seq. No. 


38463 










Gene No. 


79090 










Start 


7280 










Name 


OJ000116 40 


.0209. 


C4 .06. 


tm 




Start 


1456 










GI 


none 










Exons 


1456.. 1671, 


1456. 


.1710, 


1670 






;..1.67.3..>1738_ 










Seq. No. 


384 63 " " 








a 


Gene No. 


79090 










Start 


7280 








l\ i 


Name 


OJ000116 40 


0209. 


C4.o2. 


tw 


r 1 i 


Start 


1691 








f ^ 


GI 


none 








r: c~' - 


Exons 


1691. .2131, 


1692. 


.2117, 


1693 




Seq. No. 


38463 










Gene No. 


79090 








e 


Start ■ 


7280 










Name 


OJ000116 40 


0209. 


C4 .o3. 


tc 




Start 


1778 










GI 


none 










Exons 


1778. .1831, 


1779. 


.1835, 


1779 






1838. .1966, 


1839. 


.1967, 


1971 






2140. .2202, 


2146. 


.2211, 


2147 






2201. .2248, 


2202. 


.2252, 


2247 






, 2287. .2349 









Seq. ID OJ000116_40.0209.C4 
Strand 

End 8285 

Method TBLASTX : Mai ze 

End 1739 

Score 364 

.1726, 1671. .1739, 1672. .1737, 



Seq. ID OJ000116_40.0209.C4 
Strand 

8285 

TBLASTX: Wheat 
2133 
667 



End 

Method 
End 
Score 
.2133 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000116 40. 0209. C4 



8285 

TBLASTX: Cress 
2354 
74 

1835, 1780. .1836, • 1837. .1965, 
2147, 1973. .2146, 2139. .2201, 
2212, 2194. .2235, 2196. .2243, 
2279, 2251. .2280, 2283. .2354, 



Seq. No. 38463 

Gene No*. J " " 7 9090. 

Start - .7280- .7 .. • ■ . . 

"Name " ' " 0 J000116_46 . 0209'. C 476 11 . tm' 

Start 2196 

GI none 

Exons ■ 



Seq. ID OJ000116_40:0209.C4 
..Strand . ' - " V 

End' . ' , 
Method 
End 

Score • 



.8285 - ■ •- - 
TBLASTX: Maize' 
2348 
82 



2196. .2249, 2197. .2265, 2198. .2257, 2244. .2303, 2251. .2304, 
2251. .2304, 2300. .2347, 2304. .2348, 2307. .2348 



Seq. No. 38463 Seq. ID OJ000116_40 . 0209 . C4 

Gene No. 79090 Strand 

Start .7280- End 8285 

Name 0 J000 1 1 6_4 0 . 02 09 . C4 . o5 . tw Method TBLASTX : Wheat 

Start 2209 End 2610 



38137 






GI 


none 








Score 


86 






Exons 


2209. .2283, 


2210 


. .2260, 


2230. 


.2445, 2241. .2438, 


2242. . 2445, 






2425. .2517, 


2439 


. .2585, 


2464 . 


.2607, 24$ 


35. .2610 






Seq. -No. 


38463 








Seq. ID 


OJ000116 


i 40. 0209. C4 




Gene No. 


79090 . , 








Strand 








Start 


7280 








End 


8285 






Name 


OJ000116 40 


. 0209, 


.C4 .olO 


1. tm 


Method 


TBLASTX : 


Maize 




Start 


2402 








End 


2792 






GI 


none 








Score 


64 






Exons 


2402. .2455, 


2406, 


. .2462, 


2407. 


.2460, 2435. .2527, 


2467. .2523, 






2521. .2562, 


2534 , 


. .2599, 


2539. 


.2601, 2542. .2604, 


2608. .2685, 






2609. .2680, 


2715, 


. .2792, 


2717. 


.2779, 2718. .2792 






Seq. No. 


38463 








Seq. ID 


OJ000116 


40. 0209. C4 




Gene No. 


79090 








Strand 








Start 


7280 








End 


8285 






Name 


OJ000116 40 


. 0209, 


. C4 .o3. 


tw 


Method 


TBLASTX : 


Wheat 




Start 


2972 








End 


3568 






GI 


none 








Score 


168 . 






Exons 


2972. .3100, 


2976, 


. .3101, 


2979. 


.3101, 3125. .3166, 


3159. . 3242, 






......3.1.64 . .3241, . 


,324 5 . 


r ...32.95,. 


. 324 6,., 


..3293,.. 3278.. .3403, 


,.3279..„.„340i, j 






.3253...... 3.4.6.2,. 


.3291. 


. . 340.4, 


...33.92,.. 


,3568.,.. .33.97 . .3567 




Seq. No. 


38463 








Seq. ID 


OJ000116 


40. 0209. C4 


%J 


Gene No. 


79090 








Strand 






i. : H 


Start 


7280 








End 


8285 




r 1 ? 


Name 


OJ000116_40 


.0209. 


.C4.o2. 


tm 


Method 


TBLASTX : 


Maize 




Start 


3134 








End 


3877 






GI 


none 








Score 


139 






Exons 


3134 . .3292, 


3159, 


. . 3284, 


3161. 


.3310, 3166. .3306, 


3279. . 3365, 


i ""5 
*% ts? 




3280. .3366, 


3280. 


, . 3363, 


3359. 


.3529, 3359.. 3529, 


3360. . 3530, 


r j s 




3361. .3531, 


3546, 


, .3578, 


3547. 


.3600, 3573. .3599, 


3581. . 3610, 


L~ 




3597. .3704, 


3598. 


, .3666, 


3662. 


.3877, 3664. .3870, 


3665. .3871 




Seq. No. 


. 38463 








Seq. ID 


OJ000116 


40. 0209. C4 




Gene No. 


79090 








Strand 






Li. 


Start 


7280 








End 


8285 






Name 


OJ000116 40, 


.0209. 


■C4.o7. 


tc 


Method 


TBLASTX: 


Cress 


~ iK 

t: s? 


Start 


3461 








End 


3804 






GI 


none 








Score 


74 






Exons 


3461. .3547,. 


3463. 


, .3528, 


3603. 


.3668, 3606.. .3668, 


3678. .38.03, 






' ' 3682. .3804, 


368 9". 


, .3799 












"."Seq." No. * 


' '.384 63 








' Seq.' I'D 


*OJ000.ri"6 


3 0. 0209: or 




.-Gene Nov. 


7 9090 - .. 








Strand 








Start' 


7280 








End 


8285 






Name 


OJ000116 40. 


. 0209. 


C4 .06. 


ts 


Method 


TBLASTX: 


Soybean 




Start 


3603 








End 


3818 






GI 


none 








Score 


230 






Exons 


3603. .3668, 


3662 . 


. 3817, 


3663. 


.3818 








Seq. No. 


38463 








Seq. ID 


OJ000116 


_40. 0209. C4 




Gene No. 


79090 








Strand 








Start 


7280 








End 


8285 






Name 


OJ000116 40. 


,0209. 


C4 .06. 


tw 


Method 


TBLASTX: 


Wheat 




Start 


4339 








End 


4727 





38138 




GI 


none 








Score 


83 


Exons 


4339. .4398, 


4340 


. .4417, 


4381. 


.4419, 4442. .4690, 4446. .4712 




4452. .4727 












Seq. No. 


38463 








Seq. ID 


OJ000116_40.0209.C4 


Gene No. 


79090 








Strand 




Start 


7280 








End 


8285 


Name 


OJ000116 40, 


.0209' 


.C4 .o4 . 


tm 


Method 


TBLASTX : Maize 


Start 


4424 








End 


4739 


GI 


none 








Score 


380 


Exons 


4424. .4732, 


4424. 


. .4732, 


4425. 


.4739, 4425. .4739 


Seq. No. 


38463 








Seq. ID 


OJ000116_40.0209.C4 


Gene No. 


79090 








Strand 




Start 


7280 








End 


8285 


Name 


OJ000116_40. 


.0209, 


.C4.o5. 


ts 


Method 


TBLASTX: Soybean 


Start 


4498 








End 


5861 


•GI 


none 








Score 


168 


Exons 


- 4498. .4605, 


4500. 


. .4652, 


4500. 


.4652, 5048.. 5212, 5058.. 5288 




5066. .5287, 


5071. 


. .5301, 


5085. 


.5288, 5551.. 5622, 5553.. 5615 




555'9. .5603, 


5610. 


. .5672, 


5682. 


.5852, 5684. .5848, 5684. .5857 
















Seq. No. 


384 63 ' ~ 








Seq. ID 


0 JO 00 1 1 6_4 0 . 0209 ^4 


Gene No. 


79090 








Strand 




Start 


7280 








End 


8285 


Name 


OJ000116 40, 


,0209, 


■C4 .o9. 


tc 


Method 


TBLASTX: Cress 


Start 


4501 








End 


4661 


GI 


none 








Score 


165 


Exons 


4501. .4605, 


4502. 


, .4648, 


4503. 


.4661 




Seq. No. 


38463 








Seq. ID 


OJ000116_40.0209.C4 


Gene No. 


79090 








Strand 




Start 


7280 








End 


8285 


Name 


OJ000116 40. 


0209. 


,C4.o7. 


tm 


Method 


TBLASTX: Maize 


Start 


4912 








End 


5259 


GI 


none 








Score 


94 


Exons 


4912. .4980, 


4922. 


, .5005, 


5012. 


.5221, 5023.. 5259, 5055.. 5255 




5065. .5259 












Seq. No. 


38463 








Seq. ID 


OJ000116_40.0209.C4 


Gene No.. 


79090 : 








Strand 




Start 


■*■ 7280* 








End 


8285- ' '• • - 


Name 


OJ000116 40. 


0209. 


C4 .06. 


tc 


Method 


TBLASTX: Cress 


Start " 


5071 ' 








End- 


6004 ;' ;' 


GI- _ •' 


none 








Score • 


280" . - - : - .. : 


Exons 


5071. .5289, 


'5088.' 


'.■5288/ 


" 5556/ 


.5603,'- 55? 


B0. .5672, 5684. .5848, 




' 5684. .5848, 


5700. 

. ... . 


.5861, 


5906. 


.6004 




Seq. No. 


38463 








Seq. ID 


OJ000116_40.0209.C4 


Gene No. 


79090 








Strand 




Start 


7280 








End 


8285 


Name 


OJ000116 40. 


0209. 


C4 .08. 


tc 


Method 


TBLASTX: Cress 


Start 


6603 








End 


7180 


GI 


none 








Score 


37 


Exons 


6603. .6632, 


6669. 


.6704, 


6672. 


.6701, 6694. .6753, 6707. .6754, 




6790. .6876, 


6791. 


.6865, 


6882. 


.6980, 6883.. 7026, 6965.. 7027, 



38139 








7063. .7107, 


7066. 


.7107, 


7136. 


.7180 








Seq. No. 


38463 








Seq. ID 


OJ000116 


_40.0209.C4 




Gene No. 


79090 








Strand 








Start 


7280 








End 


8285 






Name 


OJ000116 40, 


0209. 


C4 .o3. 


ts 


Method 


TBLASTX: 


Soybean 




Start 


6699 








End 


7748 




GI 


none 








■Score 


73 






Exons 


6699. . 6749, 


6707. 


. 6757, 


6783. 


.6824, 67i 


37. .6864, 


6788. .6814, 






6826. .6870, 


6860. 


.6928, 


6881. 


.6925, 6882. .6935, 


6925. . 6990, 






6931. .7023, 


6932. 


.7024, 


6965. 


.7036, 7119. .7184, 


7119. .7178, 






7126. .7179, 


7232. 


.7393, 


7235. 


.7411, 7237. .7413, 


7260. . 7394, 






7396. .7440, 


7414. 


.7440, 


7591. 


.7746, 7591. .7746, 


7599. .7748 




Seq. No. 


38463 








Seq. ID 


OJ000116 


_40.0209.C4 




Gene No. 


79090 








Strand 








Start 


7280 








End 


8285 






Name 


OJ000116 40. 


0209. 


C4 .08 . 


tm 


Method 


TBLASTX: 


Maize 




Start 


7087 








End 


7280 






GI 


none 








Score 


62 






Exons 


7087. .7116, 


7090. 


.7116, 


7092. 


.7118, 7117. .7278, 


7120. .7278, 






7 1? 1.^7279,.., 


7122., 


.JZ.28S, 












Seq. No. 


38463 








Seq.. ID' 


6joooi~i6 


_40. 0209X4 




Gene No. 


79090 








Strand 








Start 


7280 








End 


8285 






Name 


OJ000116 40. 


0209. 


C4.ol. 


tm 


Method 


TBLASTX: 


Maize 


?t ; 
: xjs 


Start 


7280 








End 


8285 




r ^ 


GI 


none 








Score 


230 




; : s 


Exons 


7280. .7411, 


7280. 


.7411, 


7281. 


.7412, 7399..7443, 


7405. . 7443, 


S 




7444 . .7467, 


7445. 


.7471, 


7474 . 


.8283, 7479. .8285, 


7480. .8262 


- sr 

f ! i 


Seq. No. 


38463 








Seq. ID 


OJ000116 


_40.0209.C4 




Gene No. 


79090 








Strand 






r ~ 


Start 


7280 








End 


8285 






Name 


OJ000116 40. 


0209. 


C4 .o2. 


gp 


Method 


AAT/GAP 






Start 


7280 








End 


7447 




L JL 


GI 


LIB3431-017- 


Pl-Kl 


-H4 




Score 


283 




:r 


Exons 


7280. .7447 















GI Descrip. 1 1173189/sp | P12340 | RR12_MAIZE 8.0e-18 CHLOROPLAST 30S RIBOSOMAL 

PROTEIN S12 >gi_2119091_pir S58629 ribosomal protein S12 - 

. . maize chloroplast >gi_342619 (M17841) ribosomal protein S12_[Zea 
- ■ ~ '.'mays] >gi_121614 l_emb_CAA60309_ (X8 6563 ') " ribosomal prpteiri"-S12 ' 
[Zea mays] 1 



Seq." No. r 


.38463 










Seq. ID- 


OJ000116_40.0209.C4 


Gene No . 


7 9090 










'Strand 




Start 


7280 










End 


8285 . 


Name - 


OJ000116 40 


0209 


.C4 


.o2. 


ts 


Method 


TBLASTX: Soybean 


Start 


7750 










End 


8240 


GI 


none 










Score 


374 


Exons 


7750. .8178, 


7760 


. .8 


179, 


7761. 


.8198, 8007. .8198, 8217. .8240 


Seq. No. 


38463 










Seq. ID 


OJ000116_40. 0209.C4 


Gene No. 


79090 










Strand 




Start 


. 7280 










End 


8285 


Name 


OJ000116 40, 


0209 


.C4 


.o4 . 


tc 


Method 


TBLASTX: Cress 



38140 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
. Gene JNq . 
Start. . . 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



7768 
none 

7768. .8178, 

38463 
79091 
8496 

OJ000116_40. 

8496 

none 

8496. .8612, 

38463 
79091 
8496 

OJ000116_40. 

8665 

none 

8665. .8937, 

38463 

J 90 92 _ ; 

91.21.. 

OJ000116_40. 

9121 

none 

9121. .9267, 
9307. .9663, 

38463 
79092 
9121 

OJ000116_40. 

9229 

none 

9229. .9273, 

38463 
79092 
9121 

OJ000116_40. 
.92 66. ; . . 
none '" ~ -* 
9266. .9406, 

38463 
7 9092' 
9121 

OJ000116_40. 

9338 
none 

9338. .9778, 

38463 
79092 
9121 

OJ000116 40. 



7769. .8179, 7812, 

0209.C4.o5.tm 
8496.. 8612, 8497, 

0209.C4.ol0.tc 
8678. .8944 

0209.C4.ol.tc 



9122.. 9289, 9128. 
9456. .9671 



0209.C4.ol.tw 



9230.. 9658, 9230. 



0209.C4.o9.tm 



9266.. 9403, 9267. 



0209.C4.ol.ts 



9339.. 9644, 9340. 



0209.C4 .o3.tm 



End 
Score 
,8198 



8198 
351 



Seq. ID OJ000116_40.0209.C4 
Strand 

End 8 94 4 

Method TBLASTX : Maize 

End 8785 

Score 167 

.8616, 8603.. 8785, 8615.. 8782 

Seq. ID OJ000116_40.0209.C4 
Strand 

End 8944 

Method TBLASTX : Cress 

End 8 94 4 

Score 166 



Seq. ID OJ000116_40.0209.C4 

^ Strand, / .„ „_ 

.End. ... 1008,1 „ _ „ 

Method TBLASTX : Cress 

End 9671 

Score 206 

.9268, 9264.. 9644, 9266.. 9667, 



Seq. ID OJ000116_40.0209.C4 
Strand 

End 10081 

Method TBLASTX : Wheat 

End 9660 

Score 691 
.9658, 9307.. 9660 

Seq. ID OJ000116_40.0209.C4 
Strand 

End 10081 

Method TBLASTX : Mai ze 

End. 94.75 ^ . _ 

'Score : * 221 ■ \ — ~-~ 
.9404, 9410. .9475 

Seq. ID OJ'000116_40.0209..C4 
Strand 

End 10081 , ' 

Method TBLASTX : Soybean ■ 
End ' 9782 
Score 694 
.9777, 9681. .9782 

Seq. ID OJ000116_40.0209.C4 
Strand 

End 10081 

Method TBLASTX: Maize 



38141 





QA 1 P 


r nr i 
tiiia 


on oo 
y / 






none 


Score 


JO / 




Exons 


QyiTO Q7Q9 Q/17Q QTOfi 

y 41 / o . . y / yz, yfi / y . . y / y u 








Seq. No. 


38463 


Seq. ID 


OJ000116_40.0209. 


C4 


Gene No. 


79092 


Strand 








Q1 91 




i nop i 




Name 


UJUUUllD 41 U . U*: U y . L,4i . OZ . T,C 




i dJjAo lA.Lress 




Cf -.4- 


y d / 4i 


Lna 


i nnp i 
1 UUo 1 






none 


Score 


£p £ 




Exons 


yo / 41 . . ±uuo ± , y o / 4i . .xuuoi 








oeq. no. 


JO 41 D41 


oeq. lu 


n innm 1 c /in fi9HQ 
vJJUUUJ.lt> 4tu.uzuy. 






79093 


Strand 


+ 




Start 


442 


End 


948 




Name 


OJ000116 40.0209.C5.o2.gp 


Method 


AAT/GAP 




Start 


442 


End 


948 




GI 


uC-osflcypOllbOlbl 


Score 


987 




Exons 


442. .948 








GI Descrip. 


'343210 5.0e-78 (M35995) . 


apocytochrome 


b6 (alt.) [Oryza 


sat 



>gi_226762_prf 1604469A cytochrome b6 [Oryza sativa] 1 



_S.eq ..No... „ 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



,..__S.eq.,.„ XD„ 
Strand 
End. 
Method 
End 
Score 



.Q J.Q.Q.011 6_4JD ..ft209,.£.5_ 
+ 

8068 
AAT/GAP 
8068 
2144 



„3SA64_ , .„.„ . 

'79094'. 
6965 

OJ000116_40.0209.C5.o7 . gp 
6965 

2291_1.R1084 
6965. .8068 

1 133936/sp| P1214 6|RR3_ORYSA 3.0e-27 CHLOROPLAST 30S RIBOSOMAL 

PROTEIN S3 >gi_70867_pir R3RZ3 ribosomal protein S3 - rice 

chloroplast >gi_12025_emb_CAA33934_ (X15901) ribosomal protein 

S3 [Oryza sativa] >gi_22664 6_prf 1603356BW ribosomal protein S3 

[Oryza sativa] 1 



OJ000116_40.0209.C5 
+ 

9554 
AAT/GAP 
9554 
2931 



Seq. No. 38464 - Seq. ID 

Gene No. 79095 Strand 

Start 8082 End 

Name 0 JO 0 0 1 1 6_4 0.0209.C5.o8.gp Me t hod 

Start 8082 End 

GI 3073_1.R1084 Score 

Exons . 8082. .9554 : 

GI * Descrip 7 . I 133936/sp"| P : i214 6 fRR3_ORYSA'. ; 5 . 0e-9 : 5~ CHLOROPLAST 3 OS RIBOSOMAL ' 
PROTEIN S3 >gi_70867_pir_R3RZ3 ribosomal protein S3 - rice 
. t- chloroplast' >gi_I2025_emb_CAA33'934_ ( X15 90 1) . ribosomal protein" 
. - ■ . - S3 [Oryza sativa ]; >gi_22664 6_prf i _l 60335 6BW ribosomal protein S3 
[Oryza sativa] 1 



Seq. No. ■ 38464 Seq. ID 

Gene No. 79096 Strand 

Start 16212 End 

Name OJ0001 1 6_4 0 . 0209 . C5 . o9 . gp Method 

Start 16212 End 

GI 183_1.R1084 Score 

Exons 16212. . 17033 

GI Descrip. ' 131251/sp | P12094 | PSBA_ORYSA 8.0e-56 PHOTOSYSTEM Q(B) PROTEIN 
(32 KD THYLAKOID MEMBRANE PROTEIN) (PHOTOSYSTEM II PROTEIN Dl) 



OJ000116_40.0209.G5 
+ 

17033 
AAT/GAP 
17033 
1603 



38142 



>gi_72661_pir FMRZ32 photosystem II protein Dl precursor - rice 

chloroplast >gi_11958_emb_CAA34007_ (X15901) PSII 32kDa protein 
[Oryza sativa] >gi_343212 (M36191) Q-B protein (psbA) [Oryza 

sativa] >gi_22624 9_prf 1503143A psbA gene [Oryza sativa] 

>g i_2 264 0 6_pr f 1 5 1 

Seq. No. 38464 Seq. ID OJ000116__40 . 0209 . C5 - 

Gene No. 79097 Strand 

Start 122 End 285 

Name OJ000116_40 . 0209 . C5 . ol . gp Method AAT/GAP 

Start 122 End 285 

GI uC-osflcyp084g07al Score 201 

Exons 122.. 285 

GI Descrip. 1 11957 /emb | X15901 | CHOSXX 7.0e-38 Rice complete chloroplast 
genome 1 



Seq. No. 38464 Seq. ID OJ0001 16_40 . 0209 . C5 

Gene No. 79098 Strand 

Start 3420 End 3985 

Name OJ000116_40 . 0209 . C5 . o3 . gp Method AAT/GAP 

Start 3420 End 3985 

,GI___: 27 9817 7. . J, cor e_ _lpl0 _„ .;„.-..,,_,.. ,1 : , : 

.,Exp;ns__ a42.a.,..aaa5 _ ... _ 

GI Descrip. 588 172 6/dbj | BAA84 4 17 . 1 | 3.0e-24 (AP000423) "RNA polymerase* alpha 
subunit [Arabidopsis thaliana] 



Seq. No. 38464 Seq. ID OJ00011 6_40 . 0209 . C5 

Gene No. 79099 Strand 

Start 4768 End 5158 

Name OJ000116_40 . 0209 . C5 . o4 . gp Method AAT/GAP 

Start 4768 End 5158 

GI 5003883 Score 782 

Exons 4768.. 5158 

GI Descrip. 11957/emb | X15901 | CHOSXX 1.0e-166 Rice complete chloroplast 
genome 

Seq. No. ■ 38464 Seq. ID OJ000116_4 0 . 0209 . C5 

Gene No. 79100 Strand 

Start 5729 End 6314 

Name OJ000116_40 . 0209 . C5 . o5 . gp Method AAT/GAP 

Start 5729 End 6314 

GI- •. .. . 481_1.R1084. . . •. .. . Score ., 1023 .-. . 

Exons' : " - : • 5729: :63l4 ' 

GI Descrip. 1 132 672/sp | P12137 | RK14_ORYSA 6.0e-57 CHLOROPLAST 50S RIBOSOMAL 

"I" ' . PROTEIN L14 >gi_7122'4_pir R5RZ14. ribosomal protein" Lr4" - rice" 

• chloroplast >gi_12"023__emb_CAA33'932_ (-X1590.1) ribosomal - protein 

L14 [Oryza . sativa] >gi_22 6644_prf 1603356BU ribosomal protein 

L14 [Oryza sativa] 1 

Seq. No. 38464 Seq. ID OJ0001 1 6_4 0 . 0209 . C5 

Gene No. 79101 Strand 

Start 6619 End 14764 

Name OJ000116_4 0 . 0209 . C5 . o2 . ts Method TBLASTX : Soybean 

Start .* 75 End 1321 

GI none Score 57 

Exons 75. .119, 121. .174, 123. .173, 181. .219, 183. .215, 500. .544, 

501. .563, 501. .560, 540. .1256, 552. .1073, 590. .1255, 1285. .1314, 



38143 



1286. .1321 



Seq. No. 38464 

Gene No. 79101 

Start 6619 

Name OJ000116_40 . 0209 . C5 . o2 . tc 

Start 579 

GI none 
Exons 



Seq. ID OJ000116_40.0209.C5 



Strand 
End 

Method 

End 

Score 



14764 

TBLASTX: Cress 

1458 

1110 



579. .1073, 582. .1229, 584. .1246, 590. .1228, 1282. .1353, 
1284. .1352, 1287. .1361, 1405. .1458, 1405. .1458 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 
^Start_ 
.N.ame;_ .., 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38464 
79101 
6619 

OJ000116_40.0209.C5.o7 . tm 
585 
none 

585. .1229, 588. .1055, 647. .1228 



Seq. ID OJ000116_40.0209.C5 



Strand 
End 

Method 
End 
Score 



14764 

TBLASTX: Maize 

1229 

967 



38464 
79101 

. 6619. .. 

QJOO.0 1.1.6_4 0.. 0Z0.9 Sc5 ...oIl..tm.„, . 

1395 ■ 

none 

1395.. 1589, 1396.. 1590, 1396. 

38464 
79101 
6619 

OJ000116_40.0209.C5.o3.ts 
1544 
none 
1544. 
1904. 
2088. 
2910. 



,1636, 1544. 

.1951, 1910. 

.2654, 2098. 

.3086, 2912. 



.1663, 1639. 

.1951, 2063. 

.2652, 2558. 
.3106 



OJ000116_40.0209.C5 

,14 7 64 _ 

. XBLAS.T.i : Ma.ize_._ _ 
1635 
290 

,1587, 1591. .1635, 1592. .1633 



Seq. ID 

Strand 

End 

Method. ... 

End 

Score 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000116 40. 0209. C5 



14764 

TBLASTX: Soybean 
3106 
75 

1785, 1695. .1784, 1801. .1827, 
2518, 2081.. 2650, 2088.. 2627, 
2656, 2675.. 2755, 2698.-2754, 



Seq. No. 
Gene No, 
Start 
Name- 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



38464 
79101 
6619 



Seq. ID 
Strand 
End 

Method .. 
End 
Score 



38464 
79101 
6619 

OJ000116__40.. 0.209. C5.ol2.tc-. 
2081 
none 

20.81. .2'326, 2094".'. 2327 " ~ 

384 64 
79101 
6619 

OJ000116_40.0209.C5.ol4 . tc 
2328 
none 

2328.. 2531, 2328.. 2531, 2330^. .2533 



OJ000116_40.0209.C5 
14764 

TBLASTX: Cress 

2327 
367 



Seq. ID- OJ000116_40.0209.C5 
Strand 
End 

Method 
End 
Score 



14764 

TBLASTX: Cress 

2533 

316 



Seq. ID 

Strand 

End 



OJ000116 40. 0209. C5 



14764 



38144 



Name 

Start 

GI 

Exons 



OJ000116_4 0 . 0209 . C5 . ol5 . tc Method TBLASTX : Cress 
2933 End 3373 

none Score 36 

2933.. 2998, 2984.. 3022, 2989.. 3027, 3039.. 3083, 3126.. 3329, 
3135. .3317, 3181. .3318, 3197. .3322, 3326. .3373 



Seq. No. 38464 

Gene No. 79101 

Start 6619 

Name OJ000116_40 . 0209 . C5 . o4 . ts 

Start 3109 

GI none 

Exons 3109.. 3315, 3126.. 3314, 3197. 

3324.. 3395, 3325.. 3396, 3325. 



Seq. ID OJ000116_40.0209.C5 
Strand 

End 14764 

Method TBLASTX : Soybean 

End 3887 

Score 198 

.3322, 3235.. 3321, 3294.. 3389, 
.3396, 3326.. 3397, 3326.. 3406, 



3384. .3887, 3394. .3858, 3410. .3880 



Seq. No. 
Gene No. 
Start 
Name 
Start 

.GI_ : 

. Exons .„ . 



38464 
79101 
6619 

OJ000116_40.0209.C5.o8 .tm 
3327 

.npne, ^ 



Seq. ID OJ000116_40.0209.C5 
Strand 

14764 

TBLASTX: Maize 
3795 

1.05- „ ■ ■■ 



End 

Method 
End 

. Score... 



3327... . 33.8'a,;. 33.28., ..33.93,... 3.3 2.9,.,. .33.8 8,_ 3384 .... 3794.,. 3393 . .,329,4 
3394.. 3795 



lit 

n i 



Seq. No. 38464 
Gene No. 79101 
Start 6619 

Name OJ000116_40 . 0209 . C5 . 06 . tc 

Start 3615 
GI none 
Exons 3615. 

3902. 

3943. 



Seq. ID OJ000116_40.0209.C5 
Strand 

End 14764 
Method TBLASTX: Cress 
End 4202 
Score 139 

,3887, 3618.. 3833, 3619.. 3858, 3870.. 3929, 3902.. 3946, 
,3946, 3907. .3948, 3929. .4102, 3935. .4069, 3939. .4103, 
,4104, 3943. .4113, 3972. .4127, 4104. .4202, 4106. .4201 



Seq. No. 38464 

Gene No. 79101 

Start 6619 

Name OJ000116_40 . 0209 . C5.. ol4 . tm 

Start 3803 

GI none 

Exons '.■ 3803. ..3877, 3822. .3881, 3823. 

- " ' • 3944 . /4060, '"3944 . .'4060, '394&; 



Seq. ID OJ000116_40.0209.C5 
Strand 

End 14764 

Method TBLASTX : Maize 

End 4065 

Score 51 
.3861, 3824. ..3877, 3931. ..4059,. 
.4065,- 397 2 .';'4"064' :;: " / '"*-' :/ " 



"Seq'. No". ' ' 384 64 ' " " \ ■ ' " . ' ' " 

Gene No. 79101. - ' V ..' " . 

Start '6619 

Name OJ000116_40 . 0209 . C5 . olO . tm 

Start • ' 4 082 

GI none 

Exons 4082.. 4195, 4083.. 4199, 4083 



Seq. ID OJ00011630:'0209.C5" 

'Strand' ■ . - - ' . 

End'" ' 14764 • ' 

Method TBLASTX : Maj_ze 

End 4370 - - — ~~ 

Score 188 
.4199, 4198. .4368, 4200. .4370 



Seq. No. 38464 

Gene No. 79101 

Start 6619 

Name OJ000116_40 . 0209 . C5 . ol3 . ts 

Start 4157 



Seq. ID .OJ000116_40.0209.C5 
Strand 

End 14764 

Method TBLASTX : Soybean 

End 4409 



38145 



GI 

Exons 



none Score 91 

4157. .4249, 4158. .4328, 4167. .4328, 4168. .4329, 4308. .4409, 
4309. .4401, 4313. .4402 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38464 
79101 
6619 

OJ000116_40, 

4371 

none 

4371. .4424, 
4426. .4503, 
4525. .4746, 
4821. .5099, 
5145. .5189, 
5222. .5752, 



0209.C5.o2.tm 



4371. .4421, 4394, 

4433. .4504, 4488, 

4769. .5047, 4785. 

4832. .5110, 5054. 

5150.. 5203, 5152. 

5241. .5885, 5452, 



Seq. ID OJ000116_40.0209.C5 
Strand 

End ■ 14764 
Method TBLASTX : Mai ze 
End 5887 
Score 83 

.4477, 4395. .4475, 4414. .4476, 
.4505, 4522. .4761, 4524. .4721, 
.5048, 4789. .5049, 4797. .4847, 
.5095, 5055.. 5093, 5057. .5137, 
.5202, 5221.. 5304, 5222.. 5869, 
.5886, 5825.. 5887 





Seq. No. 


38464 








Seq. ID 


OJ000116_40.0209.C5 




Gene No. 


79101 








Strand 






Start 


• 6619 








End 


14764 




Name 


OJ000116 40 


0209. 


C5.ol4 


.ts 


Method 


TBLASTX : Soybean 




_Start 


_„A854;._ 








^End._, 


.504 3^ 




.GI 


none .. , 








. .Score. 


... 


fl 


Exons 


' 4854. .5039, 


4 855. 


".5043' 










Seq. No. 


38464 








Seq. ID 


OJ000116_40.0209.C5 




Gene No. 


79101 








Strand 






Start 


6619 








End 


14764 




Name 


OJ000116 40 


0209. 


C5.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


5145 








End 


5603 




GI 


none 








Score 


45 




Exons 


5145. .5189, 


5151. 


.5189, 


5152. 


.5202, 5200. .5220, 5222. .5596, 






5241. .5594, 


5241. 


.5603, 


5326. 


.5595 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 



38464 Seq. ID OJ000116_4 0 . 0209 . C5 

79101 Strand 

6619 End 14764 

OJ000116_40 . 0209 . C5 . ol . ts Method' TBLASTX : Soybean 

5234 End 10937 

none Score 158 

5234. .5398, 5234. .5446, 5241. .5450, 5241. .5468, 5441. .5713, 
54 57, .564 8, 54 68. .5656,. 5651. . 5710, 5671. .57.21, . 5725. . 57.90, 

: 5776*. : 6078",' : 5787 : : ; 6077', - 5896.' : 6090/ 6066. . 61 67/ 6 07' 3 . ;6192/ 
6253.. 6486, 6269.. 6631, 6269.. 6664, 6283. .6672, 6288. .'6674, 

-6535. "."6669", "78 98.' .'80'68/ 78'99 8051, "8072 .'. 817^97 807 6. :S21$V" 
8083. -. 8265,- 8280 . .8387 , '8451:. .8600,. §451'... 8600, -.8452 . .8610,.^ 
8494. .8601, :*85-10..;8605, 8595.. 8624, 92 05-, . 935-7-, -9209.. 9442, 
9219. .9443, 9447. .9473, 9448. .9471, 9668. .10012, 9721. .10011, 
9722:. 10051, 9777. .10016, 9957. .10166, 9984. .10181; ■ r ' 

10084 . .10182, 10153. . 10299, 101 67 .. 10262 , 101 68 .. 102 66, 
10258. .10302, 10260. . 10301, 10261 .. 10302 , 10302 .. 104 81 , 
10304. .10480, 10305. . 10532, 104 86 .. 10563, 104 87 .. 10564 , 
10542. .10937, 10556.. 10849 



Seq. No. 
Gene No. 
Start 



38464 
79101 
6619 



Seq. ID 

Strand 

End 



OJ000116 40. 0209. C5 



14764 



38146 



Name 

Start 

GI 

Exons 



OJ000116_40.0209.C5.o7.tc 

5234 

none 

5234. .5446, 5237. .5407, 5241. 
5455. .5715, 5648. .5713, 5673. 



Seq. No. 38464. 

Gene No. 79101 

Start 6619 

Name 0 JO 0011 6_40. 0209. C5.o9.tw 

Start 5675 

GI none 

Exons 5675.. 5710, 5676.. 5714, 5684, 
5761.. 6039, 5761.. 6036, 5778, 

Seq. No. 38464 

Gene No. 79101 

Start 6619 

Name OJ000116_40 . 0209 . C5 . olO . tc 

Start 5780 

GI none 

,Expns _ ^ ,„ 5 780.,.. 5 ,98 0 ,_5 78 1^. 5 9,8 4; > _5 7 8 8, 

„ ,.. . 5.986. ...60.78,.. ;.5 9.86.. .6JD90, .6053., 



Method TBLASTX : Cress 

End 5754 

Score 156 
.5438, 5441. .5650, 5454. .5648, 
.5705, 5716.. 5754 

Seq. ID OJ000116_40.0209.C5 
Strand 

End . 14764 

Method TBLASTX : Wheat 

End 6039 

Score 60 

.5752, 5694.. 5750, 5696.. 5752, 
.6038 

Seq. ID OJ000116_40.0209.C5 
Strand 

End 14764 

Method TBLASTX : Cress 

End 6167 

Score 114 

., 59,85 , 5985 . ...6,032,,, ,5985 . L . 6077 , 



.6.0.8.5,. „6066_..6167, 607.3....j5,i.65_ 



Seq. No. 384 6.4 

Gene No. 79101 

Start 6619 

Name OJ000116_40 . 0209 . C5 . 06 . tm 

Start 5928 

GI none 

Exons S928..5972, 5929.. 5973, 5929-. 

5974..6669, 7711.. 7767 

Seq. No. 38464 

Gene No. 79101 

Start 6619 

Name OJ000116_4 0 . 0209 . C5 . 06 . tw 

Start 6192 

GI none 

Exons 6192.. 6245, 6193.. 6246, 6194. 
6200. . 6583 



Seq. ID OJ000116_40.0209.C5 
Strand 

End 14764 

Method TBLASTX ; Mai ze 

End 7767 

Score 75 

.5973, 5973. .6308, 5973.-6674, 



Seq. ID OJ000116_40.0209.C5 
Strand 

End 14764 

Method TBLASTX : Wheat 

End 6583 

Score 80 

.6244, 6196. .6249, 6199. .6582, 



Seq." No.* - ' 384 64 " - - - 

Gene No. ' " ' ; 7 9101 

Start .' ' ~ .'6619 " ' *" ' 

Name' ' . " OJ000116_40 . 0209 /C5 : . 08 . tc • 

Start" ' 6201 - ■ ■ - 

' GI none 

Exons 6201.. 6233, 6307.. 6372, 6352. 

Seq. No. 38464 

Gene No. 79101 

Start ^ 6619 

Name " OJ000116_40 . 0209 . C5 . olO . tw 

Start 6615 

GI none 

Exons 6615.. 6689, 6616.. 6690, 6616. 



Seq. ID' . OJ000116_40.0209.C5 - 

Strand " - * " ' 

End"' ■ " 14 7 64" '. ' ' 

Method.*.. TBLASTX : Cress 

End 6672 

Score 48 

.6672, 6353. .6628," 6367. .6666 - 

Seq. ID OJ000116_40.0209.C5 
Strand 

End 14764 

Method ' TBLASTX : Wheat 

End 14764 

Score 131 

.6690, 6660. .6785, 6686. .6790, 



38147 



6690. .6785, 6695. .6820, 6804. .6827, 6805. .6870, 6806. .6829, 
6828. .6875, 6860. .6940, 6871. .6933, 6987. .7019, 6988. .7020, 
14678. .14764 

Seq. No. 38464 Seq. ID OJ000116_4 0 . 0209 . C5 

Gene No. 79101 Strand 

Start 6619 End 14764 

Name OJ000116_40 . 0209 . C5 . 06 . gp Method AAT/GAP 

Start- 6619 End 6882 

GI LIB3432-015-P1-K1-H8 Score 450 

Exons 6619.. 6882 

GI Descrip. ' 1 1 957/emb | X15901 | CHOSXX 1.0e-129 Rice complete chloroplast 
genome 1 

Seq. No. 38464 Seq. ID OJ000116__4 0 . 0209 . C5 

Gene No. 79101 Strand 

Start 6619 End 14764 

Name OJ000116_4 0 . 0209 . C5 . oil . tm Method TBLASTX: Maize 

Start 6984 End 7307 

GI none Score 352 

Exons 6984.. 7232, 6985.. 7233, 6994.. 7233, 6995.. 7288, 7239.. 7307, 

. = ,; , tl , - , ■ : 72 5 1 . j . 72 8 3_ , , , : • / ■ • ■ _ j ' ; - .- _ . _ - 



Seq. -m^ 38464 Seq., ID OJ000il6_4Q.0209.C5 

Gene No. 79101 Strand 

Start 6619 End 14764 

Name OJ000116_40 . 0209 . C5 . oil . tc Method TBLASTX: Cress 

Start 7023 End 8255 

GI none Score 4 9 

Exons 7023. .7064, 7031. .7051, 7083. .7145, 7101. .7145, 7138. .7227, 

7142. .7234, 7355. .7381, 7377. .7421, 7530. .7592, 7703. .7744, 

7714. .7761, 7883. .8068, 7884. .8051, 8065. .8250, 8076. .8255, 
8083. .8238 

Seq. No. 38464 Seq. ID OJ000116_40 . 0209 . C5 

Gene No. 79101 Strand 

Start 6619 End ' 14764 

Name- \ OJ000116_40 . 0209 . C5 . 65 . tw Method TBLASTX : Wheat 

Start 7107 End 7741 

GI none Score 71 

Exons 7107. .7169, 7107. .7265, 7108. .7257, 7109. .7285, 7232. .7318, 

. 7233.. 7319, 7242 . . 7316, . 7255 . ..7317 , 7304.. 7417, 7313.. 7420, 

'"" v: " 7318 :v74257- : 7427. \ 7636; v 7 4337 : 754 6^' 74 : 35V . 7 614 v ''^'4 94 V V^6l54 T 

7504. .7674, 7518. .7664, ''7694V. 7741, "7708 . .7740 ' 

7Seq. -No, 3'84 64- - " V Seq.' ID 0 JO0 01 16_40-. 02-09.. C5 

Gene No. ""' 79101 ' . strand - ■" 

Start' 6619 End 14764 

Name OJ0001i6_4 0 . 0209 . C5 . ol2 . tm Method TBLASTX : Maize ■- 

Start 7348 End 7671 

GI none Score 59 

Exons 7348.. 7377, 7349.. 7381, 7374.. 7415, 7374.. 7421, 7378.. 7416, 

7379. .7636, 7379. .7549, 7506. .7664, 7507. .7614, 7510. .7671, 
7518. .7652, 7604. .7663 

Seq. No. 38464 Seq. ID OJ000116_40 . 0209 . C5 

Gene No. 79101 Strand 



38148 



Start 


6619 








End 


14764 


Name 


OJ000116 40 


0209. 


C5.o3. 


tm 


Method 


TBLASTX : Maize 


Start 


7811 








End 


9571 


GI 


none 








Score 


37 


Exons 


7811. .7843, 


7820. 


. 8068, 


7842. 


.8051, 8056. .8388, 8056. .8388, 




8076. .8390, 


8283. 


.8390, 


8343. 


.8621, 8 


385. .8624, 8392. .8622, 




8604 . . 9062, 


8616. 


. 9062, 


8635. 


.9063, 9010. .9123, 9054. .9128, 




9071. .9127, 


9073. 


. 9177, 


9142. 


.9360, 9161. .9475, 9170. .9439, 




9177. .9476, 


9406. 


. 9480, 


9412. 


.9480, 9441. .9530, 9467. .9526, 




9469. . 9570, 


9482. 


. 9571 








Seq. No. 


38464 








Seq. ID 


OJ000116_40.0209.C5 


Gene No. 


79101 








Strand 




Start 


6619 








End 


14764 


Name 


OJ000116 40. 


0209. 


C5.ol. 


tw 


Method 


TBLASTX: Wheat 


Start . 


8292 








End 


9060 


GI 


none 








Score 


464 


Exons 


8292. .8624, 


8292. 


.8621, 


8602. 


.8640, 8655. .9053, 8661. .9056, 




8662. .9060 












Seq. No. 


38464 








Seq. ID 


OJ000116_40.0209.C5 


.Gene JJo, . 


:■ ?9101 - , 








_Strand_ 




_S.tar.t"„ _ 


.6619.. \ . „.„ 








...End.. _ 




Name 


'"QJ000116 40. 


0209. 


C5.o9. 


tc 


Method 


TBLASTX: Cress 


Start 


8486 






End 


. 9002 


GI 


none 








Score 


129 


Exons 


8486. .8584, 


8487 . 


. 8597, 


8488. 


.8598, 8494. .8598, 8501. .8599, 




8648. .8755, 


8670. 


.8966, 


8679. 


.9002 




Seq. No. 


38464 








Seq. ID 


OJ000116_40.0209.C5 


Gene No. 


79101 








Strand 




Start 


6619 








End 


14764 


Name 


OJ000116 40.. 


0209. 


C5.ol2 


. ts 


Method 


TBLASTX : Soybean 


Start 


8677 








End 


9005 


GI 


none 








Score 


137 


Exons 


8677. .8967, 


8679. 


. 9005, 


8691. 


.8972 




Seq. No. 


38464 








Seq. ID 


OJ000116_40.0209.C5 


Gene No. 


79101 








Strand 




Start 


6619 








End 


14764 


Name 


OJ000116 40. 


0209. 


C5.o4. 


tc 


Method 


TBLASTX: Cress 


Start 


9344 








End. . . 


. 10232 . 


GI '- ;'/ " - 


" none ' ' , ' " 








/Score* 


• ; 92' "" " • :/ - ' 


Exons 


9344.'. 9442, : 


9347. 


*9436, 


'9582. 


.9632, 9583.-9633, 9583 . ;"9'660," 




9584 . . 96407" 


9634. 


.9'663, 


* 9634". 


.'9663, 9720.". 9887," 9721.T9888/ : " 




" 9722 . . 9889, ' 


9722. 


.9892, 


.,"977.7, 


.9893/ 9903.. 101-51, 9907. : 10146", 


- ■ - 


9915. •".10232, 


10084. .10152 






Seq. No. 


38464 








Seq. ID 


OJ000116_40.0209.-C5 - 


Gene No. 


79101 








Strand 




Start 


6619 








End 


14764 


Name 


OJ000116 40. 


0209. 


C5.o4 . 


tm 


Method 


TBLASTX: Maize 


Start 


9753 








End 


10582 


GI 


none 








Score 


1254 


Exons 


9753. .10574, 


9754 


..10575, 9777. .10577, 


10084. .10578, 



10211. .10582 



38149 



Seq. No. 38464 

Gene No. 79101 

Start 6619 

Name OJ000116__40 . 0209 . C5 . o7 . tw 

Start 9894 

GI none 

Exons 9894.. 10199, 9894.. 10199, 10084,. 10200 



Seq. ID OJ000116_40.0209.C5 
Strand 

End 14764 

Method TBLASTX : Wheat 

End 10200 

Score 448 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 



38464 
79101 
6619 

OJ000116 40.0209.C5.ol.tc 



Seq. ID 
Strand 
End 

_ Method 
10488 End 
none Score 
10488. .10661, 10488. .10682, 10564 .. 10695, 10682 
10683. . 10802, 10806. .11015, 10808 11521, 10811 
11508. .11606, 11518. .11613, 11526 .. 11612, 11540 
11615. .11695, 11619. .11705, 11620. .11703 



OJ000116 40. 0209. C5 



14764 

TBLASTX: Cress 
11705 
251 



10798, 
11521, 
11614, 



Seq. No. 38464 
Gene No. 79101 

Atart_ .__6.6I.9L . 

Name . ;„..'£> J 0.0.0 1 0 /.Q2.6A,.b5.^.aK.jtm.._. 

Start 10806 
GI none 

Exons 10806. .11015, 10808 .. 11056, 

10992. .11057, 11051. .11581, 
11251. .11583 



Seq. . ID OJ000116_40.0209.C5 
Strand 

_ End_ ._14.7 64, „ . 

Method. .TBLASTX :,Maize , 

End 11583- 
Score 304 
10811. .11056, 10885. .11058, 
11059. .11583, 11060. .11581, 





Seq. No. 


38464 






Seq. ID 


OJ000116_40.0209 


.C5 




Gene No. 


79101 






Strand 






IT- 2 


Start 


6619 






End 


14764 






Name 


OJ000116 40. 0209. .C5. 


06 . ts 


Method 


TBLASTX: Soybean 






Start 


10938 






End 


11515 






GI 


none 






Score 


107 




: si 


Exons 


10938. 


.11015, 10940. 


.11515, 


10943. .115 


09 






Seq. No. 


38464 






Seq. ID 


OJ000116_40.0209 


.C5 


ts? 


Gene No. 


79101 






Strand 








Start 


6619 






End 


14764 






Name 


OJ000116 40. 0209. C5. 


o2. tw 


Method 


TBLASTX: Wheat 






Start 


.11177 






...End 


11553.- . .. 






' GI. ; '. ; " 


none ; 






■ Score 


"598 






Exons 


11177 . 


.115S1," fill 7 7-. 


.11551, 


11178. .11552, 11251 s : .11553 






Seq.' 'No."-"'.., 


38464 ' 






Seq. ID 


bJ0001'16_4 0;:020 : 9. 


. C5 




Gene No . ■ 


79101 






■ Strand 








Start 


6619 






End 


14764 






Name 


OJ0001 


16_40.0209.C5. 


ol2.tw 


Method 


TBLASTX: Wheat - 






Start 


11554 






' End 


11781 






GI 


none 






Score 


104 






Exons 


11554 . 


.11613, 11556. 


.11612, 


11620. .117 


81, 11635.. 11781 





Seq. No. 38464 Seq. ID OJ00011 6_4 0 . 0209 . C5 

Gene No. 79101 Strand 

Start 6619 End 14764 

Name OJ000116 4 0 . 0209 . C5 . ol3 . tc Method TBLASTX : Cress 



38150 



Start 11935 End 12343 

GI none Score 61 

Exons 11935. .11979, 11939 11974 , 11966... 12127, 11980 .. 12129, 

11981. .12127, 12091. .12129, 12114 .. 12209, 12124 .. 12210, 

12124. .12237, 12125 .. 122 11 , 12212 .. 1234 3, 12214 .. 12294 , 
12221. .12301 

Seq. No. 38464 Seq. ID OJ000116_40 . 0209 . C5 

Gene No. 79101 Strand 

Start 6619 End 14764 

Name OJ000116_4 0 . 0209 . C5 . ol5 . ts Method TBLASTX : Soybean 

Start 12291 End 12470 

GI none Score 52 

Exons 12291. . 12320, 12293 .. 12316, 12326 .. 12466, 12330.. 12470 

Seq. No. 38464 Seq. ID OJ000116_40 . 0209 . C5 

Gene No. 79101 Strand 

Start 6619* End 14764 

Name OJ000116_40 . 0209 . C5 . 08 . tw Method TBLASTX : Wheat 

Start 13639 End 14124 

GI none Score 92 

Exons .13639 , . 13716^. 13639,. .13716, 13718. .13774, 1371-8, . 13774 

, 1324.9...a3fl2^ 1376.5..... 13,827.,. 

13781. . 13846, 137 91 .. 13859, 13792 .. 13833, 1381 9 .. 13839, 

13844. . 13894, 13844 .. 13885, 13845 .. 13937, 138 45 .. 138 95, 

13884. . 14123, 13884 .. 14 123, 13891 .. 14 124 , 13891. .14124 

Seq. No. 38464 Seq. ID OJ000116_40 . 0209 . C5 

Gene No. 79101 Strand 

Start 6619 End 14764 

Name OJ000116_40 . 020 9 . C5 . o7 . ts Method TBLASTX : Soybean 

Start 13920 End 14413 

GI none Score 684 

Exons 13920. .14411, 13930 .. 14328 , 13932 .. 14 411, 14078 .. 14 4 13, 
14291. .14413 

Seq. No. 38464 Seq. ID OJ000116_40 . 0209 . C5 

Gene No. 79102 Strand 

Start 15619 End 15845 

Name OJ000116_40 . 0209 . C5 . olO . ts Method TBLASTX: Soybean 

Start 15619 End 15845 

GI - none .... Score . 34.7 ...... 

Exons ' ' '- - 15619.715843, 15621. . 15845 • / ■ r " : ' ; 

Seq." No/ : * 38464"*-" ' Seq. "ID ""0 j.O 0 0 1 1 6_4 0 i 0209VC5 

Gene '.No-." 79103. " ■* \'"-'-' ' Strand '. ' . - : ,. 

'Start 1584*6 " " '* "-" End ". 16298 ' 

Name ' OJ00011 6_4 0 . 0209 . C5 '. 08 . ts Method TBLASTX : Soybean 

Start 15846 End 16298 

GI none Score 448 

Exons 15846. . 16163, 1584 6 .. 16163, 15847 .. 16164 , 15850 .. 1 6164 , 

16151. .16228, 16151. .16225, 16168. .16227, 16181. .16297, 

16183. . 16296, 16212.. 16298 

Seq. No. 38464 Seq. ID OJ000116_40 . 0209 . C5 

Gene No. 79104 Strand 

Start 16381 End 17948 



38151 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



0 JO 0 0 1 1 6_4 0 . 0 2 0 9 . C5 . o9 . tm Me t hod 

16381 End 
none Score 



TBLASTX: Maize 

16735 

564 



16381. .16698, 16382 .. 16735, 16384. .16734 



38464 Seq. ID 

79104 Strand 

16381 End 

OJ000116_4 0 . 0209 . C5 . o5 . ts Method 

16411 End 

none Score 



OJ000116_40.0209.C5 
17948 

TBLASTX: Soybean 

17135 

59 



16411. .16458, 16414. .16455, 16454 .. 1668 4 , 1 64 58 .. 16703, 

16459. .16698, 1 6709 .. 17017 , 16710 .. 16955, 1 6756 .. 16956, 

16953. .17015, 16972. .17016, 17008 .. 17130, 17010 .. 17135, 
17010. .17135 



Seq. No. 
Gene No. 
Start 
Name 
Start 

-GL 

Ex.ons_ . 



38464 
79104 
16381 

OJ000116_4 0.0209.C5.o5.tc 
16423 



: none v „. 
1642.3T 
16459. 
16710. 
16840. 



Seq. ID OJ000116_40.0209.C5 
Strand 

End 17948 
Method TBLASTX: Cress 
End 16945 

Score___4 7_ , : _____ ,™„ 

1.6 4 5.8 ,.16 4.26., . 1 .6 4 5 5 ,„-. 164 5.4.. ;. 1 6 6 8 4 , 1.6 4 5 8. .... 1 67 0 3., _ 

16686, 16460. .16711, 16708 .. 16830, 167 09 .. 16822 , 
16844, 16756. .16824, 16822 .. 16848, 16838 16945, 
16932 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 
GI . 

■ : Exbns- r '- 



38464 Seq. ID 

79104 Strand 

16381 End 

OJ000116_4 0 . 0209 . C5 . ol . tm Method 

16737 End 

none Score 

16737. .17207, 16738 .. 17 94 6, 
17262. .17948 

38464 Seq. ID 

79104 Strand 

16381 . End 
OJ000116_4 0. 0209. C5. oil. tw Method 

16812 End 

none. - . • _ , . Score 



OJ000116_40.0209.C5 
17948 

TBLASTX: Maize 
17948 
756 

16739. .17 947, 16756. .17 94 6, 



OJ000116_40.0209.C5 
17948 

TBLASTX: Wheat 
17031 

99 . .r , - • . . . • 



16812V .16922; 1''6815: 1-6895-," 16816/. 16899; i'687'9- . : 1 : 7010 : , 
16881. .16994,- 16998. .17030, 16999 .. 17031 ' 



Seq. .No- 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



Seq. No. 
Gene No. 
Start 



384 64 ' ~' : ,: . " . " ; Seq.: ID 

'79104 - • ■"*" Strand 

16381 End 

OJ000116_4 0; 0209.C5.ol6.tc Method 

16992 End 

none Score 
16992. .17147, 17003 .. 17113, 
17011. .17151, 17012. .17152 

38464 Seq. ID 

79104 Strand 

16381 End 



OJ000116_4"0^0209:.C5 
17948 

TBLASTX: Cress 
17152 
194 

17005. .17148, 17010. .17147, 



OJ000116 40. 0209. C5 



17948 



38152 



Name 


OJ000116 40. 0209. C5 


.o9. ts 


Method 


TBLASTX : Soybean 




Start 


17137 






End 


17539 




GI 


none 






Score 


178 




Exons 


17137. 


.17259, 17138 


. . 17260, 


17272. .17385, 17272. .17385, 






17355. 


.17537, 17358 


. . 17537, 


17384. .17539, 17386. .17538 




Seq. No. 


38464 






Seq. ID 


OJ000116_4'0.0209 


.C5 


Gene No. 


79104 






Strand 






Start 


16381 






End 


17948 




Name 


OJ000116 40. 0209. C5 


. o4 . tw 


Method 


TBLASTX: Wheat 




Start 


17407 






End 


17817 




GI 


none 






Score 


42 




Exons 


17407. 


17466, 17458 


. . 17817, 


17473. . 17814 




Seq. No. 


38464 






Seq. ID 


OJ000116_40.0209 


.C5 


Gene No. 


79104 






Strand 






Start 


16381 






End 


17948 




Name 


OJ000116 40. 0209. C5 


.o3.tc 


Method 


TBLASTX: Cress 




Start 


17427 






End 


17948 




GI 


none 






Score 


709 




Exons 


17427. 


17897, 17428 


. .17904, 


17428. .1794 3, 17899 .. 17 94 6, 








..17948, _ 1-7907. 


v ,J/7 948_ 








Seq. No. 


38 4 64 






Seq. ID 


OJ000116_40.0209 


-C5 


Gene No. 


79104 






Strand 






Start 


16381 






End 


17948 




Name 


OJ000116 40. 0209. C5 


.oll.ts 


Method 


TBLASTX : Soybean 




Start 


17697 






End 


17948 




GI 


none 






Score 


249 




Exons 


17697. . 


17894, 17697 


. . 17897, 


17698. .17 904, 17 698. .178 98, 






17913. . 


17948, 17914 


. .17946 









Seq. No. 38465 Seq. ID OJ000116_40 . 0209 . C6 

Gene No. 79105 Strand 

Start 1 End 1859 

Name OJ000116_40 . 0209 . C6 . ol . gp Method AAT/GAP 

Start 1 End 639 

GI 183_5.R1084 Score 1229 

Exons 1. . 639 

GI Descrip. 1 133999/sp | P05424 | RR7_ORYSA 1.0e-48 CHLOROPLAST 30S RIBOSOMAL 

PROTEIN S7 >gi_70904_pir R3RZ7 ribosomal protein S7 - rice 

.. ■_. chloroplast. >gi_12037_emb_CAA33942_ (X15901 ). ribosomal . protein 

" " " " . *"'"' " S7' ' fpfyza.'s at iva f' : >gi_12065_emb^cM3391"9- -:(xr5901 j ; Vibosomal; " ' 
protein S7 [Oryza sativa] >gi_22 6657_j5rf_l603356CH ribosomal 
* pr"otein'"S7 ' [Oryza sativa]'." \ "* " * " ~ "™" "~ * " ~~ " 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38465 ' • . . 

79105- 

1 

OJ000116_4 0.0209.C6.ol.tm 
3 

none 



Seq. ID OJ000116_40.0209.C6 
Strand 

End ■ 1859 - - 

Method TBLASTX : Mai ze 
End 637 
Score 39 



3. .23, 22. .168, 25. .189, 26. .196, 105. .206, 252. .335, 253. .336, 
274. .336, 278. .337, 330. .629, 332. .637, 335. .637 



Seq. No. 
Gene No. 



38465 
79105 



Seq. ID OJ000116_40.0209.C6 
Strand 



38153 



Start 
Name 
Start 
GI 

Exons 



OJ000116_40.0209.C6.ol.ts 
56 

none 



End 1859 

Method TBLASTX : Soybean 

End 832 

Score 55 



56. .88, 95. .130, 118. .180, 253. .318, 255. .320, 313. .339, 
314. .340, 347. .451, 374. .451, 459. .551, 478.-534, 566. .604, 
665.. 823, 666.. 821, 667.. 831, 692.. 832 



Seq. No. 38465 

Gene No. 79105 

Start 1 

Name OJ000116_4 0 . 0209 . C6 . o2 . tc 

Start 257 

GI none 

Exons 257 
319 



OJ000116 40. 0209. C6 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

292, 282. .323, 294. .326, 316. .453, 317. .460, 318. .449, 
450, 455. .478 



1859 

TBLASTX: Cress 

478 

40 



Seq. No. 
Gene No. 
Start 
Name 

;StarX 

.GI 

Exons 



38465 
79105 

.1 

OJ000 
A 7.9 - 
.none,. 

479. . 

672. , 

860. . 

1005. 

1139. 

1350. 

1544. 

1658. 

1782. 



116 40.0209.C6.ol.tc 



Seq. ID 

Strand 

End 

Method 
^End 

.Score, 



OJ000116 40. 0209. C6 



1859. 

TBLASTX: Cress 
1859 _ „ 

._ii6..... 



574, 

803, 

940, 

.1067 

.1246 

.1451 

.1660 

.1753 

.1859 



479. .565, 572. 
706;. 804, 768. 
932.. 1003, 935 
, 1063. .1194, 



1207. 
1352. 
1545. 
1668. 
1784 . 



,1251, 
,1450, 
,1628, 
,1760, 
,1858 



598, 572. .598, 574. .603, 665. .811, 
839, 858. .935, 859. .939, 859. .939, 
.1003, 936. .1004, 959. .1066, 973. .1041, 
1083. .1199, 1085. .1192, 1089. .1247, 
1265. .1312, 1266. .1442, 1267. .1449, 
1476. .1535, 1478. .1537, 1489. .1542, 
1546.. 1662, 1630.. 1755, 1639.. 1746, 
1754. .1780, 1754. .1780, 1758. .1793, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. .No. 
' Gene. No . 
■Start'"'"™ 

Name 
"Start -"' 

GI " 

Exons 



38465 Seq. ID 

79105 Strand 

1 End 

OJ0001 1 6_4 0 . 020 9 . C6 . o2 . tm Method 

1485 End 

none Score 

1485. .1610, 1486. .1608, 1487. .1612 



OJ000116_40.0209.C6 
1859 

TBLASTX: Maize 

1612 

180 



384 65 - . ., . . ■ ■ - . 

: 7 9105 ' : "■ : " : " • v " . " 

1 ' ' ' ■ 

OJ00011 6_4 0". 0209. C 6 . o 1 . t w" 

1564 .. • . ' •.: . - : . . ' 

none 



Seq. ID. OJQO0116_40.0209.C6 
"Strand ' rL " *""' : •* - 
' End " 

Me'thod' 
^ End :' 

Score 



1859 ■ " ' 
TBLASTX : Wheat 

"1859 ' - : I 

76 



1564. .1659, 1564. .1641, 1630. .1701, 1639. .1701, 1658. .1702, 
1671.. 1712, 1675.. 1761, 1697.. 1762, 1748. .1825, 4765.. 1821,- 
1766. .1822, 1824. .1859, 1826. .1858 



Seq. No. 38466 Seq. ID 

Gene No. 79106 Strand 

Start , 304 End 

Name OJ000116_40 . 0209 . C7 . ol . tm Method 

Start 1 End 

GI none Score 



OJ000116_40.0209.C7 
+ 

773 

TBLASTX: Maize 

507 

296 



38154 



Exons 



Seq. No. 
Gene No. 
Start ~ 
Name 
Start 
GI 

Exons 



1..174, 2. .187, 2. .187, 4. .192, 180. .260, 194. .256, 197. .277, 
206. .505, 235. .507, 235. .507 



Seq. ID OJ000116_40.0209.C7 

Strand + 

End 773 

Method TBLASTX: Cress 

End 341 

Score 127 



38466 
79106 
304 

OJ000116_40.0209.C7.o2.tc 
1 

none 

1..87, 1..87, 2. .88, 76. .162, 79. .141, 92. .163, 192. .245, 
194. .241, 215. .256, 217. .261, 247. .276, 254. .340, 256. .339, 
294. .341 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



,,Se.q.. ...Np.,_. . 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



38466 
79106 
304 

OJ000116_4 0.0209.C7 .o2.ts 
2 

none 



Seq. ID OJ000116_40.0209.C7 

Strand + 

End 773 

Method TBLASTX : Soybean 

End 308 

Score 111 



38, 3. .86, 76. .141, 79. .141, 92. .145, 223. .258, 224. .259, 



262. .306, 264. .308, 269. .307 



Seq. No. 

Gene No'. 

Start 

Name 

Start 

GI ' \ "; 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



S eq_. -IP., : 0. J.OJ0.Q UJ'LJJL. 0.2 0,9.,„C.l . 
Strand + 

773 

AAT/GAP 
773 
907 



End 

Method 

End 

Score 



..3.84.6.6. • 

'79106 
304 

OJ000116_4 0.0209-C7.ol.gp 

304 

uC-osflcyp097b05bl 
304. .773 

'140503/sp|P12173| YCTI_ORYSA 3.0e-39 HYPOTHETICAL 14 KD PROTEIN 

IN TRNI INTRON (ORF 133) >gi_82518_pir JQ0279 hypothetical 

14. 5K protein (trnl intron) - rice chloroplast 

>gi_12041_emb_CAA3394 5_ (X15901) ORF133; ORF within trnl intron 
[Oryza sativa] >gi_12061_emb_CAA33915_ (X15901) ORF133; ORF 

within trnl intron [Oryza sativa] >gi_226660_prf 1603356CL trnl 

intron ORF 133 [Oryza 1 



38466 Seq. ID 

79107 Strand 
719 End 
OJ000116_40. 0209.C7 .ol . ts Method 

-719 End. . . 

* none " ' " " Score 

719 . . 850, " il9:'.856, *8"4 0 . Vfi 9 6; ' &4 0. .896/' 

*:9'0'3. .962T 903. . 962, '9'0'4 . 963"*" 



OJ000116_40.0209.C7 
963 

TBLASTX : Soybean 

9.63 „ - 

199 - • 

' '8'4iv:w4;- 902.-; 96iv 



38466 - • - - 

79108 

982 

OJ000116_4 0.0209.C7.ol.tc 

982 
none 



Seq. ID OJ000116_40.0209.C7 
Strand 

End 1369 - - j 

Method TBLASTX : Cress 

End 1369 

Score 80 



982. .1011, 1010. .1099, 1012. .1101, 1013. .1102, 1077. .1367, 
1098. .1367, 1102. .1368, 1-103. .1369 



38467 
79109 



Seq. ID OJ000116_40.0209.C8 
Strand 



38155 



Start 
Name . 
Start 
GI 

Exons 



S6q. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 

..Exo.ns r 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No-. • 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



221 End 1623 

OJ000116_40 . 0209 . C8 . o2 . tc Method TBLASTX : Cress 

1 ' End 341 

none Score 61 

1..42, 3. .50, 3. .47, 48. .119, 49. .120, 54. .131, 101.. 211, 

117. .170, 160. .339, 168. .341, 194. .340 



38467 
79109 
221 

OJ000116_4 0. 0209.C8.ol.ts 

118 

none 



Seq. ID OJ000116_40.0209.C8 
Strand 

End 1623 

Method TBLASTX : Soybean 

End 743 

Score 304 



118. .348, 119. .364, 340. .465, 343. .486, 350. .466, 396. .473, 
489. .671, 496.-657, 656.-742, 657. .743 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000116 40. 0209. C8 



38467 
79109 
221 

OJ000116_4 0.0209.C8.ol.gp 

221 

688_1.R1084__ _ „ 

.221.. .1165 . . . _ 

! 226661/prf | | 1603356CM 6.0e-54 trnA intron ORF 109 [Oryza 
sativa] 1 



1623 
AAT/GAP 
1165 
1769 . 



38467 Seq. ID. 

79109 Strand 

221 End 

0 J000 1 1 6_4 0 . 02 0 9 . C8 . ol . t c Method 

354 End 

none Score 



OJ000116_40.0209.C8 
1623 

TBLASTX: Cress 

731 

135 



354. .467, 355. .453, 356. 
656. .730, 657. .731 

38467 

79109' ~ Strand 

221 End 

OJ00011'6_4 0 . 0209 . C8 . o3 . tc Method 

842 End 

none Score 



,466, 402. .467, 489. .671, 496. .657, 



Seq. ID OJ000116_40.0209.C8 



1623 

TBLASTX: Cress 

1203 

40 



842.. 877, 848. .877, 84.9. .881, 853 .. 966, .8 65 .. 975,. 878... 976, 
878! .'991;' 89l\ ". 9'92>' '939;-. 1076V' 9'95 . . 1075., 1027 . . 1083, ' - ~ -"• 
"l'03S : /:iO76/ 1077; .1202, ~1'0'78 .-'.1203, 1078.".12D3' : " '" ' 



384 67 ... ■ ■ ..... . • . 

79109 " ' - - • ■ 

221 

OJ000116_4O . 0209 . C8 ,o2 . ts 

995 

none 



Seq .. I D . • O JO 001 16- 4 0 . 0 2 0 9.'! C 8 
"Strand - "~ " 
End 1623 
- Method TBLASTX :-Soybean ■• 
End 1623 
Score 133 



995. .1111, 996. .1076," 1027. .1083, 1090. .1119, 1102. .1155, 
1115. .1168, 1116. .1169, 1149. .1244, 1158. .1250, 1161. .1238, 
1166. .1240, 1251. .1304, 1252. .1302, 1253. .1315, 1253. .1303, 
1315. .1365, 1340. .1366, 1455. .1511, 1455. .1511, 1456. .1512, 
1457. .1513, 1511. .1603, 1518. .1604, 1522. .1602, 1525. .1608, 
1526. .1609, 1603. .1623 



3 8 15 6 




Seq. No. 


38467 




Seq. ID 


OJ000116_40.0209.C8 




79109 




Strand 




Start 


221 




End 


1623 


Nam© 


OJ000116 40 0209 C8 ol 


tm 


Mot- hod 


TBLASTX 'Mflizp 


Start 


1203 ~~ 




End 


1367 


GI 


none 




Score 


267 


uAUl 1 O 


1203 1367. 1215 1364 








O *3 • IN • 


38467 




Seq. ID 


OJ000116_40.0209.C8 


Gene No. 


79109 




Strand 




Start 


221 




End 


1623 


Name 


OJ000116 40 . 0209 . C8 . o4 . 


tc 


Method 


TBLASTX: Cress 


Start 


1212 ~~ 




End 


1623 


GI 


none 




Score 


191 




1212 1337, 1216 .1338. 


1217 . 


.1339, 1221. .1340, 1270. .1365, 




1340 1366, 1341 1367. 


1456. 


.1488, 1457. .1492, 1464. .1622, 




1464 1622 1468 1623 








Seq. No. 


38467 




Seq. ID 


OJ000116_40.0209.C8 


Gene No. 


79109 




Strand 




Start 


221 




.End .... 


1623 




0.70001 1 6 40 0209 CR ol 


tw 


Method .- . 


TBLASTX .:.Wh.eat..„. 


q'j-ari- 


1262 ~~ 




End 


1623 


O X 


none 




Score 


143 




12 62 1366. 1278 1367. 


1455 . 


1478, 1455. .1478, 1456. .1479, 




1463 1609 1463 1603 


14 64 . 


1604, 1468. .1608, 1603. .1623 


Seq. No. 


38468 




Seq. ID 


OJ000116_40.0209.C9 


Gene No. 


79110 




Strand 




Start 


270 




End 


563 


Name 


OJ000116 40 0209 C9 ol 


tc 


Method 


TBLASTX: Cress 


q-t- = rt 


269 ~~ 




End 


563 




none 




Score 


245 


F, x o n 


269 400, 270 410. 271 


414. 

. .1X1, 


342. .416, 


391. .561, 399. .560, 




401 562 402 563 








Seq. No. 


38468 




Seq. ID 


OJ000116_40.0209.C9 




79110 




Strand 




Start 


270 




End 


563 


Name 


OJ000116 40 0209 C9 ol 


tm 


Method 


TBLASTX : Maize 


Start 


■ 269. . ~ 




End 


44 4 ; 


- GI ~ ' 


■ none 




Score 


295 ' , : ~ _[ 


F v o n <5 


2 '6 9 "4 4 2 27'0 443 3 52 


4 4 4 * 


'352 : .V"44 : "4'" 




-Seq - No. 


. . 384 68.. • .. . - "... \ ••' 


... . _ - 


Seq. ID. - 


OJ0 001 1-6_4 0".- 020 9 , C S". 


Gene No. 


* ".* 7 9110 * '-" *" 




'Strand 




Start 


270 




End 


563 


Name 


OJ000116 40 0209 C9 ol 


ts 


Method 


TBLASTX : Soybean-- — 


C4- o r 4- 


269 ~~ 




End 


563 " 


GI 


none 




Score 


81 


Exons 


269. .340, 270. .341, 277 


. .396, 


284 . .400, 


294. .410, 342. .416, 




391. .561, 399. .560, 402 


. .563, 


406. .561 




Seq. No. 


38468 




Seq. ID 


OJ000116_40.0209.C9 


Gene No. 


79110 




Strand 




Start 


270 




End 


563 



38157 




Name OJ000116_40 . 0209 .C9 .ol . gp Method AAT/GAP 

Start 270 End 563. 

GI 1629_2.R1084 Score 460 
Exons 270.. 563 

GI Descrip. 1 1245217/gb | U4 9840 | OSU49840 1.0e-170 Oryza sativa subsp. indica 
large ribosomal RNA gene, chloroplast gene encoding chloroplast 
rRNA, partial sequence 1 



Seq. No. 38468 

Gene No. 79110 

Start 270 

Name OJ000116_4 0 . 0209 . C9 . o2 . tm 

Start 444 

GI none 
Exons 



Seq. ID OJ000116_40.0209.C9 
Strand 
End 

Method 
End 
Score 



563 

TBLASTX: Maize 

556 

180 



444. .554, 446.-556, 447. .554, 476. .556 



Seq. No. 38469 

Gene No. 79111 

Start 52 

Name OJ000116_40 . 0209 . C10 . ol . tc 

Start '52 

_GI ;„ none 

.Exons 



Seq. ID OJ000116_40. 0209. C10 
Strand 

End 513 

Method TBLASTX : Cress 

End 513 

Score 7 0 



52 l.P5,^.53..„...13.3_, . .5.4.. ..„98.,~..55 ._.J.Q.5,„9.3_. ..2.1.8 , ..J..CX7,.,. 2Q5.,_ 293.., ..31.2.,. 

402. .512, 403. .483, 417..512~, 418. .513' 



Seq. No. 38470 Seq. ID 

Gene No. 79112 Strand 

Start 117 End 

Name OJ000116_40 . 0209 .CI 1 . ol . tc Method 

Start 117 End 

GI none Score 

Exons 117. .431, 131. .430, 380. .445 



OJ000116_40.0209.C11 
445 

TBLASTX: Cress 

445 

278 



Seq. No. 38470 

Gene No. 79112 

Start 117 * 

Name OJ000116_40 . 0209 . CI 1 . ol . ts. 

Start 138 

GI none 

Exons 138. .422, 138. .419, 140. .424 



Seq. ID OJ000116_40.0209.C11 
Strand 

End 445 

Method TBLASTX : Soybean 

End 424 

Score 269 



Seq. No. 38471 Seq. ID OJ000116_4 0 . 020.9 . C14 

Gene No.. / . 79113 ' \ ' : Strand* ;'+;_"""• ' " *-'•■*-"*"■ 

"'Start' '- : ' t '" / " r ' w; " " : ' "''J : "Ehci" ' : "2'66" """"*" : ^ • " ~~'~ r ~'_ ' 

Name' r ~" r : ' " " O'J00*01l6_40\ 0209 :C14". o'l ] gp """ "Method " " AAT/GAP . " """" "~ ~ : 7 ~ 

.'Start. V ■ •' . X ' - . ...-....".End.- - '265 .• - • 

GI ' "■' ■ - ■ 306_9.R1084' " ' Score" . 488 

Exons 1 . .265 ' . 



GI Descrip. 1 287 391/dbj I D13111 1 RICMT15 l-.-0e-178 Oryza sativa mitochondrial * 
rpoB pseudogene ' 



Seq. No. 38471 Seq. ID OJ000116_4 0 . 0209 . C14 

Gene No. -79113 Strand + 

Start 1 End 266 

Name OJ000116_40 . 0209 . C14 . ol . tm Method TBLASTX : Maize 

Start 2 End 265 

GI none Score 62 



38158 




Exons 


2 . . 37, 2 . . 37, 29. . 265, 


41. .265, 140.. 


184, 141 . . 185 ' 




38471 




Seq. ID 


OJ000116 40 0209 C14 


Gene No. 


79113 




Strand 


■f ~ 


Start 


1 




End 


266 


Name 


OJ000116 40 0209 C14 ol 


. tw 


Method 


TBLASTX * Wheat 


Start 


2 _ 




End 


266 


GI 


none 




Score 


62 




2 37, 2 37, 29 259. 


41. .259, 140.. 


184 141 185 229 26 




233. .265, 234 . .266 








Seq. No. 


38471 




Seq. ID 


OJ000116_40.0209.C14 


Gene No. 


79113 




Strand 


+ 


Start 


1 




End 


266 


Name 


OJ000116 4 0 . 0209. CI 4 . o2 


. tc 


Method 


TBLASTX : Cress 


Start 


44 ~~ 




End 


265 


GI 


none 




Score 


116 


Exons 


44. .142, 48. .140, 170.. 


208, 


208. .264, 


209 . .265, 211 . .264 


Seq. No. 


38471 




Seq. ID 


OJ000116_40.0209.C14 


Gene No. 


79114 




Strand 




Start 


.,. 379„ _ 




_ End _ 


530 


, LN 0,11 LC- . _ . . , 


. .OJO.O.Ql 1,6 ... 4.O.. .Q2.0..9,. C14...ol... tc 


Mpthod 




O L. a. -L L. 


^79 




End 


530 








Score 


186 


pvnn o 

J_j A 1 1 0 


379..S28, 381. .530 








Qprr Mn 


38472 




Seq. ID 


OJ000116 40 0209 C15 


Gene No. 


79116 




Strand 




Start 


5264 




End 


5466 


Name 


OJ000116 40.0209.C15.o3 


.gp 


Method 


AAT /GAP 


o Lai t 


5264 




End 


54 66 


GI 


6012822 




Score 


337 


TT v o n 


5264. .5466 








f^T Dpqprin 


11957/emb|X15901 ICHOSXX 


l.Oe- 


-52 Rice 




Seq . No . 


38472 . 




Seq.. ID 


OJ00011-6_40.0209.C15 




79117 




Strand 




Start 


2942 




End 


6590 


Name 


OJ000116 40.0209.C15.ol 


.ts 


Method 


TBLASTX: Soybean 


Start 


2752 




End 


4794 


GI 


none 




.Score 


168 




2752 . : 2988, 2764 '. .'2994 , 


2771 


. . 2995, 3127. .-3441, 3133 . . 34 4 : 7; 




" '31'34. .3451, '3447 . '.'4376,' 


• 3448' 


..4404, '4 3 0"8 . . 4 4 1 5 , ' ' 4 3 10' ." .'"4405, ' 


7.--:.—-— 


" : 4 4T1 .* 4 7 94 "*/"" 4~4 T67". 4721', ' 


4 4 63' 


.".4 7 92" " 




Seq . No . 


38472- 




Seq. ID 


OJ000116_40.0209.C15' 




79117 




Strand 




Start 


2942 




End 


6590 


Name 


OJ000116 40.0209.C15.o4 


. tm 


Method 


TBLASTX: Maize 


Start 


2892 




End 


3176 


GI 


none 




Score 


175 


Exons 


' 2892. .3002, 2892. .3008, 


2893 


..3003, 2930.. 3022, 3014.. 3079, 




3019.. 3084, 3036.. 3101, 


3055 


..3093, 3096.. 3122, 3097.. 3123, 




3119.. 3175, 3130..3174 : > 


3134 


. .3175, 3135. .3176 


Seq. No. 


38472 




Seq. ID 


OJ000116_40.0209.C15 



38159 



Gene No. 79117 Strand 

Start 2942 End 6590 

Name OJ000116_40 . 0209 . C15 . o2 . tc Method TBLASTX : Cress 

Start 3619 End 4074 

GI none Score 126 

Exons 3619. .3681, 3621. .3683, 3693. .4067, 3694.. 4071, 3919. .4074 

Seq. No. 38472 Seq. ID OJ0001 16_4 0 . 0209 . C15 

Gene No. 7 9117 Strand 

Start 2942 End 6590 

Name OJ000116_40 . 0209 . C15 . ol . tc Method TBLASTX: Cress 

Start 4185 End 6590 

GI none Score 84 

Exons 4185. .4259, 4186. .4407, 4186. .4407, 4308. .4409, 4411. .4869, 

4463. .4870, 4665. .4889, 5857. .5937, 5859. .6203, 5865. .6203, 

5867. .6205, 5992. .6210, 6162. .6359, 6197. .6397, 6203. .6394, 

6415. .6588, 6462. .6590, 6471. .6590 

Seq. No. 38472 Seq. ID OJ0001 16_4 0 . 0209 . C15 

Gene No. 79117 Strand 

Start 2942 End 6590 

Name, m ;.- . . .0 J0Q01 16^()jO£(l%±Q15^Q2^£g m ^ _ Me t tiod_ _TBLASTXi Soybean 

.Start 4872, .3n.dL „ .64.02. ...... , _ 

GI none Score 4 0 

Exons 4872. .4994, 4945. .4995, 4980. .5042, 5003.. 5041, 5090. .5125, 

5095. .5127, 5159. .5227, 5178. .5240, 5193. .5225, 5319. .5402, 
5321. .5389, 5322. .5396, 5560. .5598, 5614. .5649, 5650. .5685, 
5760. .6359, 5765. .5824, 5766. .6377, 5780. .6400, 5858. .6400, 
5980. .6402 

Seq. No. 38472 Seq. ID OJ0001 16_4 0 . 0209 . C15 

Gene No. 79118 Strand 

Start 6495 End 6690 

Name O JO 0011 6_4 0.0209.C15.o4.ts Method TBLASTX : Soybean 

Start 64 95 End - 6690 

GI none Score 177 

Exons 6495.. 6689, 6501.. 6689, 6502.. 6690 

Seq. No. 38472 Seq. ID OJ0001 16_40 . 0209 . C15 

Gene No. 79119 Strand 

Start 6692 End 6942 

Name OJ0001 1 6_4 0 . 0209 . C15 . o3 . ts . Method TBLASTX : Soybean 

'Start ' ' ' ; 6692 ' ".. V. , ' . 'End ' . 6942" / ~"' • 

GI '" " '"' "-'none *' - • J . Score " 125'" ' * 

Exdnsr r ' " 6692";./6'8r7 ,~ 6*6"9"3'. r :6"8l'5' / "6"6"93 .'76818, ' 6694".'. 68 16r : "68'0'97: 6931 , " 
: . ' : . ; 68.09. '.'6940, 6817 v 6'942/ '6817 . . 6942 .. • .. . .... 7 7 7 ' 7... : . '. ' 

Seq. No. 38473- ' " ' • Seq. ID OJ000116_40 . 0209 . CI 6 ' 

Gene No. 7 9120 - Strand 

Start 85 End 1586 

Name OJ000116_4 0 . 0209 . CI 6 . ol . ts Method TBLASTX : Soybean 

Start 85 End 1586 

GI none Score 328 

Exons ■ 85. .156, 286. .519, 296. .637, 296. .634, 297. .638, 895. .930, 

957. .1010, 963. .1007, 1048. .1350, 1070. .1351, 108.3. .1361, 
1399. .1443, 1403. .1444, 1443. .1586, 1444. .1569 



38160 




Seq. No. 


38473 




Seq. ID 


OJ000116_40.0209 


.C16 


Gene No. 


79120 




Strand 






Start 


85 




End 


1586 




Name 


OJ000116 40.0209.C16.o3 


. tc 


Method 


TBLASTX: Cress 




Start 


295 ~~ 




End 


620 




GI 


none 




Score 


210 




Exons 


295. .525, 295. .519, 296 


. . 619, 


297. . 620 






Seq. No. 


38473 




Seq. ID 


OJ000116 40.0209 


. C16 


Qene No • 


79120 




Strand 






Start 


85 




End 


1586 




Name 


OJ000116 40.0209.C16.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


826 




End 


1062 




GI 


none 




Score 


78 




Exons 


826. .873, 827. .877, 827 


. .877, 


834 . .878, 


873..962, 881.. 


952, 




889. .963, 961. .1008, 964. .1014, 965. .1018, 966. .1019, 






1017. .1061, 1018. .1062, 


1018. 


.1062 






Seq. No. 


38473 




Seq. ID 


OJ000116_40.0209 


.C16 


Gene No. 


79120 




Strand 






Start 


85 




End 


1586 




Name 


„ - OJ0AQ11 .6. 4JDJD20.9;. Cl£. oj^trri 


Method^..., 


■TBLASTX: Maize ' 




.Start, 


.,..5.3.2...., 




~End!v.."~. 


.1.27.9 . v.. _ .... . ... 




GI 


none 




Score 


680 




Exons 


832. .1248, 833. .1249, 8: 


34. .1250, 1220.. 


1279 




Seq. No. 


38473 




Seq. ID 


OJ000116_40.0209 


.C16 


Gene No. 


79120 




Strand 






Start 


'85 




End 


1586 




Name 


OJ000116 40.0209.C16.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


1069 




End 


1586 




GI 


none 




Score 


213 




Exons 


1069. .1272, 1069. .1272, 


1070. 


.1273, 1267. .1356, 1268. .1345, 




1426. .1443, 1443. .1586, 


1444 . 


.1584 






Seq. No. 


38473 




Seq. ID 


OJ000116_40.0209 


.C16 


Gene No. 


79121 




Strand 






Start 


1587 




End 


1946 ■. 




Name 


OJ000116 40.0209.C16.o2 


.ts 


Method 


TBLASTX : Soybean 




Start 


1587 




End 


1944 




GI 


none 




Score 


457 




Exons 


1587 . . 1943, .1594 . .1944 . 










"Seq I' No . 


""38473 " "" - " ' ~" ■ ' ' 




"Seq. It) 


OJ000 11 6^4 0.0209 


:ci6' 


"Gene" No. 


: ""7 9121' ■ 




" Strand* 7 






Start" 


158-7 . ■ 




End 


.194 6 . . « 




Name 


OJ000116 40.0209.C16.o2 


. tc' " 


Method 


TBLASTX f Cress 




Start 


1612 




End 


1946 




-GI - ' 


none 




Score 


106 . - . 




Exons 


1612. .1686, 1612. .1725, 


1619. 


.1732, 1619.. 1732, 1620.. 1733, 




1732. .1944, 1734. .1943, 


1755. 


.1946 






Seq. No. 


. 38474 




Seq. ID 


OJ000116_40.0209 


-C17 


Gene No. 


79122 




Strand 






Start 


' 168 




End 


698 




Name 


OJ000116 40.0209.C17.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


168 




End 


626 





38161 




GI 


none 




Score 


586 




Exon <? 

J—J A 1 IkJ 


168 626. 170 523 










Seq. No. 


38474 




Seq. ID 


OJ000116_40.0209. 


C17 


Gene No. 


79122 




Strand 






Start 


168 




End - 


698 




Name 


OJ0001'16 40 0209 C17 ol 


. tm 


MpI - hod 


TBLASTX • Maizp 




Start 


247 ~ 




End 


698 




GI 


none 




Score 


633 




Fxons 


247 " 669, 249 671. 249 


698 








Seq. No. 


38474 




Seq. ID 


OJ000116_40.0209. 


C17 


Gene No. 


79122 




Strand 






Start 


168 




End 


698 




Name 


OJ000116 40 0209 C17 o2 


. t s 


Mp t" hod 






Start 


327 ~~ 




End 


581 




GI 


none 




Score 


317 




Fx on s 


327 578. 329 517. 343 


573, 


345 581 


, 448 579 




Qpn No 


38474 




Seq. ID 


OJ0001 1 6 40 0?0Q 


C17 


Gene No. 


79123. 




Strand 






.Start___ v _ 


842 




,Ejid_,:.;. 


- 1798 - - - * 




Name 


OJ000116 4 0 0209 C17 62 


. tc. . ... 


Method. . 


.TBLASTX:.Cress 




Start 


842 ~" 




End 


1479 




GI 


none 




Score 


268 




F. von s 


842 1072 842 1024 8 


44. .1071, 1088 . 


.1174, 1111. .1188, 






1113 1202 1273 1470 


1301. 


.1468, 1301. .1477, 1348. .1479 


Sea No 


38474 




Seq. ID 


OJ000116_40.0209. 


C17 


fipnp No 


79123 




Strand 






Start 


842 




End 


1798 




Name 


OJ000116 40.0209.C17.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


843 




End 


1798 




GI 


none 




Score 


90 




Fx on 


843.-929, 844. .1215, 845. .1219, 961. .1227, 1270. .1470, 






1304. .1468, 1328. .1507, 


1348 . 


.1512, 1507. .1701, 1510. .1704, 




1511. .1711, 1709. .1798, 


17 61. 


.1793, 1762. .1797 




Seq. No. 


38475 




Seq. ID 


OJ000116_40.0209. 


C18 


Gene No. 


79124 




Strand 


+ 




Start 


1428 




End 


1886 




Name 


OJ000116 40.0209.C18.o2 


. tc 


Method 


TBLASTX: Cress 




Start 


1 - ; 




End • ■"■ 


132 




GI~ ' " 


none 




Score 


'200 " ' " " 




Ex oris™ 


"'■"I r:T3"2-,"-'"3 : . 13T7 r *6".-: 113' 










Seq. No. 


"'38475 " • 




Seq.' ' ID 


OJ000116_40.0209. 


Ci8 


Gene No. 


79124 




Strand " 


+ 




Start 


' 1428 




End 


1886 




Name 


OJ000116 40.0209.C18.ol 


.tc 


Method 


TBLASTX: Cress 




u Lai L 


211 




End 


702 




GI 


none 




Score 


684 




Exons 


211. .702, 215. .541, 285 


. .701, 


595. .702 






Seq. No. 


38475 




Seq. ID 


OJ000116_40.0209. 


C18 


Gene No. 


79124 




Strand 


+ 




Start 


1428 




End 


1886 





38162 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

JLejie^No . 

.Start. 

Name 

Start 

GI 

Exons 



OJ000116_4 0 . 0209 . C18 . ol . ts Method 

373 End 

none ' Score 

373. .615, 373. .549, 375. .614 



TBLASTX: Soybean 

615 

358 



OJ000116_40.0209.C18 
+ 

1886 
AAT/GAP 
1868 
860 



38475 Seq. ID 

79124 Strand 
1428 End 
OJ000116_40 .0209.C18.ol . gp Method 
1428 End 
LIB34 31-005-P1-N1-A5 Score 
1428. .1868 

1 131251/sp| P12094 | PSBA_ORYSA 8.0e-56 PHOTOSYSTEM Q(B) PROTEIN 
(32 KD THYLAKOID MEMBRANE PROTEIN) (PHOTOSYSTEM II PROTEIN Dl) 

>gi_72661_pir FMRZ32 photosystem II protein Dl precursor - rice 

chloroplast >gi__11958_emb_CAA34 007_ (X15901) PSII 32kDa protein 
[Oryza sativa] >gi_343212 (M36191) Q-B protein (psbA) [Oryza 

sativa] >gi_22624 9_prf 1503143A psbA gene [Oryza sativa] 

>gi_2 2 6 4 0 6_pr f 1 5 ' 



3847 5 

J9124_ ; ■ _ 
.142.8 „ ; :; „ 

OJ000116_4 0.02'09.C18.o2.ts 

1500 

none 

1500. .1655, 
1816. .1884 



Seq. ID 

__S£rand_ 

_End 
Method 
End 
Score 



OJ000116_40.0209.C18 

+ • • ■ ■ , - - ■ • • - 



1503. .1676, 1510. 



18.8_6. 

TBLASTX: Soybean" 
1886 
196 

1677, 1510. .1683, 1815. .1886, 



Seq, No. 38475 
Gene No. 79124 
Start 1428 

Name OJ000116_40 . 0209 . C18 . ol . tm 

Start 1635 
GI none 

Exons 1635.. 1691, 1635.. 1676, 1636. 

■1709. .1774, 1717. .1755, 1726. 
1802. .1885 



Seq. ID OJ000116_40.0209.C18 

Strand + 

End 1886 

Method TBLASTX : Mai ze 

End 1886 

Score 58 

.1680, 1687. .1713, 1688. .1714, 
.1791, 1731. .1796, 1788. .1886, 



Seq. No. 
Gene No. 
Start 
Name 
Start - 
' GI 

Exons ■ 

GI Descrip. 



38476 Seq. ID OJ00011 6_4 0 . 0209 . C20 

79125 Strand 

1 . - . End 165.. 

OJ000116_40.0209.C20.ol.gp Method * AAT/GAP" . " 

1 • ' _ End "'165"' ' 

"2"669_"l.Ri"084* ' ' ■" " *. " r '"" "Score" 2'99 " " 

-l. .165 ' . . ... : . .. - • ... ....*.. . •■; 

' 3914470/sp|Q40070|PSBR_HORVU' 8 . Oe-26 PHOTOSYSTEM II. 10 KD 
POLYPEPTIDE PRECURSOR >gi_132 18 68_emb_CAA66373_ " (X97771) lOkD 
PSII protein [Hordeum vulgare] 1 



Seq. No. ■ 38476 

Gene No. 7 912 6 

Start 622 

Name OJ00011 6_4 0 . 0209 . C20 . ol . ts 

Start 1 

GI none 
Exons 



Seq. ID OJ000116_40.0209.C20 
Strand 
End 

Method 
End 
Score 



683 

TBLASTX: Soybean 

166 

137 



.87, 3. J 



46. .87, 93. .164, 100. .165, 101. .166 



38163 




Seq. No. 


38476 




Seq. ID 


OJ000116_40.0209.C20 


Gene No. 


79126 




Strand 




Start 


622 




End 


683 


Name 


OJ000116 40.0209.C20.ol 


. tc 


Method 


TBLASTX • Cress 


Start 


2 ~ 




End 


166 


GI 


none 




Score 


238 


Exons 


2 . .166, 3 . . 164, 46. . 165 








Seq. No. 


38476 




Seq. ID 


OJ000116_40.0209.C20 


Gene No. 


79126 




Strand 




Start 


622 




End 


683 


Name 


OJ000116 40.0209.C20.ol 


. tw 


Method 


TBLASTX : Wheat 


Start 


2 ~ 




End 


166 


GI 








o / 


Exons 


2. .55, 3. .53, 7. .60, 20 


. .166, 


39. . 164, 


52. . 165 


Seq. No. 


38476 




Seq. ID 


OJ000116_40.0209.C20 


Gene No. 


79126 




Strand 




Start 


622 




End 


683 


Name 


OJ000116 40. 0209.C20.ol 


. tm 


Method 


TBLASTX: Maize 


Start -. ■ • 


•14 ~- - 




End 


166 - - 


.G,I. : . 


none „ .... ...... ;„"_ „ 




■«:S.co.rsL....„ 


. 61\ v 


Exons 


' 14 . . 49, 15. . 53, 16. . 54, 


39. .104, 40. .8 


7, 85 165 89 166 


Seq. No. 


38476 




Seq. ID 


OJ000116_40.0209.C20 


Gene No. 


79126 




Strand 




Start 


622 




End 


683 


Name 


OJ000116 40.0209.C20.o2 


. tc 


Method 


TBLASTX: Cress 


Start 


353 




End 


683 


GI 


none 




Score 


70 


Exons 


353. . 433, 354 . . 398, 355 


. .405, 


393. .446, 406. .429, 407. .430, 




428 . . 487, 437 . . 487, 438 


. .506, 


439. .504 


, 622. .681, 623. .679, 




624 . . 683 








Seq. No. 


38476 




Seq. ID 


OJ000116_4 0.020 9.C20 


Gene No. 


79126 




Strand 




Start 


622 




End 


683 


Name 


OJ000116 40.0209.C20.o2 


.gp 


Method 


AAT/GAP 


Start 


622 




End 


683 


GI 


2800140 




Score 


101 


Exons 


622. .683 . . . 








GI Descrip. 


;il957/emb|X15901'|CHOSXX 


l.Oe- 


111 Rice . 


complete chloroplast 




genome * : " 








Seq. No. .... 


384 77 : -.- 




Seq._ ID- 


". 0 JO 0012 6_1 2 . 0 1 '2 9:. C 1 


Gene No. 


79127 




' Strand 




Start 


'45 




End 


1335 


Name 


OJ000126 -12-.0229.Cl.o2. tw 


Method 


TBLASTX: Wheat - - ■ ■ 


Start 


45 




End 


552 


GI 


none 




Score 


376 


Exons 


45. .455, 197. .454, 289. 


.456, 


456. .548, 


457. .552 


Seq. No. 


38477 




Seq. ID 


OJ000126_12.0229.C1 


Gene No. 


79127 




Strand 




Start 


45 




End 


1335 


Name 


OJ000126_12.022 9.Cl.ol.tc 


Method 


TBLASTX: Cress 



38164- 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
„Gej?e_No_. 
.Start 

Name 

Start 

GI 

Exons 



276 
none 

276.-449, 424. .576, 459. .560 

38477 
79127 
45 

OJ00012 6_12. 0229.Cl.ol.ts 

363 

none 



End 
Score 



576 
99 



Seq. ID OJ000126_12.0229.C1 
Strand 

End 1335 

Method TBLASTX : Soybean 

End 600 

Score 95 



363. .449, 369. .455, 457. .600, 462. .599, 469. .600 



38477 
79127 
45 

OJ000126_12 .0229.Cl.o2.tm 

417 

none 



Seq. ID OJ000126_12.0229.C1 
Strand 

End 1335 

Method TBLASTX : Mai ze 

End 690 

Score 51 



417. .449, 457. .690, 462. .686, 469. .687 



38477 

™7 9 1 2 7_ „™.„ 

...A5. r _ u.\_ 

OJ000126_12.0229.Cl.ol.tw 

559 

none 

559. .1185, 615. .1172 



Seq. ID OJ000126_12.0229.C1 

JSt r and_ „■ „ • ' 

.End .. .1333 „ 

Method TBLASTX: Wheat 

End 1185 

Score 647 



Seq. No. 38477 

Gene No. 79127 

Start 45 

Name OJ000126JL2 . 0229 . CI . ol . tm 

Start 739 

GI none 
Exons 



Seq. ID OJ000126_12.0229.C1 
Strand 

End 1335 

Method TBLASTX : Maize 

End 1335 

Score 215 

739. .891, 742. .900, 747. .893, 896. .955, 897. .1325, 898. .1335, 
1240. .1326 



Seq. No. 
Gene No. 
Start 
Name 
Start. . ' 
GI' .... 
'Exons* 

.Seq". No- ■ : 
Gene No.. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



38477 
79127 
45 

OJ000126_12.0229.Cl.o3.tw 
1185 

none ■ ■ 

1185.'. 1310/ 1186. ; i311 ' ' 



Seq. ID OJ000126_12.0229.C1 
Strand 

End 1335 

Method TBLASTX : Wheat 

End 1311 . 

Scor.e 174 - : 



' 38.478 
. 79128- . 
701 

OJ00012 6_12.0229.C3.ol.gp 

701 

5667165 
701. .893 

5670155/gb|AF161269.1 IAF161269 4.0e-86 Oryza sativa subsp 
japonica BAC clone 34K24, complete sequence 



Seq. ID OJ000126_12.D'2'29;C3 
Strand ' + 

893 

AAT/GAP 
893 
351 



End 

Method 

End 

Score 



38479 
79129 



Seq. ID OJ000126_12.0229.C6 
Strand + 



38165 




Start 


11502 




End 


12042 


Name 


OJ000126 12 0229 


C6 ol od 


Met hod 


AAT/GAP 


Start 


11502 — 




End 


12042 


GI 


none 




Score 


1010 


i-J *\ Vw/ 1 1 o 


11502 12042 








Sea No 


38479 




Seq. ID 


OJ000126 12 0229 C6 


Gene No. 


79130 




Strand 


+ _ 


Start 


12456 




End 


13365 


Name 


OJ000126 12.0229 


C6.o2 .gp 


Method 


AAT/GAP 


Start 


12456 




End 


13365 


GI 


18475 1.R1084 




Score 


1770 


Exons 


12456. .13365 








GI Descrip. 


'2088653 7.0e-42 


(AF002109) 


Hslpro-1 


related protein isolog 



[Arabidopsis thaliana] f 



Seq. No. 
Gene No. 
Start 
Name 
Start 

.Exons . „ . 



38479 
79131 
18813 

OJ000126_12 .0229.C6.o4 .tm 
1678 

-Opn,e,^,_„ _ : _ 

1.678 . .a7'25.,Ll.67a; .1726 ,."17.8 5~ 
1971.. 2084, 1971. .2084, 1972. 



Seq. ID 
Strand 
End 

Method 
End 

Score ; 



OJ000126 12. 0229. C6 



25775 

TBLASTX: Maize 
2088 

57_ . 

.1871., .aai.Q ....18 9„0,.-i 817... 18.8.2,.. 
2088, 1972.. 2085 



Seq. No. 38479 
Gene No. 79131 
Start 18813 

Name OJ000126_12 . 0229 . C6 . o2 . tm 

Start 2358 
GI none 

Exons 2358.. 2438, 2359.. 2439, 2359. 

2554. .2742, 2556. .2741, 2567. 
2821. .2928 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2451, 2385 
.2764, 2820 



OJ000126 12. 0229. C6 



25775 

TBLASTX: Maize 
2928 
91 

2450, 2544. 
2915, 2820. 



,2741, 
.2906, 



Seq. ID OJ000126_12.0229.C6 
. Strand - 
End 

Method 
End 
Score 

4217. .4390, 4221. .4409, 4407. .4586, 4433. .4585, 4434. .4586 



Seq. No. 38479 

Gene No. 79131 

Start 18813 

Name OJ000126_12 . 0229 . C6 . o5 . tm 

Start 4217 

GI none 
Exons 



25775 

TBLASTX: Maize 

4586 

190 



Seq. No. 38479" 
Gene No. ■' ' 7 913! " .' . ~ • "." 
Start "\ 18-813 . . : ." 

Name ' " OJ000126_12 . 0229 . C6 . o3 . tm 

Start 11463 
GI none 
Exons 11463. 

11710. 

11992. 



,11513, 11608. .11667, 
,11889, 11711. .11905, 
,12072 



Seq. ID 
" Strand" "' 

End . 

Method 

End 

Score 
11609. .11674, 11615 
11756. .11953, 11972 



OJ000126__12.0229.C6 

25775 - . ■ . . V. • 
TBLASTX: Maize 
12073 

44 • 
11671, 
12073, 



Seq. No. 38479 Seq. ID OJ000126_12 . 0229 . C6 

Gene No. 79131 Strand 

Start 18813 End 25775 

Name OJ000126_12 . 0229 . C6 . ol . ts Method TBLASTX : Soybean 



38166 




Start 11744 End 12987 

GI none Score 175 

Exons * 11744 . .11905, 11756. . 11962, 12097 .. 12276, 12098 .. 12292, 

12316. .12747, 12573 12722 , 12777 .. 12887 , 12838 12987, 

12897. .12974 

Seq. No. 38479 * Seq. ID OJ000126_12 . 0229. C6 

Gene No. 79131 Strand 

Start 18813 End 25775 

Name OJ00012 6_12 . 0229 . C6 . ol . tm Method TBLASTX : Maize 

Start 12324 End 13058 

GI none Score 147 

Exons 12324. .12464, 12325 .. 12591 , 12325 .. 12489, 12564 .. 13058 , 
12565. .12993, 12587. .12631 

Seq. No. 38479 Seq. ID OJ000126_12 . 0229 . C6 

Gene No. 79131 Strand 

Start 18813 End 25775 

Name OJ000126_12 . 022 9 . C6 . ol . tc Method TBLASTX: Cress 

Start 12445 End 12987 

GI none Score 158 

;Exons_-.„ 12445^.. 12585_,„. J.2591 ....12722 12592 _ 12726 ,_12 754 ^128 64 ^ „ 

„„ UJ$2...12QJ53,.._ 12.898 . : ,Sz$Ql r ^292L Jl 2.9.8.6.. w . . / _ , 

Seq. No. 38479 Seq. ID OJ000126_12 . 0229 . C6 

Gene No. 79131 Strand 

Start 18813 End 25775 

Name OJ000126_12 . 0229 . C6 . ol . tw Method TBLASTX : Wheat 

Start 12708 End 25775 

GI none Score 340 

Exons 12708. .12989, 12709 .. 12999, 12712 .. 13002, 25722.. 25775 

Seq. No. 38479 Seq. ID OJ000126_12 . 0229 . C6 

Gene No. 79131 Strand 

Start 18813 End 25775 

Name OJ000126_12 . 0229 . C6 . o3 . gp Method AAT/GAP 

Start 18813 End 19100 

GI 1631475 Score 519 

Exons 18813. .19100 

Seq. No. 38480 Seq. ID OJ000126_12 . 0229 . C10 

Gene- No. . . 79132 . . Strand + 

Start ; 3606 \ / •"• . End 4113 ' - 

Name ' OJ0001_26_12 . 0229". C10 . o2 . gp' Method AAT/GAP 

Start"'" " 3606 "•" ' " ' 7' End 4113 " 

GI • ■ - 38782_1 .R1084 .. . / : ' Score 831-"' *- 

Exons ' 3606. .4113 , 

GI' Descrip. * 6069643/dbj | AP000616 . 1 | AP000616 0 . 0e+00 Oryza sativa genomic 
DNA, chromosome 6, - clone : P0514G12 1 

Seq. No. 38480 Seq. ID OJ000126_12 . 022 9 . C10 

Gene No. 79133 Strand + 

Start 14761 End 15302 

Name OJ000126__12 . 0229 . C10 . o3 . gp Method AAT/GAP 

Start 14761 End 15302 

GI none Score 1040 

Exons 14761.. 15302 



38167 



Seq. No. 38480 

Gene No. 79134 

Start 2287 

Name OJ000126_12 . 0229 . CIO . ol . gp 

Start 2287 

GI 5667165 

Exons 2287.. 2478 

GI Descrip. 5 67 015 5 /gb | AF161269 . 1 1 AF1 61269 4.0e-86 Oryza sativa subsp 
japonica BAC clone 34K24, complete sequence 



Seq. ID OJ000126JL2. 0229. CIO 
Strand 

End 2478 

Method AAT/GAP 

End 2478 ^ 

Score 34ff r --* 





OCLJ. V*\J . 


38480 






Seq. ID 


OJ000126_12.0229, 


. C10 




kjellfc! 1NU . 


79135 






Strand 










16517 






End 


16981 






Name 


OJ000126 12. 0229. C10. 


. \J J. . L. O 


Method 


TBLASTX : Soybean 






O Lai L 


13751 






End 


16700 








none 






Score 


716 






Exons 


13751. 


.14416, 13762.. 


. 14394, 


138 41. . 14 395, 15837 .. 1607 9, 








15860. 


.16078, 16121.. 


. 16693, 


16122. .16700 






Can Mn 
ucCj. IN U . 


38480 






Seq. ID 


OJ000126_12.0229, 


PI D 




bene no . 


7.9135- 






™ JStrjLnd 










.1.6.5.1.7, , 






...„En.d,.„.;. 


..X6A81/ 


™~ , " 




Name 


OJ000126 12. 0229. C10, 


o 3 t m 


Method 


' TBLASTX: Maize 






C-J- -a y+- 

oLall 


13774 






End 


14047 




a. : 


GI 


none 






Score 


115 




D I 


Exons 


13774. 


.13890, 13778.. 


,14047, 


13778. . 14044 




=™ 


OcCj. IN U • 


38480 






Seq. ID 


OJ000126_12.0229, 


n n 




Can D Vfo 


79135 






Strand 






h w 


Q+- a -r +- 
OLdlt 


16517 






End 


16981 






Mam o 


OJ000126 12. 0229. C10. 




Method 


TBLASTX: Cress 




ry 


q+- a r-i- 


13838 






End 


14155 








none 






Score 


286 




£3 


Exons 


13838. 


.14155, 13843.. 


, 14124 








t _ 


Con KI/-\ 
OcL| . 1N(J • 


38480 






Seq. ID 


OJ000126_12.0229. 


n o 


, ==, 


bene ino . 


79135 






Strand 








OLdLt 


16517 






End 


16981 




fl 


Name 


OJ000126 12. 0229. C10. 


. o4 . tc 


Method 


TBLASTX: Cress 






Start 


14156 






End 


14407 






GI 


. none - 






Score 


89 






.Exons 


i 14156.. 


. 14236, 14240. . 


,14407, • 


14251. . 144.06 






Seq: *No." 


384"8"0* 






Seq. ID 


" OJ000126_12..0229. 


.C10 




Gene No.- 


79135 : 






. .. Strand 








Start 


16517 






End - 


16981 






Name 


OJ000126 12. 0229. C10. 


. ol . tm 


Method 


TBLASTX: Maize 






Start 


14272 






End 


16372 






GI 


none 






Score 


198 ' 






Exons 


14272. 


.14394, 14273.. 


14392, 


15837. .16079, 15837. .16370, 








16031. 


.16135, 16121.. 


16372, 


16122. .16370, 16196. .16372 






Seq. No. 


38480 






Seq. ID 


OJ000126_12.0229. 


,C10 




Gene No. 


79135 






Strand 








Start 


16517 






End 


16981 






Name 


OJ000126_12. 0229. C10. 


o3 . tc 


Method 


TBLASTX: Cress 





38168 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

7start \ ~_ 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name . 
Start 
GI 

Exons " 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



15858 
none 

15858. .1607 9, 15908. .16066 

38480 
79135 
16517 

OJ000126_12. 0229. C10. ol.tc 

16290 

none 

16290. . 16685, 16319. .16684 

38480 
79135 
16517 

OJ000126_12.022 9.C10.o2. tm 

16376 

none 

16376. .16684, 16377. .16694 
38480 

.*JL213_5_ „ „ , 

.165JZ. ^ *.-.. 

OJ000126_12. 022 9.C10.o4.gp 
16517 

36661_1.R1084 
16517. .16981 

'3335359 9.0e-21 (AC003028) 
thaliana] ' 

38481 
79136 
5 

OJ000126_12.0229.C13.o2.tw 
5 

none 

5. .163, 5. .214 



38481 
79136 
5 

OJ00012 6__12 . 0229.C13.ol. tm 

' 17 ; 

none 

'17.. 109, 95'. .340"/ 38 6. .502 



End 
Score 



16079 
244 



Seq. ID OJ000126_12. 0229. C10 
Strand 

End 16981 

Method TBLASTX : Cress 

End 16685 

Score 409 



Seq. ID OJ000126_12. 0229. C10 
Strand 

End 16981 

Method TBLASTX : Mai ze 

End 16694 

Score 390 



Seq. ID OJ000126_12. 0229. C10 

™ St ra_nd - r •__ - 

7: .End '\. 1698.1 _,-.7..7 1 

Method ' AAT/GAP 

End 16981 

Score 898 

unknown protein [Arabidopsis 



Seq. ID OJ000126_12.0229.C13 
Strand 

End 502 

Method TBLASTX : Wheat 

End 214 

Score 101 



Seq. ID OJ000126_12.0229.C13 
Strand 

End 502 

Method TBLASTX: Maize 

End. ' 502' • "• " ' 

Score '71 



38481 
79137 
563 

OJ00012 6_12. 022 9.C13.ol. tw 

563 ' 

none 

563. .802, 564. .665 

38482 
79138 



Seq. ID OJ000126_12.0229.C13 
Strand 

End 802 

Method TBLASTX : Wheat 

End 802 

Score 63 



Seq. ID OJ000126_12.0229.C14 
Strand + 
End 354 



38169 




Name OJ000126_12 . 0229 . C14 . ol . gp Method AAT/GAP 

Start 1 End 354 

GI ' uC-osflcyp033a04bl Score 553 

Exons 1 . . 354 

GI Descrip. 1 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 





DNA, chromosome 


1, clone: P0711E10' 




Seq. No. 


38482 






Seq. ID 


OJ000126_12.0229.C14 


Gene No . 


79139 






Strand 




Start 


2388 






End 


3070 


Name 


OJ000126 12. 


0229 


•C14 .o2.gp 


Method 


AAT/GAP 


Start 


2388 






End 


3070 


GI 


4714679 






Score 


1126 


Exons 


2388. .3070 










GI Descrip. 


5852170/emb 


AL117265. 1 IOST17804 2.0e-10 Oryza sativa 




indica (GLA4) 


genomic DNA, chromosome 4 


RAP r 1 nnp • 1- 1 7R04 


Seq. No. 


38482 






Seq. ID 




Gene No. 


79140 






Strand 




Start 


6923 






End 


8149 


Name 


OJ000126 12. 


0229 


.C14 ,o3.tm 


Method 


TBLASTX • Ma i 7p 


_Stajrt__^__ 


™2539„ ■„ 




,, .„„»,. „.,„,,. „ .^i^,^.^.^.-. 


Jnd. 


■2829 - - 


-GI. „ 


none ... 


^. 


u — — 


-.Sgoxe... _ 


114 ' - 


Exons 


2539.-2637, 


2633 


..2821, 2641. 


.2829 




Sea No 


38482 






Seq. ID 


UU U U U It. U J-^l • U ^. ^. ^ . ± 4 


Gene No. 


79140 






Strand 




Start 


6923 






End 


8149 


Name 


OJ000126 12. 


0229 


.C14.o5.tm 


Method 


TBLASTX: Maize 


Start 


2872 






End 


3076 


GI 


none 






Score 


67 


Exons 


2872. .3075, 


2879 


. .3076 






Seq. No. 


38482 






Seq. ID 


OJ000126_12.0229.C14 


Gene No. 


79140 






Strand 




Start 


6923 






End 


8149 


Name 


OJ000126 12. 


0229 


.C14 .ol. tw 


•Method 


TBLASTX: Wheat 


Start 


2906 






End 


3159 


GI 


none 






Score 


141 


Exons 


2906. .3139, 


2908 


..3159 






Seq . • No . 


. 38482 . 






Seq. ID 


OJ000126_12.0229.C14 


Gene No . 


-'79140 






Strand " 




Start 


6923 






"End 


8149 


Name 


OJ0"00l"2'6"' 12". 


0229 


;C14 ~.o2". tm'-' • 


Method" 


TBLASTX : Mai ze 


Start.' . 


' ' 4 '2 2 8 






End ■ 


8141 ' ' . ' 


GI 


none 






Score 


60 


Exons 


4228. .4326, 


4403 


..4447, 7928. 


.8008, 7933. .8127, 7934. .8122, 




7989. .8141, 


8045 


..-8128 






Seq. No. 


38482 






Seq. ID 


OJ000126_12.0229.C14 


Gene No. 


79140 






Strand 




Start 


6923 






End 


8149 


Name 


OJ000126 12. 


0229 


.C14 .ol. tm 


Method 


TBLASTX: Maize 


Start 


6266 






End 


7005 


GI 


none 






Score 


35 


Exons 


6266. .6316, 


6300 


..6317, 6339. 


.6368, 6339. .6368, 6459.-6479, 



38170 




6460. .6480, 6476. .6523, 6492. .6527, 6493.-6528, 6616. .6705, 
6632.. 7003, 6638.. 6829, 6802.. 6888, 6961.. 7005 



Qon Nfr\ 


^ff 4 P 9 


JCl[ • J. u 




m 4 


CZ. nrio NT c\ 


7 Q1 A 0 


Of- r^nH 

O L 1 ul 1U. 






OLdi L 


6Q9^ 
u .? ^. o 


FnH 

ul 1 


O J. *i J 




Name 










qf art* 


fiR4 9 _ 


End 


71 






none 








Exons 


6842. .6910, 6961. .7158, 6962. 


.7159 






Seq. No. 


38482 


Seq. ID 


OJ000126_12.0229. 


C14 


Gene No. 


79140 


Strand 






Start 


6923 


End 


8149 




Name 


OJ000126 12.0229.C14.o3.gp 


Method 


AAT/GAP 




Start 


6923 


End 


7225 




GI 


uC-osflcypl35b09al 


Score 


606 




Exons 


6923. .7225 








GI Descrip. 


' 5852170/emb |AL1 17265. 1 IOST17804 2.0e- 


10 Oryza sativa 





indica(GLA4) genomic DNA, chromosome 4, BAC clone : t 17 804 1 



e q^ ^ no, tVaw , 


^ J> Qho _Z^__ w .- fW . w , i 


. — 


~ — — - 




Con . Tn 


rvTnnni 96 i9n99Q 


PI A 




7 Q 1 4 0 


" - - - -. 




.. ... . 








o tart 












Q 1" 4 Q 
0147 




Name 


OJ000126 12 


.0229 


C14.o2 


.tc 


Method 


TBLASTX: Cress 




Start 


7031 








End 


7221 




p t 


none 








Score 


206 




Exons 


70^1 791 ^ 


7 n "3 


7 9 91 
. . / Z Z ± 










Seq. No. 


38482 








Seq. ID 


OJ000126_12.0229 


.C14 


Gene No. 


79140 








Strand 






Start 


6923 








End 


8149 




Name 


OJ000126 12 


.0229 


C14 .o4 


. tm 


Method 


TBLASTX: Maize 




Start 


7603 








End 


7822 




GI 


none 








Score 


194 




Exons 


7603. .7653, 


7604 


.7822, 


7758 


. .7817 






Seq. No.' 


38482 








Seq. ID 


OJ000126_12.0229 


.C14 


Gene No. 


79140 








Strand 






Start 


6923 








End 


8149 




Name 


OJ000126 12 


.0229 


C14.ol 


. tc 


Method 


TBLASTX: Cress 




Start 


7610 . . 








End • 


8149 




GI 


none 








Score 


126 ■ ; 




Exons 


" 7610. .'782*2; 


7924 


.8148," 


* 7925* 


. .8149" 






Seq. " No^ 


"384*82 








Seq. ID" ' 


OJ000i26_12;*022'9 


:C14" 


Gene No. 


... 79140' 








Strand 






Start 


6923 








End 


8149 




Name" 


OJ000126 12 


0229 


C14-.o2 


. ts 


Method 


TBLASTX : Soybean 




Start 


7730 








End 


8131 




GI 


none 








Score 


67 




Exons 


7730. .7813, 


7925 


.8041, 


7928 


. .8131, 7931. .8128 




Seq. No. 


38483 








Seq.< ID 


OJ000126_12.0229 


.C15 


Gene No. 


79141 








Strand 


+ 




Start 


1038 








End 


1535 




Name 


OJ000126 12 


0229 


CIS.ol 


• gp 


Method 


AAT/GAP 





38171 





Start 


1038 


End 


1535 




GI 


38782 1.R1084 


Score 


749 






1038.. 1535 










' 6069643/dbj | AP000616. 1 IAP000616 0.0e+00 Oryza sativa genomic 






DNA, chromosome 6, clone : P0514G12 1 






Seq. No. 


38483 


Seq. ID 






Gene No. 


79142 


Strand 






Start 


4311 


End 






Nams 


OJ000126 12.0229.C15.ol.tw 


Method 


TRT A CITY • Whop h 




Start 


4311 


End 


4516 




GI 


none 


Score 


189 




Exons 


4311. .4373, 4343. .4516, 4441, 


. .4512 






Seq. No. 


38484 


Seq. ID 


OJ000126_12.0229.C16 




Gene No. 


79143 


Strand 






Start 


2893 


End 


14347 




Name 


OJ000126 12.0229.C16.ol.tw 


Method 


TBLASTX: Wheat 




Start 


5 


End 


14347 




GI 


none 


Score 


103 




J_r 1 lo 


5. .211, 13901. .14305, 13902., 


.14144, 13902. . 14306, 13903 .. 14 310 , 




™ » r •- - - 


.« -1 3.9 06;.^ 14 3 0 Z,_l 3 910,. ;^14 3 4 7_. 






: is? 


Seq. No. 


... — „ . . ... - ,.. - ~ 

38484 


Seq. ID 


OJ000126_ll.0229.C16 




Gene No. 


79143 


Strand 




: s£ 

: rk 


Start 


2893 


End 


14347 


: ; 5 


Name 


OJ000126 12.0229.C16.o3.tm 


Method 


TBLASTX: Maize 


Is? 


Start 


5 


End 


14229 


!K? 


GI 


none 


Score . 


42 


1^ 


Ex on s 


5. .211, 13874. .13918, 13884.. 


.13922, 13919. . 14194, 13924.. 14229 


: c? 


Seq. No. 


38484 


Seq. ID 


OJ000126_12.0229.C16 




Gene No. 


79143 


Strand 






Start 


2893 


End 


14347 


est 


Name 


OJ000126 I2.0229.C16.o2.ts 


Method 


TBLASTX : Soybean 




Start 


32 


End 


14310 




GI 


none . 


Score 


107 




Exons 


32. .166, 13954. .14088, 14095. 


. .14310 





Seq. No. 38484 
Gene No. 79143 
Start 2893 . 

Name " \ OJ000126_12 . 0229 . Cl'6 . 06 : tm 

Start ' " - ' 275 • 

GI : * none"" ' ' • ■ ■:■ . 

Exons .:~ ' 275:. 472,- 285. ; .422 



Seq. ID OJ000126_12. 0229.C16 
Strand 

End. . ■ 14347. . 
Method TBLASTX: Maize 
End ' " - " 472 " " ; 

Score r 140 ; -" - " •• 



Seq. No. 38484 

Gene No. 79143 

Start 2893 

Name OJ000126_12 . 0229 . CI 6 . o4 . tw 

Start 296. 

GI none 

Exons 296.. 445, 303 .. 4-22 533 .. 709, 



Seq. ID OJ000126_12.0229.C16 
Strand 

End 14347 

Method TBLASTX : Wheat 

End 709 

Score 87 

538. .708 



Seq. No. 
Gene No. 



38484 
79143 



Seq. ID OJ000126_12.0229.C16 
Strand 



38172 






Start 


2893 




End 


14347 






Nam© 


OJ000126 12 0229.C16.o5 


tm 


Method 


TBLASTX: Maize 






O Lai l_ 


5 69 ~~ 

JO J 




End 


6259 






yj x 


n on ^ 




Score 


44 






F von q 


569 65? 571 894 754 

JvJ_7..\JJ£., JfX..U-/1/ / J *i • 


888 


782. .895, 6109. .6225, 6110. .625 






6113 6250 












Qe*n No 


3ft4R4 

*J O T O 1 




Seq. ID 


OJ000126__12.0229 


CI 6 




Gene No. 


79143 




Strand 








Start 


2893 




End 


14347 






Name 


OJ000126 12 0229 C16 08 


tw 


Method 


TBLASTX: Wheat 








7 ~~ 




End 


6259 






O J. 


n on o 




Score 


76 






R von ^ 


7^Q QOQ 746 844 757 


861 


1012. .1080, 5924. .5977, 








5950 5973 6095 6259 


6095 

\J \J Z* J . 


.6247, 6109. .6258 






Seq. No. 


38484 




Seq. ID 


OJ000126_JL2.0229, 


n 6 




Gene No. 


79143 




Strand 








Start 


28 93 




End 


14347 






Name 


0.70 001 9 6 1? 0229 P1 6 o4 


Lill 


Method 


TBLASTX: Maize 






Start 


1204 _ 




End 


5865 






GI 


none . . . 




_Scpre_.„. 


._221;._ 






T* 1 von q 


1904 1605 5^99 5798 


S7 98 


..5845, * 58 


i.2X... K8 65_:, _ 






Seq. No. 


38484 




Seq. ID 


OJ000126_12.0229, 


. C16 




Gene No. 


79143 




Strand 








Start 


O ^ J 




End 


14347 




f 1 £ 


LM CU tlC 


n,T0001 9fi 1? 099Q nfi 


L W 


Method 


TBLASTX: Wheat 






91- ^ rt- 

OLal L 


1 A 8 _ 
X *± o u 




End 


5518 






GI 


none 




Score 


60 






P 1 von c; 


I486 186^ 174S 1846 




.5518 






f j I 


Q <=> rr KIo 

JCVj • 1N<J • 


?8 4 8 4 

J O *i O 1 




Seq. ID 


OJ000126_12.0229, 


.C16 




fjpnp Ts]o 


79143 




Strand 






tl 


Start 


2893 




End 


14347 




■~ a 


Name 


OJ000126 12.0229.C16.ol. 


gp 


Method 


AAT/GAP 






Start 


2893 




End 


3277 . 






GI 


uC-osflcyp033a04bl 




Score 


682 






von c? 


2893.. 3277 












wX UCoUJ L yJ . 


'6016845/dbj | AP000570 . 1 1 AP000570 3 . Oe- 


■59 Oryza sativa genomic 






DNA, chromosome 1, clone 


i:P0711E10 f 








Seq. No. 


38484 




Seq.' ID - 


OJ000126_I2-. 0229; 


CI 6 ■ 




Gene "No.. 


'7 914 3 ' 




Strand 








"Start ' 


" T : 2-8 93" • : 




End ' 


' 14 347' ^'""^ • 






Mo mo 


OJ000126 i"2.0229.Cl'6.o7. 


tm 


Method 


' TBLASTX": Maize 






Cf art - " 
OL.Cl.LL. 


11723 




End 


11866 ' 








none 




Score 


127 






P von <=: 


11723. .11866, 11727. .11861 










Sea. No. 


38484 ' ■ 




Seq. ID 


OJ000126_12.0229. 


C16 




Gene No. 


79143 




Strand 








Start 


2893 




End 


14347 






Name 


OJ000126 12.0229.C16.o6. 


tw 


Method 


TBLASTX: Wheat 






Start 


11735 




End 


12337 






GI 


none 




Score 


74 






Exons 


11735. .11860, 11739. .11861, 12048 12332, 12053. .12337 





38173 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38484 
79143 
2893 

OJ000126_12.0229.C16.o3. tw 

12338 

none 



Seq. ID OJ000126_12.0229.C16 
Strand 

End 14347 

Method TBLASTX : Wheat 

End 12719 

Score 188 



12338. .12718, 12369 .. 12617 , 12377 .. 12715, 12642. .12719 



38484 
79143 
2893 

OJ000126_12.022 9.C16.ol.tm 

12524 

none 



Seq. ID OJ000126_12.0229.C16 
Strand 

End 14347. 

Method TBLASTX : Maize 

End 12856 

Score 83 



12524. .12736, 12533 .. 12856, 12546. .12827 



Seq. No. 38484 
Gene No. 79143 
Start 2893 

Name OJ000126_12 . 022 9 . CI 6 . o7 . tw 

;St art,..;.. _ _ .. JL 3049,_ _ _ „ ... End , 

. GI _i„.__.,..lL„ ,..,. .noae_„;^ _ .„ , _S.c.ore.„. 

Exons 13049. .13348, 13160.. 13348 



Seq. ID OJ000126_12.0229.C16 
Strand 

End 14347 
Method TBLASTX : Wheat 

13348 

54 



Seq. No. 38484 

Gene No. 79143 

Start 2893 

Name OJ000126_12 . 0229 . CI 6 . ol . ts 

Start 13346 

GI none 

Exons 13346. .13711, 13551.. 13694 



Seq. ID OJ000126_12.0229.C16 
Strand 

End 14347 

Method TBLASTX : Soybean 

End 13711 

Score 84 



s Seq. No. 38484 

C3 Gene No. 79143 

VI Start 2893 

ll Name . OJ000126_12 . 0229 . CI 6 . o2 . tw 

T Z Start 13370 

GI none 

U Exons 13370. .13789, 13395.. 13790 



Seq. ID OJ000126_12.0229.C16 
Strand 

End 14347 

Method TBLASTX : Wheat 

End 13790 

Score 294 



Seq. No. 38484 

Gene No." ; 79143 ■ ' „ ' ' ' \ 

Start* ~ " " " 2893 " 
'Name" z .' OJ00012 6_12 . 02'2 9 . CI 6"i o2'." tm 
Start' ■ 134 63 ' 

GI ' none 

Exons 13463. .13846, 13482. .13847 



.Seq. ID OJ000126_12.0229.C16 

Strand ■•- ■ ■ *■ • * \ ■' 

End * ' ~ 14 34 7 
'Method 1 ' TBLASTX: Maize " " 

End' " 13847' . : 

Score ' 230 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38485 
79144 
639 

OJ000126_12.0229.C17.o7.tw 

639 

none 



Seq. ID OJ000126_12.0229.C17 
Strand 

End 998 

Method TBLASTX : Wheat 

End 998 

Score 154 



639. .818, 640. .825, 913. .996, 924. .998 



38174 






Seq. No. 


38485 








Seq. ID 


OJ000126_12.0229 


.C17 




Gene No. 


79145 








Strand 








O I_a.IT L 


QQQ 

Z) -7 -7 








End 


1872 






Name 


ninnm 9^ i 9 

UJUUU1ZO xz 


099 Q 


PI 7 A 
. V^X / . Ofi 


f t»? 


Method 


TBLASTX: Wheat 








QQQ _ 
z? _? _? 








End 


1485 






P T 
VjX 


none 








Score 


61 






Exons 


QQQ 1 4 
.7.7-7. . 14 J / ; 


1 009 
X UUZ . , 


194 1 
• X Z fl X / 


1 nn^ 

IwU J • 


.1485, 1027. .1476 






Seq. No. 


38485 








Seq. ID 


OJ000126_12.0229, 


.C17 




Gene No. 


79145 








Of r -s nr J 








Cf n v-f 


QQQ 








End 


1872 






Name 


n tooo i 9 £ 19 

UuUUUl^ 0 xz 


09 9 Q 
. UZ Z , 


P 1 7 
. ^ X / . O D 


f m 
* LIU 


Method 


TBLASTX: Maize 






C f -J yf 


X U X D 








End 


1302 






pt 
ox 


none 








Score 


327 










1 1 1 

X X X D , 


19^9 












Seq. No. 


38485 








Seq. ID 


OJ000126_12.0229. 


,C17 




Gene No. 


79145 








Strand 










QQQ 

:? z) z3 








End 


1872 






Name 


rs Tnnm 9 £ i 9 

UUUUUiZO xz 


09 9 Q 
. UZ Z 17 . 


PI 7 


f m 
. LIU 


Method 


TBLASTX: Maize 








1 "*7 9 








End 


1872 






P T 


... ™. , -JROn.^ - T 








Score. : 


153 . . ■ 






IT v Ari c 
EjAUIIo T . 


1^7 9 i^m 


1 ^^7 

.X.O.J../.,. 


1 R 7 9 


1 ^R 1 

_X 0X5. X., 


. .18.5.0.1.." 






~~ 

i. a 


oeq . iNo . 


JO H 0 0 








Seq. ID 


OJ000126_12.0229. 


,C17 


- ST 


Gene No. 


79145 








Strand 








Start 


999 








End 


1872 






Name 


nTnnm 9^ 19 

UJUUUXZO XZ 


09 9 Q 
. UZ Z . 


PI 7 r^l 
i ^1 / .OX 


f o 
. L S 


.Method 


TBLASTX : Soybean 




~ s? 


Qj-2 v-f 

otar n 


X 4 Z 0 








End 


1821 






p t 


none 








Score 


56 




w 


Exons 


1 AO a i 4t;Q 

XfiZD. . If! JO; 


1 4 9 A 
X fl Z O . 


1 A ^R 
, , 14 JO / 


X 4 4 J . 


..1538, 1462. .1821, 1462. .1770, 


f !I 




1R7R 17Q^ 
















Seq. No. 


38485 








Seq. ID 


OJ000126_12.0229. 


C17 


r ^ 


Gene No. 


79145 








Strand 








Of 3 V~f 


QQQ 

_7 .7 .7 








End 


' 1872 




?- 


Naine 


Pi innm 9 £ i 9 

UJ UUUXZo Xz 


H9 9 Q 

. uz z y . 


P 1 7 

LI / . Oj 


f T.I 


Method 


TBLASTX: Wheat 






Of a r- +- • 


X JJ *i 








End 


1834 






P,T 


none 








Score 


360 




f 1 


HiAUIlo 


in/ 1 Q -if) 
1 Jj4 . . lO jU, 


1 ^7R 
X 0 / 0 . 


1 7 Q ^ 
. X / z) 0 , 


1 £RR 
X DO O . 


. . 1834 








Seq. No. 


38485 








. Se'qv. ID 


,OJ000126_12.0229. 


C17 




Gene No: 


•/ ; ; 79146 ; ' 




' ■■■■ 


■ V- ■ 


■ Strand - 








c'fprf 

OLdl L 


i ft ^ 6 

X O J v 








* End * 


' "'2262' ' " ""' 






Name 


" ■ ■ ' p. t n*n n 1 9 i " 9 

WU UUUXZO xz 


~0 9'9 Q " 
. U Z Z _> . 


'p i 7" 

OX / . OX 


. tw 


Met hoc! 


' T BLAS TX :" Whe at 7 '" 






- Of a y-f 


lO JO 








End 


^ 2262 • ". • " 






P T 


none 








Score 


607 ' 






XT' v /~\r^ c? 

EjXurib 


1 QTC 9 9 9 R 
iO JU . . Z Z ZD , 


1 R ^ 7 
IOJ / . 


99 £9 
. Z Z OZ , 


X O z? Q . 


.2247, 18 


198. .2260 






beq. no. 


J040J 








Seq. ID 


OJ000126_12.0229. 


C17 




Gene No. 


79146' 








Strand 








Start 


1836 








End 


2262 






Name 


OJ000126 12 


.0229. 


C17.o3 


. ts 


Method 


TBLASTX : Soybean 






Start 


1843 








End 


2088 






GI 


none 








Score 


209 






Exons 


1843. .2088 















38175 




Seq. No. 


38485 








Seq. ID 


OJ000126_12.0229 


.C17 


Gene No. 


79146 








Strand 






Start 


1836* 








End 


2262 




Name 


OJ000126 12 


. 0229. 


C17 . o2 


. tm 


Method 


TBLASTX * Maize 




Start 


1909 ~ 








End 


2262 




GI 


none 








Score 


468 




Exons 


1909. .2262, 


1929. 


. 2210, 


1985. 


. 2257 






Seq. No. 


38485 








Seq. ID 


OJ000126_12.0229 


.C17 


Gene No. 


79147 








Strand 






Start 


2305 








End 


3761 




Name 


OJ000126 12 


. 0229 . 


C17 . o3 


. tw 


Method 


TBLASTX * Wheat 




Start 


2305 ~~ 








End 


2829 




GI 


none 








Score 


580 




Exons 


2305 . . 2829, 


2457 . 


. 2825 










Seq. No. 


38485 








Seq. ID 


OJ000126JL2.0229 


.C17 


Gene No. 


79147 








Strand 






Start 


2305 








End 


3761 




Naiue 


OJ000126 12 


.0229. 


C17 .ol 


. tc 


Method 


TBLASTX :Cress 




Start 


2536 ~~ 








End 


2853 






none ■ 








... Score , 


-101 • 




Ex'ofis 


"™253V 21-09 ^ 


'5:5 5T. 


2A5.5-/."' 


L2.7.1Q.. 


. 285.3^.271.2..,. 283.^;.. _ _ 


'~" ■* -™ 


Seq. No. 


38485 








Seq. ID 


'OJ000126_12.0229 


.C17 


Gene No. 


79147 








Strand 






Start 


2305 








End 


3761 




Name 


OJ000126 12 


.0229. 


C17 . o2 


. ts 


Method 


TBLASTX : Soybean 




Start 


2622 ~~ 








End 


2877 




GI 


none 








Score 


302 




J— 1 *\ \S 1 1 *J 


2622 2867. 


2629. 


. 2877 , 


2749 . 


.2877 






Seq. No. 


38485 








Seq. ID 


OJ000126_12.0229 


.C17 


Gene No. 


79147 








Strand 






Start 


2305 








End 


3761 




Name 


OJ000126 12 


. 0229. 


C17.o3. 


. tm 


Method 


TBLASTX: Maize 




Start 


2675 ~~ 








End 


2967 




GI 


none 








Score 


85 




Exons 


2675 . . 2827, 


2677 . 


.2967, 


2688 . 


.2867, 2919. .2963 




Seq. No. 


38485 








Seq. ID 


OJ000126_12.0229, 


.C17 


Gene No. 


79147 








Strand 






Start 


■ 2305 • 








. En ^ ' : 


3761 * • - ' r 




Name 


OJ000126 12 


,0229 . 


C17 . b2 , 


. tw 


Method 


TBLASTX : Wheat 




Start" '* ~ 


■' "28 36 " ^ 








"End 


34 28 • 




Gi 


none - 








Score 


128 ' 




Exons 


2836. 2985, 


2931 . 


*. 2987, 


2985 . 


.3428, 29.90. .3304, 




Spa No 


38485 








Seq. ID 


OJ000126_12.0229, 


.C17 


Gene No . 


79147 








Strand 






Start 


2305 








End 


3761 




Name 


OJ000126 12. 


.0229. 


C17.ol. 


.tm 


Method 


TBLASTX: Maize 




Start 


2985 








End 


3578 




GI 


none 








Score 


221 




Exons 


2985. .3143, 


2990. 


.3136, 


3140. 


.3283, 3141. .3578, 3303. .3377, 




3359. .3436, 


3483. 


.3578 











38176 



Seq. No. 


38485 


Seq. ID 


OJ000126_12.0229.C17 


Gene No. 


79147 


Strand 




Start 


2305 


End 


3761 


Name 


OJ000126 12. 


0229.C17.o6.tw Method 


TBLASTX: Wheat 


Start 


3429 


End 


3761 


GI 


none 


Score 


356 


Exons 


3429. .3761, 


3471, .3740 




Seq. No. 


38486 


Seq. ID 


OJ000126 12.0229.C18 


Gene No. 


79148 


Strand 


+ ~~ 


Start 


5775 


End 


6174 


Name 


OJ000126 12. 


022 9. CI 8 .o2.gp Method 


AAT/GAP 


Start 


5775 


End 


6174 


GI 


uC-osroM202033hl0al Score 


739 


Exons 


5775. .6174 






GI Descrip. 


' 5670155/gblAFl 612 69. 1 | AF1 61269 4.0e-E 


i6 Oryza sativa subsp. 




japonica BAC 


clone 34K24, complete sequence 1 



Seq. No. 38486 Seq. ID OJ000126_12 . 0229 . C18 

Gene No. 7914 9 Strand 

Start 3198 End 3391 

Name,,., - - ; .QJQ0.012.6_1 2. ..0229^ C1.8 . pl,.,gp...__ ..Method AAT/GAP ■ _ 

„S.tar.t. .. . ■„.,.-. 31.98„_ — ; _.EndL ,.,.-,.3.391 ,„ ~ 

Gi 5667165 Score 360 

Exons 3198.. 3391 

GI Descrip. 5670155/gb | AF161269. 1 1 AF161269 4.0e-86 Oryza sativa subsp. 
japonica BAC clone 34K24, complete sequence 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



38486 



Seq. ID OJ000126_12.0229.C18 



79150 Strand 
62 94 End 
OJ000126_12 . 022 9 . CI 8 . o3 . gp Method 
6294 End 
572140 Score 
6294 . . 6590 

1345644/sp| P48422 |C861_ARATH 2.0e-14 CYTOCHROME P450 86A1 
( C YPLXXXVI ) >gi_9 4 04 4 6_emb_CAA62 0 8 2_ 
[Arabidopsis thaliana] 



6590 
AAT/GAP 
6590 
422 



(X90458) cytochrome p450 



Seq. No. 38486 Seq. ID 

Gene No. 79151 Strand 

Start 7318. End 

Name . V. OJ000126 w 12 ..022 9 . Cl8 . ol .ts " ' Method " 

"Start' ' 6101 " : " " ' * ' "* ' " "' End' 

GI ' none "" " " ' ""*' '""""*' '"Score 

Exons 



OJ000126_12.0229.C18 
7971 

- TBLASTX: Soybean " 
7603 " 
T83 " 



6101. .6328, *61"20-. .6329, . 6332. .6796, " 6345... 6779; 6668... 6796, 
'6848'; .7120, 6848. .7450, 7146. .7451, 7170 .. 7457/ 7416 .. 7589, 
7427. .7597, 7469. .7603 



Seq. No. 38486 Seq. ID 

Gene No. 7 9151 Strand 

Start 7318 End 

Name OJ000126JL2 . 0229 . C18 . ol . tc Method 

Start ' 6122 End 

GI none Score 
Exons 



OJ000126_12.0229.C18 
7971 

TBLASTX: Cress 

7597 

211 



6122. .6481, 6125. .6481, 6138. .6482, 6470. .6571, 6486. .6875, 
6488. .7450, 6933. .7091, 7146. .7451, 7427. .7597, 7461. .7574 



38177 




Seq. No. 


38486 




Seq. ID 


OJ000126_12.0229.C18 


Gene No. 


79151 




Strand 




Start 


7318 




End 


7971 


Name 


OJ000126 12.0229.C18.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


6173 ~ 




End 


7971 


GI 


none 




Score 


1820 


Exons 


6173. .7675, 6174 . .767 9, 


6635. 


.7681, 7715. .7741, 7773. .7862, 




7775. .7858, 7784. .7879, 


7785 . 


.7871, 7879. .7971, 7879. .7971 


Seq. No. 


38486 




Seq. ID 


OJ000126_12.0229.C18 


Gene No. 


79151 




Strand 




Start 


7318 




End 


7971 ■ 


Naine 


OJ000126 12.0229.C18.ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


6364 




End 


6799 


GI 


none 




Score 


553 


Exons 


6364 . . 6501, 6365 . . 67 93, 


6366. 


.6797, 6635. .6799 


Seq. No. 


38486 




Seq. ID 


OJ000126_12.0229.C18 


Gene No. 


79151 




Strand 




Start 


7318' 




End 


7971 


Name 


. OJ000126 12.0229.C18.o4 




Method 


AAT / GAP _ _ m 


,S.tar_t_ 


_;:i3ia__ . 




„End 


.,.,1722 


GI 


uC-osroM202033a09bl 




Score 


87 4 


Exons 


7318. .7772 • ■ 








GI Descrip. 


f 1345644/sp|P48422|C861 


_ARATH 


2.0e-14 


CYTOCHROME P4 50 86A1 



(CYPLXXXVI) >gi_9404 4 6_emb_CAA62082_ (X90458) cytochrome p450 
[Arabidopsis thaliana] 1 - ' 



OJ000126_13.0228.C1 

+ 

6702 
GENSCAN 
6467 
.64 

.3674, 4626. .4786, 





Seq. No. 


38487 






Seq. ID 


OJ000126_1'3.0228.C1 




Gene No. 


79152 






Strand 


+ 




Start 


528 






End 


6702 




Name 


OJ000126 13.0228. 


.Cl.ol. 


9P. ..: 


Method 


AAT 7 GAP 




Start . ' • 


5749 " - 






End 


6702 ' ■"' " - " " " 




"* Gf 


■"231282T"*""- 






Score 


'7 69" ' 




Exons^* ' ' 


"5 7.49. ."5916r "600"5*. 


60"67, 


6151". 


6219, ■ 6322 . . 642 8V : 6 '6 51 1 /67 02 




Seq.. No. 


38487 






Seq. ID 


OJ000126_i3. 0228X1 




Gene No. 


79153 






Strand 






Start 


7679 






End 


12775 




Name 


OJ000126 13.0228. 


Cl.ol. 


np 


Method 


AAT /NAP 




Start 


7673 






End 


8617 




GI 


4678221 






Score 


389 




Exons 


7673. .8617 












GI Descrip. 


(AC007135) hypothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


38487 






Seq. ID 


OJ000126_13.0228.C1 




Gene No. 


79153 






Strand 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38487 Seq. ID 

79152 Strand 
528 End 
OJ000126_13. 0228. Cl.ol. gs Method 
528 End 
none • Score 

528. .617, 2216. .2264, 2689. .2777, 3550. 
5651. .5916, 6151. .6219, 6322. .6467 



38178- 




art- 


7 679 


End 


1 277 S 




OJ000126 13 0228 


Pi n2 n<=i MpthnH 


PFM9PAN 


o Loi L 


7 67 9 ~~ 


End 


T 277 S 


PT 

w J. 


n on ^ 


Score 


61 




7679 8708 9025 


9365 12668 12775 




Cnn Mo 


38487 


Seq. ID 


OJ0001 2 6 T3 02 2 8 PI 


Gene No. 


79153 


Strand 




Start 


7679 


End 


12775 


Name 


OJ000126 13.0228, 


.Cl.o2.gp Method 


AAT/GAP 


Start 


8324 


End 


8638 


GI 


95327 1.R1084 


Score 


565 


Exons 


8324. .8638 






GI Descrip. 


■1707032 2.0e-15 


(U80445) coded for by 


C. elegans cDNA ykl3g5 



coded for by C. elegans cDNA yk21g6.3; coded for by C. elegans 
cDNA CEMSE18F; coded for by C. elegans cDNA ykl26bl.3; coded for 
by C. elegans cDNA yk65h8.3; coded for by C. elegans cDNA 
yk65h8* 



Q a Mo 
O e q . LN U . 


38488 


Seq. ID 


OJ000126_ 


13.0228. 


C3 


CI An A Mo 

belle 1NU . 


79154 


Strand 


+ 








_349_ ^ . ™ 


EncL_ _ 


_57 3_ 






.ISJame._ 


J)Jq6q.12 6 . 13"... 6.22 8... j C3:. .ol.-gs 


, _.^MetltocL-,. 








Start 


' 349 . " " 


End 


573 








none 


Score' 


.85 






Exons 


349. .573 










c on Mo 


38488 


Seq. ID 


OJ000126_ 


13.0228. 


C3 


bene ino . 


79155 


Strand 


+ 






o tdi L 


1410 


End 


3471 






Name 


OJ000126 13.0228.C3.o2.np 


Method 


AAT/NAP 






Start 


1410 


End 


3471 






GI 


6721561 


Score 


134 






Exons 


1410. .1514, 3427. .3471 










GI Descrip. 


(AP001073) EST AU082058 (C1297 6) corresponds to a region 


of 




predicted gene.; hypothetical protein 


[Oryza sativa] 






gil 681508 6 |dbj | BAA90372.il 


(AP001081) 


EST AU082058 (C12976) 




corresponds to a region of 


the predicted gene.; 


hypothetic 




protein [Oryza sativa] 










Seq. No. 


38488 


Seq. ID 


OJ000126_ 


13.0228. 


C3 


Gene No. - 


-79156'. . - 


Strand 








Start. v /; 


1288 ; 


. • End ; ' 


5338 ' • 






Name' " " "' 


OJ0"0012 6 T3 '. '0228 . C3 \ 61 . rip ' 


' 'Method 


" AAT/NAP 






Start 


; . 1288" " ' " ; 


End ' 


5338' 






GI - 


4680183 


Score ■ 


.129 : - 






Exons 


1288V .'"1379, '5308. .5338' 










GI Descrip. 


(AF111709) gag-pol protein 


[Oryza sativa subsp. 


indica] 




Seq. No. 


38489 


Seq. ID 


OJ000126_ 


13.0228. 


C4 


Gene No. 


79157 


Strand 


+ 






Start 


6285 


End 


7391 






Name 


OJ000126 13.0228.C4.o2.np 


Method 


AAT/NAP 






Start 


6285 


End 


7391 






GI 


6815053 


Score 


732 






Exons 


6285. .6429, 6929. .7105, 7155. .7391 








GI Descrip. 


(AP001080) hypothetical protein [Oryza 


sativa] 







38179 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38489 Seq. ID 

79158 Strand 

9703 End 

OJ000126_13.0228.C4 .o3.np Method 

9559 End 

6539588 Score 
9559. . 9884 

(AP000837) hypothetical protein [Oryza sativa] 



OJ000126_13.0228 .C4 
+ 

11-525 
AAT/NAP 
9884 
183 



38489 
79158 
9703 

OJ00012 6_13. 0228 .C4 .o2.gs 

9703 

none 



Seq. ID OJ000126_13.0228.C4 

Strand + 

End 11525 

Method GENSCAN 

End 11525 

Score .57 



9703. .9808, 10277. .10331, 10838. .11104, 11429. .11525 



Seq. No. 38489 Seq. ID 

Gene No. 79158 Strand 

Start 9703 End 
. Name_„„_ „QJ0Q01„2 6^13 .^Q228, : CX o,l^gp,,_ _Methpd_ , 

..Start L04.7,4_ : ;..„ : .. r .. ; _ .. End. _ 

GI* none Score 
Exons 10474.. 10574 



OJ000126_13.0228.C4 
+ 

11525 

^ AAT/GAP,_ 

..i6.5.7.4.U_ ,__^L 

130 



Seq. No. 38489 

Gene No. 79158 

Start 9703 

Name OJ000126_13 . 0228 . C4 . o4 . np 

Start 10575 

GI 769708 

Exons 10575. .10679, 10902.. 10962 
GI Descrip. (D32052) ORF123 [Oryza sativa] 



Seq. ID OJ000126_13.0228.C4 

Strand + 

End 11525 

Method AAT/NAP 

End 10962 

Score 130 



Seq. No. 38489 Seq. ID OJ000126_13 . 0228 . C4 

Gene No. 79159 - Strand 

Start 642 ' End 8241 

Name ' OJ000126_13 . 0228 . C4 . ol . gp Method AAT/GAP 

Start 485 End 1165 

GI 34607_1.R1084 Score 1056 

Exons . 485.. 892, 988. .1165 . . . . 

GI Descrip. . f 5306263/gb|AAD4 1.995. 1 |AC006233_6 ;2.0e-20*. (AC006233"). unknown 

protein" '[Arabidbpsis" thaliana] 1 ■ ' " " -- 



Seq.- No. .38.489'"' ' . 

Gene No. 79159 " 

Start 642 

Name OJ000 12 6_13 . 022-8". C4 . ol . gs 

Start 642 

GI none 
Exons 



- Seq. ID OJ000126_1'3 . 0228 . C'4 
"Strand 

End ' 8241 

Method GENSCAN 

End ' 8241 

Score .42 

,1609, 1704. .1782, 



642. .892, 988. .1156, 1286. .1354, 1464, 
2258. .2335, 3682. .3843, 4112. .4741, 4905. .5041, 5224. .5407, 
5554. .5691, 8227. .8241 



Seq. No. 
Gene No, 



38489 
79159 



Seq. ID 
Strand 



OJ000126 13. 0228. C4 



38180 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



642 End 8241 

OJ000126_13. 0228 .C4 .ol .np Method AAT/NAP 

645 End 6376 

5306263 Score 997 

645. .877, 988. .1156, 1464. .1582, 1698. .1782, 2258. 
3682. .3848, 4083. .4432, 4526. .4810, 6269. .6376 
(AC006233) unknown protein [Arabidopsis thaliana] 



,2335, 



38489 Seq. ID 

79159 Strand 

642 End 8241 

OJ000126_13.0228.C4 .o2.gp Method AAT/GAP 

1568 End 4172 

3766754 Score 698 

1568.. 1609, 1704.. 1782, 2258.. 2335, 3682.. 3843, 



OJ000126 13. 0228. C4 



4112. .4172 



53062 63/gb|AAD41995.1|AC006233_6 2.0e-23 
protein [Arabidopsis thaliana] 



(AC006233) unknown 



Seq. No. 

Gene No. 

Start 

.Na|e; 

.Si art..™ "I. 

GI 

Exons 

GI Descrip. 



Seq. ID 
Strand 

End 8241 
:: Method „,„, ,AAT/_GAP 
..End „..„5.i8.a_..-. 

Score " 832 



OJ000126 13. 0228. C4 



38489 
79159 
642 

OJQ0M0 12 6^13^.02 28 . C4-. o3 . gp_ 

.481.8,.... ^ _ 

uC-osflcyp014e02bl 
4818. .4983, 5224. .5483 

' 530 62 63 /gb | AAD41995. 1 | AC006233_6 2 .0e-23 (AC006233) unknown 
protein [Arabidopsis thaliana] 1 



Seq. No. 


38489 




Seq. ID 


OJ000126_13.0228.C-4 


Gene No. 


79160 




Strand 




Start 


12345 




End 


16555 


Name 


OJ000126 13. 0228. C4. 


o3 . gs 


Method 


GENSCAN 


Start 


12345 




End 


16555 


GI 


none 




Score 


.72 


Exons 


12345. .12354, 12521. 


.12615, 


12917. .13025, 13660. . 13688, 




14723. .14819, 16232. 


.16323, 


16373. . 16555 


Seq. No. 


38489 




Seq. ID 


OJ000126_13.0228.C4 


Gene No. 


79161 




Strand 




Start 


19144 




End 


19962 


Name 


OJ000126 13. 0228. C4. 


o3 . tm 


Method 


TBLASTX: Maize 


Start 


505 




End . . . 


1043 -.. ... 


G" I . '; . ; 


. none 




Score 


'4 4 - " *' " " 


Exons- 


■505: ."55V,- ~609*. .863, 


630.'.896, 631. . 906, 


' 74 5:78 97V '984 10*43, 




' 999 . '. 1028" .' 








Seq. No. 


38489 




Seq. ID 


OJ000126_13.0228.'C4 


Gene No. 


79161 




Strand 




Start 


19144 




End 


19962 


Name 


OJ000126 13. 0228. C4 . 


o2 . ts 


Method 


TBLASTX: Soybean 


Start 


678 




End 


1792 


GI 


none 




Score 


50 


Exons 


678. .818, 987. .1043, 


1073. . 


1162, 1074.. 


1157, 1286.. 1375, 




1293.. 1346, 1464.. 1628, 1465.. 1617., 1687..17*fe; 1-7 03 . .178 6, 




1705. .1785, 1706. .1792 






Seq. No. 


38489 




Seq. ID 


OJ000126_13.0228.C4 



38181 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



79161 
19144 

OJ000126_13. 0228.C4 .ol. tw 

1028 

none 

1028.. 1051, 1047. .1154, 1049, 
1286.. 1351, 1286.. 1354, 1464. 
1687. .1758, 1704. .1757, 1705. 



38489 
79161 
19144 

OJ000126_13. 
1059 
none 
1059. 
1286. 
1687. 



,1142, 
1354, 
1785, 
2256. .2336, 
4101. .4286, 
4401. .4562, 



0228 ,C4 .o2. tm 



1061. .1156, 1062. 

1445. .1615, 1464. 

1703. .1861, 1704. 

2257. .2337, 3679. 

4105. .4332, 4112. 

4749. .4814, 4752. 



Strand 
End 

Method 

End 

Score 



19962 

TBLASTX: Wheat 

1758 

139 



.1156, 1059.. 1157, 1070.. 1162, 
.1616, 1464. .1628, 1465. .1617, 
.1758 

Seq. ID OJ000126_13.0228.C4 
Strand 

End 19962 
Method TBLASTX : Mai ze 
End 4834 
Score 113 

.1157, 1079. .1162, 1286. .1354, 
.1616, 1464. .1628, 1465. .1617, 
.1784, 1705. .1785, 2255. .2341, 
.3843, 3682. .3843, 4087. .4317, 
.4321, 4380. .4562, 4382. .4591, 
,4814, 4784. .4834 



Seq.._ No. .. „ 38489 ,\ S.e,q_._JD. 

Gene No. 79161 Strand 

Start 19144 End 

Name OJ000126JL3 . 0228 . C4 . o3 . ts Method 

Start 2255 End 

GI none Score 
Exons 



0 J.Q0..0 1 2 6„J. 3....0 2 2,a .£4..- . . 
19962 

TBLASTX : Soybean 

4321 

88 



2255. .2341, 2256. .2336, 3682. .3843, 3682. .3843, 4101. .4268, 
4115.. 4177, 4241. .4321 



Seq. No. 38489 

Gene No. 79161 

Start 19144 

Name OJ000126_13 . 0228 . C4 . ol . tc 

Start 12523 

GI none 

Exons 12523. .12615, 12911 .. 13024 , 12918 
13107; .13199, 13293.. 13319 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000126_13.0228.C4 
19962 

TBLASTX: Cress 

13319 

80 



13025, 13106. .13198, 



Seq. No. 38489 

Gene No. 79161 . 

Start ' "1914 4 ' 

Name " • ■ " 'OJOOoi'2 6jl3 . 0228". C47ol . tm ■' 
Start ""'"' ~ 12966' ' . " ; " : " 7 

GI * none 

Exons 12966.'. 13025, 12968 .. 13024 , 

13110. .13202, 13293. . 13361, 
13424 .. 13537, 14219 .. 14362 , 
14447. .14581,' 14 4 47 . . 14 602 , ' 
14727. .14807 



Seq. ID 

Strand 

End . " 
Method ' 
End : - : 
Score 



OJ000126_13.0228.C4 

19962 . . " ; 

TBLASTX :'Maize " 
14807 ' " ' - 

76-' " "' 



13106. .13198, 13107. .13199, 

13294. .13356, 13356. .13538, 

14230. .14355, 14443 . .14544, 

14 4 63. .14 600, 14 717.. 14806, 



Seq. No. 38489 • Seq. ID 

Gene No. 79161 Strand 

Start 19144 End 

Name OJ000126_13 . 0228 . C4 . ol . ts Method 

Start 13124 End 



OJ000126_13.0228.C4 
19962 

TBLASTX: Soybean 
14788 



38182 



GI none Score 82 

Exons 13124. .13198, 13125 13199, 13293 .. 13358 , 13299 .. 13352, 

13409. .13537, 13410. .13538, 134 31. .13541, 14133. .14327, 

14228. .'14356, 14228 .. 14329, 14230 .. 14355, 14447 .. 14602, 

14451. .14609, 14463. .14603, 14515 .. 14 634 , 14717. .14788 



oeq . 1NO . 


38489 


Seq. ID 


OJ000126_13.0228 




79161 


Strand 




o tar r. 


19144 


End 


19962 


Name 


OJ000126 13.0228.C4.o5.np 


Method 


AAT/NAP 


Start 


19057 


End 


19664 


H T 


4773907 


Score 


106 


Exons 


19057. . 19664 






GI Descrip. 


(AF074021) hypothetical protein [Arabidopsis thaliana] 


beq. JNO . 


38489 


Seq. ID 


OJ000126_13.0228 


Gene No . 


79161 


Strand 




Start 


19144 


End 


19962 


Name 


OJ000126 13.0228.C4.o4.gs 


Method 


GENSCAN 


Start 


19144 


End 


19881 


GI' 


none 


Score 


1 


Exons 


.,a9M4^i9881^. 






Seq; No. 


3848 9 " 


Seq. ID 


^OJ0V012"6_13.0228 


Gene No. 


79161 


Strand 




Start 


19144 


End 


19962 


Name 


OJ000126 13.0228.C4.o5.gp 


Method 


AAT/GAP 


Start 


19666 


End 


19962 


GI 


5038576 


Score 


574 


Exons 


19666. .19962 







Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38490 



Seq. ID OJ000126_13.0228.C5 



79162 Strand + 

71 End 7882 

OJ000126_13 . 0228 . C5 . ol . gs Method GENSCAN 

71 End 7880 

none Score .42 

71. .144, 2902. .2952, 3720. .3860, 4656. .4765, 6758. 

6909. .7053, 7479. .7726, 7835. .7880 



.6871, 



Seq. No. 38490 
Gene No. 79162 . 

Start " .71 - v • • ' 

Name* ' ; "•" OJ00012 6_13 . 0228 . C5 . oT. gp ' 

"Start 1 " ". ~7"3'90"~~. 

'GI- ' ■ 4597_2:r1084' 
Exons 7390. .7492/ 7604. .7726, 7835 
GI Descrip. ' 131773/sp | P19951 | R142_MAIZE 
(CLONE MCH2) >gi_82724_pir 
MCH2) - maize' 



Seq. ID OJ000126_13.0228.C5 

Strand .+ . . . 

End . " .7882 " // / ' \\ 

Method : 'AAT'/GA'P' ' "* '" '' 
'"End". 7882'"' /'""* ' " 

S c o r e - '421 " " " ' • 
'.7882 

2.0e-62 40S RIBOSOMAL PROTEIN S14 
B30097 ribosomal protein Si4 -(clone 



Seq. No. 38490 Seq. ID 

Gene No. 7 9162 . Strand 

Start 71 End 

Name OJ00012 6_13 . 0228 .C5.ol.tw Method 

Start 7552 End 

GI none Score 



OJ000126_13.0228.C5 
+ 

7882 

TBLASTX: Wheat 

7882 

39 



38183 




Exons 


7552 7587. 


7603 


7650, 


7603 . 


.7725, 7604. .7726, 7640. .7726, 




7828 . .7881, 


7835 


. . 7882 










Seq. No. 


38490 








Seq. ID 


OJ000126_13.0228. 


,C5 


Gene No. 


79162 








Strand 


+ 




Start 


71 








End 


7882 




Name 


OJ000126 13 


. 0228 


. C5 . ol . 


tc 


Method 


TBLASTX: Cress 




Start " 


7576 ~~ 








End 


7882 




GI 


none 








Score 


171 




Pv on *=? 

L_j Hu 


7576 7725 


7595 


7726, 


7835 . 


.7882, 7837. .7881 




Seq. No. 


38490 








Seq. ID 


OJ000126_13.0228. 


,C5 


Gene No. 


79162 








Strand 


+ 




Start 


71 








End 


7882 




Name 


OJ000126 13 


. 0228 


. C5 . ol . 


tm 


Method 


TBLASTX: Maize 




Start 


7579 _ 








End 


7882 




GI 


none 








Score 


204 




P von s 


7579 7725 


7 604 


772 6, 


7828 . 


.7881, 7£ 


J35 - .7882 




Seq. No. 


38490 








Seq. ID 


OJ000126_1.3.0228. 


C5 


Gene No. 


79162 








Strand 


+ 




Start 


_71 _ 








..End 


>v 7 882, 




Name 


. . bio 0012(5'. 13 


'.0.2 2 


^C5.Iq1 7 


np,. .. 


r Method. 


AAX/NAP. ., ... 




Start 


7601 








End 


7882 




GI 


131773 








Score 


197 




Exons 


7601. .7726, 


7835 


. .7882 











::: GI Descrip. 40S RIBOSOMAL PROTEIN S14 (CLONE MCH2) gi | 82724 | pir | | B30097 
ribosomal protein S14 (clone MCH2) - maize 



Seq. No. 


38490 




Seq. ID 


OJ000126_13.0228 


.C5 


Gene No. 


79162 




Strand 


+ 




Start 


71 




End 


7882 




Name 


OJ000126 13.0228.C5.ol 


.ts 


Method 


TBLASTX: Soybean 




Start 


7609 




End 


7882 




GI 


none 




Score 


175 




Exons 


7609... 7725, 7610.. 7726 


, 7835, 


..7882, 7837. .7881 




Seq. No. 


38491 




Seq. ID 


OJ000126JL3.0228 


.C6 


Gene No. 


79163 




Strand 


+ 




Start 


101 




End 


3540 




Name 


OJ000126 13.0228.C6.ol 


.np 


Method 


AAT/NAP 




Start. .. 


101 .. . 




End- 


.1899 




GI • . 


'131773 - > " . 




Score ; 


390 ' " ' • 




Exons 


-101.' .22'tf, 1034'. ". 1169"; 


1242. .-13'71," 1835 


. .1899 




GI Descrip T 


~40S RIBOSOMAL PROTEIN 


SI 4 (CLONE MCH2) 


gi | "8 2 7'2 4 | pi r I "| B3 0 0 9 : 




• ribosomal protein S14 


(clone 


MCH2) - maize . - - : . 




Seq. No. 


38491 




Seq. ID 


OJ000126_13.0228 


.C6 


Gene No. 


79163 




Strand 


+ 




Start 


101 




End 


3540 




Name 


OJ000126 13.0228.C6.ol 


.gp 


Method 


AAT/GAP 




Start 


1083 




End 


2087 




GI 


4597 2.R1084 




Score 


872 




Exons 


1083. .1169, 1242. .1371 


, 1835. 


. .2087 







GI Descrip. '131773/sp I P19951 | R142_MAIZE 2.0e-62 40S RIBOSOMAL PROTEIN S14 

(CLONE MCH2) >gi_82724_pir B30097 ribosomal protein S14 (clone 

MCH2) - maize' 



38184 






Seq. No. 


38491 








Seq. ID 


OJ000126_13.0228.C6 




Gene No. 


79163 








Strand 


+ 




Start 


101 








End 


3540 




Name 


OJ000126 13 


.0228 


.C6.ol. 


gs 


Method 


GENSCAN 




Start 


1089 








End 


3540 




GI 


none 








Score 


.77 




Exons 


1089. .1169, 


1242 


. . 1371, 


2654 


..2773, 3296. .3540 




Seq. No. 


38491 








Seq. ID 


OJ000126_13.0228.C6 




Gene No. 


79164 








Strand 


+ 




Start 


12128 








End 


13061 




Name 


OJ000126 13, 


.0228 


.C6.o4 . 


gs 


Method 


GENSCAN 




Start 


12128 








End 


13061 




GI 


none 








Score 


.63 




Exons 


12128. .12469, 12969. .13061 








Seq. No. 


38491 








Seq. ID 


OJ000126_13.0228.C6 




Gene No. 


79165 








Strand 






Start 


7916 








End 


12409 




Name 


OJ000126 i3. 


, 0228 


'. C6.o2. 


tc 


Method 


TBLASTX: Cress 




J tart 


■ 1065 








„EndL_ _ 


_137& - ____ 




GI. ... . /. 


• . none 






.. . 


■ . Score/. . 


.i.4 6. _ 




Exons 


1065. .1169, 


1082 


. . 1171, 


1083 


..1169, 1239". .1370, 1240.. 1362, 


%J 




1241. . 1276, 


1322 


. . 1369 










Seq. No. 


38491 








Seq. ID 


OJ000126_13.0228.C6 




Gene No. 


79165 








Strand 






Start 


7916 








End 


12409 




Name 


OJ000126 13. 


0228 


.C6.o2. 


tm 


Method 


TBLASTX: Maize 


%y 


Start 


1065 








End 


1394 


w 


GI 


none 








Score 


146 


I Li 


Exons 


1065. . 1169, 


1083 


. . 1169, 


1085 


..1177, 1239. .1394, 1241. .1276, 


= 




1322 . . 1375 














Seq. No. 


38491 ■ 








Seq. ID 


OJ000126_13. 0228. C6 




Gene No. 


79165 








Strand 






Start 


7916 








End 


12409 




Name 


OJ000126 13. 


0228, 


.C6.o2. 


tw 


Method 


TBLASTX: Wheat 


fl 


Start 


1065 








End 


1317 




GI 


none 








Score 


135 


- — 


Exons 


1065. .1169, 


1082, 


...1171, 


1084 


...1170, 1239.. 1280, 1240 . ..13.17 , 






- ..1241, :i303 \ 














Seq. "NbV"'" ' 


' '38491' 








' Seq". ' TD" 


~"OJ0 001 2"6 J'1'37 02 2'8 : C'B ~ 




Gene : No . ' ' 


- -79165 








"Strand \ 






Start' 


7916- " • 








End 


12409 ' 




Name 


OJ000126 13. 


0228, 


.C6.o2. 


ts 


Method 


--TBLASTX : Soybean 




■ Start 


1065 








End 


1370 • 




GI 


none 








Score 


140 




Exons 


1065. .1169, 


1065. 


. .1172, 


1084 , 


..1173, 1085. .1174, 1239. .1370, 






1239. . 1301, 


1255. 


. .1362, 


1322, 


. .1369 






Seq. No. 


38491 








Seq. ID 


OJ000126__13.0228.C6 




Gene No. 


79165 








Strand 






Start 


7916 








End 


12409 




Name 


OJ000126 13. 


0228. 


C6.o3. 


tw 


Method 


TBLASTX: Wheat 



38185 



Start 


7901 


End 


8625 




GI 


none 


Score 


187 




Exons 


7901. .7942, 7931. .8104, 7938. 


.8105, 8005. .8109, 


8388 . .8483, 




8392. .8484, 8581. .8625, 8589. 


.8609 






Seq. No. 


38491 


Seq. ID 


OJ000126_ 


13. 0228. C6 


Gene No. 


79165 


Strand 






Start 


7916 


End 


12409 




Name 


OJ000126 13 . 0228 .C6 . o3 . gs 


Method 


GENSCAN 




Start 


7916 ~~ 


End 


11027 




GI 


none 


Score 


. 94 




Exons 


7916. .8104, 8391. .8481, 8590. 


.8849, 9601. .9762, 


10152. . 11027 


Seq. No. 


38491 


Seq. ID 


OJ000126_ 


13. 0228. C6 


Gene No . 


79165 


Strand 






Start 


7916 


End 


12409. 




Name 


OJ000126 13.0228.C6.ol.tm 


Method 


TBLASTX: Maize 


Start 


7922 


End 


12235 




GI 


none 


Score 


67 




Exons 


7922. .8011, 8024. .8104, 8037. 


.8105, 8676. .8726, 


8724 . .8855, 




9676. .9762, 9677. .9763, 10137 


. .10286, 


10147. . 10281, 




10314,,.. 1 0367 , _ . 1 03 1 § M JU) 3 59.,^ ±04 8 5 1052 1 0 48JU 


.a052i,„_„ 




. . 10518. .1058.3, J.Q6Q8., ..10683, _106lz. . 10689, 10.6.89. 


.1.0.7 84,.,, 




10690. . 10782, 10696. . 10794, 10803 .. 11030, 10810. 


.4-1031, 




12173. .12235 








Seq. No. 


38491 


Seq. ID 


OJ000126_ 


13. 0228. C6 




79165 


Strand 






Start 


7916 


End 


12409 




Name 


OJ000126 13.0228.C6.o2.np 


Method 


AAT/NAP 




Start 


7922 


End 


12375 




GI 


6318659 


Score 


2208 




Exons 


7922. .8104, 8391. .8481, 8590. 


.8849, 9601. .9762, 


10152. . 11036, 




12167. .12375 









GI Descrip. (AF165179) cell wall invertase 2 [Zea mays] 



Seq. No. 38491 

Gene No. 79165 

Start 7916 

Name OJ000126_13 . 0228 . C6 . ol . tc 

Start 7925 

GI . none . - , . . 

Exons"-*" - 7925*. .8104,' 792.6. .8105, '8388. -.8462, 8392..8472, 8653 . .8847 , 

'* 8*676.". 8852; 9676.79759, 9677 . 79766, "1013T. '. 10289,*' 10147? .TD2§1 , 

'• '•" " '* ' ' 10314";". 10406/ T0461.".'10514, 1052 1 ."i'l 0'598 10608V .T0"6377 "V 

' " 106477". 10784*; 10651. : 7l0776;. 10782. . 1 103V 10'8 10-. ...1103*4 V 7 ' 

. 12173".". 12214 



Seq. ID OJ000126_13.0228.C6 
Strand 

End 12409 

Method TBLASTX : Cress 

End 12214 

Score 136 



Seq. No. 38491 ■ Seq. ID 

Gene No. 79165 Strand 

Start 7916 End 

Name OJ000126_13 . 0228 . C6 . ol . ts Method 

Start 7946 End 

GI none Score 
Exons 



OJ000126_13.0228.C6 
12409 

TBLASTX: Soybean 

12214 

83 



7946. .8110, 8676. .8750, 10075 .. 10281 , 10137 .. 10289, 
10299. .10409, 10470. . 10520, 1054 8 .. 1058 9, 10608 .. 10784 , 
10612. . 10782, 10782. .11030, 107 92 . . 1 1031 , 12173.. 12214 



38186 




Seq. No. 


38491 


Seq. ID 


OJ000126_13.0228 


C6 


(Ze>np No 

vj cue iiu • 


79165 


Strand 








7916 


End 


12409 




Name 


OJ000126 13 0228 C6 o4 tw 


Method 


TBLASTX: Wheat 




Start 


10140 ~ 


End 


10403 




GI 


none 


Score 


80 




Fynn c; 

CjA \J i 1 o 


10140 10289 10156 10275 


10299. .10403 




Seq. No. 


38491 


Seq. ID 


OJ000126_13.0228 


C6 


Gene No. 


79165 


Strand 






Start 


7916 


End 


12409 




Name 


OJ000126 13 0228 C6 o2 an 


Method 


AAT/GAP 




Start 


10758 _ 


End 


12409 




\3 X 


np_nc f "1 M2 0 2 08 9H0 9h1 


Score 


992 




pvnne 


10758 11032 12172 12409 








vZJ J- UCOuJ — L. ^ • 


'3372518 3 Oe-65 (AF050631) 


invertase 


[Zea mays] ' 




Seq. No. 


38491 


Seq. ID 


OJ000126_13.0228 


C6 


Gene No. 


79165 


Strand 






Start 


7916 


End 


12409 






- ■ O.T0001 26 -13 0228 P6 o1- tw 


_Me t ho_d 


TBLASTX -Wheat 




Cf av-f 
O L a xj-^. 


~ 10ft HQ ~ 


llncf ~\ . 


. 12.274 .„ 




OX 


HUilC 


Score 


' 115 




R von q 


10809 10967 10810 10968 


10949. .11026, 10962. . 11030, 






10966 11031 12173 12274 








Seq. No. 


38492 


Seq. ID 


OJ000126_13.0228. 


CI 


f^pri^ Mo 


79166 


Strand 


+ 




Qfarf 
Otal L 


2553 


End 


3038 




Name 


0,7000126 1 3 0228 P7 o2 n^z 


Method 


GENSCAN 




Start 


2553 ~ 


End 


3038 




GI 


none 


Score 


. 98 




R von q 


2553 2625 2767 3038 








Seq. No. 


38492 


Seq. ID 


OJ000126_13.0228. 


CI 


rz o n o No 


7 91 67 

/ -7 1 \J f 


Strand 


+ 




Start 


7697 


End 


8437 




Name 


OJ000126 13 0228 C7 o4 as 


Method 


GENSCAN 




Start 


7697 ~~ 


End 


8314 




GI 


none 


Score 


. 99 




R. v o n c; 


7697 8314 








Seq*." No.'"-""* 


38 4 92 " ~ *: v '-"" " 


""Seq.' ; i'D 


b J000i'2t_i3 :g'22§\ 


r ci l 


Ge>n£> No 


" ' 791*67' — . . - -- •• 


Strand^ 


" + ' " " " " • ' 




Cf a r f* '. '' . 

otai L- 


"7 697." " ' ' •* ■ ■* 

1 \J Z> i" 


-End ' 


' '8437 .' • . • '"*-' 






O.T000126 1 3 0228 P7 ol nn 


Method 


AAT/GAP 




Start 


7 7 81 ~ 


End 


8437 




GI 


none 


Score 


1260 




U 1 V /~\ T"l C 


77ft 1 ft4 "37 

/ /OX. i Oi J / 








Seq. No. 


38492 


Seq. ID 


OJ000126_13.0228. 


C7 


Gene No. 


79168 


Strand 


+ 




Start 


9213 


End 


10896 




Name 


OJ000126 13.0228.C7.o5.gs 


Method 


GENSCAN 




Start 


9213 


End 


10896 




GI 


none 


Score 


.54 





38187 



Exons 


9213. . 9628, 


9898 


. . 9982, 


10362 


. . 10448, 


10736 .10896 


Sea. No. 


38492 








Seq. ID 


OJ000126_13.0228.C7 


Gene No. 


79169 








Strand 




Start 


4844 








End 


7244 


Name 


OJ000126 13 


.0228 


.C7.ol. 


np 


Method 


AAT/NAP 


Start 


4844 








End 


7238 


GI 


4105123 








Score 


2408 


Exons 


4844 . . 5032, 


5159 


. .5252, 


5360. 


.5604, 5713. .5865, 5948. .6840, 




7064 . . 7238 












GI Descrip 


(AF043346) 


cell 


*vall invertase; Incw3; 


beta-f ructof uranosidase 




[Zea mays] 












Seq. No. 


38492 








Seq. ID 


OJ000126_13.0228.C7 


Gene No. 


79169 








Strand 




Start 


4844 • 








End 


7244 


Name 


OJ000126 13 


.0228 


. C7 . o3 . 




Method 


GENSCAN 


Start 


4844 ~ 








End 


7244 


GI 


none 








Score 


.57 


Exons 


4844 . . 5032, 


5159 


. . 5252 , 


5360 . 


.5676, 5707. .5865, 5948. .6831, 




7064 . . 7244 












Sea '" No * * 


384 92 *7Z .7.77. 









.Seq. ID.. 


" .qjo o3i 267 .1 3 .0 2 28 ,.c777 * 


Gene No . 


7 91 6 9 








Strand 




Start 


4844 








End 


7244 


Name 


OJ000126 13 


.0228 


-C7.01. 


tm 


Method 


TBLASTX: Maize 


Start 


4856 








End 


7121 


GI 


none 








Score 


73 


Exons 


4856. . 4936, 


4935 


5033 


4 946. 


.5032, 5368. .5481, 5369. .5482, 




5480 . . 5608, 


5707 


5865 


5744 . 


.5866, 5943. .6077, 5951. .6190, 




6179 . . 6226, 


6276 


. .6476, 


6293 . 


.6346, 6323. .6493, 6494. .6832, 




6495 . . 6833, 


7065 


. . 7121 , 


7066 


.7104 




Seq. No. 


38492 








Seq. ID 


OJ000126__13.0228.C7 


Gene No . 


79169 








Strand ■ 




Start 


4844 








End 


7244 


Name 


OJ000126 13 


.0228 


.C7.ol. 


tw . 


Method 


TBLASTX: Wheat 


Start 


4856 








End 


5581 


GI 


none 








Score 


221 


Exons 


4856. . 5032, 


4857 




•J J — »u • 


.5254, 5159. .5242, 5160. .5255, 




5357 . . 5383, 


5359 


. .5496, 


5360. 


.5497, 5488. .5580, 5501. .5581, 




5510. . 5581 












Seq . No'. 










* Seq.' lD : 


"W00bl : 2 : 6*_1376'228\S7 " 


Gene No . 


7 9169 








"Strand 




Start ' 


' 4 84-4 








End - ■ 


7244 . • 


Name 


OJ000126 13 


.0228 


,C7.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


4856 








End 


7121 


GI ■ 


none 








Score 


73 


Pxons 

J—J *i 1 1 O 


4856. . 4936, 


4935 


.5033, 


4946. 


.5032, 5368. .5481, 5369. .5482, 




5480 5608 


5707 


.5865, 


5744 . 


.5866, 5943. .6077, 5951. .6190, 




6179. . 6226, 


6276 


.6476, 


6293. 


.6346, 6323. .6493, 6494. .6832, 




6495. . 6833, 


7065 


.7121, 


7066. 


.7104 




Seq. No. 


38492 








Seq. ID 


OJ000126_13.0228.C7 


Gene No. 


79169 








Strand 




Start 


4844 








End 


7244 



38188 



Name 


OJ000126 13. 


0228.C7.ol.tc 


Method 


TBLASTX : Cress 


Start 


4865 




End 


7106 




none 




Score 


142 


Exons 


AO CLZL ^0^9 


4DOD. • jUj J; J J-/D . 


.5602, 5407. .5607, 5704. .5868, 




O / Z O . . jo3D/ 


cq / c ^9n c » RQR9 
J . . DiUD/ 0:70Z. 


.6179, 6281. .6322, 6282. .6323, 




DJiy . . O ft 4 Z , 


DjjU. .DfiflJ, D*±fi:7. 


.6829, 6453.. 6581, 6606. .6830, 




706S 7 1 06 








Seq. No. 


38492 




Seq. ID 


O.TOOOI ?fi 1^ 0°°R P7 


Gene No. 


791.69 




c+- v--a n H 

OLI ell 1L1 




OLal L 


A9.A A 
H O H H 




End 


7244 


Name 


Pi TOD 0 1 9fi 1 "3 


0 9 9ft P7 +-i*t 


Method 


TBLASTX: Wheat 


Q4- a V-+- 


S7 04 




End 


6110 


P T 


none 




Score 


80 


IT 1 v o 
LaUuo 


R70d Sft^9 


S Q06 6100 S Q4 Q 


.6110 




O tr q . IN (J * 


A Q9 




Seq. ID 


OJ000126_13.0228.C7 


Gene No. 


79169 




Strand 




Start 


4844 




End 


7244 


Name 


o.toooi 9 & i ^ 


099ft P7 n 9 +-w 


Method 


TBLASTX: Wheat 


Olail 


660ft — 

DDUO 




End 


7112 


fT 






^Score_ : ., 


. .104 _ ■ ■ _ 


Exons. „ . 


D D U.O.... . v.../ 0,0 , 


ccnQ £7 6 7 67 6T 


.6.832,^67 .65,. ..6.8.33 v .6.77.5.... 6.8.46, 




70 £R 7119 








Seq. No. 


38492 




Seq. ID 


OJ000126_13.0228.C7 


Gene No. 


79170 




Strand 




otan 






End 


8233 


Name 


n to oo i 9 £ i ^ 

UJUUU1ZD iJ. 


099R P7 o9 fm 
U Z Z O . / . OZ . L.III 


Method 


TBLASTX: Maize 


Q4-3 r-4- 


7QQ/ 
/ 2 Zf fi 




End 


8233 


P T 


none 




Score 


363 


Exons 


7 QQ4 ft 9 ^ 


ft 09^ ft 9^9 
OUZO. . OZjZ 






o e q . in o . 


-3p 4 no 
O O fi :?Z 




Seq. ID 


OJ000126_13.0228.C7 


Gene No. 


79171 




Strand 




Start 


10588 




End 


10936 


in a. me 


p> loom 9 f, i ^ 


0228.C7.o3.tm 


Method 


TBLASTX: Maize ... 


OLdl I 


1UJOO 




End 


10936 


PT 
la J. 


none 




Score 


99 


Exons 


1 n Rpfl i n^RQ 


, 10589. .10660, 10590. .10661, 10733 .. 107 98 , 




1 07 "3 S 1 0 Q^9 


, 10736. .10936, 10853. .10933 


Seq.- No. . 


384 93' 




?eq. ID 


OJ00Q12 6_1'3. 0228 '.C8 ■ 


Gene No. 


• • . 79172 - • ' 




Strand '"" 


+ *" 


oLal I 


309" 




'End "* *' 


"1659 ' ' ■ ~ T 


Name *■ 


.* OJ000126 13. 


0228.C8.-o-l.gs " 


Method- 


GENSCAN " * ' 


Of 3 v- 4- 

. otaiL 


309 " 




End 


1614 


P T 


none 




Score 


.79* 


Exons 


309. .392, 550. .841, 1128. .1162, 1427.. 


1614 


o fci q . LM U . 


38493 




Seq. ID 


OJ000126_13.0228.C8 


Gene No. 


79172 




Strand 


+ 


Start 


309 




End 


1659 


Name 


OJ000126 13. 


0228.C8.ol.np 


Method 


AAT/NAP 


Start 


550 




End 


1659 


GI 


1673392 




Score 


256 


Exons 


550. .766, 929. .-1014, 1427. .1659 





38189 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip'. 



(Z82044) unidentified transporter-ATP binding [Bacillus 
subtilis] gi|2633192|emb|CAB12697| (299108) similar to ABC 
transporter (ATP-binding protein) [Bacillus subtilis] 



38494 
79173 
1 

OJ000126_13.0228.C9.ol.np 
1 

4314388 
1..118, 283. .312 

(AC006232) hypothetical protein [Arabidopsis thaliana] 



Seq. ID OJ000126_13.0228.C9 
Strand 

End 312 

Method AAT/NAP 

End 312 

Score 107 



38495 
79174 
1 

OJ000126_13. 0228. CIO. ol.np 
1 

4335720 



Seq. ID OJ000126_13. 0228. C10 
Strand 

End 1922 

Method AAT/NAP 

End 1922 

Score 260 



1..564, 738. .1185, 1891. .1922 

(AC006248) putative non-LTR retroelement reverse transcriptase 
: t J Ar abi dop si s w . th a 1 i a na J. . \ . 



Seq. No. 38495 

Gene No. 79174 

Start 1 

Name OJ000126_13 . 0228 . C10 . ol . gs 

Start 508 

GI none 

Exons 508 . . 624 



Seq. ID OJ000126_13. 0228. C10 
Strand 

End 1922 

Method GENSCAN 

End 624 

Score . 6 



Seq. No. 38496 

Gene No. 79175 

Start 1 

Name OJ000126_13 . 0228 . Cll . ol . np 

Start 1 

GI 4314388 

Exons 1..138 

GI Descrip. (AC006232) hypothetical protein [Arabidopsis thaliana] 



Seq. ID OJ000126_13. 0228. Cll 
Strand 

End 138 

Method AAT/NAP 

End 138 

Score 102 



Seq. No. 38496 

Gene No. 79175 ... 
Start/' _ .1 

Name Oj000i2'6/l3 .0228 . Cll .ol ."tm ■* 

"Start ' i- - " - ■ 

GI none " - ' 

Exons 1..108, 2. .127, 3. .131, 3.. 131 



Seq. No. 38497 

Gene No. 79176 

Start 13450 ■ 

Name OJ000126_13 . 0228 . C14 . o4 . gs 

Start 13450 

GI none 

Exons 13450. .13455, 13597.. 13815 



Seq. ID OJ000126_13. 0228. Cll 
Strand - . . . 
End " . ; 138 . ' 

' Method *" ' TBLAS'f X : Mai ze ' """ "' " 
End '■* "131 . 
Score 139 



Seq. ID OJ000126_13.0228.C14 

Strand + 

End 13815 

Method GENSCAN 

End 13815 

Score 1 



Seq. No. 



38497 



Seq. ID OJ000126_13.0228.C14 



38190 




Genp No 


79177 


St~ ranH 




Start 


1 


End 


2795 


Name 


OJ000126 13.0228.C14 .ol.np 


Method 


AAT/NAP 


Start 


1 


End 


2795 ' 


GI 


4314388 


Score 


1068 


E von 


1..149, 567. .721, 794. .939, 


1072. .1258 


, 1400. .1572, 1686. .17 




2313.. 2378, 2462.. 2795 






GI Descrip. 


(AC006232) hypothetical protein [Arabidopsis thaliana] 


Spo No 


38497 


Seq. ID 


OJ000126_13.0228.C14 


Gene No. 


79177 


Strand 




Start 


1 


End 


2795 


Name 


OJ000126 13.0228.C14.ol.gs 


Method 


GENSCAN 


Start 


68 


End 


2795 


GI 


none 


Score 


.79 


Exons 


68. .149, 567. .721, 794. .939, 


1072. .1258, 1400. .1560, 1686. .1 




2313. .2372, 2462. .2795 






Spa No 


38497 


Seq. ID 


OJ000126_13.0228.C14 


Gene No . 


79178 


Strand 




Start 


4254 


End 


4497 


.Name . . _ 


OJ000126 I3.0228.C14.ol.gp 


Method 


. AAT,/GAP._ 


Start. 


. ..4254. . . . 


End"."'. 


4.497. . ~ _ *" 7.. .77.'. 1* 


GI 


2227 1.R1084 


Score 


334 


R von ^ 


4254. .4497 






GT Dp ^nrin 


, 6006355/dbj | AP000559. 1 | AP000559 2.0e- 


56 Oryza sativa genomi< 




DNA, chromosome 6, clone : P04 93C11 1 




Spa No 


38497 


Seq. ID 


OJ000126_13.0228.C14 


fipnp No 


79179 


Strand 




Start 


11333 


End 


12947 


Name 


OJ000126 13.0228.C14.o2.np 


Method 


AAT/NAP 


Start 


11318 


End 


12947 


GI 


3449041 


Score 


433 


J_l ^/ 1 1 o 


11318. .114 81, 11618. .11807, 


11939. .12041, 12163. .12269, 




12365. . 1257 6, 128 68. . 12947 






GI Descrip. 


(U734 62) carbonic anhydrase 


[Arabidopsis thaliana] 


Spa No 


38497 


Seq. ID 


OJ000126_13.0228.C14 


Gene No. 


79179 


Strand 




Start 


11333 


End 


12947 


Name 


OJ000126 13.0228.C14.o3.gs 


Method 


GENSCAN 


Start 


11333 , : . \ ; 7 . ' . 


. ..'End 


1287 6 - - - 


G I ' . 


none' ' ' * " ' " 


Score ! 


^ 94 - ' ' "* 


R v o n *? 


Tl'3'33*: i 11488,' 11625". .'11807/" 


11939. . 12 041, ' 12 1 63 .7 1 2 2 6 97 ~ 




12365 . .12573, 12798V. i'28'7 6 






Seq. No. 


38497 


Seq. ID 


OJ000126_13.0228.C14 


Gene No. - 


'79180 


Strand 




Start 


16301 


End 


17092 


Name 


OJ000126 13.0228.C14.o5.gs 


Method 


GENSCAN 


Start 


16301 


End 


17092 


GI 


none 


Score 


.92 


Exons 


16301. .164 48, 16965. .17092 






Seq. No. 


38497 


Seq. ID 


OJ000126_13.0228.C14 


Gene No. 


79181 


Strand 





38191 



Start 17652 End 18415 

Name OJ000126_13 . 0228 . C14 . o3 . ts Method TBLASTX : Soybean 

Start 627 End 1259 

GI none Score 104 

Exons 627. .722, 628. .720, 629. .721, 785. .949, 795. .941, 1073. .1258, 

1089.. 1259 

Seq. No. 38497 Seq. ID OJ000126_13 . 0228 . C14 

Gene No. 79181 Strand 

Start 17652 End 18415 

Name OJ000126_13 . 0228 . C14 . o4 . tm Method TBLASTX: Maize 

Start 788 End 1502 

GI none Score 64 

Exons 788. .868, 793. .870, 851. .949, 873. .941, 890. .949, 1063. .1251, 

1068. .1256, 1069. .1200, 1070. .1258, 1073. .1258, 1393. .1455, 
1397. .1501, .1400. .1498, 1404. .1502 

Seq. No. 38497 Seq. ID OJ00012 6_13 . 0228 . C14 

Gene No. 79181 Strand 

Start 17652 End 18415 

Name OJ00012 6JL3 . 0228 . C14 . o2 . tm Method TBLASTX: Maize 

SjLart„ _ „.154i_ ... :; End „;279,4__„_ ... _„.. 

,.GL„ .none _ .Score 67..'„ _ . _ 

Exons 1544. .1564, 1675. .1767, 1688. .1738, 2311. .2364, 2472. .2501, 

2520. .2768, 2530. .2772, 2753. .2794 

Seq. No. 38497 Seq. ID OJ000126_13 . 0228 . C14 

Gene No. 79181 Strand 

Start 17652 End 18415 

Name OJ00012 6_13 . 0228 . C14 . ol . ts Method TBLASTX : Soybean 

Start 2520 End 9273 

GI none Score 152 

Exons 2520.. 2768, 2530.. 2772, 9172.. 9273 

Seq. No. 38497 Seq. ID OJ000126_13 . 0228 . C14 

Gene No. - 79181 Strand 

Start 17652 End 18415 

Name OJ00012 6_13 . 0228 . C14 . ol . tc Method TBLASTX -Cress 

Start 2523 End 2772 

GI none Score 133 

Exons 2523.. 2768, 2530.. 2772 

Seq. No.. ; V/ .384'97 : / ~. _ . //^ '[ / _ ' Seq. ID OJ00012 6_13 . 0228y'C14 ' \ 

Gene No.'"" 79l"8l" "' _ " * * ^ r 'Strand ' ' -" : ' '* — 

Start'""' * :! *"'"T7652" "~ "~ ' '• End "18415. ~"" 7 " 

Name ■* * '0 j000i"26_13 . 0228 . C14 o'5 . tm ' " Method -TBLASTX : Maize " - " 

Start 5830 ' End 6112 ' 

GI none Score 41 

Exons 5830.. 5859, 5887.. 5922, 5888.. 5911, 5971.. 6060, 5972.. 6061, 

6056. .6112, 6064. .6111 

Seq. No. 38497 Seq. ID OJ00012 6_13 . 0228 . C14 

Gene No. 79181 Strand ' - 

Start 17652 End 18415 

Name OJ000126_13 . 0228 . C14 . o2 . t s Method TBLASTX : Soybean 

Start 5954 End 6433 

GI none Score 62 



38192 



Exons 



5954. .6031, 5986. .6033, 6064. .6126, 6202. .6240, 6286. .6432, 
6296. .6433 



J 



beq . NO . 


jo^y / 


Seq. ID 


OJ000126_.13.0228 


P 1 A 

. L14 


Lene wo . 


IQl pi 

/ y 1 0 ± 


Strand 








1 / DDZ 


End 


18415 




Name 


UJUUU1ZD 1j.U^ZO.L14 .ui.tin 


Method 


TBLASTX: Maize 




b tar l 




End 


6678 




P T 


none 


Score 


317 




Exons 


6328.. 6612, 6335.. 6613, 6628 


..6678, 6629.-6673 




oeq. no. 


■3Q A Q7 
JO 4 y / 


Seq. ID 


OJ000126_13.0228 


PI A 

. L 1 4 


Gene No . 


TQ1 Ql 

/ yioi 


Strand 








1 7 £ co 


End 


18415 




Name 


ujuuuizD 1 j . uzz 0 . Li ft . oj . um 


Method 


TBLASTX :Maize 






19177 ~~ 


End 


12587 




P T 


none 


Score 


70 




Exons 


12177. .1224 8, 12177. .12251, 


12178. .12261, 12354. .12587, 






12362. . 12571 








beq . no . 


jo h. y / 


Seq. ID 


OJ000126_13.0228 


. 014 


Gene No . 


/ y 1 0 1 


_.Sjtrand^.„ 




• 




....... . 1 /.DO^ . , . 


... End 


'"i 8 4 i^.V~7I~""!r" ~ 




Name 


PiTfinni 9 £ 1 "3 H99Q PI A r\A +- o 


Method 


TBLASTX: Soybean 






1 9 1 7 Q 


End 


12625 




GI 


none 


Score 


78 




Exons 


12178. .12261, 12180. .12296, 


12348. .12422, 12362. .12625 




oeq . no . 


"3 P. A Q7 

jo 4 y / 


Seq. ID 


OJ000126JL3.0228 


P 1 A 


Gene No . 


7 Q 1 Q 1 

/ y 1 0 1 


Strand 






b tar u 


X / OjZ 


End 


18415 




Name 


Pt~rnnm9£ 1^ H99P pi a ^£ nra 


Method 


GENSCAN 




otart 


1 / OOZ 


End 


18415 




GI 


none 


Score 


.93 




Exons 


17652. .17796, 18077 .. 18208 , 


18375. .18415 




beq . no . 


jo ft y 0 


Seq. ID 


OJ000126_13.0228 


.C15- 


Gene No . 


7 Q 1 P 9 

/ y 1 0 z 


Strand 






b uar u 


QA 

y ft 


End 


452 




Name 


PTfinni9^ 1*5 H99Q P1R /-\ 1 o 
UJUUUIZD lj . UZZo .LI j .01 .gs 


Method 


GENSCAN 




Qf 2 v- "H 
OtalL 


Q A 

y fi 


End 


452 




GI 


none . . . . . 


Score 


.63 




Exons 


- - 94 . .'4 52' '" : " ~ • '• ■ . '- 








beq . NO . 


, . , . ^ _ _ . T ... . v , , ........ _ w 

38 499 . ~ - - - - 


'^ : Seq7 : TD" 


" 0 JO" 0"01 1 T'TG: fl'2"2~2-; Cl"' 


Gene No . 


/ y 1 0 j 


* '*• Strand * 






btart 


9 Q "3 

z y j 


End 


884 




Name 


ujuuuii / zu . uzzz . Li . 01 . gs 


Method 


GENSCAN 




Start 


293 


End 


884 




GI 


none 


Score 


. 96 




Exons 


293. .678, 751. .884 








Seq. No. 


38500 


Seq. ID 


OJ000117_20.0222 


.C2 


Gene No. 


79184 


Strand 


+ ■ 




Start 


1004 


End 


1207 




Name 


OJ000117 20.0222.C2.ol.gs 


Method 


GENSCAN 




Start 


1004 


End 


1207 





38193 



GI 


none 




Score 


. 53 




Pvnn q 

i-J V«/ 1 u 


1004 1207 










Seq. No. 


38501 




Seq. ID 


OJ000117 20.0222 


.C3 


Gene No. 


79185 




Strand 


+ 




Start 


" 268 




End 


2723 




Name 


OJ000117 20 0222 


C3 ol as 


L ivZT 1.1 1>J \Ji 


\J £j IN kJ V^xiLN 




Start 


268 _ 




End 


2723 




GI 


none 




Score 


. 91 




F.xnn s 

1 — 1 *\ 1 1 o 


268 293. 1521 


2723 








Sea No 


38501 




Seq. ID 


OJ000117 20.0222 


C3 


Gene No. 


79186 




Strand 


+ 




Start 


7142 




End 


11151 




Name 


OJ000117 20.0222 


.C3. o3.gs 


Method 


GENSCAN 




Start 


7142 




End 


11151 




GI 


none 




Score 


.75 




pvnn <3 


7142. .7454, 7618 


..8654, 8794 


..9003, 9690. .9797, 10183.. 


1027 




10369. .10479, 10575 .. 10607 , 


10685. . 10735, 11053. .11151 




Seq. No. 


' 38501 




Seq. ID 


OJ000117_20.0222 


,C3 


Gene _Np . 


, 7 9186 




Strand^ _ 


ia 




Start „ 


7.1,42 ...... 




;7indL 


' iiisLUV™! S'LZ 




Name 


OJ000117 20.0222 


. C3 . ol . gp 


Method - 


AAT/GAP 




o u d J. i— 


7416 




End 


7681 




GI 


4878182 




Score 


532 




D AWl 1 O 


7416. .7681 










Seq. No. 


38501 




Seq. ID 


OJ000117_20.0222 


.C3 


Gene No. 


79186 




Strand 


+ 




Start 


7142 




End 


11151 




Name 


OJ000117 20.0222 


. C3 . o2 . gp 


Method 


AAT/GAP 




Start 


8804 




End 


10256 




GI 


4880863 




Score 


892 




F.xon s 

J-J Vta-/ 1IU 


8804.. 9003, 9690 


..9797, 9888 


..9929, 10008. .10103, 10183 


. . 10 


Seq. No. 


38501 




Seq. ID 


OJ000117_20.0222 


.C3 


Gene No. 


79187 




Strand 


+ 




Start 


12429 




End 


13958 




Name 


OJ000117 20.0222 


.C3.o4 .gs 


Method 


GENSCAN 




Start 


12429 




End 


13713 




GI . . 


. none 




Score 


.66 . . . 




Exons . *; * 


\ 124 2 9... 1267 5, .12 


8 92.;; 13027, 


134 4 9". ..13713 ^ ./ ; , . ;; 





S ; eq. No." ' 

Gene "No. 

Start 

Name 

Start 

GI- 

Exons 

GI Descrip. 



"38501 " T " " - " ' : 

-'7 9187 * " " :' ' :* 
12429 

OJ000117_20.0222.C3.o2.np 

12575 

529706 

12575. .12675, 128 92 13027 , 



Seq. "ID 
' Strand 
End 

Method 

End 

Score 



"OJO'OOTl'r 
+ "'- 
13958 
AAT/NAP 
13958 
326 



20~;0'22"2""C3" 



13491. .13763, 13940. .13958 
(U13070) similar to S. cerevisiae vacuolar aminopeptidase 
[Caenorhabditis elegans] 



Seq. No. 
Gene No. 
Start 



38501 
79188 
2991 



Seq. ID 

Strand 

End 



OJ000117 20. 0222. C3 



3580 



38194 




Name 


OJ000117 20. 


0222 


,C3.o2. 


QS 


Method 


GENSCAN 




Start 


2991 








End 


3580 




GI 


none 








Score 


. 64 




Exons 


2991. .3313, 


3370 


. .3580 










Seq. No. 


38501 








Seq. ID 


OJ000117 


_20.0222.C3 


Gene No. 


79189 








Strand 






Start 


3619 








End 


4384 




Name 


OJ000117 20. 


0222 


.C3.o2. 


tc 


Method 


TBLASTX: 


Cress 


Start 


3619 








End 


4384 




GI 


none 








Score 


39 




Exons 


3619. .3681, 


3778 


. .3828, 


3950. 


.4012, 4097. .4207, 


4280. .4384 



Seq. No. 38501 

Gene No. 79190 

Start 12618 

Name . OJ000117_20 . 0222 . C3 . ol . tc 

Start 12618 

GI none 

Exons 12618. .12698, 12888 .. 1304 6, 
13478 .'. 13639, 134 82 .. 13724 , 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000117 20. 0222. C3 



13785 

TBLASTX: Cress 
13743 
104 

12890. .13045, 12935. .13045, 
13483. .13725, 13492. .13743 



Seq.. . No.. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3,8501. .... 



Seq., ID... O.J000117 ,2Q. Q22Z. £3_._ „. 



■79190 Strand 

12618 End 

OJ000117_20 . 0222 . C3 . o2 . ts Method 

12618 End 

none Score 

12618. .12713, 12722. . 12796, 12888 .. 13028 , 12890 .. 13024 , 
12946.. 13032 



13785 

TBLASTX : Soybean 

13032 

95 



Seq. No. 38501 

Gene No. 79190 

Start 12618 

Name OJ000117_20 . 0222 . C3 . ol . tm 

Start 12965 

GI none 

Exons 12965. .13045, 
13603. .13671, 



12966. . 13049, 
13678. . 13764, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

13468 

13701 



OJ000117 20. 0222. C3 



13785 

TBLASTX: Maize 
13764 
78 ■ 

13680, 13482. .13670, 
13751 



Seq. No. 


38501 


Seq. ID 


OJ000117_20.0222.C3 


Gene No.. ■ 


79190 


Strand 




Start , - - 


• 12618 - ■ * ■ .-■ 


End 


13785 .. - : " ; r \ 


Name 


" OJ0001lV'20.'0222.C3.oi..ts "" ' 


Method * 


TBLASTX : Soybean 


Start : • 


" '134 91 "• ' ' " ; • " '"" 


'End 


i'378'5 ': ■ 


GI * 


hone 


Score'- ' 


' 3'66. . 


Exons 


13491. .13763, 134 92 .". 13785 






Seq. No. 


38502. 


Seq. ID 


OJ00011.7_20.0222.C4 


Gene No. 


79191 


Strand 


+ 


Start 


114 


End 


1557 


Name 


OJ000117 20.0222.C4.ol.np 


Method 


AAT/NAP 


Start 


114 


End 


1557 


GI 


6912248 


Score 


451 


Exons 


114. .353, 659. .791, 878. .1059, 


1346. .1557 


GI Descrip. 


aspartyl aminopeptidase gi | 5902181 | gb | AAD012 11 . 2 | (AF005050) 




aspartyl aminopeptidase [Homo 


sapiens ] 





38195 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



38502 Seq. ID 

79191 Strand 
114 End 
OJ000117_20 . 0222 . C4 . ol . gp Method 
742' End 
2801262 Score 
742. .791, 878. .1057, 1283. .1305 

5902181/gb|AAD01211.2| 1.0e-30 (AF005050) aspartyl 
aminopeptidase [Homo sapiens] 



OJ000117_20.0222.C4 
+ 

1557 
AAT/GAP 
1305 
376 



Seq. No. 38502 
Gene No. 79192 
Start 1985 

Name OJ000117_20 . 0222 . C4 . ol . ts 

Start 98 
GI none 

Exons 98. .244, 111. .356, 323. .355, 

957. .1082, 1343. .1456, 1345. 
3222. .3380 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000117 20. 0222. C4 



6149 

TBLASTX: Soybean 
3391 
224 

647. .730, 865. .1065, 880. .1059, 
1458, 1346. .1471, 3221. .3391, 



Seq.., No._ ...38502..,...- . _ Seq.. ID 

.Gene. No.,. . . 7.91.92. . : ...Strand.... 

Start 1985 .End 

Name OJ000117_20 . 0222 . C4 . o4 . tm 'Method 

Start 104 End 

GI • none Score 

Exons 104.. 355, 111. .356, 647. .730 



O JO 0 0 117^2 XUQ 2 2 £. j£4. 
6149 

TBLASTX: Maize 

730 

237 



Seq. No. 


38502 




Seq. ID 


OJ000117_20.0222.C4 


Gene No. 


79192 




Strand 




Start 


1985 




End 


6149 


Name 


OJ000117 20.0222 


.C4.ol.tc 


Method 


TBLASTX: Cress 


Start 


231 




End 


1399 


GI 


none 




Score 


110 


Exons 


231. .356, 656. .721, 658. .711, 786. .902, 


838. .1038, 877. .1023, 




957.. 1037, 1030. 


.1065, 1346. 


.1399 - 




Seq. No. 


38502 




Seq. ID 


OJ000117_20.0222.C4 


Gene No. 


79192 




Strand 




Start 


1985 




End 


6149 


Name . 


.OJ000117 20.0222 


.C4. ol.tm . 


Method 


TBLASTX: Maize . 


Start 


' 883 ... , - 




'End 


1422 ' - " ' ' : • • 


GI 


none 




Score 


291 ' 


Exons 


8'83.'*. 1065, " W6 . i 


1065; "1341 ; 7 


1370"ri3"43. 


. 1420/ " 13'45\ . 14227""** " 




"* 1 '34 6.-. 1420, 1357 


..14 22 






Seq. No. 


38502 




Seq. ID 


OJ000117_20.0222.C4 


Gene No. 


79192 




Strand 




Start 


1985 




End 


6149 


Name 


OJ000117 20.0222 


.C4.ol.tw 


Method 


TBLASTX: Wheat 


Start 


946 




End 


3393 


GI 


none 




Score 


171 


Exons 


946. .1065, 949.. 


1065, 1342.. 


1458, 1346. 


.1471, 3221. .3391, 




3222.. 3380, 3222 


..3392, 3223 


..3381, 3286. .3393, 3323. .3391 



Seq. No. 38502 Seq. ID OJ000117_20 . 0222 . C4 

38196 





79192 


Strand 




Start 


1985 


End 


6149 


Name 


OJ000117 20.0222.C4.o2.np 


Method 


AAT/NAP 


Start 


1985 


End 


6149 




6815062 


Score 


205 


Exons 


1985. .2096, 2322.. 2437, 6130. 


.6149 




f" 1 T Pi A O y* 1 

o± uescrip ■ 


(AP001080) Similar to Arabidopsis thaliana chromosome II BAG 




F16P2 genomic sequence ;mudrA like protein (AC004561) [Oryza 




sativa] 






Seq. No. 


38502 


Seq. ID 


OJ000117_20.0222.C4 


Gene No. 


79192 


Strand 




Of 3r f 

o car t, 


1985 


End 


6149 


Name 


OJ000117_20.0222.C4.o2.gs 


Method 


GENSCAN 


Cf -y~ f- 

otdlt 


A 1 O A 

4124 


End 


5901 




none 


Score 


.72 


Exons 


4124. .4357, 4427. .4495, 4721. 


.4841, 5036. .5216, 5846. .5901 


oeq. no. 


38502 


Seq. ID 


OJ000117_20.0222.C4 


Gene No . 


79192 


Strand 




Start 


1985 


End 


6149 


Name 


OJQ.001 17J20. 0222. C4.o3.tm_ _ 


JMethod 


TBLAS-TX: Maize -■ 


jb x.arx . 


.4.1.93... ;.: « _ 




...5.QS.0_-_: . 




none 


Score 


. 121 * 


Exons 


4193. .4348, 4193. .4348, 4195. 


.4359, 4197. .4358, 4412. .4492, 




4421. .4495, 4434. .4496, 4718. 


.4840, 4723. .4845, 4728. .4841, 




5033.. 5080, 5034.. 5075, 5035. 


.5079 




oeq. in o . 


38502 


Seq. ID 


OJ000117_20.0222.C4 


Gene No. 


79192 


Strand 




Start 


1985 


End 


6149 


Name 


OJ000117 20.0222.C4.o4 . np 


Method 


AAT/NAP 


o tar c 


4950 


End 


5411 




4581132 


Score 


103 


IT 1 /~\ r"S c 


4950. .5014, 5309. .5411 






T r\ /-i v* t r~\ 

oi uescrip. 


(AC005825) hypothetical protein [Arabidopsis thaliana] 


beq. no. 


38502 


Seq. ID 


OJ000117_20.0222.C4 


Gene No. 


79192 


Strand 




Start 


1985 


End 


6149 


Name 


OJ000117 20.0222.C4.o2.tm 


Method 


TBLASTX: Maize - 


Of ar f 

o n a r u 


. 5083 . 


End. 


5415 




■ none ' * ■ * 


Score 


142 ' • ; "■ " ' ' : 


Exons 


5083. ".5214, 5083. .5208, ■ 5306. 


.5410, 5313. .54 14, "5317.'. 5415, 


..- - ■ * 


"5317. '.5415;;;' ' ' 






oeq. no. 


38503 ' 


Seq. ID 


OJ000117 '20.0222iC5 


belle INO . 


79193 ' 


Strand 


+ 


Start 


8418 


End 


13690 - 


Name 


OJ000117 20.0222.C5.o3.gp ■ 


Method 


AAT/GAP 


Start 


8359 


End 


8973 


GI 


uC-osrocyp015e08bl 


Score 


984 


Exons 


' 8359. .8688, 8794. .8973 






GI Descrip. 


, 5902181/gb|AAD01211.2| l.Oe- 


30 (AF005050) aspartyl 




aminopeptidase [Homo sapiens] 


i 




Seq. No. 


38503 


Seq. ID 


OJ000117_20.0222.C5 



38197 



Gene No. 


79193 






Strand 


+ 


OLaiL 


ft 4 1 R 








-L _> \J _? \J 


Name 


r> ~rnnn 1 1 7 9n 


(1999 


f C. y^. /I /-TO 

. v^o . 04 . gs 






o car l. 


ft 4 1 Q 
O fl 1 o 










bl 


none 






Score 


7 ft 
. f 0 


jjXons 


OftlO. . 0D0O/ 


ft 7 Qd 


. . ^ J ± J 






Con K?/-\ 


-JO c no 
jo jUj 










Gene No . 


79193 






Strand 


+ 


Start 


8418 






End . 


13690 


Name 


OJ000117 20 


.0222 


.C5.o4.np 


Method 


AAT/NAP 


Start 


8418 






End 


13403 


GI 


4514635 






Score 


980 


Exons 


8418. .8688, 


8794 


..9494, 13357, 


. .13403 




GI Descrip. 


(AB021175) 


root 


cap protein 1 


[Zea mays] 



Seq. No. 38503 Seq. ID OJ000117_20 . 0222 . C5 

Gene No. 79193 Strand + 

Start 8418 End 13690 

Name OJ000117_20 . 0222 .C5 . o4 . gp Method AAT/GAP 

Start 9295 End 9712 

t ,GI 23 n2^1,R1081,_ - _-.„ Scpre_ _ J8 32__ . „. 

..Ex.ons _92.95 .. ..9712 ...... ^ _ .„ .,. „ 

GI Descrip. ' 4 514 635/dbj* | BAA75476 . 1 | 3.0e-23 (AB021175) root cap protein 
[Zea mays] 1 



Seq. No. 


38503 






Seq. ID 


OJ000117 


_20. 


0222, 


.C5 


Gene No. 


79193 






Strand 


+ 








Start 


8418 






End 


13690 








Name 


OJ000117 20. 0222. C5 


. o5 . gs 




Method 


GENSCAN 








Start 


12559 






End 


13673 








GI 


none 






Score 


1 








Exons 


12559. .12856, 12946 


. .13673 














Seq. No. 


38503 






Seq. ID 


OJ000117 


_20. 


0222 


,C5 


Gene ' No. 


79193 






Strand 


+ 








Start 


8418 






End 


13690 








Name 


OJ000117 20. 0222. C5 


. o5 . np 




Method 


AAT/NAP 








Start 


12568 






End 


13690 








GI 


4514635 






Score 


775 








Exons 


12568. . 12721, 12752 


. .12856, 


12946. . 13690 








GI Descrip. 


.(AB021175) root . cap 


protein 


1 


[ Zea mays ] 








Seq. No. 


38503 






Seq. ID 


OJ000117 


_20. 


0222 , 


.'C5 


Gene ' No*. 


7 9194 






Strand 


... 








Start 


"14135 " " . " 






End ..." . 


14 235 ' 








Name 


" OJ000117-' 20.0222.C5 


. o 6 . np 




Method 


AAT/NAP 








Start 


14135 






End 


14235 








GI- 


5777617 - - 






Score 


68 








Exons 


14135. . 14235 
















GI Descrip. 


(AJ245900) CAA30375 


. 1 protein 


[Oryza sativa] 









Seq. No. 38503 Seq. ID OJ0001 17_20 . 0222 . C5 

Gene No. 79195 Strand + 

Start 17465 End 21764 

Name OJ000117_20 . 0222 . C5 . o7 . gs Method GENSCAN 

Start 17465 End 20158 



38198 



GI none Score .51 

Exons 17465. .17619, 17742 17792, 17900 18026, 18370 .. 18505, 
19971. .20158 

Seq. No. 38503 Seq. ID OJ000117_20 . 0222 . C5 

Gene No. 79195 Strand + 

Start 17465 End 21764 

Name OJ000117_20 . 0222 . C5 . 08 . np Method AAT/NAP 

Start 19345 End 21764 

GI 6598633 Score 238 

Exons 19345. .19449, 19538 19697 , 1997 9 .. 20116, 20530 .. 20935, 

21304. .21447, 21619. .21764 
GI Descrip. (AC006919) hypothetical protein [Arabidopsis thaliana] 

Seq. No. 38503 Seq. ID OJ0001 17_20 . 0222 . C5 

Gene No. 79196 Strand 

Start 1 End 1264 

Name OJ000117_20 . 0222 . C5 . ol . gp Method AAT/GAP 

Start 1 End 92 

GI LIB3432-052-P1-K1-G9 Score 157 

Exons 1. . 92 

Des^ „hyp£thef^ 

. .„ [ Arabidopsis... thaliana ]. ' , . .„ - 

*n Seq. No. 38503 Seq. ID OJ0001 17_20 . 0222 . C5 

H Gene No. 79196 Strand 

*!! Start 1 End 1264 

ijf Name OJ000117_20 . 0222 . C5 . ol . np Method AAT/NAP 

ij Start 1 End 1264 

hi GI 4263696 Score 270 

J? Exons 1..759, 1211.. 1264 

GI Descrip. (AC006223) hypothetical protein [Arabidopsis thaliana] 

= Seq. No. 38503 Seq. ID OJ000117_20 . 0222 . C5 

11 Gene No. 79196 Strand 

%j Start 1 End 1264 

12 Name OJ000117_20 . 0222 . C5 . ol . gs Method GENSCAN 
r I Start 10 End 1072 

"l* GI none Score .99 

U Exons 10. . 1072 
~ ^~ 

... Seq. .No. 38503 Seq. ID . OJ000117_20 . 0222. ; C5 : 

• '" Gene No. - 7 9197' '■- ' Strand - : 

Start "1898 End " 7958 

* ■*"•" Name " ' " OJ000117 20 70222* C5 ."o2 ."np ' - : Method" AAT/NAP' '' " : "'- T: - : - ----- 

"Start' ' 186"8" End" '2980 - ■ ' 

GI 4514635 Score 961 

Exons'' 1868.. 2.619, 2716.. 2980 

- GI Descrip; (AB021175) -root cap- protein 1 ,[Zea mays] - 

Seq. No. 38503 Seq. ID OJ000117_20 . 0222 . C5 

Gene No. 79197 Strand 

Start 1898 End 7958 

Name OJ000117_20 . 0222 . C5 . o2 . gs Method GENSCAN 

Start 1898 End 2968 

GI none Score .99 

Exons 1898.. 2619, 2716.. 296,8 



38199 



Seq. No. 38503 

Gene No. 79197 

Start 1898 

Name OJ000117_20 . 0222 . C5 . o2 . gp 

Start 2440 

GI uOosrocyp015e08bl 

Exons 2440.. 2619, 6857.. 7103, 
GI Descrip. 1 5902181/gb | AAD01211 . 2 | 



Seq. ID 
• Strand 
End 

Method 
End 
Score ' 
7887. .7958 
1.0e-30 (AF005050) 



OJ000117 20. 0222. C5 



7958 
AAT/GAP 
7958 
632 



aspartyl 



artiinopeptidase [Homo sapiens] 1 



Seq. No. 38503 Seq. ID 

Gene No. 79197 Strand 

Start 1898 End 7958 

Name OJ000117_20 . 0222 . C5 . o3 . np Method AAT/NAP 

Start 5974 End 7129 

GI 4514635 Score 913 

Exons 5974.. 6744, 6857.. 7129 

GI Descrip. (AB021175) root cap protein 1 [Zea mays] 



OJ000117 20. 0222. C5 



Seq. No. 38503 Seq. ID 

.Gene. „No._ - _ .7i>197___ ^Strand_ 

..Start t ... ..18.9.8 ...-End _ 

Name OJ0001 17_20 . 0222 . C5 . o3 . gs Method 

Start 5998 End 

GI none Score 

Exons 5998. .6371, 6391. .6744, 6888. .7116 



OJ000117 20. 0222. C5 



.7958. ... 

GENSCAN 

7116' 

.85 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38503 Seq. ID 

79198 Strand 

13657 End 

OJ000117_20.0222.C5.ol.ts Method . 

11 End 

none Score 
11. .271, 17. .274 



OJ000117_20.0222.C5 
16595 

TBLASTX : Soybean 

274 

73 



Seq. No. 38503 

Gene No. 79198 

Start 13657 

Name OJ000117_20 . 0222 . C5 . o3 . tm 

Start 1928 

. GI . . none ■ . - 

"Exons '■* "1928. ."2131, 1950. .2123, 2033 
"6106.'. 6231, '9282. J 9485'/ §290 



Seq. ID 
Strand 
End 

Method 
End 

Score. . 



OJ000117 20. 0222. C5 



16595 

TBLASTX: Maize 
13622 

101 .'. . . . .. . 

.2131, 6043. . 6231,' "6050.". 6223, 
.9463, 13434. . 13622, ' 13491. .13610 



Seq. No.' ' ' 38503 " " * 

Gene No. 79198 
Start 13657 

Name OJ000117_20 . 0222 . C5 . ol . tc 

Start 2009 
GI none 
Exons 2009. 

2561, 

6659. 

8961. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000117_20.0222.'C5 
16595 ■ 

TBLASTX: Cress 

13556 

88 



,2269, 2058. .2210, 2285. .2452, 2307 .. 24 50, 2534 .. 2554 , 
,2605, 6109.. 6369, 6158.. 6310, 6440.. 6577, 644 1\ ■. 6575, 
,6679, 6686. .6730, 8640. .8675, 8808. .'8852, 8859. .8879, 



,9128, 9203. .9355, 9204. .9404, 12960 .. 13004 , 13011 13034 , 
13113. .13280, 13296. .13556, 13355. .13513 



38200 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38503 
79198 
13657 

OJ000117_20. 0222.C5.o3. ts 

2039 

none 

2039.. 2269, 2058.. 2216, 6139. 



OJ000117_20.0222.C5 
16595 

TBLASTX: Soybean 

13538 

82 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.6369, 6158. .6316, 9189. .9374, 



9197. .9355, 13296. .13538, 13367. .13507 



38503 
79198 
13657 

OJ000117_20.0222.C5.o2.ts 

2345 

none 

2345. .2554, 
6473. .6580, 



2348. .2455, 2355. 
6480.. 6647, 6680. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2522, 2555 
.6730, 8808 



OJ000117 20. 0222. C5 



16595 

TBLASTX: Soybean 
13151 
70 

2605, 6470. .6679, 
8858, 8859. .9068, 



8891. .9058, 12960. .13037, 13010 .. 13150 , 13011. .13151 



Seq. No. 38503 
Gene No. 79198 

.Start ,13657 . 

.ija.me_ ...... _ Q.J066ll7,/z6,.0222 X5...ol , tm 

Start 2447 - v .: - 

GI none 

Exons 2447.. 2626, 2448.-2522, 2574, 

6573.. 6647, 6699.. 6743, 6858, 
8795. .8839, 8796. .8966, 8891, 
12948. .13118 



Seq. ID OJ000117_20.0222.C5 

Strand 

..End,...; 16595...... 

...Method.,.. ...TBLASTX: Maize..,. _ 

End 13118 

Score 84 

.2627, 2717. .2788, 6572. .6742, 
.6893, 6892. .6933, 8616. .8687, 
.8965, 12736. .12855, 12947. .1311 



Seq. No. 38503 
Gene No. 79198 
Start 13657 

Name OJ000117_20 . 0222 . C5 . ol . tw 

Start 2486 
GI none 
Exons 24 86. 

6611. 

6892. 



.2629, 2487. .2522, 2574. 
.6751, 6612.. 6647, 6699. 
.6942, 6894.. 6926, 8607. 



Seq. ID OJ000117_20.0222.C5 
Strand 

End 16595 
Method TBLASTX : Wheat 
End 13079 
Score 36 

.2630, 2708. .2797, 2709. .2789, 
.6752, 6825.. 6893, 6851.. 6901, 
.8696, 8609. .8695, 8786. .8839, 



8787. .8927, 8891. .8926, 12775 12876, 12780 .. 128 63, 
12927. .13079, 12944. .13078 



Seq. No : * 

Gene No. 

■Start * 

Name 

Start 

GI' 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



38503' • ■ ■ r - • 
79198 

13(557 : '-" - " 
OJ000117_W; 02*22*. C'5*. o7 . np 
13657' 
2832-660 



Seq: ID OJ000117J20 . 0222 C5 

Strand - 

End ' 16595 " *" ' 

'.Method AAT/NAP 

End ' 16595 

Score 424 



13657. .13684, 1504 3 .. 15355 , 15427 .. 15959, 164 95 . -. 1 65 95 
(AL021710) lipase-like protein [Arabidopsis thaliana] 



38503 Seq. ID 

79198 Strand 

13657 ' End 

OJ000117_20.0222.C5.o6.gs Method 

14838 End 

none Score 



OJ000117_20.0222.C5 

16595 
GENSCAN 
16503 
.54 



382P1 



Exons 



14838. .15050, 15062 .. 15355, 15427 .. 15692, 15747 .. 15998 , 
16281.. 16503 



Seq. No. 38503 

Gene No. 79199 • 

Start 21170 

Name OJ000117_20 . 0222 . C5 . o2 . tm 

Start 21170 

GI none 
Exons 



Seq. ID OJ000117_20.0222.C5 
Strand 

End 21412 

Method TBLASTX : Maize 

End 21412 

Score 218 



21170. .21373, 21179. .21412, 21183. .21410 



Seq. No. . 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene „ No ? _ .„ 

Start 

Name 

Start 

GI 

Exons 



38504 
79200 
1 

OJ000117_20.0222 .C6.ol.np 
1 

6598633 



Seq. ID OJ000117_20.0222.C6 

Strand + 

End 1454 

Method AAT/NAP 

End 1454 

Score 143 



1..148, 263. .389, 479. .704, 1231. .1454 

(AC006919) hypothetical protein [Arabidopsis thaliana] 



38504 

,.7 9200.. .-.;„,_. 

O JO 00 1 1 7_2 0 . 0 222 . C 6 To 1 '. t c 
49 

none 

49. .138, 51. .137, 220. .396 



Seq. ID OJ000117_20.0222.C6 

_ _J3 1 r a nd _ +, 

... JSricL\ i.4.54, I ~ 

Method TBLASTX : Cress 
End 396 
Score 94 



Seq. No. 38504 

Gene No. 79200 

Start 1 

Name OJ000117_20 . 0222 . C6 . ol . tm 

Start 514 

GI none 
Exons 



Seq. ID OJ000117_20.0222.C6 

Strand + 

End 1454 

Method TBLASTX : Mai ze 

End 1323 

Score 281 



514. .729, 515. .730, 516. .731, 523. .741, 802. .861, 804. .866, 
807. .866, 1215. .1319, 1216. .1323, 1228. .1323 



Seq. No. 
Gene No. 
Start 
Name 
Start - 

Gi 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 
Seq. No. 



38505 
79201 
397 

OJ000117_20.0222.C7.ol.gs 

397 - _. . . 

none" - ■ • "■' '-' 



Seq. ID OJ000117_20.0222.C7 

Strand + 
End 3531 

Method GENSCAN 

End. . . - - 3353 

Score- ' ; .73' * "- - 



397. .428, 936. .1140, 1212. .1328, 16'39 1720/ 1831 .. 1925, 
'2058 2091, : 2369: . 2679, 2754 VY28'2'9, 2928'.' . 309'l7''"3234V:3353 



38505 
79201 
397 

OJ000117_20. 0222.C7 .ol.np 
935 

6006718 



Seq. ID OJ000117_20.0222.C7 

Strand + 

End 3531 

Method AAT/NAP 

End 3378 

Score 792 



935. .1162, 1249. .1328, 1474. .1542, 1639. .1754, 1834. .1925, 
2058. .2132, 2317. .2679, 2754. .2829, 2928. .3091, 3234. .3378 
(AF109376) tRNA isopentenyl transferase [Arabidopsis thaliana] 



38505 



Seq. ID OJ000117_20.0222.C7 



38202 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



79201 Strand + 

397 End 3531 

OJ000117_20.0222.C7.ol.gp ' Method AAT/GAP 
2415 End 3531 

70833JL.R1084 Score 1447 

2415. .2679, 2754. .2829, 2928. .3091, 3234. .3531 
*6006718/gb| AAF00582.il AF109376_1 4.0e-26 (AF109376) tRNA 
isopentenyl transferase [Arabidopsis thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38505 
79202 
4779 

OJ000117_20.0222.C7.o2. tm 

178 

none 



Seq. ID OJ000117_20.0222.C7 

Strand + 

End 5438 

Method TBLASTX : Mai ze 

End 704 

Score 95 



178. .276, 194. .283, 328. .426, 357. .428, 359. .430, 518. .574, 
527. .574, 535. .684, 566. .691, 591. .704 



Seq. No, 

Gene No. 

Start 
,^Name_, _ 
'start 

GI 

Exons 



38505 Seq. ID OJ000117_20 . 0222 . C7 

79202 Strand + 

4779 End 5438 

... .0 > J000 1 17_ 2.CL0222 . C7 ,,o3 , t s Method^., TBLASTX : Soybean _• - 



999 _ ....... . .... . ., 

none 

999.. 1082, 1000.. 1071, 1077. 
1248. .1340 



-..End, _ _ . 134 5 ... , 

Score 85 
,1163, 1078. .1167, 1247, 



1345, 



ri = 



Seq. No. 38505 

Gene No. 79202 

Start 4779 

Name OJ000117_20 . 0222 . C7 . ol . tm 

Start 2302 

GI none 

Exons 2302.. 2562, 2306.. 2539, 2307, 
2574. .2672 



Seq. ID OJ000117_20.0222.C7 

Strand + 

End 5438 

Method TBLASTX : Mai ze 

End 2672 

Score 378 

.2561, 2314.. 2562, 2521.. 2670, 



Seq. No. 38505 Seq. ID 

Gene No. 79202 Strand 

Start 4779 End 

Name OJ000117__20 . 0222 . C7 . o2 . ts Method 

Start 2302 End 

GI . none . *- Score 
"Exons ;.V ■ " 2302"."; 2532 ,\ 230*9 ..">2542 ,""2310 7'. 2531' 



OJ000117_20.0222.C7 
+ 

5438 

TBLASTX: Soybean 

2542 

262 ■ 



*Seq. NoV" "'38505* " r ~ T " " " " " ' seq. "ID 

Gene -No. ' '" 7 9202 . . "... ". .Strand 

Start . 4779 * " End 

Name OJ000117_20 . 0222 . C7 . o2 . gs -Method 

Start 4779 - End 

GI none Score 

Exons 4779.. 5438 



OJ000ll7_2'0'. 0222. C7 ; 

+ ... ... . " 

54 38 

GENSCAN . 

5438 

1 



Seq. No. 38505 Seq. ID 

Gene No. 79202 Strand 

Start 4779 End 

Name OJ000117_20 . 0222 . C7 . o3 . tm Method 

Start 4859 End 



OJ000117_20.0222.C7 
+ 

5438 

TBLASTX: Maize 
5066 



38203 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Score 285 



none 

4859.. 5020, 4863.. 5066 

38505 
79202 
4779 

OJ000117_20.0222.C7.ol.tc 
4865 
none 

4865. .4948, 4866. .4946, 4949. .5023, 4950. .5066, 5070. .5162, 
5268. .5357 



Seq. ID OJ000117_20.0222.C7 

Strand + 

End ' 5438 

Method TBLASTX : Cress 

End 5357 

Score 116 



Seq. ID OJ000117_20.0222.C7 

Strand + 

End 5438 

Method TBLASTX : Soybean 

End 5162 

Score 120 

4865. .4927, 4866.-4937, 4935. .5066, 4949. .5023, 5070. .5162 



Seq. No. 38505 

Gene No. 79202 

Start 4779 

Name OJ000117_20 . 0222 . C7 . ol . ts 

Start 4865 

GI none 
Exons 



Seq. No. 

_Gene_ No 

Name 

Start 

GI 

Exons 

GI Descrip. 



38505 

.7.92.Q2, „;,-. ^ ' 

4779 „ „ 

OJ000117_20.0222.C7.o2.np 



Seq. ID OJ000117_20.0222.C7 

.:._:.S^rand v _,, .t_- ■ 

.....End. ., .54.38... . 

Method AAT/NAP 
End 5435 
Score 300 



4875 
4581145 
4875. .5435 

(AC006919) putative -AP2 domain transcription factor [Arabidopsis 
thaliana] 



Seq. No. 38506 Seq. ID OJ000117_20 . 0222 . C8 

Gene No. 79203 Strand 

Start 644 End 737 

Name OJ000117_20 . 0222 . C8 . ol . gp Method AAT/GAP 

Start 644 End 737 

GI LIB3477-003-P1-K1-E9 Score 140 

Exons 644 . . 737 

GI Descrip. 1 24 9858*6/sp I Q4 0638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. No.. 
Gene No]*"" 
Start 
Name"*' ' " 
Start ' 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID 

Strand . 

End " 
"'"Method" 
I End.- 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



, OJ000117_20.0222.C10 

2906 "*~ 

"AAT/GAP 7 .'" ""' - r " v : " 

'2834 . . " ] 

1238 - " " - " 



38507 

'79204- " " 
121'4 

0 JO 00 1 1 7_*2 0 : 02 2 2 /C 10 . dl'/gp ' 

942 ... . .. ; .. ■. :; . 

none 

942.. 1324, 2556. .2834 

38507 
79204 
1214 

OJ000117_20. 0222. C10. ol.np 
1175 
4678952 
1175. .1341, 2440. .2612 

(AL049711) putative protein [Arabidopsis thaliana] 



OJ000117_20. 0222 .C10 

2906 
AAT/NAP 
2612 
71 



..•38204 




Seq. No. 


38507 








Seq. ID 


OJ000117 


_20. 0222. CIO 




7Q904 

/ y z u fi 








c +- ran H 

o u rana 






o car u 


19 1/1 








_na 


9QOfi 

zy uo 




Name 


UJ UUU11 / zu , 


0 9 9 9 
. UZZZ . 


C\ O r\ 1 
LIU . OX 


. gs 


LYie tnoa 






OLalL 


J. Z X fl 








_na. 


9 QOfi 

Z U D ; 






none 








Score 


fi 




Exons 


1914 1 "30/ 
XZ X fi . . 1 1 , 


9 ^ fi 
Z D D D . 


9 QO 
. Z D 










Seq. No. 


38508 








Seq. ID 


OJ000117 


_20.0222.C11 


o n o NT 


/ U^Uj 








OLI ai lvj 






olal L 


fi 1 ^ 7 








EjIIU. 


1 90fi 

X Z U D 




Name 


DTOnm 1 7 90 


0999 
. UZZZ . 


PI 1 ol 
bll • OX 


. gp 


ft/T/"\ 4- Vi /-J 






olaiL 


fi R 7 ~~ 








IliIlU. 


1 90fi 
X z u o 






none 








Score 


1092 




TT 1 v i^i n o 


cqq i 9 of; 














o e q . ln o . 


joDUo 








Seq. ID 


OJ000117 


90 0999 Pi 1 
ZU . UZZZ . Lll 


bene LNO . 


7Q90fi 








Strand 






Start 


1111 








End 


2058 




Name 


OJ000117_20. 


.0222. 


Cll.ol. 


. tm 


Method 


TBLASTX : 


Maize 


oL a rjL_^ ^ - 




— ,, , 


— ~— — 


~- 


,End,_._:_, 


^2058 


— ... 




none ... ... . . 








Scare „ ... 


a 5.9,... ^ . .. 




Exons 


1110 199Q 


1119 


1 9 9 ft 


1 1 A A 
X X H H . 


.1230, 1312.. 1458, 


1717 1 ji 

1 jIj . . 140^7, 




1 7 1 Q 14RQ 


1 79/1 
X OZ fi . 


1 A 1 
. X H D X , 


1^70 
X 0 OU . 


.1628, 1536.. 1628, 


170Q 1R1Q 




1719 1 ft 04 
X / X Z . . IOUt ; 


1 7 1 Q 
X / X y . 


1 ft90 


1 Q1 9 
X y X Z . 


.2046, 1913.. 2047, 


1Q14 904ft 
1 511 . .ZUfiO, 




i Qcc 9n R7 


1 Q7 ^ 

iy / j . 


9 O Rft 
. Z UDO 










Seq. No. 


38508 








Seq. ID 


OJ000117 


_20.0222.C11 


bene lno . 


7Q90fi 








Strand 








1111 
1 X 1 X 








End 


2058 




Name 


Pi TO OH 1 17 9 O 
UJ UUUxx/ Z U . 


0 9 9 9 
. UZ Zz . 


L, 1 1 . Ol , 


. gs 


Method 


GENSCAN 




ot air u 


1111 

X X X X 








End 


1981 




LjX 


none 








Score 


.97 




Exons 


1111 1 9 9 fi 
XXXX. . X Z Z 0 , 


1791 
X OZ X . 


1 A R fi 
. X 4 0 D , 


1 R7fi 
1 J JD . 


.1628, 1719. .1820, 


1Q17 1QP1 

xyxj. . iyoi 


Seq. No. 


38508 








Seq. ID 


OJ000117 


_20.0222.C11 


Gene No. 


79206 








Strand 






Of a yf- 


1111 








End 


2058 




Name 


OJ000117 20. 


,0222. 


Cll.ol. 


,np 


Method 


AAT/NAP 




oldl L 


1117 








End 


2058 




bl 


. 6579211 








Score, 


750 . 






1117V; 1226/ 


1321. 


14 56, 


.1536'. 


.1628, "-in 9. .1820", 


-1 Q 1 7 : 9 *ri*R ft 
. l^lj. . ZU Jo 


bi UcSCiip . 


(AC0li438) T23G18 


. 6 [Arabidopsis t ha liana] 




Seq... No... 


. 38508 








Seq.' ID 


.:OJ000117 


_2o: 0222:911. 


Gene No.- 


'79206 - - - V 








Strand 






olaiL 


1111 








End 


2058 




Name 


OJ000117 20. 


0222. 


Cll.ol. 


,tc 


Method 


TBLASTX:- 


Cress * * ' 


otart 


1118 








End 


2048 




GI 


none 








Score 


93 




Exons 


1118. .1228, 


1144. 


.1230, 


1313. 


.1459, 1319. .1459, 


1530. .1628, 




1534. . 1629, 


1717. 


. 1791, 


1719. 


.1820, 1913. .2047, 


1914 . .2048 


Seq. No. 


38508 ' 








Seq. ID 


OJ000117 


_20.0222.C11 


Gene No. 


79206 








Strand 






Start 


1111 








End 


2058 





38205 



Name 

Start 

GI 

Exons 



OJ000117_20 . 0222 . Cll . ol . ts * Method TBLASTX : Soybean 
1144 End 2048 

none Score 67 

1144. .1230, 1145. .1228, 1313. .1426, 1319. .1459, 1320. .1457, 
1321. .1458, 1530. .1628, 1534. .1629, 1712. .1804, 1716. .1823, 
1719. .1820, 1913. .2047, 1914. .2048 



Seq. No. 38508 

Gene No. 79206 

Start 1111 

Name OJ000117__20 . 0222 . Cll . o2 . gp 

Start 1795 

GI LIB3431-010-P1-K1-D3 

Exons 1795.. 1820, 1913.. 2058 

GI Descrip. 1 3860247 6.0e-42 (AC005824) unknown protein [Arabidopsis 
thaliana] 1 



Seq. ID OJ000117_20. 0222. Cll 
Strand 

End 2058 

Method AAT/GAP 

End 2058 

Score 280 



Seq. No. 
Gene No. 
Start 
Name 

..Start^_,_. 
_GI 
Exons 

GI Descrip. 



38509 
79207 
1 

OJ000117_20. 0222 .C12 .ol.np 

1 • ■ - 



Seq. ID OJ000117_20.0222.C12 
Strand 

End 1459 

Method AAT/NAP 

End • 1272 



_ 6.573,2,11. „ „ :_Score_.._j6Q3; J . 

1..39, 595. .730, 821. .913, '997. ;'1272 
(AC011438) T23G18. 6 [Arabidopsis thaliana] 



Seq. No. 38509 

Gene No. 7 9207 ~ 

Start 1 

Name OJ000117_20 . 0222 . C12 . ol . tm 

Start 621 

GI none 
Exons 



Seq. ID OJ000117_20.0222.C12 
Strand 

End 1459 

Method TBLASTX: Maize 

End '1251 

Score 180 



621. .731, 623. .730, 663. .734, 676. .741, 816. .914, 830. .913, 
883. .915, 997. .1086, 1000. .1251, 1004. .1249 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38509 
79207 
1 

OJ000117_20.0222.C12.ol.ts 

621 

none 



Seq. ID OJ000117_20.0222.C12 
.Strand 

End 1459 

Method TBLASTX : Soybean 

End 1254 

Score 139 



621. .731, 623. .730, 819. .914, 819. .902, 830. .913, 979. .1071, 
9'98...1024; ; V iqp0...12"54,; 1004:. 1114, 116"6 : \1252 / - J , 



Seq. No. " " 38509 " ' ' " 

Gene" No. . '. 7 9207 . • \ . 

•Start - ' * ■ 1- ----- - '■■ ■ 

Name OJ0001-17_20 . 0222 . C12 . ol . tc 

Start 623 

GI none 
Exons 



Seq. ID * OJ000'117_2~0.0222/Cl2- 

Strand- ■ ." * 

End " • - 1459- ' " • 

Method TBLASTX : Cress 
End 1255 ■ - ■ 

Score 60 



623. .724, 626. .730, 627. .731, 819. .914, 830. .910, 1000. .1254 
1004 . . 1255 



Seq. No. 38509 

Gene No. 79207 

Start 1 

Name OJ000117_20 . 0222 . C12 . ol . gp 



Seq. ID OJ000117_20.0222.C12 
Strand 

End 1459 

Method AAT/GAP 



38206 




Start 834 End 1459 

GI 55677_1.R1084 Score 1018 

Exons 834.. 913, 997.. 1459 

GI Descrip. ' 4 17 6420/dbj | BAA37167 | 2.0e-ll (AB008097) cytochrome P450- 
[Arabidopsis thaliana] 1 

Seq. No. 38509 Seq. ID OJ000117_20 . 0222 . C12 

Gene No. 79207 Strand 

Start 1 End 1459 

Name OJ0001 17_20 . 0222 . C12 . ol . tw Method TBLASTX : Wheat 

Start 997 End 1258 

GI none Score 108 

Exons 997.. 1086, 998.. 1024, 1000.. 1257, 1004 .. 1258 

Seq. No. 38510 Seq. ID OJ000117_20 . 0222 . C13 

Gene No. 79208 Strand + 

Start 2203 End 2953 

Name OJ000117_20 . 0222 . C13 . ol . gs Method GENSCAN 

Start 2203 End 2953 

GI none Score .82 

Exons 2203.. 2341, 2683.-2953 



"se.q.. „.5o. ' 38510,-.,. ~- ^, , .:, ,. Seq.. .ID . OJ00bll7_*20.. 022.2.^:13.. 

Gene No. 79209 Strand 

Start 7928 End 17174 

Name ' OJ000117_20 . 0222 . C13 . o2 . gs Method GENSCAN 

Start 7928 End 17174 

GI none Score . 61 

Exons 7928. .8017, 8109. .8159, 8256. .8288, 8386. .8499, 8642. .8692, 

9137. .9241, 9344. .9601, 11057 .. 1 1734 , 12051 .. 12266, 

12332. .12492, 12535 .. 13395, 15594 .. 1584 9, 16408 .. 16538 , 
16854. .16895, 17162. .17174 

Seq. No. 38510 Seq. ID OJ000117_20 . 0222 . C13 

Gene No. 79209 Strand 

Start' 7928 End 17174 

Name OJ000117_20 . 0222 . C13 . ol . np Method AAT/NAP 

Start 12352 End 13313 

GI 4836908 Score 454 

Exons 12352. . 12860, 12904.. 13313 

GI Descrip. (AC007153) similar to Na/H antiporter proteins [Arabidopsis 

thaliana] , - 

Seq. No." 38510'" " ■-'■ r -'"— ' ' " Seq. ID 0 JO 0 0 1 1 7^2 0 ! 02 22. £ 1 3 

Gene No. . ' "7920'9" '■ " ' "Strand" - : 

-Start* ■ ' 7928 ' . -.V. . ." " : ". End -.17174 - 

•-Name : '• "'ojob6li7_20 s '0-222 ■ G13 . ol. ts" Method • - -TBLASTX-: Soybean- " 

Start 12740 End 13159 

GI none . . _ . . Score 74 

Exons 12740. . 12847, 12959 .. 13063, 13100.. 13159 

Seq. No. 38510 Seq. ID OJ000117_20 . 0222 . C13 

Gene No. 79209 Strand 

Start 7928 End - 17174 

Name OJ000117_20 . 0222 . C13 . ol . tm Method TBLASTX : Maize 

Start 12818 End 13127 

GI none Score 4 6 



38207 



Exons 



12818. .12865, 12822 12866, 1294 7 .. 13069, 12954 13019, 
12977. .13081, 13097. .13126, 13104. .13127 



Seq. No. 38511 

Gene No. 79210 

Start 193 

Name OJ000117_20 . 0222 .C15 . ol . gs 

Start 193 

GI none 

Exons 193.. 411 



Seq. ID OJ000117_20.0222.C15 

Strand + 

End 411 

Method GENSCAN 

End 411 

Score . 64 



Seq. No. 38511 Seq. ID 

Gene No. 79211 Strand 

Start 1943 End 

Name OJ000117_20 . 0222 . C15 . o2 . gs Method 

Start 1943 End 

GI none Score 

Exons 1943.. 2005 



OJ000117_20. 0222 .C15 

2005 
GENSCAN 
2005 
1 



Seq. No. 38512 Seq. ID 

Gene No. 79212 Strand ' 

Start ; •; ;, 162 s ■ , .„EncL_,;„, 

Name.. . I . 0 JO 00 1 1 7_2.6 . 02 2 2 .CI 7 . o 1 ~gs 1 ~ Method : 

Start 162 - End 

GI " none Score 
Exons 162.. 317 



OJ000117_20. 0222 .C17 
+ 

.317 

GENSCAN..' ... 

317 

.54 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38513 
79213 
211 

OJ000117_20.0222.C18.ol.gs 

211 

none 



Seq. ID OJ000117_20.0222.C18 

Strand + 

End 2183 

Method GENSCAN 

End 2183 

Score .86 



211. .335, 468. .910, 1001. .1098, 1307. .1412, 2022. .2183 



Seq. No. 38513 

Gene No. 79214 

Start 10089 

Name OJ000117_20 . 0222 . C18 . o3 . gs 

Start 10089 

GI none 

Exons 10089. .10390, 10553 .. 10793, 10864.. 10944 



Seq. ID OJ000117 20.0222.C18 



Strand 
End 

Method 

End 

Score 



+ 

10944 
GENSCAN 
10944 
.67 



Seq;\No. 
Gene "No". 
"Start.. • 

Name 

Start 
GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



OJ000117_20'.0222.Ci€ 

+ ~" *' ~ ' 
14745 /" . - • " • •■ - 

AAT/GAP'...-" ' '.'V*. 

14745 
409 



-38513"' J Seq. ID 

7 9215 ' ' ' • •'; " : • 'Strand ' ' 

14 4 95 .'."'* .- •'. End 

6j000117_20y0222'.C18-. o2 .gp Method " 

14495 End 

3761181 ■ ■■ - • Score 

14495. .14745 

4521193/dbj I ABO 134 50 . 1 1 ABO 134 50 1.0e-99 Oryza sativa DNA, 
similar sequence to Pib gene 

38513 
79216 
18721 

OJ000117_20.0222.C18.o6.gs 



Seq. ID OJ000117_2Q.0222.C1£ 

Strand + 

End 19345 

Method GENSCAN 



38208 



Start 18721 

GI none 

Exons 18721. .18882, 19109.. 19345 

Seq. No. 38513 

Gene No. 79217 

-Start 2861 

Name OJ000117_20 . 0222 . C18 . o2 . gs 

Start 2861 

GI none 
Exons 



End 
Score 



19345 
.57 



Seq. ID OJ000117_20.0222.C18 
Strand 

End 7594 

Method GENSCAN 

End 7594 

Score . 62 



2861. .3048, 4370. .4498, 4690. .4966, 5265. .5296, 5627. .5637, 
6919. .7043, 7356.-7378, 7483. .7594 



Seq. No. 38513 
Gene No. ' 79217 " 
Start 2861 

Name OJ000117_20 . 0222 . C18 . ol . gp 

Start 3267 
GI 701551 

Exons 3267.. 3636, 4370.. 4430 
Seq.„ No, _38513_ 

. Gene .No-. . 39218, .. . _ _ 

Start 10172 

Name OJ000117_20 . 0222 . C18 . ol . np 

Start 10172 
GI 5091513 

Exons 10172. .10426, 13158 .. 13300, 

18791. .19450 

GI Descrip. (AB023482) Hypothetical protein [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



. Seq. _ l.p.„ 
Strand.... 
End ' 
Method 
End 
Score 



OJ000117_20.0222.C18 

7594 
AAT/GAP 
4430 
809 



0 JO 0 L 0.1 1 7_20 .,0 2 2 2U C 1 8,. 

19450 
AAT/NAP 
19450 
1185 



16241. .16559, 17137. .17 955, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
■ Name 

Start ' 

~ GJ -».-.-.- 

Exons. 

-GI- Descrip-. 



38513 
79219 
19740 

OJ000117_20.0222.C18 .o7 . gs 

19740 

none 



Seq. ID OJ000117_20.0222.C18 
Strand 

End 21192 

Method GENSCAN 

End 21192 . . 

Score .75 



19740. .19956, 204 99 .. 20714 , -210 95 .. 21192 



Seq. ID 

Strand 

End 

Method 
End 

Score ' 



OJ000117 20.0222.C18 



38513 
79219 
19740 

OJ000117_20.0222.C18\o3.gp 
20745 " 

'3761181 '*' " 

20745. :209'94. • ". .* ■ * \r 

4 5 2-1 1 9 3 / db j*.J AB 0134 50 . 1-| ABO 1-34 50-; 1 '.-Oe-99 ■ - bryza^sativa DNA,- 
similar sequence to Pib gene 



21192 
AAT/GAP ' 
20994 " 
4 03 



Seq. No. 38514 

Gene No. 79220 

Start 1869 

Name OJ000117_20 . 0222 . CI 9 . ol . gs 

Start 1869 

GI none 

Exons 1869.. 1958, 2432.. 2464, 2568, 
3520. .3777 



OJ000117_20.0222.C19 

3777 
GENSCAN 
3777 
. 67 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2681, 2824. .2874, 3322. .3426, 



38209 



Seq. No." 38515 Seq. ID OJ0001 17_20 . 0222 . C20 

Gene No. 79221* Strand 

Start 944 End 1012 

Name OJ000117_20 . 0222 . C20 . ol . gp Method AAT/GAP 

Start 944 End 1012 

GI 3760640 Score 90 

Exons 944 . . 1012 

GI Descrip. 417 6420/dbj | BAA37167 | 2.0e-ll (AB008097) cytochrome P450 
[Arabidopsis thaliana] 

Seq. No. 38516 Seq. ID OJ0001 17_20 . 0222 . C21 

Gene No. 79222 Strand + 

Start 341 End 443 

Name OJ000117_20 . 0222 . C21 . ol . gs Method GENSCAN 

Start 341 End 443 

GI none Score . 8 

Exons 341. .443 

Seq. No, 38517 Seq.. ID OJ000117_20 . 0222 . C23 

Gene No. 79223 Strand - 

„Start ; __. , 263. „. ■ - ....^End.- 37 4 _ ^„ 

Name. , . r : .OJpioii7._2Q..6.222_^ 

Start 263 End 374 

GI none Score .55 

Exons 263. . 374 

Seq. No. 38518 Seq. ID OJ0001 17_20 . 0222 . C24 

Gene No. 79224 Strand 

Start 1 End 739 

Name OJ000117_20 . 0222 . C24 . ol . np Method AAT/NAP 

Start 1 End 739 

GI 5091513 Score 740 

Exons 1..631, 709.. 739 

GI Descrip. (AB023482) Hypothetical protein [Oryza sativa] 

Seq. No. 38518 Seq. ID OJ0001 17_20 . 0222 . C24 

Gene No. 7 9224 Strand 

Start 1 End 739 

Name OJ000117_20 . 0222 . C24 . ol . gs Method GENSCAN 

Start 92 End 674 

GI none , Score ..98 

Exons ' " - -92". . 67 4 • ' '• '*__:"'.;•'*..." ' " v ;• 

Seq. No. * '"3'85'19 ■ " ' " "" "Seq: ID OJOO'OI 1'7_2'0 . 0222VC25 

Gene -No.' " . 79225 . ' -" Strand- . ' - . . .' - 

Start " • l" : ' ' ' .- '■ • "End • • '741 .1 

Name OJ000117_20 . 0222 ,C25 . ol . np Method ' AAT/NAP 

Start 1 End . . 741 

GI 5091513 Score 927 

Exons 1 . .741 

GI Descrip. (AB023482) Hypothetical protein [Oryza sativa] 

Seq. No. 38519 Seq. ID OJ000117_20 . 0222 . C25 

Gene No. 79225 Strand 

Start 1 End 741 

Name OJ000117_20 . 0222 . C25 . ol . gs Method GENSCAN 



38210 



Start 
GI 

Exons 



11 

none 
11. .484 



End 
Score 



484 
.49 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No, 
Gene No. 
Start 
Name 



38520 Seq. ID 

79226 Strand 

369 End 

OJ000117_20 . 0222 . C27 . ol . np Method 

369 End 

4559339 Score 
369. .538, 1824. .1869 

(AC007087) putative ATP-dependent RNA helicase [Arabidopsis 
thaliana] 



OJ000117_20.0222.C27 
+ 

1869 
AAT/NAP 
1869 
87 



38520 Seq. ID 

79227 Strand 

114 End 

OJ000117_20.0222.C27.ol.gs Method 

114 End 

none Score 



OJ000117_20.0222.C27 

6735 
GEN SCAN 
6441 
.63 



114. .353, 655. .763, 1293 .. 14 38 ,' 2340 .. 2390 , 2477. .2633, 
2937. .3022, 3943 : . . 3994 , J5.130 .. 5233, , 54 36 ^ . 5612 , 5805.^5842, 
.5322. 59.7.7 ,....62.2.1.. ..6.4 41 _ 



38520 
79227 
114 

OJ000117_20.0222.C27 .o2. tm 

116 

none 

116. .238, 117. .254, 118. .252, 
354. .416, 356. .418 



Seq. ID... OJ000117_20.0222.C27 
Strand ' - 
End 

Method 
End 
Score 
172. .258, 



6735 

TBLASTX: Maize 

418 

172 

215. .259, 353. .418, 



38520 
79227 
114 

OJ000117_20.0222.C27 . o2 . np 

1301 

2826882 

1301. .1438, 2340. .2390, 2477, 



OJ000117 20.0222.C27 



Seq. ID 
Strand 

End 6735 
Method AAT/NAP 
End 2605 . 

Score 384 
.2605 

(AJ223634) transcription factor IIA small subunit [Arabidopsis 
thaliana] gi | 5051786 | emb I.CAB4 5079 . 1 1 (AL078637) transcription 
factor IIA small subunit [Arabidopsis thaliana] ' ; 



38520 " ' ' : '■; 

79227 '• .... 

114 * " V- \ - 

OJ000lf7_20 . 0222 . C27 . ol . tm 

1307 

none 

1307. .1456, 1317. .1439, 1393. 
2341. .2400, 2477. .2605, 2477. 

38520 
79227 
114 

OJ000117 20.0222.C27.o2.ts 



"Seq. ' I'D 
Strand 
•End 
Method 
End 
Score 



OJ000117 20.0222\C27 



6735 • * 

TBLASTX: Maize 
2622 
149 

1446, 2340. .2393, 2340. .2393, 
2614, 2478. .2618, 2530. .2622 



Seq. ID 

Strand 

End 

Method 



OJ000117_20.0222.C27 
6735 

TBLASTX : Soybean 



38211 



Start 
GI 

Exons 



1307 End 2614 

none Score 97 

1307. .1456, 1317. .1448, 2340. .2393, 2341. .2400, 2477, 

2477. .2614, 2478. .2606 



,2605, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
; GI _De s crXp^ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



38520 
79227 
114 

OJ000117_20.0222.C27.o2.tc 

1307 

none 

1307. .1447, 1317. .1439, 2338, 
2477. .2605, 2477. .2605, 2478, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000117 20.0222.C27 



6735 

TBLASTX: Cress 
2606 
115 

.2391, 2340.. 2393, 2340.. 2393, 
.2606, 2478.. 2606 



OJ000117 20.0222.C27 



38520 Seq. ID 

79227 Strand 
114 End 6735 

OJ0001 17_20 . 0222 . C27 . ol . gp Method AAT/GAP 
2355 End 2587 

LIB3434-043-P1-K1-G4 Score 262 

2355. .2390, 2477. .2587 

^ 2S2MA2Jej^>. ICAA1J.524 ., 1 L A vP r e-15_(M223634 \ _-txansc,ript^ 

IIA., small, subunit, [Arabidopsis. thaliana] . . . ... r f . 

>gi_5051786__emb_CAB45079. 1_ (AL078637) transcription factor 1 1 A 
small subunit [Arabidopsis thaliana] 1 

38520 Seq. ID OJ000117_20 . 0222 . C27 

79227 Strand 

114 End 6735 

OJ0001 17_20 . 0222 . C27 . o3 .np Method AAT/NAP 

3201 End 3494 

1076837 Score 64 

3201. .3494 

probable RNA helicase - slime mold ( Dictyostelium discoideum) 
gi 1 1076843 Ipir | | S49262 RNA helicase - slime mold (Dictyostelium 
discoideum) (fragment) gi | 550331 | emb | CAA574 18 | (X81824) putative 
RNA helicase [Dictyostelium discoideum] 



Seq. No. 


38520 




Seq. ID 


OJ000117_20 


.0222.C27 


Gene No. 


79227 




Strand 






Start 


114 




End 


6735 




Name 


OJ000117. 20.0222 


.C27.o4 .np 


. Method 


AAT/NAP 




Start. 


3779 




End. 


6735 




GI 


* "'5882745 ' " 




■ Score 


204 " 




Exons 


3779. . 3'836, • 5425" 


. . 55'85, 6715 


; .6735 






GI Descrip .- 


(AC008263) F25A4. 


.24 [Arabidopsis -thaliana] 




Seq. No. 


38520' 




'Seq. ID 


OJ000117_20 


.0222.C27 


Gene No. , 


79227 




Strand - 






Start 


114 




End 


6735 




Name 


OJ000117' 20.0222 


.C27.o3.gp 


Method 


AAT/GAP 




Start 


5417 




End 


5612 




GI 


14944 1.R1084 




Score 


292 




Exons 


5417. .5612 










GI Descrip. 


•4154281 5.0e-50 


(AF082347) 


C13 endopeptidase NP1 


precursor 



mays] ' 



38212 



Seq. No. 


38520 






Seq. ID 


OJ000117_20.0222.C27 


Gene No. 


79227 






Strand 




Start 


114 






End 


6735 


Name 


OJ000117 20.0222, 


,C27.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


5427 ~~ 






End 


5595 


GI 


none 






Score 


107 


R v o n 


5427 5588. 5428 


. .5595, 


5429 . 


.5584, 5431.. 5589 


Seq. No. 


38520 






Seq. ID 


OJ000117_20.0222.C27 


Gene No. 


79227 






Strand 




Start 


114 






End 


6735 




OJ000117 20 0222 


. C27 . ol . 


ts 


Method 


TBLASTX: Soybean 


Cf art 


5434 ~~ 






End 


5589 


GI 


none 






Score 


87 


LLtJ\.\JL I O 


5434 5523 5436 


5588, 


5436 . 


.5588, 5440. .5589 


QofT Mo 
l_> v3 V-4 . \J * 


38521 






Seq. ID 


OJ000117_20.0222.C28 


Gene No. 


79228 






Strand 




Start 


1 






End 


3046 


Name 


OJ000117 20.0222, 


.C28.ol. 


gp 


Method 


AAT/GAP 


Start 


1 






End 


3046 


J3I_ _ 


. 999 1-.-R1084 






Score 


-14 37_. ;„._., 


Exons 


1,,66, 1,4 4., .2 0*9/. 


802..-. 927, ...10.11. .1176,,. 


2692. ..3Q4 6, ■■ „ 


"GI Descrip. 


1 13524 40/sp| P48599|IFE1_ 


ORYSA 


1..0e-104 


EUKARYOTIC TRANSLATION 



INITIATION FACTOR 4E 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



(EIF-4F 25 KD SUBUNIT) 
p26 [Oryza sativa] 1 



(EIF-4E) (EIF4E) (MRNA CAP-BINDING PROTEIN) 
(EIF-4F P26 SUBUNIT) >gi 1002915 (U34597) 



38521 
79228 
1 

OJ000117_20.0222.C28.ol. tm 
6 

none 



OJ000117 20.0222.C28 



Seq. ID 
Strand 
End 

Method 
End 
Score 

6. .65, 13. .87, 14. .67, 16. .69, 142. .207, 144. .212, 144. .212, 
145-.'..219, 798. .923, 799. .924, 802. .927, 1000. .1158, 1008. .1184, 
1012. .1146, 1037. .1159, 2694. .2807, 2695. .2796 



3046 

TBLASTX: Maize 

2807 

64 



Seq. No. 38521 Seq. ID 

Gene No. 79228 Strand 

Start 1 End 

Name OJ000117_20 . 0222 . C28 . ol . tc Method 

Start 13 - End, . 

*Gl" " none " " " Score 
Exons' 



OJ000117 20.0222.C28 



3046 

TBLASTX: Cress 

2807 

77 



13. .87, 144. .212, 151. .207, 7"86". .920, 799 . . 924 , 800 . . 916,' 
802.v. 927, 100&.. 1184, 1018 . V 114 6,' 1058 .. 1168 , 2692.. 2793, 
■ 2694 . ,2807 - - . ' ~ ~ • •' ' - 



Seq... No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38521 . Seq. ID 

79228 Strand 

1 End 

OJ000117_20.0222.C28 .ol.ts Method 

13 End 

none Score 



OJ000117_20.0222.C28 
3046 

TBLASTX: Soybean 

1139 

50 



13. .66, 32. .79, 142. .207, 144. .212, 145. .219, 799. .924, 
802. .927, 981. .1130, 1008. .1139, 1012. .1137 



38213 





Seq. No. 


38521 


Seq. ID 


OJ000117_20.0222.C28 




Gene No. 


79228 


Strand 






Start 


1 


End 


304 6 




Name 


OJ000117 20 0222 C28 ol as 




VJ Uj LN tD ^iiLN 




Start 


16 ~ 


End 


2966 




GI 


none 


Score 


. . 84 






16 66 144 209, 802 927 


1011 1149 


2692 2966 




O ™ V-^ ♦ LN . 


38521 




O.T000117 9 0 09 9 9 C9R 




f^pnp No 


79228 • 


Strand 






Start 


1 


End 


3046 




Name 


OJ000117 20.0222.C28.ol.np 


Method 


AAT/NAP 




Start 


19 


End 


2966 




GI 


1352440 


Score 


1141 




P. von <=; 


19. .66, 144. .209, 802. .927, 


1011. .1176, 


2692. .2966 






EUKARYOTIC TRANSLATION INITIATION FACTOR 4E (EIF-4E) (EIF4E) 






(MRNA CAP-BINDING PROTEIN) (EIF-4F 25 KD SUBUNIT) (EIF-4F P26 






SUBUNIT) gi 11002915 (U34597) 


p26 [Oryza sativa] 




Seq. No. 


38521 


Seq. ID 


OJ000117_20.0222.C28 




Gene No. 


79228 


Strand 




— — ■■• 


Start 


^1 _ : ; 


_End. 


.3046 _ 




Name 


... OJ.0Q0.i.lI: .20,..a222 . : .C28... o2 .is . „ 


Method _ . 


TBLAS.TXr.S.oybe.an _ 


' ~ is: 


O Lai L 


1143 


End 


2807 


'si 


GI' 


none 


Score 


124 


l\ s 


LAUlio 


1143. .1184, 2692. .2796, 2694 


. .2807 




c i ; 

i y 




38522 


Seq. ID 


OJ000117_20.0222.C29 




Gene No. 


79229 


Strand 


+ 


u § 


Start 


1 


End 


1242 




Name 


OJ000117 20.0222.C29.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1242 


= y 


GI 


6721543 


Score 


102 


5 


1_J Vw/ 1 1 o 


1..125, 1218. .1242 






fi 


\J J- J_/GOl^J — L • 


(AP001073)" hypothetical protein [Oryza 


sativa] 




OCtj • LN ^ ■ 


.38522 


Seq. ID 


OJ000117_20.0222.C29 




Gene No . 


79229 


Strand 


+ 


sJ 


Start 


1 


End 


1242 




Name 


OJ000117 20.0222.C29.ol.gp 


Method 


AAT/GAP 




Start 


13 


End 


419 




GI 


7406 1.R1084 


Score 


669 ; 




F von 


13.. 419 








VJ -1- i-/ ^ ij *w J- -L. K> . 


' 1122315/emb |'CAA6390i f 7 . 0e- 


10 (X94191") 


heat shock protein "17 






[ Perinisetum * glaucum] V ' r 










38522 -. ~ . ■ " . • \ 


Seq. -ID . 


OJ000117_20 .'0222.C29 




Gene No 


79230' 


Strand 






Start 


640 


End 


4707 




Name 


OJ000117 20.0222.C29.o2.gp 


Method 


AAT/GAP 




Start 


362 


End 


815 




GI 


LIB3431-04 5-P1-N1-A10 


Score 


872 




Exons 


362. .815 








GI Descrip. 


'5441876/dbj IAP000367. 1 IAP000367 0.0e+00 Oryza sativa genomic 






DNA, chromosome 2, clone : P04 37H03 (contig b) 1 




Seq. No. 


38522 


Seq. ID 


OJ000117_20.0222.C29 



38214 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



79230 Strand 

640 . End 4707 

OJ000117_20 . 0222 . C2 9 . ol . gs Method GENSGAN 

640 End 4664 

none Score .8 

640. .800, 951. .1153, 1158. .1205, 1269 .. 1400, 1491 1528, 

1594. .1776, 1869. .2127, 2204. .2502, 2595. .2924, 3180. .3426, 

3532. .3682, 4058. .4353, 4555. .4664 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



...Seq..,. Np..._ 
..G.eae'J.o..: r ^., 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No." - 

Gene " No . . 

Start. 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



38522 
79230 
640 

OJ000117_20.0222.C29.o2.np 
919 

5441880 

919. .1153, 1269. .1400, 1491. 
2204.. 2502, 3090. .3426, 3532 



Seq. ID OJ000117_20.0222.C29 
Strand 
End 

Method 
End 
Score 

1514, 1551. .1624/ 1869. .2127, 

,4707 



4707 
AAT/NAP 
4707 
2918 

1624/ 1869. 



3682, 4178. .4505, 4655. 
(AP000367) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



Seq,. „ ID . 
.. _Str.and_ 
End 

Method 

End 

Score 



. Ojgp.QU7_2 .0^02 2,2 ;.J£29_ 



4707 
AAT/GAP 
2376 
797 



38,522... . ;.. _ _ . ■„ _ • 

. 79*230 _ . . • 

640 * ' 

OJ000117_20.0222.C2 9.o3.gp 
1877 

LIB3475-007-P1-K1-G8 
1877. .2127, 2204. .2376 

'5441880/dbj | BAA82378.il 5.0e-75 (AP000367) EST C28952 (C62945 ) 
corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 1 

38523 Seq. ID OJ000117_20 . 0222 . C30 

79231 Strand 

1 End 1405 

OJ000117_20. 0222.C30.ol.gp Method AAT/GAP 

1 End 348 

5701669 Score 672 

1..348 

5441880/dbj IBAA82378.il 5.0e-75 (AP000367) EST C28952 (C62945 ) 
corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 

'38523 "" " Seq. ID OJ000117_2'0 .0222 .030* 

"79231'; ' •' " ' '"""/ Strand "' - 
1. . " ■ ' ' ' End . - 1405 

0J00dll7-_20.0222.C30.ol.np" 'Method AAT/NAP . •-.*• 

1 End 952 

5441880 • Score 1666 

1. . 952 

(AP000367) EST C28 952 (C62945 ) " corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



38523 
79231 
1 



Seq. ID 

Strand 

End 



OJ000117 20.0222.C30 



1405 



38215 



Name 

Start 

GI 

Exons 



OJ000117_20 . 0222 . C30 . ol . tm Method 
5 End 
none Score 
5. .229, 6. .212, 263. .391, 285. .383 



TBLASTX: Maize 

391 

140 



Seq. No. 38523 Seq. ID 

Gene No. 79231 Strand 

Start 1 End 

Name OJ000117_20 . 0222 . C30 . ol . gs Method 

Start 130 End 

GI none Score 

Exons 130.. 1405 



OJ000117_20.0222.C30 

1405 
GENSCAN 
1405 
.61 



Seq. No. 


38524 








Seq. ID 


OJ000207_20.0224.C5 


Gene No. 


79232 








Strand 


+ 


Start 


6551 








End 


6880 


Name 


OJ000207 20. 


,0224 , 


.C5.o3. 


.gs 


Method 


GENSCAN 


Start 


6551 








End 


6880 


GI 


none 








Score 


.96 


Exons 


6551. .6670, 


6758. 


. .6880 










38524;.,; ■ : 








..,_^..S.eq..__ID_ 


J?_iQ05207^Q^ 


Gene .No. 


...... 7 92 33. . ... 








Strand 




Start 


901 








End 


•958 


Name 


OJ000207 20. 


,0224. 


,C5.ol'. 


.gs 


Method 


GENSCAN 


Start 


901 








End 


958 


GI . 


none 








Score 


.69 


Exons 


901. .958 













Seq. No. 
Gene No. 
Start 
Name . 
Start 
GI 

Exons 

GI Descrip. 



38524 Seq. ID OJ000207_20 . 0224 . C5 

79234 Strand 

1639 End 1717 

OJ000207_20 . 0224 .C5.ol.gp Method AAT/GAP 

1639 End 1717 

LIB3432-060-P1-K1-F9 Score 131 

1639.. 1717 

' f 4521193/dbj | AB013450 . 1 | AB013450 3.0e-40 Oryza sativa DNA, 
similar sequence to Pib gene 1 



Seq. No. 
Gene No. 
Start . . 
Name ■ ; 
Start 
GI ' 
Exons - ■ 
GI • Des.cripV 



38524 Seq. ID OJ000207_20 . 0224 . C5 

79235 Strand 

2742 . ... End • . 6012 . . 

'6J000207_20."0224'."C5.o2'.gp ' Method . AAT/GAP* 
2742 - ' End '3054 

LIB3432-0"60-Pl-Ki-F9 : "" . '' Score 186"'' " " '" '" 

2742. .2781, 2949. .3054 ' ' ■ 

4 521193/db>hAB0134 50 . 1 1 ABO 134 50 3 . Oe-4 0 Ory-za "sativa •■ DNA , - 
similar sequence ' to. Pib gene* 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



38524 Seq. ID 

79235 Strand 

2742 End 

OJ00020.7_20.0224 .C5.ol.np Method 

2852 End 

2191197- Score 



OJ000207_20.0224 .C5 

6012 
AAT/NAP 
6012 
37 



28S2..2878, 4625;. 4754, 5986. .6012 

(AF007271) contains similarity to Synechococcus PCC7942 



38216 




chromosomal region used as basis of neutral sitell 
recombinational cloning vector (PID : gll74 192 ) [Arabidopsis 
thaliana] 





oeg. no. 


JO DZ 4 




beg. id 


ATfinnom on noo/t r^c, 
QJUUUZU / ZU.UZZ4.Co 




Gene No . 


/ yzoo 




bt rana 






o rare 


Z / 4 Z 




tr 1 -j 

hno. 


a n i o 
bUIZ 




Name 


r\ Tf\nno m on noo^ r^c: ^o 
UJUUUZU/ ZU.Uzz4.L3.Oo. 


gp 


Metnoa 


7\ TV T / f 1 7\ T~> 

AAI /LAP 




Start 


0 J b4 




End 


c o o o 

oyzz 




GI 


3061171 




Score 


811 




Exons 


5364. .5558, 5665.-5922 










beg. no. 


Oo DZ4 




beg. id 


UJUUUZU/ ZU.UZZ4.Lb 




Gene No. 


*7 Q O Q £T 

/ yz jd 




bt rana 






bt art 


re / n 

D04 U 




hnd 


bo oU 




Name 


AT^nnom on noo/ 
UJUUUZU / Z U . UZZ 4 . Lj . OX . 


tm 


Method 


i D-b/\b i a . Ma i ze 




bt art 


DO 4 U 






coon 
boo U 




GI 


none 




Score 


37 




Exons 


6540. .6554, 6556. .6666, 


6557. 


.6595, 65 


81. .6667, 6718. .6879, 






0/01. . bo o U 










w .,Seg^_ Np,._ 


_ JpOZ4 ^ 




„ S.eg„._ I D_ 


0 JO 0 0 2 0 7_2 0_., 0 224.C5 




. . Gene.. No 


, . /..yz Jo ... . ., ... ... . . . . „. ,./ 




.Strand ... 




f<=; 
*sl 


Start 


c m a n 
OO 4 U 




End 


*6880 




Name 


/^Tnnnom on noo^ /^c 
QJUUUZU/ ZU . UZZ 4 . Co . Ol . 


tw 


Method 


TBLASTX: Wheat 


in 


Start 


boo / 




End 


6880 




GI 


none 




Score 


143 


r ^ 


Exons 


6557.. 6670, 6568. .6600, 


6629. 


.6670, 6724. .6879, 6758. .6880 


ly 


beg. no. 


JO OZO 




Seg. ID 


OJ000207_20.0224.C6 


~. j 


Gene No . 


/ yz o / 




Strand 


+ 




btart 


1 




End 


1318 


ru 


Name 


mnnnom on noo/t 
UJUUUZU/ ZU.UZZ4.Ub.01. 


np 


Method 


AAT/NAP 


a 


otart 


1 




End 


1123 




GI 


4263510 




Score 


401 


x ; 


Exons 


1..112, 376. .540, 842.. 


1123 








GI Descrip. 


!T\f~*C\f\AC\AA\ V\ t m/\4- Vv 4- -J r-i 1 

(ALUU4U44; nypotneticai 


protein [Arabidopsis thaliana] - 


. • ^ 


beg. No. 


oodZd 




Seg. ID 


OJ000207_20.0224.C6 • 


r "3 


Gene No . 


/ yzo / 




Strand 


+ 




OJ._v.J- 

bt art 


i 




End 


1318 




Name 


nmnnom on noo/t r>c 
UJUUUZU/ . ZU . UZZ4 . Lb . Ol . 





Method 


GENSCAN 




otart 


4 b . 




End 


1126 : -" - ' ' ; 




C T 


none 




Score 


.99 ' 




Exo'ris 


" 4 6". .271," 376. .540/ 842; 


.1126 " 








iwJ *0 *^ ^ t^'V-/ * * 


--38525 : - ' - — ' - - - 




Seg. . .ID-.' 


OJ000207_20.. 022'4 ..C6- -» 




Gene No. 


79237 




Strand 


+ 




Start 


- 1- • 




End 


1318 




Name 


OJ000207 20.0224.C6.ol. 


gp 


Method 


AAT/GAP 




Start 


376 




End 


1318 




GI 


85467 1.R1084 




Score 


1155 




Exons 


376. .540, 842. .1318 










GI Descrip. 


'4263510/gb|AAD15336| 2 


.Oe-29 


(AC004044) hypothetical protein 






[Arabidopsis thaliana] 1 










Seg. No. 


38525 




Seg. ID 


OJ000207_20.0224.C6 



38217 



Gene No. 


79237 




Strand 


+ 




Of -1 v-f 

otart 


1 






1 *3 1 Q 




Name 


OJ000207 20 


.0224.C6.ol.tc 


Method 


fpQT 7\C"~PV • C ^ r> <~> 




otart 


376 




CjTIO. 


yz z 




C T 


none 




Score 


one; 




Exons 


376. .543, 388. .543, 470. .544 


QOI QQQ 


Q A 1 Q1Q Q A O 


y z z 


Seq. No. 


38525 




Seq. ID 


OJ000207_20.0224 


.C6 


Gene No. 


79237 




Strand 


+ 




Of--, -y-f- 

otaiL 


1 




HjnQ 






Name 


OJ000207_20 


.0224.C6.ol.tm 


Method 


i t5Lt/io i a \ Mai ze 




C 4- -» -v 4- 

otart 


' P.9 S 






QQQ 

y o o 






none 




Score 


1 9£ 




Exons 


825.-965, 8 


31. .965, 841. .987 


Q A "J Q Q 7 


Q yi O QQQ 

, o 4 z . . y o o 




oeq. NO . 


38526 




oeq . lu 


Pi Tfl fl Pl 9 fl 7 9fl H99/I 
UJUUUZU / ZU.UZZ41 


n Q 
. u y 




79238 




Strand 


+ ~~ 




Start 


1 




End 


114 




Name 


OJ000207_20 


.0224.C9.ol.np 


Method 


AAT/NAP 




otart 






End 


114 






2982431 




Score 


86 




, Exp ns,_„, _ " 












G.I :De scrip. 


(AL022224X 


leucine .nlch. repeat-like . protein . [Arabidops.i.s._ 




thaliana] 










Seq. No. 


38527 




Seq. ID 


OJ000207_20.0224 


. CI 


Gene No. 


79239 




Strand 


+ 




otart: 






End 


82 




Name 


OJ000207 20 


.0224. C10. ol.gs 


Method 


GENSCAN 




otart 


70 




End 


82 






none 




Score 


.87 




Exons 


70. .82 










Seq. No. 


38528 




Seq. ID 


OJ000207_20.0224 


.CI 


Gene No. 


79240 




Strand • 


+ 




otart 


1447 




End 


.3860 




Name 


OJ000207 20 


.0224.C12.ol.gs 


Method 


GENSCAN 




Of a r-f- 

ot art 


1447 




End 


3860 






none 




Score 


.61 




Exons 


1447. .1516, 


2-134.. 2311, 3302 


..3567, 3622. .3860 




oeq . mo . 


38528 




Seq. ID 


OJ000207_20 f 0224 


.CI 


Gene No.- ; 


7 9241- 




Strand ' 






Start 


1*" 




End ' 


4016 




Name 


' OJOOO'207 "2"0" 


. 0224';ci2V6i. np / 


" Method 


AAT/NAP" 




CM irf 

otart 


i ; 




End" 


3857- 






' 3805854 




. Score - 


"628 * * • ' 




Exons 


1'. .'63, 272. 


.496, 574.. 806, 32'94,.3429, 


3523. .3857 




GI" Descrip. 


(AL031986) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


38528 




Seq. ID 


OJ000207_20.0224 


.CI 


Gene No. 


79241 




Strand 






Start 


1 




End 


4016 




Name 


! OJ000207 20 


.0224.C12.ol.gp 


Method 


AAT/GAP 




Start 


3638 




End 


4016 




GI 


none 




Score 


•698 




Exons 


3638. .4016 











38218 



Seq. No. 38528 

Gene No. 79242 

Start 4698 

Name OJ000207_20 . 0224 . C12 . ol . ts 

.Start 283 

GI none 

Exons 283. .495, 293. .502, 359. .493, 
3297. .3428, 3325.-3429 



Seq. ID OJ000207_20.0224.C12 
Strand 

End 4818 

Method TBLASTX : Soybean 

End 3429 

Score .149 

573. .713, 607. .747, 705. .773, 



Seq. No. 38528 

Gene No. 79242 

Start 4698 

Name OJ000207_20 . 0224 . C12 . ol . tc 

Start 34 6 

GI none 

Exons 346. .399, 430. .495, 431. .496, 
736. .789 



Seq. ID OJ000207_20.0224.C12 
Strand 

End 4818 

Method TBLASTX : Cress 

End 7 94 

Score 83 

573. .713, 625. .696, 708. .794, 



Seq. No. 38528 
Gene No. 79242 

Start ^16.98.. .„„„_;^..._„..„ „ 

Name...,.".. 3job:b2oij2.0.-.02.24...C.12> o.l ..tm. • 
Start 438 
GI none 

Exons 438.-479, 439. .480, 443. .481, 

582.-797, 583. .798, 584. .799, 
3523.. 3579, 3531.. 3578, 3612. 
3868. .3912 



Seq. ID OJ000207_20.0224 .C12 
Strand 

.End.. , _4.818_ ...... 

.Method. . .JTBLAS.TX:.Mai.ze . 

End 3912 - 

Score 47 

452. .481, 577..795, 582.-797, 
3289.-3429, 3294.-3428, 
.3770, 3649.-3774, 3855. .3908, 



Seq. No. 38528 

Gene No. 79242 

Start 4698 

Name OJ000207_20 . 0224 . C12 . o2 . gs 

Start 4698 

GI none 

Exons 4698.. 4818 



Seq. ID OJ000207_20.0224 .C12 
Strand 

End 4818 

Method GENSCAN 

End 4818 



Score 



,84 



Seq. No. 
Gene No. 
Start 
Name. 
Start ; 
GI 

"Exons'""" 
GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



38529' Seq.. ID OJ000207_20 . 0224 . C13 

79243 Strand + 

1 End 3775 

OJ000207_20.0224.C13.ol.np Method AAT/NAP 

1 " ; " • • v • " End" r ; 3775 ' " " ' 

6063554 \ ' ■*'""*" -*' "Score' 305' " 

1..41, 2"0'99. .2285, .'2403.'. 2638', 3601. . 3775 ' " "' r " 

(AP000615) ESTs AU075609 (C63344 ) , C7 1850 ( E04 64 ) , C986L1"{ E04 64 ) 
correspond .to a—region of the- predicted gene-.- ;- -hypo the t-ical 
protein [Oryza sativa] 



38529 
79244 
9814 

OJ000207_20.0224 .C13.o3.np 

9814 

4234852 



Seq. ID OJ000207_20.0224 .C13 

Strand + 

End 13234 

Method AAT/NAP 

End 13234 

Score 535 



9814. .9844, 1224 6 12731 , 13184 .*. 13234 
(AF082133) gag-pol polyprotein [Zea mays] 



38219 



Seq. No. 


38529 




Seq. ID 


OJ000207 


_20 


.0224 


.C13 


Gene No. 


*7 Q O A A 
/ y Z 4 4 




Strand 


+ 








Start 


y o x 4 






1 O 4 








Name 


OJUUUzU / ZU.UZZ4.UlO. 


o4 . gs 


Method 


P U 1 M C P 7\ M 








Start 


lUb / U 




bna 


lluoo 








C T 


none 




Score 


. O 0 








Exons 


lUb / U . . iU /Z4 , lUoDD. . 














Seq. No. 


38529 




Seq. ID 


OJ000207 


_20 


0224 


.C13 


Gene No. 


79245 




Strand 










Start 


543 




End 


2156 








Name 


OJ000207 20.0224.C13. 


ol . gs 


Method 


GENSCAN 








Start 


543 




End 


2156 








GI 


none 




Score 


.7 








Exons 


543. .624, 1108. .1226, 


1632. 


.1769, 2118 


. .2156 











Seq. No. 










Seq. ID 


OJ000207 


Z (J . Uzz 4 . C1J 




Gene No. 


79246 








Strand 








Start 


2330 








End 


10127 






Name 


UJUUUZU / ZU 


.0224. 


C13.o2 


.gs 


Method 


GENSCAN 






,., s Start ; ... 


Z JJU ; . ^ 








. .End./ . _ 


7979 


— 




. ..GI j . . ' . _ . 


none /; 








Score". . . 


...66. 






Exons 


Z 5 JU . . Z b /U , 


4872. 


.4 945, 


•5213. 


.5797, 7243. .7416, 


/ 4 yu . . / 3o J , 






/bio. . / / / 4 , 


7884. 


.7979 












Seq. No. 


38529 








Seq. ID 


OJ000207 


_20.0224.C13 


; b? 


Gene No. 


79246 








Strand 








Start 


Z JoU 








End 


10127 






Name 


OJUUUzU / ZU 


.0224. 


C13.o2 


. np 


Method 


AAT/NAP 






Start 


c c o n 

oozU 








End 


8862 




^ ST 

S : 3 


GI 


5U4 Z 4 54 








Score 


277 




i y 


Exons 


55ZU . .3 / uu , 


7964. 


.8862 










_ 


GI Descrip. 


{ ac u u / / o y ) 


putative polyprotein [Oryza 


sativa] 






Seq. No. 


38529 








Seq. ID 


OJ000207 


_20.0224.C13 


C CI 


Gene No. 


79246 








Strand 








Start 


2330 








" End 


10127 






Name 


OJ000207 20 


.0224. 


CI3.o3 


.gs 


Method 


GENSCAN 






Start 


8194 








End 


10127 




: : 

•S SB" 


GI 


none 








Score 


.71 






. Exons 


8194. .8352, 


. 8479. 


.8625,. 


9024. 


.9096, . 9575. .9712, 


10120.. .10127 




■'Seq'. No. : ' " 


3852 9 








'Seq.' I'D 


Ojb00207 


_20.0224.C13" ' 




"Gene No. *~" 


"792:47 "" 








"Strand 








Start" • ■ 


12509' . 








End 


13206 






Name - ■ ~ - 


-OJ000207 20 


.0224. 


C13,o2 


. tw - 


Method 


~TBLASTX: 


Wheat "■ — <--'-- 




Start 


8059 








End 


8412 






GI 


none 








Score 


90 • 






Exons 


8059. .8247, 


8060. 


.8248, 


8234. 


.8323, 8239. .8340, 


8350. .8412 




Seq. No. 


38529 








Seq. ID 


OJ000207 


_20.0224.C13 




Gene No. 


79247 








Strand 








Start 


12509 








End 


13206 






Name 


OJ000207 20 


.0224. 


C13.ol 


. ts 


Method 


TBLASTX: 


Soybean 




Start 


12319 








End 


12596 






GI 


none 








Score 


46 





38220 




Exons 


i z o i y . . i z oo i , i zjj o . . i z o y 4 , 


12477. .12596 






Seq. No. 


38529 


Seq. ID 


OJ000207 


_20.0224 


.C13 


Gene No. 


79247 


Strand 








Of o y-f 

o tar r. 


i z o u y 


End 


13206 






Name 


UJUUUZU/ zu . uz Z 4 . bl J . O 1 . tw 


Method 


TBLASTX: 


wnsat 




OJ j v~ 4- 


i z j i y 


End 


12737 






bl 


none 


Score 


224 






Exons 


IZOiy. .lZooo, IZ^oU. .!Zo4Z, 


12642. . 12737, 12647 


1 o a q a 
. . iz by4 




Seq. No. 


38529 


Seq. ID 


OJ000207 


_20.0224 


.C13 


Gene No. 


79247 


Strand 








o tar t 


izouy 


End 


13206 






Name 


ujuuuzu/ zu . uzz h . bio . oj . gs 


Method 


GENSCAN 






O 4- -t -w4- 

btart 


iz ouy 


End 


13206 








none 


Score 


.86 






Exons 


izou y . . iz oo i , ioioy..iozuD 










beq . no . 


"3 Q c: *d a 
jo jjU 


Seq. ID 


OJ000207 


on n o o a 
ZU . UZZ 4 


r* i a 
. b!4 


Gene No. 


79248 


Strand 


+ 






Start 


1 


End 


1501 






Name. 


. OJ000207 . 20 . 02.24 . CI 4 . ol.. np. 


Method,. 


.AAT/NAP .. 






btart . , 


..1 . 


"End .; 


1501 






bl 


6522541 ' 


Score 


725 






Exons 


1. . 1045, 1140. .1501 










GI Descrip . 


(AL132955) receptor-kinase like protein [Arabidopsis thaliana] 


Seq. No. 


38530 


Seq. ID 


OJ000207 


_20.0224 


.C14 


Gene No. 


79248 


Strand 


+ 






b tar t 


1 


End 


1501 






Name 


OJ000207 20.0224.C14.ol.gs 


Method 


GENSCAN 






btart 


70 


End 


1489 








none 


Score 


.98 






Exons 


70. .1045, 1140. .1489 










beq . no . 


38530 


Seq. ID 


OJ000207 


_20.0224 


.C14 


bene ino . 


79249 


Strand 


+ 






Start 


2889 


End 


5652 






Name 


OJ000207 20.0224.C14.o2.np 


Method 


AAT/NAP 






Of 3 v-f 

b t art 


2889 


End 


5652 






r* t 
bl 


5734709 


Score 


159 






Exons 


2889. .2997, 3049. .3382, 5214 


. .5396, 5526. .5652 






GI Descrip ; 


(AC008075)-- Contains PFJ 00069 Eukaryotic protein 


kinase domain . 




[Arabidopsis thaliana] 










Seq. No. 


• 38530 . ■ ' ' " .* ' 


Seq.' ID 


OJ000207 


_20 : . 0224 


• C14 


Gene No . 


79250 - 


- Strand' 


+ '"' 






C 4- -s v4- 

otart 


12011 


End 


16309 






Name 


OJ000207 20.0224.C14.ol.gp 


Method 


AAT/GAP 






otart 


12011 


End 


14967 






GI 


none 


Score 


870 






Exons 


12011. .12370, 14875. .14967 










Seq. No. 


38530 


Seq. ID 


OJ000207_ 


_20.0224 


.C14 


Gene No. 


79250 


Strand 


+ 






Start 


12011 


End 


16309 






Name 


OJ000207 20.0224.C14.o5.gs 


Method 


GENSCAN 







38221 



btart 






End 


16309 




GI 


none 




Score 


.91 




Exons 


1 O H Q "3 10T7n 1 n QCO 


. XoUO J , 


14875. .14977, 15660 .. 15824 , 






lb 1 / o . . loouy 










oeq. no. 


jo jjU 




Seq. ID 


OJ000207_20.0224 


. CI 4 


Gene No. 


79250 




Strand 


+ 




Start 


12011 




End 


16309 




Name 


UJUUU^U/ zU. U^^4 .L14 


. o3 . np 


Method 


AAT/NAP 




Start 


Xz X I / 




End 


14934 




GI 


O / £ 1 1 1 J 




Score 


209 




Exons 


Xz 1 X / . . LZo /U , X4o/D. 


.14934 








GI Descrip. 




[Arabidopsis thaliana] 




Seq. No. 






Seq. ID 


OJ000207_20.0224 


. CI 4 


UCl iC Vt\J • 


79250 




Strand 


+ 




Start 


12011 




End 


16309 




Name 


OJ000207 20.0224.C14 


. o4 . np 


Method 


AAT/NAP 




Start 


12513 




End 


14049 




GI 


120537 




Score 


113 




Exons 


12513. .12570, 13897. 


.14049 








GI^ Descrip. • 


. NADH r £LASTpQUINONE. OX I DORE DUCT AS E .-SUBUNIT _I_( FRX ^ROT ETN )_ 



gi.l. 6.5,7.3 5 Lpir L I FERZB_.f.erredoxia 2 [.4Fe-4S.] ... f rx.B ..ri.ce_chl'aropl.a,st 
gi | 12054 | emb | CAA33909 | (X15901) 18kDa protein related to a 
subunit of NADH dehydroghenase [Oryza sativa] 

gi I 226675 Iprf | | 1603356DC NADH dehydrogenase-like 18kD protein 
[Oryza sativa] 



Seq. No. 


38530 




Seq. ID 


OJ000207 


Gene No. 


79251 




Strand 


+ 


Start 


16221 




End 


16563 


Name 


OJ000207 20.0224.C14 


. o2 . gp 


Method 


AAT/GAP 


Start 


16221 




End 


16563 


GI 


3768374 




Score 


580 


Exons 


16221. .16563 








Seq. No. 


38530 




Seq. ID 


OJ000207 


Gene No. 


79252 




Strand 


+ 


Start 


18264 




End 


20650 


Name 


OJ000207 20.0224.C14 


. o7 . gs 


Method 


GENSCAN 


Start 


18264 




End 


20650 


GI 


. none .. . 




Score 


.81 , 


Exons " 


18264 ." .18311/ 18739.' 


.18981,'; 


'20015. .'20650 ' ■ " - 


Seq. No." 


" '38~53t> * 




Seq. ID 


OJOO'0207 


Gene- No . 


79252. . ' ■' * 




Strand - 


+ • 


Start 


182 64 / ' '- 




. End 


■20650 


Name 


OJ000207 20. 0224. CI? 


o5 . np 


Method 


AAT/NAP 


Start 


18680 




End 


20359 • 


GI 


6539588 




Score 


319 


Exons 


18680. .18981, 20309. 


20359 






GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 


Seq. No. 


38530 




Seq. ID 


OJ000207 


Gene No. 


79253 




Strand 




Start 


5164 




End 


8711 


Name 


OJ000207 20.0224.C14 


o3 . gs 


Method 


GENSCAN 



38222 



Start 5164 

GI none 

Exons 5164.. 5254, 5385.. 5716, 

Seq. No. 38530 

Gene No. 79254 

Start 9316 

Name OJ000207_20 . 0224 . C14 . o4 , 

Start 9316 

GI none 

Exons 9316.. 9448, 9523.. 9601, 

Seq. No. 38530 

Gene No. 79255 

Start 17279 

Name OJ000207_20 . 0224 . C14 . 06 . 

Start 17279 

GI none 

Exons 17279.. 17623 



End 8711 

Score . 67 
5914.. 6002, 8642.. 8711 

Seq. ID OJ000207_20.0224 .C14 
Strand 

End 11940 

gs Method GENSCAN 

End 11940 

Score .76 

11597. .11657, 11806. .1194 0 

Seq. ID OJ000207_20.0224.C14 
Strand 

End 17623 

gs Method GENSCAN 

End 17623 

Score . 64 



Seq. No. 38530 

Gene,; No^ 79256, ^ ; - 

Start.. . ... . 20975.. .Ji . . .J... ... ~. .. ~ 

Name OJ000207_20 . 0224 , C14 . ol , 

Start 4 66 

GI none 

Exons 466.. 780, 531.. 776 

Seq. No. 38530 

Gene No. 79256 

Start 20975 

Name OJ000207_20 . 0224 . C14 . ol . 

Start 573 

GI none 

Exons 573. .761, 574. .771, 808. 
1138. .1314 



tc 



ts 



Seq. ID 

_Sjtran_d 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000207_20.0224.C14 

"ill 9 8 ~r™JT:7 

TBLASTX : Cress - 

780 " 

253 



OJ000207_20.0224.C14 
21198 

TBLASTX: Soybean 

1321 

197 



,993, 822. .992, 1021. .1044, 1127. .1321 



Seq. No. 38530 

Gene No. 79256 

Start 20975 

Name OJ000207_20 . 0224 . CI 4 . o2 . 

Start - 601 

GI ' • * none " 7 * ' ■ 

Exons ' 601.. 996, 606.. 962 



tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000207_20.0224.C14 
21198 

TBLASTX: Maize 

996 : 

340 - ■ - ' 



Seq; No. 38530 - 

Gene No.'- - " 79256 

Start ' ' 20975 

Name OJ000207_20 . 0224 . C14 . ol . 

Start 1119 

GI none 

Exons 1119.. 1430, 1133.. 1435, 

Seq. No. 38530 

Gene No. 7 9256 

Start 20975 

Name OJ000207 20 . 0224 . C1'4 . o3 . 



Seq. 'ID- OJ000207_20.0224.Cl4 
' - Strand- . 

: End 21198 

tm- Method TBLASTX : Maize 

End 14 35 

Score 261 
1137. .1322, 1138. .1431, 1371. .1433 

Seq. ID OJ000207_20.0224 .C14 
Strand 

End 21198 

tm Method TBLASTX : Maize 



38223 




Start 


12123 






End 


16321 




p T 


none 






Score 


48 




Exons 




.XZX3Z, IZlJO . 


19-371 


12182. .12370, 14876. . 14977, 






1 4 0 O U . 


1 A Q7 R 1 


1 A Q7 £ 


15657. .15824, 15658 .. 15825, 






15665. 


.15823, 16166. 


1 69^1 
■ 1DZ Jl , 


16174. .16236, 16178. .16234, 






16234. 


.16308, 16235. 


• -L U .3 J. Z , 


16256. . 16321 




Seq. No. 


38530 






Seq. ID 


OJ000207_20.0224 


.C14 


Gene No. 


79256 






Strand 








20975 






End 


21198 




Name 


OJ000207 20.0224.C14 


- 

• 0 I . t w 


Method 


TBLASTX: Wheat 






12174 






End 


12373 




P T 


none 






Score 


194 




IT 1 v /*\ y"» o 


12174. 


.12371, 12176. 


1 9 "37 T 








Seq. No. 


38530 






Seq. ID 


OJ000207_20.0224 


.C14 


Gene No. 


79256 






Strand 






OtdlL 


20975 






End 


21198 




Name 


OJ000207 20.0224.C14 


. OZ . LC 


Method 


TBLASTX: Cress 






12174 






End 


14983 




P T 


none 






Score 


203 




Exons, ._.„,., 


„1 2.171. 


_ J. 2 37 J.,,_l 2 17 6, 




14 8,76.^ 14,98 3 ^-_„ i _„^„ 


~. 


Seq. No'. 


38530 






Seq. ID 


OJ000207_2o!6224 


. CI 4 


Gene No. 


79256 






Strand 






Cf a v-t- 
Jlall. 


20975 






End 


21198 




Name 


OJ000207 20.0224.C14 


/-\9 -1- 0 
. OZ . \L S 


Method 


TBLASTX : Soybean 




Of 3 y+- 

oT. a J_ T_ 


12189 






End 


14977 




P T 


none 






Score 


218 




T7 1 V r\ t~\ o 


12189. 


.12371, 12239. 


1 9*370 

. X Z O / U , 


122 67. .12380, 14 825. .14 977 




Seq. No. 


38530 






Seq. ID 


OJ000207_20.0224 


.C14 


Gene No. 


79256 






Strand 






O L axTt 


20975 






End 


21198 




Name 


OJ000207 20.0224.C14 


. Oo . CfS 


Method 


GEN SCAN 




or am 


20975 






End 


21198 




PT 
bi 


none 






Score 


. 97 




Exons 


2,0975. 


.21198 










o e q . in o . 


38531 






Seq. ID 


OJ000207_20.0224 


pi r 


Gene No. 


79257 . 






Strand 


+ 




Start 


1. 






End. . • 


3551 




Name 


OJ000207; 20.0224 .C15 


. pi . np 


Method 


' AAT/NAP ■ 






1 






End 


3551 ■• 




.. 


' 4680179' " ' " : ' "• ■ 




Score . 


1172 ' - ' ' 




C 1 T_r s~\ r^i f' 

cjXons 


- 1. .65", 


274 9. .3551 . 










GI- - Deso-rip . 


.- - (AF1H709) poiyprotein [Ory'za- sativa subsp. indica] * 




Can Mo 


38531 






Seq. ID 


OJ000207_20.0224 


PI s 


Gene No. 


79258 






Strand 


+ 




Start 


5137 






End 


7135 




Name 


OJ000207 20.0224.C15 


.ol.gp 


Method 


AAT/GAP 




Start 


5137 






End 


7135 




GI 


61605 


3.R1084 




Score 


615 




Exons 


5137. . 


5297, 5610.. 5692, 6831 


. .7135 







GI Descrip. * 1402920/emb | CAA66965 | 2.0e-20 (X98321) peroxidase [Arabidopsi 
thaliana] 1 



38224 



Seq. No. 38531 Seq. ID OJ000207_20 . 0224 . C15 

Gene No. 79259 Strand • + 

Start 9017 End 9267 

Name OJ000207_20 . 0224 . C15 . o2 . gp Method AAT/GAP 

Start 9017 End 9267 

GI 101153_1.R1084 Score 391 

Exons 9017.. 9267 

GI Descrip. 1 5852170/emb | AL117265 . 1 | OST17804 1.0e-115 Oryza sativa 

indica(GLA4) genomic DNA, chromosome 4, BAC clone : tl7804 1 

Seq. No. 38531 Seq. ID OJ000207_20 . 0224 . C15 

Gene No. 79260 Strand + 

Start 10247 End 10518' 

Name OJ000207_20 . 0224 . C15 . o3 . gp Method AAT/GAP 

Start 10247 End 10518 

GI 61605_1.R1084 Score 462 

Exons 10247 . . 10518 

GI Descrip. ' 5852170/emb | AL117265 . 1 | OST17804 1.0e-137 Oryza sativa 

indica (GLA4 ) genomic DNA, chromosome 4, BAC clone : t 17 804 f 

^.Secj.^ m Np„._„ 38 53 1_ _„ w ;.._^^^ag.._I D_...Q JMS29J^20^022A^Clb_ 

■..Gene.-N.o... ;7 92.6.1:. . _ . „ . _ . Strand + .:" 

Start 12768 End 14153 ' 

Name OJ000207_20 . 0224 . C15 . o3 . np Method AAT/NAP 

Start 12768 End 14153 

GI 4234854 Score 1167 

Exons 12768. .14153 

GI Descrip. (AF082134) pol polyprotein [Zea mays] 

Seq. No. 38531 Seq. ID OJ000207_20 . 0224 . C15 

Gene No. 79262 Strand 

Start 7833 End 15090 

Name OJ000207_20 . 0224 . C15 . o2 . gs Method GENSCAN 

Start 7833 End 15090 

GI none Score .52 

Exons 7833.. 8058, 8121.. 8352, 8427.. 8606, 9605 .,/. 9729, 9960.. 10035, 
10597. .10865, 11283 .. 11358 , 11544 11667', 12145 .. 12302 , 
13654. .13713, 14937.. 15090 

Seq. No. 38531 Seq. ID OJ000207_20 . 0224 . C15 

Gene. No.. . .79262 . . Strand - . 

Start;" V/; 7833' ; - ' ;~ v "End 15090' " 

Name OJ000207"_20 . 0224 . C15 \ o2 . np '■' Method AAT/NAP "■"'"*■ 

Start" ""8113 ' * End " 8648 ' 

GI ' 5852179 . Score 505- ... - 

Exons ' '■ 8113. .8352, 8427;. 8648 . " .. V . 

GI Descrip. (AL117265) zhb0009.1 [Oryza sativa] 

Seq. No. 38531 Seq. ID OJ000207_20 . 0224 . C15 

Gene No. 79263 Strand 

Start 17823 End 18790 

Name OJ000207_20 . 0224 . C15 . ol . tm Method TBLASTX : Maize 

Start 2750 End 3294 

GI none Score 66 

Exons 2750.. 2878, 2757.. 2882, 2758.. 2889, 2887.. 2985, 2889.. 2984, 
3046. .3294, 3054. .3188, 3237. .3284 



38225 



Seq. No. .38531 

Gene No. 79263 

Start 17823 

Name OJ000207_2.0 . 0224 .C15 . ol . tw 

Start 2756 

GI none 
Exons 



Seq. ID OJ000207_20.0224 .CIS 
Strand 

End 18790 

Method TBLASTX : Wheat 

End 3174 

Score 89 



2756. .3172, 2758. .3174, 2758. .3171, 2775. .3173 



Seq. No. 38531 

Gene No. 79263 

Start 17823 

Name OJ000207_20 . 0224 . C15 . o3 . tw 

Start 3175 

GI none 
Exons 



Seq.- ID OJ000207_20.0224 .CIS 
Strand 

End 18790 

Method TBLASTX : Wheat 

End 3506 

Score 138 



3175. .3294, 3202. .3306, 3288. .3506 



Seq. No. 38531 

Gene No. 79263 

Start 17823 

Name OJ000207_20 . 0224 . C15 . o3 . tm 

_.S t ar £„„_,_„ 124 21.™ 

..G.I . none ; ".„.. 

Exons 



Seq. ID OJ000207_20. 0224 .CIS 
Strand 

End 18790 
Method TBLASTX: Maize 
End; .... \2 1 93, 
.Score/. _17.6 „ .„.„.,. 



12421. .12627, 12434. .1258 9, 1244 1 . . 12 608, " 12595. .12 645, 
12633. .12785, 12655 .. 12750 , 12662 12793, 12663. .12785 



5 t» 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



'38531 
79263 
17823 

OJ000207_20. 0224. CIS. o2.tw 

13092 

none 



Seq. ID OJ000207_20. 0224. CIS 
Strand 

End 18790 

Method TBLASTX : Wheat 

End 13560 

Score 77 



13092. .13157, 13094. .13156, 13212 .. 13310, 13213 .. 13503 , 
13356. .13481, 13483.. 13560 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38531 
79263 
17823" 

OJ000207_20 . 0224. CIS. o2.tm 

13198 

none 



Seq. ID OJ000207_20.0224.C15 
Strand 

End 18790 

Method TBLASTX : Mai ze 

End 13574 

Score 164 



13198. .13392, 13203. .133.70, 134 05. .13554, 13413. .13574 



Seq. No. ' " 38531 ' " 

Gene" No. "' " 79263* ' 

Start .17823 

Name OJ000207_20 . 0224 . CIS-, ol . ts- 

Start ■ 13207 

GI none 
Exons 



Seq. ID OJ000207__20. 0224 .'CIS' 
Strand " " -" /" ' " : 

End- • 18790 7 
■ -Method ■" TBLASTX: Soybean • . ~ 
End 13473 
Score 177 



13207. . 13407, 13215 .. 13406, ' 134 10 .. 134 72, 13411. .13473 



Seq. No. , 38531 
Gene Ho;..' 7 9263 
Start ' 17823- 

Name OJ000207_20 . 0224 . CIS . o4 . tw 

Start 13904 
GI none 



Seq. ID OJ000207__20. 0224 .CIS 
Strand 

End 18790 

Method TBLASTX : Wheat 

End 14135 

Score 194 



38226 






1 • . 1*1 1^ Jf lj^UJi • 141JJ 










J O J J X 


Seq. ID 


OJ000207_20.0224 




Gene No. 


79263 


Strand 






Start 


17823 


End 


18790 






OJ000207 20.0224.C15.o4.np 


Method 


AAT/NAP 






17252 


End 


18790 




\J X 


6063557 


Score 


240 






17252. . 17403, 17 653 . . 178 99, 


18752. .18790 




(1 T np^pri n 

OX UCO^XX£J» 


(AP000615) similar to dJ522J7.2 (Z98885) [Oryza sativa] 




Seq. No. 


38531 


Seq. ID 


OJ000207 20.0224 


.C15 


Gene No. 


79263 


Strand 


- 




O Lai L 


17823 


End 


18790 




Name 


OJ000207 20.0224.C15.o3.gs 


Method 


GENSCAN 




OLal L 


17823 


End 


18204 




O X 


none 


Score 


.7 






17823. .17883, 18110. .18204 








Seq. No. 


38532 


Seq. ID 


OJ000207_20.0224 


.C16 


Gene No. 


79264 


Strand 






Start - 


...5 6 „ ■ v__ „.;. 


_End,_„ 


w302.2_ , w 


, — . — . — 


Name. ..„._. .... 


. O.j66020.7 .'.2.6 . 0224 ;CL6.-. oi:..gs J 


Method. . 


, .GENSCAN ./ 




jLai L 


.56 ' 


End 


2831 




O X 


none 


Score 


.79 




CjAUIIo 


56. .200, 785. .1099, 1307. .1509, 1856.. 


2831 




Cq/t Kin* 


38532 


Seq. ID 


OJ000207_20.0224 


PI £ 


Gene No. 


79264 


Strand 






Start 


56 


End 


3022 




LMCllLlt: 


OJ000207 20.0224.C16.ol.np 


Method 


AAT/NAP 




91- P Tt- 

u Lai I 


767 


End 


3022 




(IT 
\J X 


4234852 


Score 


2263 






767. .3022 








OX fCOLl l^J • 


(AF082133) gag-pol polyprote 


in [Zea mays] 




Seq. No. . 


38532 


Seq. ID 


OJ000207 20.0224<.G16 


Gene No. 


79264 


Strand 






Start 


56 


End 


3022 




Name 


OJ000207 20.0224 .C16.o2.tw 


Method 


TBLASTX: Wheat 




O LCli L. 


818 


End 


1285 




GI 


none . 


Score 


277 




P von q ' ■ 


818-. .1285 " • r ■" ■ 








Seq"." No. 


38532 " 


'." Seq.' ID 


* OJ000~207_2'0V0224~ 


:ci-b 7 


Gene' No. ■ . 


■ 79264 ' 


Strand 






o u. dx- -t. ■ • " 


' 56* • • * ' " . 


- End 


3022 




Name 


OJ000207 20.0224.C16.ol.tm 


Method 


TBLASTX: Maize 




Qt- ^ rt- 
O Lai L 


821 


End 


1435 




(IT 

\J X 


none 


Score 


36 




Exons 


821. .1003, 1049. .1393, 1406. 


.1435 






Seq. No. 


38532 


Seq. ID 


OJ000207_20.0224 


.ci6 


Gene .No . 


79264 


Strand 






Start 


56 


End 


3022 




Name 


OJ000207 20.0224.C16.o2.ts 


Method 


TBLASTX : Soybean 




Start 


821 


End 


1393 





38227 




C T 


none 








Score 




Exons 


821. .997, 1013.. 


1393, 1095.. 


1917 1^11 


1 


C r~\ r~r NT /™\ 

beq . NO . 


38532 








Seq. ID 


OJ000207_20.0224 .C16 


Gene No. 


79264 








Strand 




Start 


56 








End 


3022 


Name 


OJ000207 20 


.0224 


.CI6.0I 


.'tw 


Method 


TBLASTX : Wheat 


Cf a yf- 
OLOlL 


1379 








End 


2160 




none 








Score 


73 


Exons 


1379. .1513, 


1537 


. .1824, 


1538 


..1669, 1606. .1824, 1810. .1953, 




1859. .1951, 


1942 


. .2001, 


1950 


..2021, 1950. .2156, 2071. .2160 


0 e q . in <j . 


38532 








Seq. ID 


OJ000207_20.0224 .C16 


Gene No. 


79264 








Strand 




Start 


56 








End 


3022 




OJ000207 20 


.0224 


.CI6.0I. 


. ts 


Method 


TBLASTX: Soybean 




1846 








End 


2285 




5509260 








Score 


69 


Exons 


1846. .1953, 


1847 


. .1951, 


1935 


..2285, 1936.. 2169, 2181.. 2285 


T T\ f~\ q /** v* -i y\ 

uJ. UcoClip. 














..Seq t ,_ No : ._ 


38532 ■ . 









beq v 


n~mnnon7 on noo/t r*i 


Gene.. No. .„ . 


7.92 6.4J ......... 




„, , . . 




. , bxrana .... ... 




b nart 


56' 








tna. 


jUZ Z 


Name 


OJ000207 20 


.0224 


.CI6.0I, 


■tc 


Method' 


TQT BCTY-PrAeo 

i D-LAb i a : Lress 




1950 










91 QQ 

z 1 y 0 




none 








Score 


T 1 


Exons 


1 Q^n 9 1 qr 
1 jju . . z J. y 0 , 




91 S7 








Seq. No. 


38532 








beq. id 


nTfinriom on noo/i ^ 

UJUUUzU / 


Gene No. 


79264 








Strand 




Of a v-f 


56 








bna 


JUZZ 


Name 


OJ000207 20 


.0224 


.C16.02. 


. tm 


Method 


TBLASTX: Maize 


Q+- =» r-+- 


1977 








End 


2285 




none 








Score 


280 


Exons 


1 Q77 99fi ^ 












Seq, No. 


38532 








Seq. ID 


OJ000207_20.0224.C16 


Gene No. 


79264 








Strand 




Of a y-H 


56 








End 


3022 


Name 


OJ000207 20 


.0224 


.C16.o3. 


. tw 


Method 


TBLASTX: Wheat 


OLail 


2214 








End 


2984-... 




none 








■ Score 


197 ' " "• ' : 


U 1 v /^v n e< 


2214 . .2336, 


2757' 


. .2984 








C a y"T NT ^-s 

beq . no . 


38533 / ■ 








Seq. ID 


0 JO 002 07 _2 0 . 0 2 2 4 . CI 7 


■Gene No.* - ' 


•79265 '- 








Strand- 


+ ■ ' 


Start 


713 








End 


1036 


Name 


OJ000207 20 


.0224 


.C17.ol. 


,np 


Method 


AAT/NAP 


0 car u 


713 








End 


1036 




5852181 








Score 


138 


Exons 


713. .1036 












GI Descrip. 


(AL117265) zhbOOll.l [Oryza : 


sativa] 




Seq. No. 


38533 








Seq. ID 


OJ000207_20.0224.C17 


Gene No. 


79266 








Strand 




Start 


810 








End 


844 



38228 



Name 

Start 

GI 

Exons 



OJ000207_20 . 0224 . C17 . ol . gs Method 

810 End 

none Score 
810. .844 



GENSCAN 

844 

.73 



Seq. No. 38534 

Gene No. 7 9267 

Start 250 . 

Name OJ000207_20 . 0224 . CI 9 . ol . gp 

Start 250 

GI 2796325 

Exons 250. . 438 



Seq. ID' OJ000207_20.0224.C19 , 

Strand + 

End 438 

Method AAT/GAP 

End 438 

Score 360 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq.... No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38534 
79268 
1 

OJ000207_20.0224 .C19.ol.np 
1 

6580156 
1. .490 

(AL132968) putative protein [Arabidopsis thaliana] 



Seq. ID OJ000207_20. 0224 .C19 
Strand 

644 

AAT/NAP 
490 
222 



End 

Method 

End 

Score 



... 385.34 _ . 

79268 
1 

OJ000207_20. 0224 .C19.ol.tc 
3 

none 



.Seq.. ID... 0 JO 0 0.2 0.7 _20.. 02.2.4... £19. 
Strand 
End 64 4 

Method TBLASTX: Cress 
End 503 
Score 77 



3. .86, 6. .83, 6. .83, 73. .273, 147. .209, 150. .293, 150. .182, 
150. .188, 219. .320, 273. .470, 273. .419, 285. .350, 288. .500, 
292. .378, 294. .503 



Seq. No. 38534 

Gene No. 79268 

Start 1 

Name OJ000207_20 . 0224 . C19 . ol . tm 

Start 6 

GI none 
Exons 



Seq. ID OJ000207_20.0224.C19 
Strand 

End 644 
Method TBLASTX : Mai ze 
End 623 
Score 54 

6. .83, 6. .86, 79. .195, 150. .197, 150. .197, 279 .. 383, 288 .. 485, 
288. .476, 294. .485, 295. .453, 537. .623 



Seq. No. 38534 . . 

Gene No. ;/ 7 92 68 " '• 

Start ' - ' 1 

Name "' . OJ0T)0207_2'0 . 022*4'; CI '9 i". ol . ts * 

Start -6 _ 

■GI • - - none ' - - 

Exons 



Seq. ID. OJ000207_20.0224 .C19 

Strand : 

End ' 644 ' ' ' ' S ' 

Method ' TBLASTX : Soybean T " ' " r 

End ' - 4 8 5 • 

Score 7 9. ■ . " 



6. .197, 6. .86, 6. .86, 6. .83, 7 . . 162, 9 . . 83, 10. .198, 147. .209, 
147. .206, 279. .485, 279. .344-, 288. .479, 288. .476, 291. .476, 
294. .479, 294. .476, 294. .470, 295. .414, 297. .485 



Seq. No. 38534 

Gene No. 7 92 68 

Start 1 

Name OJ000207_20 . 0224 . C19 . ol . tw 

Start 6 

GI none 



Seq. ID OJ000207_20. 0224 .C19 

Strand 

End 644 

Method TBLASTX : Wheat 

End 644 

Score 51 



38229 



Exons 



6. .83, 291. .434, 292. .378, 447. .644, 511. .618 



Seq. No. 38534 

Gene No. 79268 

Start 1 

Name OJ000207_20 . 0224 . C19 . ol . gs 

Start 377 

GI ^ none 

Exons 377. .525 



Seq. ID OJ000207_20.0224.C19 

Strand 

End 64 4 

Method GENSCAN 

End 525 

Score .52 



Seq. No. 38535 

Gene No. 79269 

Start 1 

Name OJ0001 17_15 . 0207 . CI . ol . np 

Start 1 

GI 6319186 

Exons 1 . . 345 

GI Descrip. (AF195140) GDP-D-mannose 4 , 6-dehydratase; GMD1 [Arabidopsis 
thaliana] 



Seq. ID OJ000117_15.0207.C1 

Strand 

End 345 

Method AAT/NAP 

End 345 

Score 507 



Seq. No. 38535 
Gene. No„ v , ,79269._. 

Start _ T. S. 

Name OJ000117_15 . 0207 . CI . ol . tc 

Start 1 

GI none 

Exons 1..345, 2.. 343 



Seq. ID OJ000117_15.0207.C1 

, Strand, . 

End. '-..3-45. l.i . ... Z-.Z 

Method TBLASTX : Cress 
End 345 
Score 345 



Seq. No. 38535 

Gene No. 79269 

Start 1 

Name OJ000117_15 . 0207 . CI . ol . ts 

Start 1 

GI none 

Exons 1..252, 2.. 256 



Seq. ID OJ000117_15.0207.C1 
Strand 

End 34 5 

Method TBLASTX : Soybean 

End 256 

Score 246 



Seq. No. ' 38535 
Gene No. 79269 
Start 1 

Name OJ000117_15 . 0207 . CI . ol . gs 

Start 31 
GI * none 

Exons " 31. . 283 



Seq. ID OJ000117_15.0207.C1 
Strand 

End 345 

Method GENSCAN 

End 283 

Score . 89 . 



Seq'. "No! '38535 "' ' ' * " " *' ~ " ■ rr 

Gene - No. ' 79269 . - " "'. 

Start 1 

Name OJ000117_15 . 0207 . CI . ol . tm 

Start 105 

GI none 

Exons 105. .155, 106. .345, 107. .343 



Seq. "'ID OJ000'117_15". 0207\ Cl 
Strand 

-End ' ' ' 34 5 ' • "* •' . ' . 
Method TBLASTX : Mai ze ' 
End 345 
Score 57 



Seq. No. 38536 

Gene No. 79270 

Start 1 

Name OJ000117_15 . 0207 . C2 . ol . np 

Start 1 



Seq. ID OJ000117_15.0207.C2 
Strand 

End 169 

Method AAT/NAP 

End 169 



38230 



GI 6225159 Score 159 

Exons 1..169 

GI Descrip. ATP- DEPENDENT CLP PROTEASE PROTEOLYTIC SUBUNIT (ENDOPEPTIDASE 
CLP) gi|3688205|emb|CAA09090| (AJ010321) endopeptidase clp 
[Caulobacter crescentus] 



Seq. No. 


38536 






Seq. ID 


OJ000117 


Gene No . 


79270 






Strand 




Start 


1 






End 


169 


Name 


OJ000117 15. 0207. C2 


.ol 


. gs 


Method 


GENSCAN 


Start 


12 






End 


164 


GI 


none 






Score 


. 91 


Exons 


12 . . 164 










Qprr No 


38537 






^prr TO 




f^pnp No 


79271 






J Lial 1U 






1 3S 










Name 


OJ000117 15. 0207. C3 


.ol 


.gs 


Method 


GENSCAN 


Start 


135 






End 


732 


GI 


none 






Score 


.49 


Exons 


135.. 269, 653.. 732 










.Seq.. No. ... ... 








. . ...Seq.. ID . 


Tojo.ddiif 


Gene No. 


79272 






Strand 


+ 


Start 


653 






End 


-752 • 


Name 


OJ000117 15. 0207. C3 


.ol 


• gp 


Method 


AAT/GAP 


Start 


653 






End 


752 


GI 


71486 1.R1084 






Score 


149 


Exons 


653. .752 











15. 0207. C3 



15.02QI,.C3._ 



GI Descrip. ' 5803254 /dbj | BAA83564 . 1 | 3.0e-35 (AP000399) ESTs 



C97429{C60159) , D22427 (C11106) 
correspond to a region of the 
protein [Oryza sativa] ' 



AU078031 (E31854) , D15683 (C1084) 
predicted gene; hypothetical 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 

Stark 
Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



38538 Seq. ID OJ0001 17__15 . 0207 . C4 

79273 Strand + 

220 End 2155 

OJ000117_15 . 0207 . C4 . ol . np Method AAT/NAP 

220 End 1746 

5803254 Score 2097 

220. .1026, 1128. .1274, 1369. .1746 

(AP000399) ESTs C97429 (C60159) , D22427 (C11106) , ^ 
AU078031 (E31854) /D15683 (C1084) correspond' to a" region of the 
predicted gene;' hypothetical protein [Oryza sativa] 



38538 . : " . Seq. ID 

79273 "' - *"-" Strand • 

220' End 

OJ000117_15.0207.C4 .ol .gs Method 

267 End 

none Score 



OJ000117_15'.0207.C4 
+ ' J ' ' " * . 

2155 ' 
GENSCAN 
2155 
.51 



267. .1026, 1128. .1274, 1369. .1686, 1922. .2155 



38538 Seq. ID 

79273 Strand 

220 End 

OJ000117_15.0207.C4.ol.gp Method 



OJ000117_15.0207 ,C4 
+ 

2155 
AAT/GAP 



38231 



Start 577 End 983 

GI 6062534 Score 782 

Exons 577.. 983 

GI Descrip. 5803254/dbj | BAA83564 . 1 | 4.0e-69 (AP000399) ESTs 

C97429(C60159) , D22427 (C11106) , AU078031 (E31854 ) , D15683 (C1084 ) 
correspond to a region of the predicted gene; hypothetical 
protein [Oryza sativa] 



Seq. No. 38538 

Gene No. 79273 

Start 220 

Name OJ000117_15 . 0207 . C4 . o2 . gp 

Start 926 

GI 15799JL.R1084 

Exons 926.. 1026, 1128.. 1274, 1369.. 

GI Descrip. ' 5803254/dbj | BAA8.3-5 64 . 1 1 4 . Oe 
C97429(C60159) , D22427 (C11106) 



Seq. ID OJ000117_15.0207.C4 
Strand + 
End 2155 
Method AAT/GAP 
End 1958 
Score 1428 
1958 

-69 (AP000399) ESTs 

, AU078031(E31854),D15683(C1084) 



correspond to a region of the predicted gene; 
protein [Oryza sativa] 1 



hypothetical 



Seq. No. 
Gene ..No . 
.si art 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38538 

79274. _ „ . . ■ 

35.50 . ' „ 

OJ000117_15. 0207.C4 .o3.gs 

3550 

none 

3550.. 3618, 4009.. 5295 

38538 
79275 
2573 

OJ000117_15 . 0207 . C4 . o2 . gs 

2573 

none 

2573. .2867, 2976. .3115 



38538 
79276 
4170 

OJ000117 
642 
none. 
642. 
951. 
120'ff 



Seq. ID 

Strand. , 

. „: . End . .. ... 

'M^ • Method 
End 
Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



15.0207.C4.o2.tm 



OJ000117_15.0207.C4 

"5.295" ~r™..T "zz'sz™ 

GENSCAN 
5295 • 
.71 



OJ000117_15.0207.C4 

3115 
GENSCAN 
3115 
.77 



869, 648., 
1034, 978, 
■.1280 " 



854, 64 9: ,864, 



Seq. ID OJ000117_15.0207.C4 
Strand 
End 

Method 
End 
Score 

'676.. 876,. 934: .1017, 937 . Vl'017, 



14587 

TBLASTX: Maize 

1284 

75 

934. .1017, 937, 



1019, 1136. .1180, 1137. .1190, 1201. .1284, 



Seq. No. 

Gene No . • 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 
Seq. No. 



38538 - .. - - - . Seq,- I-D 

79276 Strand 

4170 End 

OJ000117_15 . 0207 . C4 . o2 . np Method 

4170 End 

4406821 Score 
4170. .4352, 



OJ000117_15.0207.C4 

14587 
AAT/NAP 
14587 
921 



11568. .11695, 11793. .11864, 12396. .12706, 
12812. .12897, 14 129 144 65, 14559. .14587 
(AC006201) hypothetical protein [Arabidopsis thaliana] 



38538 



Seq. ID OJ000117__15.0207.C4 



38232 




Gene No. 


79276 




Strand 




Q +- a v +- 


4 1 7 n 

4 J. / U 




JliI Id 


m Do i 


Name 


PiTfinOI 17 1 ^ 0907 CA r\A 
U J UUU11 / ±D.UZU/.Ufl.03 


.gs 


we Tznoa 


UJljLNbOAJN 




7 6^4 _ 
/ DO 4 




r nr i 

jLna 


Q7Q1 
O / 0 1 




none 




Score 


£7 


P von c 


76S4 R7R1 

/ V .J *i . . O / O X 








o e q . LN O . 


O O C -3 Q 

JO jjO 




Seq. ID 


OJ000117_15.0207.C4 


Gene No. 


79276 




Strand 




Start 


4170 




End 


14587 


Name 


DTfinm 1 1 1 ^ 0907 CA n1 




Method 


TBLASTX: Cress 


Q J_ _ 

jtall 


7 £ft 7 
/ DO / 




End 


8427 


P T 


none 




Score 


57 


ijXonb 


7£ft7 7fi4fi 7ft7£ 7Q71 

/DO/., / O 4 O , /O/D. . f J f ± 


7ft 77 
, / o / / . 


.7972, 7978.. 8037, 8044.. 8205, 




ftOQO fi?O0 fl^41 A497 








oeq. ln o . 


JO J jo 




Seq. ID 


OJ000117_15.0207.C4 


Gene No. 


79276 




Strand 




Start 


4170 




End 


14587 


Name 


070001 1 7 1 R 0907 P4 r»1 
UUUUU11 / XO.UZU / .04 . oj. 


. t, S 


Method 


TBLASTX: Soybean 


bian 


7 £Q 7 
/ Do / 




End 


8427 


Jo±„^ , 


npne' t ^ ^ ^ _ A \_ H 




_ Score 


73„_ 


. Exons . 


7£Q7 7Q4Q 7R7£ 7Q71 
/ DO / . . /.O 4 O , / O ,/..D.. . /.J J L 


7Q7P 


.,8.03.7,.,. .8 04.4.. .,8 2.05,. .8212.. . 8355., 




Q"341 CM97 on o 
O O 4 ± . . O 4Z / , O J 4 O . . O 41 0 








Seq. No. 


38538 




Seq. ID 


OJ000117_15.0207.C4 . 


Gene No. 


79276 




Strand 




oLall 


4 17 0 
4 J. / U 




End 


14587 ' 


Name 


HT0001 17 1 ^ 0907 P4 ^"3 


. gp 


Method 


AAT/GAP 


Olait 


1 0 7 9 R 




End 


11058 


PT 
ul 


4 71 4 0^^ 




Score 


636 




1 07 9 R 110RP 
1U / ZD. . ± ±\J DO 








Seq. No. 


38538 




Seq. ID 


OJ000117_15.0207.C4 


Gene No. 


79276 ■ 




Strand 




Q-l- a r-+- 


4170 




End 


14587 


Name 


OJ000117 15.0207.C4.o3 


. tm 


Method 


TBLASTX: Maize 


Olall 


11098 




End 


11328 




none 




Score 


142 


U 1 v /""i r*» e? 


11098. .11328, 11100. .11321 






oeq.. ln o . 


38538 




Seq.. .ID 


OJ000117_15.0207.C4 


ofcillfeS LNO . 


79276 • • ' 




Strand"' " 




Start 


4170 




End 


14587' 


" Name ' rr 


' 0 JO 0*0 1 1 7 1 5 . 0'2 0"7 ."C4 : 04 


•gp 


' Method 


AAT/GAP" '■" 


OLciri 


. 11470 




End _ 


12905 


C T 


4714964 




• Score 


1240* ' -' " • •" 


X? v /^\ y\ c 


11470. .11695, 11792. . 11864, 12396 12706, 12812. .12905 


bl UcSCiip. 


4 4 06821/gb| AAD20129 | 3 


.Oe-77 


(AC006201) 


hypothetical protein 




[Arabidopsis thaliana] 








Seq. No. 


38538 




Seq. ID 


OJ000117_15.0207.C4 


Gene No. 


79276 




Strand 




Start 


4170 




End 


14587 


Name 


OJ000117 15.0207.C4.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


11533 




End 


12458 


GI 


none 




Score 


197 



38233 



Exons 



11533. . 11697, 11534. .11698, 11540 .. 11698, 11789 11863, 
11791. .11853, 11793. .11864, 12380 .. 124 54 , 12390. .12458 



Seq. No. 38538 Seq. ID 

Gene No. 79276 Strand 

Start 4170 End 

Name OJ000117_15 . 0207 . C4 . o2 . ts Method 

Start 12656 End 

GI none Score 

Exons 12656. . 12706, 12810 12899, 12810 

12815. .12904, 14133. . 14270, 14170 



OJ000117 15. 0207. C4 



14587 

TBLASTX : Soybean 
14271 
103 

12899, 12811. . 12903, 
14271 



Seq. No. 38539 

Gene No. 79277 

Start 1 

Name OJ000117JL5 . 0207 .C5.ol.np 

Start 1 

GI 4406815 

Exons 1..129, 391. .540, 1042, 
GI Descrip. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
1154, 1548 



OJ000117_15.0207.C5 
+ 

2154 
AAT/NAP 
1969 
675 

1692, 1775.. 1969 



(AC006201) putative peptide methionine sulfoxide reductase 
[Arabidopsis thaliana] 



Seq... .No.. 38.539 . 

Gene No. 79277 

Start 1 

Name OJ000117_15 . 0207 .C5.ol.gs 

Start 232 

GI none 

Exons 232.. 540, 1042.. 1154, 154£ 



Sjeq, ID . ,QJ0 0.0 117^1.5. Q2J3I....C5.: 
Strand + 
End 2154 
Method GENSCAN 
End 1972 
Score .81 
1692, 1775.. 1972 



Seq. No. 38539 Seq. ID 

Gene No. 79277 Strand 

Start 1 End 

Name OJ000117_15 . 0207 .C5.ol.gp Method 

Start 442 End 

GI 23159_1.R1084 Score' 

Exons . 442. .540, 1042. .1154, 1548. .1692, 1775. .2154 

GI Descrip. • 4 4 06815/gb | AAD20123 | 7.0e-61 (AC006201) putative peptide 
methionine sulfoxide reductase [Arabidopsis thaliana] 1 



OJ000117_15.0207.C5 
+ 

2154 
AAT/GAP 
2154 
1339 



Seq. No. 38539 

Gene No. . 79278 . . 

Start ' - 2284" - " 

Name ' ' OJ0001 17^15''. 0207 . C5 . o3 . tm ' 

Start • ' " ' 399 "\ " .* "" * ' ' 

GI " none 
Exons' 



Seq. ID OJ000117_15.0207.C5 

Strand - ■ . 

End • 
' Method 
"End 

Score 



8341 

TBLASTX : Maize ' 
1630 • V" v 
221 



399.. 548," 409.. 543, 1036.'. 1-152, 1040. .1150, 1.041 il51, 
1041. .11*66, 1042. .1179, 1543. .162 6, 154 5. ,162'^~ 154 7. .1630 



Seq. No. 38539 

Gene No. 79278 

Start 2284 

Name OJ000117_15 . 0207 . C5 . ol . tc 

Start 402 

GI none 
Exons 



Seq. ID OJ.000117_15.0207.C5 
Strand 
End 

Method 
End 
Score 



8341 

TBLASTX: Cress 

1972 

203 ' 



402. .548, 409. .543, 1041. .1145, 1042. .1149, 1624. .1692, 
1759. .1971, 1772. .1972, 1773. .1967, 1774. .1971, 1775. .1972 



38234 



• # 

Seq. No. 38539 Seq. ID OJ000117_15 . 0207 . C5 

Gene No. 79278 Strand 

Start 2284 End 8341 

Name OJ000117_15 . 0207 .C5.ol.ts Method TBLASTX: Soybean 

Start 402 End 1885 

GI none Score 212 

Exons 402. .548, 409. .543, 1041. .1178, 1042. .1179, 1543. .1692, 
1545. .1688, 1759. .1851, 1775. .1885 

Seq. No. 38539 Seq. ID OJ0001 17JL5 . 0207 . C5 

Gene No. 79278 Strand 

Start 2284 End 8341 

Name OJ0001 17_15 . 0207 .C5.ol.tm Method TBLASTX : Maize 

Start 1644 End 1976 

GI none Score 69 

Exons 1644.. 1691, 1645. .1692, 1772.. 1975, 1773.. 1976, 1775. .1975 

Seq. No. 38539 Seq. ID OJ0001 17_15 . 0207 . C5 

Gene No. 79278 Strand 

Start 2284 End 8341 

Name. „.QJ0.Q.QLUJ^^^ „Methpd_ AAT /J3AJP.™ ... . ~ 

Start. 228.4 ... . .....v.. .. ; _ .End 3994 ■..„."" 

GI 28820JL.R1084 Score I860 

Exons 2284.. 2831, 2920.. 3070, 3186.. 3244, 3639.. 3737, 3836.. 3994 

GI Descrip. ' 5803254 /dbj | BAA83564 . 1 | 4.0e-69 (AP000399) ESTs 

C97 42 9 (C60159) , D22427 (C11106) , AU078031 (E31854) , D15683 (C1084 ) 
correspond to a region of the predicted gene; hypothetical 
protein [Oryza sativa] 1 

Seq. No. 38539 Seq. ID OJ000117_15 . 0207 . C5 

Gene No. 79278 Strand 

Start 2284 End 8341 

Name OJ000117_15. 0207 . C5 . o2 . gs Method GENSCAN 

Start 2667 . End 7647 

GI none Score .72 

Exons ...... 2667.. 2831, 2920.. 3070, 3186.. 3244, 3639.-3737, 3836.. 4060, 

5820. .5897, 6448. .6591, 6829. .7028, 7131 . . 7 187 , 7593 .-. 7 647 

Seq. No. 38539 Seq. ID OJ000117_15 . 0207 . C5 

Gene No. 79278 Strand 

. Start . . 2284. . r . . ■ . . . - End . . 8341- . . • 

'Name " " OJ000 117_15 . 0207' . C5 J o2 : np- " Method" AAT /NAP 

Start ' 2676 End ' 8341' ' 

GI " ~ "" 3033386 " • ' " " " ' Score " 522' " v " " 

-Exons ' ' : • 2676.. 2831, 2920". . 3073/ 3147.. 3244, 3639'/. 3737, 3836'. . 4 060, 
5820. .5897, 6448 .. 6546, ' 8296 .. 834 1" * 

GI Descrip. (AC004238) putative RING3 protein [Arabidopsis thaliana] 

Seq. No. 38539 Seq. ID OJ000117_15 . 0207 . C5 

Gene No. 79278 Strand 

Start 2284 End 8341 

Name OJ000117_15 . 0207 . C5 . o2 . tm Method TBLASTX : Maize 

Start 2770 End 3936 

GI none Score 96 

Exons 2770. .2844, 2772. .2849, 2772. .2849, 2920. .3078, 2920. .3075, 

3185. .3247, 3190. .3234, 3636. .3737, 3639. .3740, 3835. .3936, 



38235 



3836. .3934 

Seq. No. 38539 Seq. ID OJ000117_15 . 0207 . C5 

Gene No. 79278 Strand 

Start 2284 End 8341 

Name OJ000117_15 . 0207 . C5 . o2 . ts Method TBLASTX : Soybean 

Start 3633 End 3995 

GI none Score 96 

Exons 3633.. 3737, 3831.. 3995, 3836.-3994 

Seq. No. 38539 Seq. ID OJ000117JL5 . 0207 . C5 

Gene No. 79278 Strand 

Start 2284 End 8341 

Name OJ000117_15 . 0207 . C5 . o2 . tc Method TBLASTX : Cress 

Start 3875 End 5897 

GI none Score 85 

Exons 3875. .4006, 3894. .3995, 3990. .4064, 4004. .4063, 5816. .5887, 
5817. .5888, 5817. .5897 

Seq. No. 38539 Seq. ID OJ000117_15 . 0207 . C5 

Gene No. 79278 Strand 

.Start....... 228 4 _ , ; „...._ 4 _ End, _ 834 1_ 

Name 6j000.ll.7_l5 ...02Q7.. C5.. o_4 . gp. Method •. AAX/GAE...... ..*...„" ,..L,_ .. 

Start 6448 " End 6580 

GI 2442805 Score ' 234 

Exons 6448.. 6580 

GI Descrip. 3033386 6.0e-24 (AC004238) RING3-like protein [Arabidopsis 
thaliana] . 

Seq. No. 38539 Seq. ID OJ000117_15 . 0207 . C5 

Gene No. 79278 Strand 

Start 2284 End 8341 

Name OJ000117_15 . 0207 . C5 . o3 . np Method AAT/NAP 

Start 6460 End 8341 

GI .3063449 " Score 138 

Exons 6460.. 6535, 8039.. 8147, 8224.. 8341 

GI Descrip. (AC003981) F22013.ll [Arabidopsis thaliana] 

Seq. No. 38539 Seq. ID OJ000117_15 . 0207 . C5 

Gene No. 79278 Strand 

Start 2284 End 8341 

Name , OJ000117_15 . 0207.. C5 . o4 . tm .: .Method. -TBLASTX: Maize . 

Start" *"-" *■* 8014" '"• ' " ' : * " * " "End : " 8304 : - " * : ■ • 

GI none Score 99 

Exons" 8014. .8148, 8042;. 814^9,' 8052 .'. 8 150, 8222'. 78296, ' 82'24 \ . 830"4 )' 

V .7 - . : 8228 . .8296 . . ' . 

Seq. No. 38539 " Seq. ID OJ000117_15 . 0207 . C5 

Gene No. 79278 Strand 

Start 2284 End 8341 

Name OJ000117_15 . 0207 . C5 . ol . tw Method TBLASTX : Wheat 

Start 8034 End 8304 

GI none Score 134 

Exons 8034. .8150, 8052. .8153, 8222. .8296, 8224. .8304, 8231. .8296 

Seq. No. 38540 Seq. ID OJ0001 17_15 . 0207 . C6 

Gene No. 79279 Strand 



38236 




Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



817 



End 

Method 
End 
Score 



1629 
AAT/GAP 
1629 
1614 



OJ000117_15 . 0207 . C6 . ol . gp 
817 

33668_1.R1084 
817. .1629 

, 4406821/gb|AAD20129| 3.0e-77 (AC006201) hypothetical protein 
[Arabidopsis thaliana] ' 



38541 Seq. ID OJ000117 

79280 Strand + 

385 End 445 

OJ000117_15. 0207.C7.ol.gs Method GENSCAN 

385 End 445 

none Score .78 
385. .445 



15. 0207. C7 



Seq. No. 
Gene No. 
Start 
Name 
Start 

GI„.-__ 

.Ex.o.ns 

GI Descrip. 



38542 Seq. ID OJ0001 17JL5 . 0207 . C8 

79281 Strand 

3813 End 4742 

OJ000117_15 . 0207 . C8 . ol . gp Method AAT/GAP 

3813 End 4742 

7_054 4^1.R108 4_ _ „ „ Score_ „ -679 

. iQil. ..A6m <r .A.5ii....:AJAZ.\:. r ,„V .„...- ______ 

' 3914 55'5/sp 1065693 |RBFA_ARATH 6.0e-48 PUTATIVE RIBOSOME-BINDING 
FACTOR A, CHLOROPLAST* PRECURSOR >gi_3096942_emb__CAA18852 . 1_ 
(AL023094) putative protein [Arabidopsis thaliana] 1 





Seq. No. 


38542 


Seq. ID 


OJ000117_15.0207 


.C8 




Gene No. 


79281 


Strand 








Start 


3813 


End 


4742 




W 


Name 


OJ000117 15.0207.C8.ol.np 


Method 


AAT/NAP 






Start 


3868 


End 


4742 






GI 


3914555 


Score 


286 






Exons 


3868. .4022, 4553. .4742 










GI Descrip. 


PUTATIVE RIBOSOME-BINDING 


FACTOR A, CHLOROPLAST PRECURSOR 






gi I 3096942 lemb |CAA18852.1| 


(AL023094)' 


putative protein 








[Arabidopsis thaliana] 










Seq. No. 


38542 


Seq. ID 


OJ000117__15.0207 


.C8 




Gene No. 


79281 


Strand 








Start 


3813 


End 


4742 




^ ==■ 


Name 


..OJ000117 15.0207 :C8 .ol.tm. 


. Method 


TBLASTX: Maize. 






" Start - 


' 4578' . t ' \" ■ .": 


" ; End' ; - 


4724 " " 






' GI 


none ' ' " 


Score 


204 






Exons" " " "7 


4578'.'. 4724, "4581. .4.7 2T* 










' 'Seq. No." 


"'38542 ' ■ * - "' " . 


Seq.' ID 


" OJ000ll7__15:02 t 07 


.C8 




Gene No. 


79281 ' 


Strand 








Start 


3813 - 


End ■ 


4742 






Name 


OJ000117 15.0207.C8.ol.ts 


Method 


TBLASTX: Soybean 






Start 


4608 


End 


4742 






GI 


none 


Score 


120 






Exons 


4608.. 4742, 4609.. 4740 










Seq. No. 


38543 


Seq. ID 


OJ000117_15.0207 


C9 




Gene No. 


79282 


Strand 


+ 






Start 


67 


End 


313 





38237 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000117_15 . 0207 . C9 . ol . gp Method AAT/GAP 

67 End 313 

70544_1.R1084 Score 396 

67. .313 

, 3914555/sp|065693|RBFA_ARATH 6.0e-48 PUTATIVE RIBOSOME-BINDING 
FACTOR A, CHLOROPLAST PRECURSOR >gi_3096942_emb_CAA18852 . 1_ 
(AL023094) putative protein [Arabidopsis thaliana] 1 



38543 
79283 
1500 

OJ000117 
1468 
3695379 
1468. .1552, 
(AF096370) 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1599. .1758, 1829. .1962 
contains similarity to a C. 



15. 0207. C9 



15.0207.C9.o2.np 



OJ000117_ 
+ 

1962 
AAT/NAP 
1962 
196 



elegans hypothetical 



protein F44G4.1 (GB:Z49910) and several yeast hypothetical 
proteins such as 35.1 KD protein in NAM8-GAR1 intergenic region 
(SP:P38805) [Arabidopsis thaliana] 



Seq. No. 

i?ene_No._^, 
s£ar.t„_. . 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



38543 Seq. ID 

:, 7.§2gJL - „ ~ _„_Stxand_ 

3i0..a_.._'„,,.;. • „: End . . . 

OJ000il7_15 . 0'207 . C9 . o2 ."gs Method 

1500 End 

none Score 

1500. .1736, 1864. .1944 



OJ000117_15.0207'.C9 

+ _ ■ 

1.96ilVJU 
GENSCAN 
1944 
.92 



38543 
79284 
1 

OJ000117_15.0207.C9.ol.np 
1 

3914555 
1..26, 62. .311 

PUTATIVE RIBOSOME-BINDING FACTOR A, CHLOROPLAST PRECURSOR 
gi I 3096942 |_emb | CAA18852.il (AL023094) putative protein 
[Arabidopsis thaliana] 



Seq. ID OJ000117_15.0207.C9 
Strand 

End 311 

Method AAT/NAP 

End 311 

Score 216 



Seq. No. 
Gene No. 
Start .• . 
Name 
Start 
"GI 

Exons * 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



38543 
79284 

.1 .. : . . - - . • = 
' OJ000117_15'. 0207 . C9 . ol . ts 

58 ' " 
" none " 

58. .258, 72 . .-257 • 

38543 - 

79285 

1614 

OJ000117_15 . 0207 . C9 . ol . tm 

1614 

none 



Seq. ID OJ000117_15.0207.C9 
Strand 

.End . * -311 • - . 

Method " . TBLASTX : Soybean 7 '' ;: - 

End 258 ' 

"Score 131 " '*""" " 



Seq. ID .OJ000117_15. 0207 ,C9 
Strand 

End 1889 

Method TBLASTX : Mai ze 

End 1889 

Score 114 



1614. .1766, 1616. .1753, 1860. .1889, 1861. .1887 



38544 
79286 



Seq. ID OJ000117_15. 0207. C10 
Strand + 



38238 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



OJ000117_15. 0207. CIO. ol.np 
1 

3695379 



End 

Method 

End 

Score 



7805 
AAT/NAP 
4996 
631 



1..157, 239. .308, 367. .470, 2301. .2380, 2511. .2623, 2949. .3004, 
3310. .3408, 4781. .4996 

(AF096370) contains similarity to a C. elegans hypothetical 
protein F44G4.1 (GB:Z49910) and several yeast hypothetical 
proteins such as 35.1 KD protein in NAM8-GAR1 intergenic region 
(SP:P38805) [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38544 
79286 
1 

OJ000117_15. 0207. C10. ol.gs 

239 

none 



Seq. ID OJ000117_15. 0207. C10 

Strand + 

End 7805 

Method GENSCAN 

End 7805 

Score .71 



239. .308, 388. .470, 2301. .2380, 2511. .2609, 2899. .3042, 
3773. .3978, 4492. .4512, 4878. .5060, 6864. .7170, 7793. .7805 



Seq. No. 

^Gene^No...^ , 
. atar£ . . r _ 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



38544 

J7.92.87 . _ 

£381- : ^ ~. 

OJ0001 17_15. 0207 .C10. ol.gp 

6387 

4714278 

6387. .6762 



Seq. ID OJ000117_15. 0207 .C10 

. SJ:rand,. ' . - . _ , „ 

^End._._ .6J.62. !;„._.., 

Method AAT/GAP 

End 6762 

Score 724 



38544 
79288 
6821 

OJ000117_15. 0207. C10. o2.np 
6821 
4582443 
6821. .7039, 7073. .7174 

(AC007142) putative auxin-regulated protein [Arabidopsis 
thaliana] ■ ■ 



Seq. ID OJ000117_15. 0207. C10 
Strand 

7174 
AAT/NAP 
7174 
226 



End 

Method 

End 

Score 



Seq. No. 38544 

Gene No. 79289 

Start 8556 

Name . . .- OJ000117JL5 . 02.07 . C10 . ol . tm 

Start - ' 6;6' ,/ - /- ' : ; \\\ - 

GI none : 
Exons ' ""' 



Seq. ID OJ000117_15. 0207. C10 
Strand 

End 8716 

Method TBLAS.TX : Maize 

End •' 4 4-8 ■ - 

Score" 87 • - - 



^ 66. .158/ : 71V . 160," 73. ". 156,. 74 .'.'157, ~238':"1"306, ' 2*39:73077" 
'23'9..307, 386.. 44-8, 387.. 446, 389.. 448 •. 



Seq. No. 38544 " 

Gene No. 7 928 9 - ■ 

Start 8556 

Name OJ000117_15 . 0207 . C10 . 61 . ts 

Start 73 

GI none 
Exons 



Sea:". ID OJ000117_15.0207-.C10 

Strand - - • - • - - 

End 8716 

Method TBLASTX : Soybean 

End 2359 

Score 115 



73. .156, 74. .160, 76. .174, 238 . . 306, ' 238 . . 306, 239. .307, 
386. .469, 386. .466, 387. .470, 2270. .2359, 2295. .2357 



Seq. No. 



38544 



Seq. ID OJ000117_15. 0207. C10 



38239 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



79289 Strand 

8556 End 

OJ000117_15. 0207. CIO. o2.tc Method 

73 End 

none Score 



8716 

TBLASTX: Cress 

3530 

104 



73. .156, 74. .160, 238. .273, 239. .274, 278. .307, 387. .470, 
396. .470, 3492. .3530 



38544 
79289 
8556 

OJ000117_15. 0207. C10. ol.tw 

2269 

none 



Seq. ID OJ000117_15. 0207. C10 
Strand 

End 8716 

Method TBLASTX : Wheat 

End 3004 

Score 135 



2269. .2376, 2295. .2411, 2300. .2380, 2505. .2621, 2508. .2615, 
2509. .2637, 2510. .2635, 2896. .2946, 2898. .2948, 2899. .2946, 
2944. .3000, 2945. .3004 



hi is? 



Seq. No. 
Gene No. 
Start 
V N ame . ; 
Sta'r.t.. 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38544 
79289 
8556 

/: O.JOOO lllji 5,.JD207 .CIO . o3 . tm 

...227 0.....: .. ; I. ... , • 

none 



Seq. ID OJ000117_15. 0207. C10 
Strand 

End 8716 

Method, . . T B LAS TXj^ Mai ze 

..End. ,299.0 _ . 

Score ' 125 



2270. .2380, 2282. .2380, 2283. .2411, 2505 .. 2 618 , 2508 .. 2 615, 
2509. .2637, 2510 2635, 2896 .. 2940, 2897. .2980, 2952. .2990 



38544 
79289 
8556 

OJ000117_15. 0207. C10. ol.tc 

2295 

none 



Seq. ID OJ000117_15. 0207. C10 
Strand 

End 8716 

Method TBLASTX: Cress 

End 3383 

Score 137 

2295. .2396, 2300. .2383, 2509. .2640, 2542. .2607, 3306. .3383, 
3310. .3363 



Seq. No. 
Gene No. 
Start 
Name 
Start 
GI ■. .. 
Exons ~ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



38544 
79289 
8556 

OJ000117_15. 0207. C10. o2.ts 
2545 

none . . 



Seq. ID OJ000117_15. 0207. C10 
Strand 

End 8716 

Method TBLASTX : Soybean 

End 3545 

Score 135 . . . 



2545.. -2655, 2550.. 2654-," 2924 . .3004 , - 3295.:3399; " 330 6v.* 34 04,' 
3310. .3399,' 3492. .3545", 3494. .3544 



38544 
79289 
8556 

OJ000117_15. 0207 .C10. o2 . tm 

6824 

none 



Seq. ID OJ0001L7_15.0'207 . C10 ■ 

Strand' - 

End 8716 

Method ■ TBLASTX : Maize 

End 7039 

Score 4 3 



6824.. 6877, 6846. .6872, 6920. .7039, 6950. .7036 



38544 
79289 
8556 

OJ000117_15. 0207. C10. o2.gs 



Seq. ID OJ000117_15. 0207. C10 
Strand 

End 8716 

Method GENSCAN 



38240 



Start 8556 End 8716 

GI none Score .61 

Exons 8556.. 8716 



Seq. No. 38545 Seq. ID 

Gene No. 79290 Strand 

Start 1759 End " 

Name OJ000117_15 . 0207 . Cll . ol . gs Method 

Start' 1759 End 

GI none Score 

Exons " 1759. .2235 



OJ000117_15. 0207. Cll 
+ 

2235 
GENSCAN 
2235 
.89 



Seq. No. 38545 

Gene No. -79291 

Start 3269 

Name OJ000117__15 . 0207 . Cll . o2 . gs 

Start 3269 

GI none 
Exons 



Seq. ID OJ000117_15. 0207. Cll 



Strand 
End 

Method 

End 

Score 



+ 

5433 
GENSCAN 
5433 
.41 



3269.-3388, 3468. .3757, 3819. .4060, 5041 .. 5317,. 5322 5433 



Seq. No. 

..Gene, No ; 
Start. ... . ... 

Name 

Start 

GI 

Exons 

GI Descrip. 



38546 

79292 ^ • 

..64.3 .... . ,.. 

■OJ000117_15.0207.C12.ol.np 

643 

6721543 



Seq. ID OJ000117_ 
.Strand ± _ ..... ~ 

. End 18.59 

Method AAT/NAP 
End 1859 
Score 106 



15.0207.C12 



643. .771, 1425. .1500, 1819. .1859 

(AP001073) hypothetical protein [Oryza sativa] 



Seq. No. 38546 Seq. ID OJ000117_15 . 0207 . C12 

Gene No. 79292 Strand + 

Start 643 End 1859 

Name OJ000117_15 . 0207 . C12 . ol . gp Method AAT/GAP 

Start 657 End 1063 

GI 7406_1.R1084 Score 669 

Exons 657. . 1063 

GI Descrip. 1 1122315/emb | CAA63901 1 / 7 . 0e-10 (X94191) heat shock protein 17.0 
[Pennisetum glaucum] ' 

Seq. No. 38546 Seq. ID OJ0001 17_15 . 0207 . C12 

Gene No. 79293 Strand 

Start 573 ... End . 4343 

Name ■ " ' - - OJ000117_15 . 0207 . C12 . ol . gs Method GENSCAN '" 

Start 573 ' - End ' ' ' 4 325 ' 

*GI *" none''*"""*"" " ' "~ Score'" ."7* r "' " '"" 

Exons. - 5*7 3-. \ 735, 1318; . 1444 , '1595 . .1797, ' 1802 1849, -1913 ... 204-4 , " 

'2i35'.". 2172, 2238. .2420, 25i3. .2771, 2848. .3146, 3240. .0650,:' V 
3735. .4071, 4177.. 4325 

Seq. No. 38546 Seq. ID OJ0001 17_15 . 0207 . C12 

Gene No. 79293 Strand 

Start 573 End 4343 

Name OJ000117_15 . 0207 . C12 . o2 . gp Method AAT/GAP 

Start 1006 End 1459 

GI LIB3431-045-P1-N1-A10 Score 876 

Exons 1006.. 1459 

GI Descrip. 1 54 4 1876/db j i AP000367 . 1 | AP000367 0.0e+00 Oryza sativa genomic 



38241 



DNA, chromosome 2, clone : P0437H03 (contig b) 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

,.G I. ..Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



38546 
79293 
573 

OJ000117_15.0207.C12.o2.np 

1563 

5441880 



OJ000117 15.0207.C12 



Seq. ID _ 
Strand 

End 4343 
Method AAT/NAP 
End" 4343 
Score 2378 

1563. .1797, 1913. .2044, 2135. .2158, 2195. .2268, 2513. .2771, 
2848. .3146, 3735. .4071, 4177. .4343 

(AP000367)..EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



OJ000117 15.0207.C12 



38546 
79293 
573 

OJ000117_15.0207.C12.o3.gp 
2521 

LIB3475-007-P1-K1-G8 
2521. .2771, 2848. .3020 

. \54 4 1 8 80/db j J BAA8237 8.,. 1 1 . 5 JD e -75 „ / AP 0 0,0 367.). r E ST , . C 2 89 5 2 J C 6;2,9 4 5 )... _ 
. corresponds, to. .a. .region,. of. the„ predicted _gene . ;^.Similar^to_maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



4343 
AAT/GAP 
3020 
793 



38547 Seq. ID 

79294 Strand 

1 End 

OJ000117_15.0207 .C13.ol.np Method 

1 End 

5441880 Score 
1..54, 498. .1503 

(AP000367) EST C28952 (C62945 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



OJ000117_15.0207.C13 

1956 
AAT/NAP 
1503 
1778 



Seq. No. 


38547 








Seq. ID 


OJ000117_15.0207.C13 


Gene No. 


79294 








Strand 




Start 


1 








End 


1956 


Name 


OJ000117 15 


0207. C13 


.ol 


.gs 


Method 


GENSCAN 


Start 


181 








End 


1956 


GI : . . 


none 








Score 


.87 


Exons 


-181.;. 1956- ' 












Seq". No 


38547" ' *' 








"•" Seqv ID. 


* OJ00'01l7_15 . 02077C13 


Gene No . 


79294. 








.- Strand' 




Start " - 


1 








End ■ 


,1956 - 


Name 


OJ000117 15 


0207. C13 


ol 


• gp 


Method 


AAT/GAP 


Start- - 


468 








End 


899 


GI 


5701669 








Score 


841 


Exons 


468. .899 












GI Descrip. 


5441880/dbj 


BAA82378 


11 


5.0e 


-75 (AP000367) EST C28952 (C6294 5 ) 



corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 

Seq. No. 38547 Seq. ID OJ000117_15 . 0207 . C13 

Gene No. 79295 Strand 



38242 





9*397 




FnH 


94 91 

rt Z? -L 


Name 


n.Tnnni 17 is 0907 n oi 


t_ w 




1 DLirVO 1A . WIlcaL 


J Lai L 


96ft ~~ 

vJ O 




FnH 


64 ft 
U 1 o 




n on 0 




^OOTO 
OUUL C 


7 Q 




9fift 444 99ft 444 ?99 


44ft 


4 4 9 fi^Q 


4 S4 64 ft 


Seq. No. 


38547 




Seq. ID 


OJ000117_15.0207.C13 


Gene No. 


79295 




Strand 




o i_ a. -L L 


9^97 




FnH 


94 91 

c. rt Z? X 


Ma mo 


O.TOnni 17 IS 0907 n ^ ol 




1 Jtr LllUU 


1 DJ-xrtO 1 A . Via. lZc 


C-f- p r f- 
CLdl L 


*34 6 ~~ 




FnH 


94 9 

,7 *3 ^ 


O -L 


1 1U1 its 




JLUI C 


1 SI 


IT von q 


^46 417 4ft1 7ftf) S49 




ft 1 4 Q4 9 




C /-r Ma 
OC^< IN KJ • 


^ft S4 7 

JO J1 / 






o.toooi 17 is 0907 n ^ 


Gene No. 


79295 




Strand 




Start 


2397 




End 


2491 


Name 


OJ000117 15.0207.C13.o2. 


gp 


Method 


AAT/GAP 


Start 


2397 




End 


2491 


(IT 


74 06 1 R1 0R4 




Score 


141 


P von q 


9*VQ7~" 9491 

l J J / . • *i .7 J. 








CI T riocpri n 


1 1 1 99^1 S /pmh 1 TAAfi^Qm 1 7 




10„JX9J1£1^ 


" ■ 11 "*"• - ' * "V" ' 










C *^ • LN . 


38548 




Seq. ID 


OJ000117_15.0207.C14 


Gene No. 


79296 




Strand 


+ 


Start 


63 




End 


2452 


Name 


OJ000117 15.0207.C14 .ol. 


gs 


Method 


GEN SCAN 


Start 


63 




End 


2422 


GI 


none 




Score 


.97 


Exons 


63. .770, 2195. .2422 









Seq. No. 


38548 




Seq. ID 


OJ000117_ 


15. 


0207. 


C14 


Gene No. 


79296 




Strand 


+ 








Start 


63 




End 


2452 








Name 


OJ000117 15.0207.C14.ol. 


gp 


Method 


AAT/GAP 








Start 


689 




End 


2452 








GI 


LIB34 32-04 2-P2-K1-D10 




Score 


614 








Exons 


689. .770, 2195. .2452 














GI Descrip. 


•44 55258/embl CAB36757.il 


2.0e 


-12 (AL035523) acid 










phosphatase-like protein 


[Arabidopsis 


thaliana] 1 








Seq: No.;" 


■ 38548 - 




Seq'. ID 


. Oj000117_ 


15. 


0207.-C14 


Gene "No. 


79297 " ' " " ' "" 




Strand 


+ '" " 








Start 


" 414 6 " " " " ' ' ■ """ ~ 




End " " 


"63" 95.' 








-Name 


,OJ000117 15;0207.Cf4.o2. 


gs 


Method 


. GENSCAN- - 








Start 


414 6 . ' " ' ' " ' " 




End 


6180 * 








GI 


none 




.Score 


• 91. 








Exons 


4146. ; 4-639,- 4954. .5163, 


6003. 


.6180 










Seq. No. 


38548 




Seq. ID 


OJ000117 


15. 


0207. 


C14 


Gene ■ No . 


79297 




Strand 


+ 








Start 


4146 




End 


6395 








Name 


OJ000117 15.0207.C14.ol. 


np 


Method 


AAT/NAP 








Start 


4197 




End 


6177 








GI 


130718 




Score 


739 








Exons 


4197. .4317, 4363. .4639, 


4954 . 


.5163, 6003. . 6177 









38243 ' 



GI Descrip. ACID PHOSPHATASE PRECURSOR 1 gi 1170370 (M83211) acid phosphatase 
type 1 [Lycopersicon esculentum] gi 1170372 (M67474) acid 
phosphatase type 5 [Lycopersicon esculentum] 
gi I 445121 Iprf M 1908427A acid phosphatase 1 [Lycopersicon 
esculentum] 



Seq. No. 38548 Seq. ID 

Gene No. 79297 Strand 

Start 4146 End 

Name OJ000117_15 . 0207 . C14 . o2 . gp Method 

Start 6061 End 

GI 5038615 Score 

Exons 6061 . . 6395 

GI Descrip. 4455258/emb | CAB36757 . 1 | 2.0e-12 (AL035523) acid phosphatase-like 
protein [Arabidopsis thaliana] 



OJ000117_15.0207.C14 
+ 

6395 
AAT/GAP 
6395 
630 



OJ000117_15.0207.C14 
+ 

7557 
AAT/GAP 
7557 
103, 



Seq. No. 38548 Seq. ID 
Gene No. 79298 Strand 
Start 7472 End 
Name OJ000117_15 . 0207 . C14 . o3 . gp . Method 
Start 7472 End 
J3I „ : 367 8_1. V R1 084 „™ „Score 

.Exons 7.4 72... j5 57„ ..... . _ . 

GI Descrip. ' 2511594 /emb | CAA74 028 . 1 | 3.0e-35 (Y13694) mult icatalyt ic ' 
endopeptidase complex, proteasome precursor, beta subunit 
[Arabidopsis thaliana] >gi_2827525_emb_CAA16533 . 1_ (AL021633) 
multicatalytic endopeptidase complex, proteasome precursor, beta 
subunit [Arabidopsis thaliana] >gi_3421099 (AF043529) 20S 
proteasome subunit PBA1 [Arabidopsis thaliana] 1 



Seq. No. 


38548 








Seq. ID 


OJ000117_15.0207.C14 


Gene No. 


79299 








Strand 




Start 


6863 








End 


24209 


Name 


OJ000117 15, 


.0207 


.C14.o4. 


tc 


Method 


TBLASTX: Cress 


Start 


159 








End - 


431 


GI 


none 








^Score 


152 


Exons 


159. .317, 351. .431 








Seq. No. 


38548 








Seq. ID 


OJ000117_15.0207.C14 


Gene No. 


79299 








Strand 




Start 


6863 








End 


24209 


Name 


OJ000117 1.5.. 


.0207, 


.C14 .o2. 


tc , 


Method 


TBLASTX: Cress 


Start • 


•2237 








End 


2422 ' - - : - • 


GI" 


none 








Score 


228 " -' - 


Ex oris" 


"" "2237 ; :2422," 


"2" 237 , 


.' .2'371" : '" 








Seq." No.' 


3854 8 "" 








"Seq. ID " 


0 JO 0 01 i 7_1 5 . 0 2 0 7 *. C 14' 


Gene No. 


79299 








Strand 




Start 


6863 








End ■ 


24209 


Name 


OJ000117 15. 


,0207, 


.C14 .o2. 


tm 


Method 


TBLASTX : Maize 


Start 


4277 








End 


4589 


GI 


none 








Score 


63 


Exons 


4277. .4312, 


4278. 


. .4313, 


4325. 


,.4546, 43* 


33. .4547, 4509. .4589 


Seq. No. 


38548 








Seq. ID 


OJ000117_15.0207.C14 


Gene No. 


79299 








Strand 




Start 


6863 








End 


24209 



38244 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000117_15 . 0207 . C14 . ol . ts Method TBLASTX : Soybean 
4383 End 5175 

none Score 336 

4383. .4652, 4385. .4651, 4952. .5167, 4955. .5167, 4984. .5175 



38548 
79299 
6863 

OJ000117_15.0207.C14 .ol.tc 

4386 

none 



Seq. ID OJ000117_15.0207.C14 
Strand 

End 24209 

Method TBLASTX : Cress 

End 6180 

Score 246 



4386. .4643, 4388.-4645, 4952. .4993, 4958. .5164, 4987. .5091, 
5995.. 6180, 6000.. 6176, 6082.. 6180 



Seq. No. 38548 

Gene No. 79299 

Start 6863 

Name OJ000117_15 . 0207 . C14 . o3 . ts 

Start 6013 

GI none 

Exons 6013.'. 6180, 6021. .6176 

Gene No. 7 92 99' 

Start 6863 

Name OJ000117_15 . 0207 . C14 . o4 . tm 

Start 6804 
GI none 

Exons 6804.. 6842, 6809.. 6844, 6850. 

7473. .7556, 7473. .7556, 7767. 
7778. .7867, 8226. .8342, 8227. 
8473.-8547, 8473. .8544, 8682. 
9109. .9192, 9114. .9191, 9115. 
9825. . 9926 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000117_15.0207.C14 
24209 

TBLASTX: Soybean 

6180 

233 



„S_eq.._/I.D ... .OJ0„0.0117._15..„a2.Q7..„Cll 
Strand 

End 24209 
Method TBLASTX : Maize 
End 9934 
Score 4 3 

.6993, 6863. .6994, 6864. .6995, 
.7850, 7770. .7853, 7771. .7851, 
.8340, 8472. .8543, 8472. .8543, 
.8780, 8726. .8782, 8727. .8783, 
.9192, 9116. .9193, 9818. .9934, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq." No'."" 

Gene No 

Start"-*""""" 

Name 

Start 

GI 

Exons 

GI Descrip. 



38548 
79299 
6863 

OJ000117_15. 0207 .C14 .o3.qs 

6863 ' 

none 



Seq. ID OJ000117_15.0207.C14 
Strand 

End 24209 

Method GENSCAN 

End 9961 

Score .95 



6863. .6994, 7481. .7555, 7770. .7843, 82-28 8339, 8472 8544 , 
8727. .8782, 91 15 .;..91 91 , 9820;.. 9961 • . / / 



"Seq,.' "ID ~~' " 0 JD 0 01 1 7 _ 1 5 7 0 2*0 7 . ClT 
Strand- - - "-. ' -•.•■*".. ' .. 

End" ; '24209 ' ' 7 "... 

Method AAT/NAP 
End ■ 9922 
Score 754 

.8339, 



3854 8' " "~ r " -'"^ ' - 

. 7.'92-99 ' ' ' ' . ' . " .: . 

"68 63*7 - " • ~ ; 

OJ000117_15.0207.C14 . o2 . np 
6866 
2511594 

6866. .6994, 7481. .7555, 7770. .7843, 8228, 
8727. .8782, 9115. .9191, 9820. .9922 

(Y13694) multicatalytic endopeptidase complex, prpteasome 
precursor, beta subunit [Arabidopsis thaliana] 
gi I 2827525 | emb | CAA16533 . 1 1 (AL021633) multicatalytic 
endopeptidase complex, proteasome precursor, beta subunit 

[Arabidopsis thaliana] gi 13421099 (AF043529) 20S proteasome 



8472. .8544, 



38245 



subunit PBA1 [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38548 
79299 
6863 

OJ000117_15 . 0207 . C14 . o2 . tw 
7789 
none 

7789. .7851, 7791. .7853, 8184 
8472. .8543, 8473. .8568, 8679. .8774, 8726. .8782, 8727 
8728. .8790, 9109. .9177, 9115. .9168, 9116. .9175 



OJ000117_15.0207.C14 
24209 

TBLASTX: Wheat 
9177 
77 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.8342, 8227. .8337, 8472. 



,8570, 
,8783, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000117 15.0207.C14 



38548 
79299 
6863 

OJ0001 17_15. 0207. C14 .o4 . gp 
8465 

7094_2.R1084 
8465. .8544, 8727. .8782, 9115. .9191, 9820. .10093 
'5441880/dbj |BAA82378.1| 5.0e-75 (AP000367) EST C28952 (C62945 ) 
corresponds to a region of the predicted gene.; Similar to maize 
, T Xransposon .lluDR^^mudr A„ pr o 



24209 
AAT/GAP 
10093 
615 



38548 Seq. ID 

79299 Strand 

68 63 End 

OJ000117_15 . 0207 . C14 . o3 . np Method 

9128 End 

1184075 Score 



OJ000117_15.0207.C14 

24209 
AAT/NAP 
24209 
1145 



9128. .9146, 11676. .12851, 13071 .. 13560, 13738 .. 13970, 
22946. .23208, 23347. .24209 

(U42444) Cf-2.1 [Lycopersicon pimpinelli folium] 

gi 1 1587673 |prf | | 2207203A Cf-2 gene [Lycopersicon esculentum] 



38548 Seq. ID 

79299 Strand 

6863 End 
OJ000117_15 . 0207 . C14 . o4 . gs Method 

11356 End 

none Score 
11356. .14241 



OJ000117_15.0207.C14 

24209 
GENS CAN 
14241 
.99 



Seq". -No:- - ' - 38548; ; " • '■ •"• . ' • - ' 
Gene_ No " 7 92 99 ' " ; ■ 

Sta'fF "6863" "■ 7' 

■Name * - . ;. OJ0001-17_15 . 0207 ; C14 . o3 . tc 

Start " "i "if 629 -"'*■" "' '* ' 

GI none 

Exons 11629. .11655 
11698 . . 11973 



11719. 
12100. 
12271. 
12418. 



.11979, 
,12222, 
,12312, 
, 12585, 



13075. .13197, 
13783. .13902, 
22941. .23186, 



11689. 
11698. 
11773. 
12121. 
12418. 
12490. 
13351. 
13789. 
22947. 



11856, 
11964, 
11958, 
12261, 
12600, 
12600, 
13566, 
13884, 
23210, 



./Seq.' ID 
' Strand "' 
7 '.End "■ 
- Me'thod . 
' End 
Score 



O JO 0 0 il-7_l 5 : 02 0 7y C 1 4 ' 

24209 — 
TBLASTX.: Cress - - 

•23861 " 
88 



11695. .11967, 11695. .11964, 

11701. .12009, 11701. .11856, 

12088. .12246, 12100 .. 12258 , 

1214 8. .12255, 12259. .12297, 

12418. .12591, 12418. .12600, 

124 90. .12594, 13075. .13197, 

13354. .13560, 13354 .. 1354 5, 

13909. .13989, 22887 .. 23210, 

22947. .23201, 2294 7 .. 23210, 



38246 



22968. .23138, 22971 .. 23210 , 23020 23178 , 23112 .. 23201 , 

23346. .23489, 2334 6 .. 234 83, 2334 6 .. 23486, 23355 .. 23486, 

23370. .23477, 23373 .. 234.86, 23394 .. 23489, 23571 23789, 

23583. .23861, 23583 .. 2384 6, 23583 23840, 23583 237 92 , 

23586. .23831, 23592 .. 23861 , 23593.. 23820 



Seq. No. 38548 

Gene No. 79299 

Start 6863 

Name OJ000117_15 . 0207 . C14 . ol . tw 

Start 11659 

GI none 
Exons 



Seq. ID . .OJ000117_15.0207.C14 
Strand 

End 24209 
Method TBLASTX : Wheat 
End 23849 
Score 80 



11659. 
12121. 



,12030, 11696. 
,12258, 12418. 



11851, 11906. .11950, 12097 .. 12258 , 
12606, 13075. .13197, 13302 .. 13337 , 



13348. .13578, 1334 8 .. 13545, 13783 .. 13902 , 22884 .. 23147 , 
22899. .23210, 22930 .. 23124 , 2334 0 23483, 23373 .. 234 83 , 
23580. .23846, 23664. .23849 



Seq. No. 38548 Seq. ID 

Gene No. 79299 Strand 

Start 6863 End' 

,_Name_ - _Q JQfiQ 11 7_15_. j) 2.07 . _C_14 , o3..Jtm__ J&ejb hocU ; 

.JS.taLr.t_; • 1X66.2. 1^ _„J _._.„J.,Ead^:^.. , 

GI none Score 

Exons 11662. . 12015, 

12418. . 12594, 
13345. . 13584, 
22915. .23202, 
23346. .23489, 



OJ000117_15.0207.C14 
24209 

TBLASTX : Ma i ze. 

J^sL^^ ..V. L, _ 

134 ' 



11663. .11959, 11803. .12015, 12100 .. 12258 , 

12418. .12558, 12691 .. 12777 , 13075 .. 131 97 , 

13348. .13536, 13783 13911, 13909 13989, 

22926. .23201, 22939 .. 23175, 22 94 1 . . 23147 , 

23774, 23580. .23858 



23577. 



Seq. No. 38548 
Gene No. 79299 
Start 6863 

Name OJ000117_15 . 0207 . C14 , 

Start 11668 
GI none 

Exons 11668. .12030, 11710.. 

12121. .12258, 12142., 
13075. .13173, 13354.. 
22857. .23060, 22884.. 
23016. .23144, 23091.. 
. -.23355. .23483, -23607. , 



o2. ts 



11856, 
12258, 
13536, 
23201, 
23210, 
23741, 



Seq. ID OJ000117_15. 0207 .C14 
Strand 

End 24209 

Method TBLASTX : Soybean 

End 23846 

Score 146 
11973. .12053, 12094. .12231, 
12418. .12594, 124 18 .. 12531 , 
13435. .13566, 134 98 .. 13686, 
22885. .23202, 22956 .. 23102 , 
23346. .23489, 23353.-234 93, 
23643. .23846 



-Seq. NoT" " 38548 ' ' ' 

"Gene" No." "7 92'9"9 " ' ■"*■-- •. 

Start - • 68 63- '. . . '. • 
Name V ' OJ0001 17_15-'.' 0207'. CI 4 . o5 . gs. 

Start 15657 
GI- none 
Exons 15657. 

16674. 

18892. 



15854, 16212. 
16757, 17580. 



Seq: 'ID' 0 j6 0 0 1 1 7_"15 TO 2 07 :C14~ 
"Strari'd "" ' - ■ • 
End' . 24209' . : - 

' Method " GENS CAN- " "' ■ : • 

End 20762 
Score .68 
16250, 16352. .16403, 1 6536 .. 16600 , 
17627, 17708. .17828, 1824 5 .. 18347 , 



18973, 19428. . 19564, 1 9660 .. 19748 , 20641. .20762 



Seq. No. 38548 

Gene No. ' 79299 
Start 6863 

Name OJ000117 15 . 0207 . C14 . o5 . tm 



Seq. ID OJ000117_15.0207.C14 
Strand 

End 24209 

Method TBLASTX : Maize 



38247 




o tai L. 


1 UU / J 








End 


18349 




GI 


none 








Score 


49 






Exons 


16073. 


.16099, 


16201. 


.16251, 


16212. . 


16253, 


16212. 


, .16253, 




16345. 


.16407, 


16349. 


.16411, 


16352. . 


16405, 


16531. 


.16602, 




16535. 


.16603, 


16535. 


.16603, 


16673. . 


16759, 


16674 . 


.16763, 




16675. 


.16758, 


17580. 


.17630, 


17581... 


17631, 


17587. 


.17631, 




17705. 


.17821, 


17705. 


.17818, 


17707. . 


17820, 


18245. 


. 18313, 




18247. 


.18312, 


18252. 


.18317, 


18308. . 


18349, 


18310. 


.18348 



Seq. No. 38548 Seq. ID 

Gene No. 79299 Strand 

Start 6863 End 

Name OJ000117_15 . 0207 .C14 . ol . tm Method 

Start 18919 End 

GI none Score 
Exons 



OJ000117_15.0207.C14 
24209 

TBLASTX: Maize 

19749 

41 



18919. .18945, 18 94 6 .. 18987 , 19099 .. 19158, 19102 .. 19200, 
19426. .19578, 19428 .. 19568 , 19667 .. 19747 , 19670 .. 19744 , 
19696. .19749 



Seq. No. 
Gene No. 
_Start_„ 
.Name,„_;...: 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



38548 
79299 

_68 63_ 

: 6566ml i_i 5...0 2b i'^cm^oa, t.s_. . 

19438 
none 

19438. .19482, 194 40 . . 1 9484 , 
19655. .19747, 19659. .19748 



Seq. ID 
Strand 
End : • 



OJ000117 15.0207.C14 



„24209 



-1 - Met hp.d T.B LASIX :. So yb e an 

End 19748 

Score 68 
19504. .19557, 19515 .. 19568 , 



OJ000117 15.0207.C14 



38548 
79299 
6863 

OJ000117_15.0207.C14 .o5.gp 
19488 
428880 

19488. .19564, 19660 1974 8 , 20641. .20810 

3258571 4.0e-22 (U89959) Hypothetical protein [Arabidopsis 
thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



24209 
AAT/GAP 
20810 
632 





Seq. No. 


38548 




Seq. ID 


OJ0.00117_15, 


.0207 


.C14 




Gene No. 


79299 




Strand 










Start 


6863 




End 


24209 






~ JET 


Name 


OJ000117. 15.JD207..C14.O6, 




Method . 


GENSCAN . 








"Start * " : 


225.48 .-..'^.v: : '^v:~ 




.' : ;/ : ".pnd ■;; 


23792 " 








; ciy 


none'" — " * ' ■ '. " 




* Score'' 1 


'\"A T 








" "Exons 


' 22.54 8 . 2^37 9'2'. " ~~"" !r ' 














Seq. No. - • 


' "3854 9 • '' " ■ ■ •' • •' ' " .;• 




" -Seq*." ID 


OJ000117_15'. 


.0207 


."C15 




'Gene No.' 


79300 




Strand 










Start 


66 • 




End- ■• - 


293 








Name 


OJ000117 15.0207.C15.ol. 


• gp 


Method 


AAT/GAP 








Start 


66 




End 


293 








GI 


71486 1.R1084 




Score 


422 








Exons 


66. .293 














GI Descrip. 


f 5803254/dbj |BAA83564.1| 


1 3. 


Oe-35 (AP000399) ESTs 







C97429(C60159) , D22427 (CI 1106) , AU078031 (E31854) , D15683 (C1084 ) 
correspond to a region of the predicted gene; hypothetical 
protein [Oryza sativa] 1 



38248 



Seq. No. 38549 Seq. ID 

Gene No. 79300 Strand 

Start 66 End 

Name OJ000117_15 . 0207 . C15 . ol . gs Method 

Start 68 End 

GI none Score 

Exons 68.. 158 



OJ000117_15.0207.C15 
293 

GENSCAN 

158 

.86 



Seq. No. 38549 Seq. ID 

Gene No. 79301 Strand 

Start 703 End 

Name OJ000117_15 . 0207 . C15 . o2 . gs Method 

Start 703 End 

GI none Score 

Exons 703.. .888 



OJ000117_15.0207.C15 
888 

GENSCAN 

888 

.83 



Seq. No. 
Gene No. 
Start 
Name 
Start 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38550 Seq. ID OJ000117 

79302 Strand + 

906 N > End 6514 

OJ000117_15 . 0207 . C16 . ol . gs Method GENSCAN 

.90 6„;„,^„_ „- - ... ■: „ . End 6514, 

,rioae , ■ ■:. i„ . . s.cor e,. .,.4.9 

'906.. 1364, 1403.. 1881, 5264.. 5437, 6115.. 6514 



15.0207.C16 



38550 Seq. ID 

79302 Strand 

906 End 
OJ000117_15 . 0207 . C16 . ol . gp Method 

1071 End 

2428253 Score 
1071. .1346 



OJ000117_15.0207.C16 
+ 

6514 
AAT/GAP 
1346 
528 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



38550 
79303 
6071 

OJ000117_15.0207.C16.o2.gp 
6071 

50029_1.R1084 
6071. .6190 

'3128218 1.0e-09 (AC004077) 
.thaliana] ' ... , 



Seq. ID OJ000117_15.0207.C16 
Strand 

End 6190 

Method AAT/GAP 

End 6190 

Score 117 



putative endl3 protein [Arabidopsis 



Seq. -No. 
~ Gene" "No . ' 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



38550 '~' T ' ' ~"_7 " "V J" Seq; ID 
"7 9304:"'" . - - ""strand ' 

"7857 - ... . -.' . .. .'..End '. 

■OJd00ii7_1570207.'cT6.'o3,.'gp ' 'Method " 

7-857 End 

15799_1.R1084 Score 

7857. .8453 

'5803254/dbj IBAA83564.il 4.0e-69 (AP000399) ESTs 
C97429 (C60159) ,D22427 (C11106) , AU078031 ( E31854 ) , D15683 (C1084) 
correspond to a region of the predicted gene; hypothetical 
protein [Oryza sativa] 1 



0 JO 00117 1 57020 7~. CI 6 



8453 
AAT/GAP 
8453 
1140 



Seq. No. 
Gene No. 



38550 
79304 



Seq. ID 
Strand 



OJ000117 15.0207.C16 



38249 



Start 7857 End 8453 

Name OJ000117_15 . 0207 . C16 . ol . np Method AAT/NAP 

Start 8064 End 8453 

GI 5803254 Score 603 

Exons 8064.. 8453 

GI Descrip. (AP000399) ESTs C97429 (C60159) , D22427 (C11106) , 

AU07.8031 (E31854) , D15683 (C1084) correspond to a region of the 
predicted gene; hypothetical protein [Oryza sativa] 



Seq. No. 38551 Seq. ID OJ000117__15 . 0207 . C17 

Gene No. 79305 Strand 

Start 1 End 546 

Name OJ000117_15 . 0207 . C17 . ol . np Method AAT/NAP 

Start 1 End 510 

GI 5803254 Score 778 

Exons 1 . . 510 

GI Descrip. (AP000399) ESTs C97429 (C60159) , D22427 (C11106) , 

AU078031 (E31854) , D15683 {C1084 ) correspond to a region of the 
predicted gene; hypothetical protein [Oryza sativa] 



Seq. No. 38551 

,.Genei_.,Np^_., „ 7 93Q5_:__;„ 

.Start... 1 ........ „. 

Name OJ0001 17_15 . 0207 . C17 . ol . gs 

Start 31 

GI none 

Exons 31 . .543 



Seq. ID OJ000117_15.0207.C17 

^_StrandL w _. _ 

~ .End... 54 6 ... ...... ., - . _ „„_,. ... 

Method GENSCAN 



End 
Score 



543 
.7 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



38551 Seq. ID OJ000117_15 . 0207 . C17 

79305 Strand 

1 End 54 6 

OJ000117_15 . 0207 . C17 . ol . gp Method AAT/GAP 

127 End 546 

71486_1.R1084 Score 738 

127. .546 

f 5803254/dbj |BAA83564.1| 3.0e-35 (AP000399) ESTs 
C97429(C60159) ,D22427 (C11106) , AU078031 (E31854) , D15683 (C1084) 
correspond to a region of the predicted gene; hypothetical 
protein [Oryza sativa] 1 



Seq. No. . 

Gene No. 
.Start - " : \; ;" 

Name ; ' ' • 
' Start " 

'Gi : .\_; "■ v 

■Exons 
GI Descrip. 



38552 

. 79306 , . . 

i "" ;• " ' " r: - • ' "' 

6j0b0ri"7_T2 . 6207"."ci-. ol . np 



Seq. ID 

. Strand . 
*" ■ End" 

Method**"" 

1- ~ """ L " : End" 

'4 4 67 12 6 . ' V. . " Score - " 

i;.ii8, 220. .914, 'ii55.'. 1190*." '* . ' v." v 

(AL035538) guanine nucleotide-exchange protein-like [Arabidopsis 
thaliana] • - ... . 



OJ000117_12.0207.C1 

+ ■ - -. -. 

■ ii90" ~ - ; • 
AAt'/nAp 

119'0 r -' r " ''~ r - r ' "■ 

-295 - .. :•• ' ■ 



Seq. ID OJ000117_12.0207.C1 

Strand + 

End . 1190 

Method TBLASTX : Soybean 

End 904 

Score 120 

12. .119, 13. .120, 174. .431, 215. .394, 226. .396, 396. .659, 



Seq. No. 38552 

Gene No. 79306 

Start 1 

Name OJ000117_12 . 0207 . CI . ol . ts 

Start 12 

GI none 
Exons 



38250 






441 fiSQ 470 661 6SQ 71ft 
4 41 . . UJ^/ 4 /U • • DDI/ DJ3 . . /ID/ 


ccn ftOO 

DDU. . OUU/ 


769 Q09 ft79 Q04 


Seq. No. 


38552 


Seq. ID 


OJ000117_12.0207.C1 


Gene No. 


79306 


Strand 


+ 


O UdX L. 


1 




I 1 Q0 

II 3U 


Name 


07000117 1 9 0907 Pi ol 1-r> 
VJU U X X / X Z . UZ U / . bl . Ol . LC 




moT a c TV • P via o c? 


O L.a.1 L 


ft 9 ~~ 




m 4 

O X f± 


VaX 


none 


Score 


S4 


Exons 


ft9 1 90 904 7QS 91 PI 7Q4 


4 7ft SI 9 

4 JO . t JIl^ 


477 SI 4 
*» / O. . Jl4 


Seq. No. 


38552 


Seq. ID 


OJ000117_12.0207.C1 


Gene No. 


. 79306 


Strand 


+ 


Dtall. 


i 

X 




1 1 QO 


Name 


HT0001 17 1 9 0907 PI r>1 1-m 
UUUUUll / X Z . U Z U / . LI . Ol . till 


Ma +■ V"i /^/™? 


i dxjjHo i a . LYiai ze 


o Tzair l 


ft 9 
O Z 


Hjna 


7 17 


p t 


none 


Score 


0 D 


EjXOIIo 


ft9 1 90 904 7ft7 91 S 7ft9 

O^..X^VJ, ^U1..O0O, £.±^)..OOZ.f 


99S 7ft 


4 SO 717 

4 JU . * / 1 J 


oeq . iNo . 


7ft S S 9 


oeq . iu 


PiTOOmi7 19 H9fl7 PI 
UJUUU11 / XZ.UZU/.L/X 




7Q706 

/ Zf O VJ u 


Strand 


+ ~ 


Start 


1' 


End 


1190 




... OJ000117. 12,.020^.,Cr r 


. „Methpd„ 


AAT/GAP;_ . 


.. ox.arx . , . 


9Sft 


„,End 


785. 


P T 


9 4 Qft 7 1 13 1 Oft 4 


Score 


1048 


Tj 1 \F /"\ V"\ O 


^ JO • . / 0 J 






*T* /"v c*» /"^ V* T 

bl UcSCIip. 


1 70 ft 0 4 1 9 /omh I PZX Zi 1 ft 7 71 1 1 1 flo 


-23 (AL022604) putative protein 




[Arabidopsis thaliana] 1 






oeq . ino . 


7ft S R 7 
jOjjj 


Seq. ID 


OJ000117_12.0207.C2 


Can^ NT A 


7 Q707 


Strand 


+ 


O Lai L. 


1 


End 


258 


Name 


OJ000117 12.0207.C2.ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


258 


GI 


38778 1.R1084 


Score 


481 


XT' V/"\T"\ O 


1. .258 






bl UtroCXXp. 


'54 4188 9/dbj IBAA82387.1 | 6.0e 


-11 (AP000367) Similar to SEC7 




protein, Saccharomyces cerevisiae, PIR2 


:S49764; Contains 




Immunoglobulins and major histocompatibility complex . proteins 




signature. (AL022604) [Oryza 


sativa] ' 




Seq. No. 


385^53 


Seq. ID 


OJ000117_12.0207.C2 


Gene No. 


79308 


Strand 


+ . ■ 




" 274'-"'" • * " ' " - ' " - " : " " 


" End' 


302 "\" • ; 


' Name 


" OJ000117 12.0'207.C2.ol.gs 


Method 


GENSCAbi ' ■ " 




2*7 4 ' " ' • - - 


"End-™ 




bi • - ■ • 


none-. 


'Score. ' ; 


;.'5i y ■ ' - 


-Exons 


274 . .302' 






oeq. vio * 


38553 - 


Seq. ID 


OJ000117_12.0207.C2 - •■ 




79309 


Strand 


+ 


Start 


2450 


End 


4106 


Name 


OJ000117 12.0207.C2.ol.np 


Method 


AAT/NAP 


Start 


2450 


End 


4106 


GI 


93144 


Score 


89 


Exons 


2450. .2937, 3487. .3639, 3723. 


.4106 




GI Descrip. 


hypothetical protein - suid herpesvirus 


1 (strain 




Indiana-Funkhuser or Becker) 


gi|334068 


(M57505) 0RF2 



38251 



[Pseudorabies virus] 



Seq. No. 38553 

Gene No. 79310 

Start 5614 

'Name OJ000117_12 . 0207 . C2 . o3 . gp 

Start 5614 

GI 26575_1.R1084 

Exons 5614.. 6440 

GI Descrip. 1 1420932/gb | U61383 | ORU61383 7.0e-21 Oryza rufipogon 

4-coumarate-CoA ligase gene, intron 1, partial sequence' 



Seq. ID OJ000117_12.0207.C2 

Strand + 

End 64 4 0 

Method AAT/GAP 

End 6440 

Score 1610 



Seq. No. 38553 

Gene No. 79311 

Start 2489 

Name OJ000117_12 . 0207 . C2 . o2 . gp 

Start 2489 

GI none 

Exons 2489..2987 



Seq. ID OJ000117_12.0207.C2 
Strand 

End 2987 

Method AAT/GAP 

End 2987 

Score 942 



Seq. No. 38553 

. Gene„..No.,, „ ,7 9 3 12.., 

_Stax£.. „ 562.3. _ ... _ .„._ _ , _ 

Name OJ000117_12 . 0207 . C2 '. ol . tm 

Start 5623 

GI none 

Exons 



Seq. ID OJ000li7_JL2.0207.C2 

S t r a npV ; ; „ „ 



....End...... 

Method 
End 
Score 



TBLASTX: Maize 
6442 
46 

5623. .5655, 5658. .5699, 5671. .5703, 5735. .5800, 5735. .5803, 
5736. .5846, 5990. .6100, 5995. .6081, 6083. .6442, 6089. .6280, 
6130. .6390, 6338. .6439 





Seq. No. 


38554 


Seq. ID 


■ OJ000117_12.0207 


.C3 




Gene No. 


79313 


Strand 






1 LI 


Start 


1 


End 


1156 






Name 


OJ000117 12.0207.C3.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


1156 






GI 


3036816 


Score 


254 






Exons 


1..30, 150. .562, 593. .1156 








~~ nr 


GI Descrip. 


(AL022373) myosin-like' protein [Arabidopsis thaliana] 






Seq. No. 


38554 


Seq. ID 


OJ000117_12.0207 


.C3 




Gene No. 


79313 


Strand 








Start 


1 . 


End. 


1156 






•Name • ; ; _ 


OJ000117 *12-.0207.-C3.o'lVtm r ~ 


Method' 


TBLASTX -Maize "" : 






"Start " 


6" v " " :• *- v - 


: End : '' 


li56 ' "~ ~' 






* Gi - _r " ^ " 


"hone" " ~ 


~~Sc6re'~" 








Exons- ■ ■ " 


'6. .-9.8,. 18_ 92, 26. ."97"/ 182.V439/ 187 .v 


570-, 189.'. 602,. 18" 


9 . .'6 32 , 






265.-. 633, '626.. 715, 627.. 998, 


'639. .'914 


,. '742V.1002/ 767 ." 


7L039,' 






1041. .1154, 1045. .1155, 1049. 


.1156 








Seq. No. 


38554 


Seq. ID 


OJ000117_12.0207 


.C3 




Gene No. 


79313 


Strand 








Start 


1 


End 


1156 






, Name 


OJ000117 12.0207.C3.ol.ts 


Method 


TBLASTX : Soybean 






Start 


189 


End 


956 % 






GI 


none 


Score 


38 * • 






Exons 


189. .596, 192. .269, 248. .406, 


355. .414 


, 475. .618, 666.. 


956 



38252 



Seq. No. 38554 

Gene No. 79313 

Start 1 

Name OJ000117_12 . 0207 . C3 . ol . gs 

Start 190 

GI none 

Exons 190.. 1040 



Seq. ID OJ000117_12.0207.C3 
Strand 

End 1156 

Method GENS CAN 

End 1040 

Score .56 



Seq. No. . 38554 

Gene No. 79313 

Start 1 

Name OJ000117_12 . 0207 . C3 . o2 . gp 

Start 620 

GI 3768160 

Exons 620. . 1080 



Seq. ID OJ000117_12.0207.C3 
Strand 

End 1156 

Method AAT/GAP 

End 1080 

Score 874 



Seq. No. 
Gene No. 
Start 
Name 
Start 
GI „ . ■ 
..Exons.,,,,. 
GI Descrip. 

Seq. No. 

Gene No. ■ 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI • 

Exons 

Seq. No.. 
Gene "No . - : 
Start *"_" ' " 
Name : " 
Start . 
GI 

Exons 



38555 
79314 
1 

OJ000117_12 . 0207 . C4 . ol . np 
1 

-3036816 „ . 

. $3.3./. Jmv:a:aia ..... .... 

(AL022373) myosin-like protein [Arabidopsis thaliana] 



Seq. ID OJ000117_12.0207.C4 
Strand 

End 1063 

Method AAT/NAP 

End 1058 

Score \ 806. 



38555 
79314 
1 

OJ000117 12.0207.C4.ol.tc 



Seq. ID OJ000117_12.0207.C4 
Strand 

End 1063 

Method TBLASTX: Cress 

8 End . 4 47 

none Score 61 

8. .64, 15. .65, 17. .436, 65. .187, 69. .248, 163. .309, 388. .447 



38555 
79314 
1 

OJ000117_12.0207.C4 .ol.ts 
8 

none 

8. .301, 15. .254, 28. .303, 73. 

38555 

79314 ; v* : ~ ~ " : " ' 

1 ' " ■ " ' "" I ; % " 

" 0 J00 0 IT 7 12 020 7 VC4 ; ol 7 tm" ' ' ~ r 



Seq. ID OJ000117_12.0207.C4 
Strand 

1063 

TBLASTX: Soybean 
303 
297 



End 

Method 
End 
Score 
.303 



Seq.. ID OJ0001.17JL2.0207.C4 
Strand ' - .. . : 

■ End J_ ""*'"*""" 1063"' ' " ""^^j* 
"Method '" TBLAS'TXTMaTze"'" " r 

End - • - 4 90' I • ' " 

Score 232 • ' 



none- 

8. .199, 8. .304, 15. .272, 16. .306, 55. .306, 307. .393, 311.. 385, 
311. .403, 318. .413, 394.. 459, 404. .490, 455. .490 



Seq. No. 38555 

Gene No. 79314 

Start 1 

Name OJ000117_12 . 0207 . C4 . ol . gs 

Start 20 

GI none 

Exons 20.. 633, 868.. 1063 



Seq. ID OJ000117_12.0207.C4 
Strand 

End 1063 

Method GENSCAN 

End 1063 

Score .93 



'38253 






Seq. No. 


38555 


Seq. ID 


OJ000117_12 


.0207 


.C4 




Gene No. 


79314 


Strand 










Start 


1 


End 


1063 








Name 


OJ0001 1 7 12 0907 P4 n1 




TBLASTX: Wheat 






Start 


312 _ 


End 


917 








GI 


none 


Score 


152 








R von <3 


312 635 316 459 438 542 


455 637 


857 91 6 f 


3 60 


Q1 fs 

Zf ± \J , 






8 67 . 917 












Seq. No. 


38556 


Seq. ID 


OJ0001 17 19 

\J U \J \J \J X X f X 


0907 

V \J 1 


.C5 






79315 


Q-t- rand 


+ _ 








Start 


205 


End 


8 41 








Name 


0.70001 17 19 0907 PS r>1 n<i 


L J C L11UU 


GENSCAN 








Start 


90S — 
\j +j 




841 








GI 


none 


Score 


.89 










90^ ^10 S^0 841 












Seq. No. 


38556 


Seq. ID 


OJ000117_12 


0907 


.C5 






7 9316 


Strand 


+ 








O t_ GI J- u 


1 74 Q 

X f rt Z? 


End 


6822 








Name 


O.T0001 1 7 19 0907 PS r>9 rrd 


. Method.. 


GENSCAN 








Start 


. .174 9 ... \~ . , * ' * J ~ 


...End._. _ 


(5.822,. 









GI 


none 


Score 


.53 






Si 




174Q 17QQ 9470 9S09 "37S4 


.3856, 6782.. 6822 








Seq. No. 


3855 6 


Seq. ID 


OJ000117_12. 


0907 


.C5 


t LI 




79317 


Strand 










O l~ Cl J. L. 


1 4 9 S 

J- 1 <L. -w> 


End 


1770 






V4 


Name 


O.T0 0 01 17 19 0907 PS n1 rrn 


Method 


AAT/GAP 








Start 


1425 _ 


End 


1770 








GI 


426562 


Score 


651 










1 4 9 S 1770 












Seq. No. 


38557 


Seq. ID 


OJ000117_12. 


0907 


.C6 


''4. 


VJ die J. N <^ • 


79318 


Strand 


+ 








Start 


"620 


End 


986 








Name 


OJ000117 12 0207 P6 n1 a<? 


Method 


GENSCAN 








Start 


620 — 


End 


986 








GI 


none 


Score 


.78 






-™ 


TT von <? 


620 8Q9 Qfi6 












Seq.. No. 


38558- ' ' 


;Seq. ID.." 


OJ000ir7_12. 


0907 
\j \j i 








' "79319' " - ' ■ " * '•" * " ;: " '* ' 


Strand" 











Start 


■ "~2" ' r ™" : ' ~" " " 


" End 




_ ... 


'T. " 




Name 


OJ000117 12. 0207 . C7 . ol . gs 


Method 


GENSCAN . 








Start 


2 • 


End 


2294'" 








G I 


none 


Score 


.41 










--2. .53, ' 106. .247, 352. .430, 1409. .1787, 


1891. .2294 








Seq. No. 


38559 


Seq. ID 


OJ000117_12. 


0207 


• C9 




Gene No. 


79320 


Strand 










Start 


305 


End 


581 








Name 


OJ000117 12.0207.C9.ol.gs 


Method 


GENSCAN 








Start 


305 


End 


581 








GI 


none 


Score 


.86 








Exons 


305. .393, 459. .581 











38254 



Seq. No. - 38560 , Seq. ID 

Gene No. ' 79321 " Strand 

Start 313 End 

Name OJ000117_12 . 0207 . C12 . ol . gs Method 

Start 313 End 

GI none Score 

Exons 313. .737, 1840. .1945, 1981. .2376 



OJ000117_12.0207.C12 
+ 

2376 
GENSCAN 
2376 
.71 



Seq. No. 38560 Seq. ID 

Gene No. 79322 Strand 

Start 4129 End 

Name OJ000117_12 . 0207 . C12 . o2 . gs Method 

Start 4129 End 

GI none Score 

Exons 4129.. 5412, 6033.. 6061 



OJ000117_12.0207.C12 
+ 

6061 
GENSCAN 
6061 
.55 



Seq. No. 38560 Seq. ID 

Gene No. 79323 Strand 

Start 5281 End 
Name OJ000117_12 . 0207 . C12 . ol . gp Method 

.Start ; 5l2&1„ , _ _„End _ 

. G.I, ............... _...none.„_ „/ . Score. 

Exons 5281'. .5418 



OJ000117 12.0207.C12 



5418 
AAT/GAP 
.5JL18„ 

..24 5. 



Seq. No. 38561 Seq. ID 

Gene No. 79324 Strand 

Start 333 • End 

Name OJ000117_12 . 0207 . C13 . ol . gp Method 

Start 333 End 

GI none Score 

Exons 333 . . 586 



OJ000117_12.0207.C13 
+ 

586 

AAT/GAP 

586 

489 



Seq. No. 38561 

Gene No. 79325 

Start 1574 

Name OJ000117_12 . 0207 . C13 . ol . gs 

Start 1574 

GI none 

Exons 1574.. 1720, 2160.. 2255, 3438. 



Seq. ID OJ000117_12.0207.C13 

Strand' + 

End 3893 

Method GENSCAN 

End 38 93 

Score . 67 
.3893 



Seq. No. . 38562 

Gene No.; 7 9326 ; .... . - . - 

St aft _ * -'* ■ '111'"' 1 "' " ' ' ' v: 

Name "■" "0 j00OTiy_r2V0'2"O7" Vcl'4 To! ;gs" 

Start / _ " 211 ~. 
GI none 
Exons 211.. 2*51, 291.. 530, 1183.. 1377 



Seq. ID OJ000117_12.0207.C14 
Strand ■ * . + /■ 

'End' " '• '" "137 7 " ' • '• " * -jj 
Method" "'GENSCAN'" " ~ 
End - 1377 ' . 

■Score .4-9 "." * '■ 



Seq. No. 38562 Seq. ID 

Gene No. 79326 Strand 

Start 211 End 

Name OJ000117_12 . 0207 . C14 . ol . gp Method 

Start 593 End 

GI LIB3432-030-P1-K1-C3 Score 

Exons 593.. 1029 

GI Descrip. '2982268 1.0e-46 (AF051217) probable 40S ribosomal protein S15 



OJ000117_12.0207.C14 
+ 

1377 
AAT/GAP 
1029 
833 



38255 



[Picea mariana] * 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38562 
79327 
3838 

OJ000117_12.0207.C14.o3.gs 

3838 

none 



Seq. ID OJ000117_12.0207.C14 
Strand 

End 7913 

Method GENSCAN 

End 7354 

Score .44 



3838. .3848, 3850. .3960, 3996. .4231, 4446. .4456, 4531. .4586, 
5468. .6120, 6561. .7086, 7336. .7354 



38562 
79327 
3838 

OJ000117_12.0207.C14 .o4 . tm 

5224 

none 



Seq. ID OJ000117_12.0207.C14 
Strand 

End 7913 

Method TBLASTX: Maize 

End 5547 

Score 48 



5224. .5268, 5226. .5261, 5254. .5412, 5315. .5407, 5316. .5408, 
5323. .5412, 5456. .5545, 5457. .5546, 5457. .5546, 5458. .5547, 
5458. .5547 



. Seq„,. . No,., 38 5.62 ; 

Gene ..No. , . ... .7 9327. . . — \ 

Start 3838 

Name OJ000117_12 . 0207 . C14 . ol . np 

Start 5421 
GI 6630696 
Exons 5421.. 7913 

GI Descrip. (AP000969) ESTs D22114 (C10364 ) , AU076106 (E20423) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



. Seq ^ ID _ O J000 .L11_12.,P20 7„CL1 
Strand.. . 
End 7913 
Method AAT/NAP 
End 7913 
Score 4125 



Seq. No. 


38562 








Seq. ID 


OJ000117 


_12.0207 


.C14 


Gene No. 


79327 








Strand 








Start 


3838 








End 


7913 






Name 


OJ000117 12 


0207. 


C14.o2 


.tw 


Method 


TBLASTX: 


Wheat 




Start 


5557 








End 


.6032 






GI 


none 








Score 


393 






Exons 


5557. .5943, 


5559. 


.5942, 


5958. 


.6032, 5959. .6027 






Seq. No. 


38562 








Seq. ID 


OJ000117 


_12.0207 


.C14 


Gene No . 


. 79327 








Strand . 








-Start / - /_ 


3838 -'• 








End 


7913 






Name 


OJ000I17' 12 


'020*7". 


ci'4.o'4 


"ts : 


Method " 


"T6LASTX: 


Soybean 




Start" 


• 5'685 ' 








"End ' " "" 


"6026 






GI ' - 


none : 








Score 


93 - . 






Exons 


5685.". 5894, 


'57 64 . 


.5889, 


5913. 


.6026, 5932..;'5991" 






Seq. No...- 


38562 








Seq. ID 


OJ000117 


_12.0207 


.C14 


Gene No . 


79327 








Strand 








Start 


3838 








End 


7913 






Name 


OJ000117 12. 


0207. 


C14.ol 


tm 


Method 


TBLASTX: 


Maize 




Start 


5888 








End 


6231 






GI 


none 








Score 


98 






Exons 


5888. .6136, 


5889. 


.6230, 


5890. 


.6231 








Seq. No. 


38562 








Seq. ID 


OJ000117 


_12.0207 


.C14 



38256 






Gene No. 


79327 








Strand 








O 4- v 4- 

btart 


JOJO 








End 


7913 






Name 


/^taaatio to 
UJUUUII / lz 


a o a i 
, UzU 1 


. CI 4 . Oj 


. t s 


Method 


TBLASTX : Soybean 






Start 


bu jy 








End 


6386 






GI 


none 








Score 


65 






Exons 


ouoy . . bz z i 


C A A A 

bU4 U 


C O 1 A 

. . bzlU, 


OZZZ 


. .6386, 6227. .6382 






Seq. No. 


38562 








Seq. ID 


OJ000117_12.0207 


.C14 




Gene No. 


79327 








Strand 








Start 


JO JO 








End 


7913 






Name 


UJUUUII / lz 


A O A 1 

UzU / 


. C14 . O J 


. tw 


Method 


TBLASTX: Wheat 






O A i v 4- 

btart 


bzoy 








End 


6784 






GI 


none 








Score 


39 






Exons 




C A A C\ 

b4 4 U 


. . b / o 4 , 


/" £ A A 

bbUU 


. .6629, 6693. .6767 






Seq. No. 


38562 








Seq. ID 


OJ000117_12.0207 


.C14 




Gene No. 


79327 








Strand 


- 






btart 


JOJO 








End 


7913 






Name 


/^TAAAIII i o 

OJU00117 lz. 


A O A T 
OzO / 


. CI 4 . oz 


. tm 


Method 


TBLASTX : Maize 






btart 


coon 








End 


6785. 






GI 


none 








Score 


74 






Exons „__. T . r ,. ; „-_ 


. J) ...... bj r o 4.,_ 


f A C O 

^b.4 fcw^ 


v ..„b63,.l^, 


r r o a 

. oil £p- 










Seq. No. 


JOODZ 


- -■ - 





.... 


' Seq. ID 


OJ000117_12V0207 


. C14 




Gene No. 


79327 








Strand 


- 




fS 


Start 


3838 








End 


7913 






Name 


UJUUUII / lz . 


A O A "7 

UZU / 


. LI 4 . Ol 


. t s 


Method 


TBLASTX : Soybean 




ry 


Start 


(Z A C C 

b4 bo 








End 


6919 






GI 


oouyzou 








Score 


46 






Exons 


b4 do . . by iy , 


C (Z A A 

bbUU 


. DDJZ , 


b693 


. .6824 






%2 


GI Descrip. 
















T ': \ 


Seq. No. 


38562 








Seq. ID 


OJ000117_12.0207 


.C14 




Gene No. 


79327 








Strand 






~r 

- =r 


btart 


OQQQ 
JOJO 








End 


7913 






Name 


r\ ta nni 1 i to 
UJUUUII / 1Z . 


A O A T 

UzU / 


C14 . ol 


. tc 


Method 


TBLASTX: Cress 




| = 


btart 


bo bb 








. End 


6826 




_i 


GI 


none 








Score 


103 




f 1 


Exons 


bobb . . bozb, 


d £. Q o 

bby j 


C O O /I 

. boz 4 , 


b / uy 


. . 6825 






- — 


Seq. No. 


o o c ^ o 

JOJOZ 








Seq. ID 


OJ000117_12.0207 


.C14 




Gene No. 


7 9327 








. Strand . 








Start.' 


.3838 








• End _ 


■ 7913 • 






Name 


UJUUUII / IZ . 


'a oat 
UzU / . 


C14 . ol 


.'tw ■ 


Method * : 


TBLASTX : Wheat ' 






Start 


bo jy 








" End " • ' 


"7593'" v - " 






GI 


none - 








Score 


118 ' ■ / : " ' . ". 




- 


Exons - 


t. O O Q * h A O 1 

bo jy . . /Uzl , 


by jy . 


"7 A O *3 

.7 093, 


684 3 


..7028, .6907. . 7092", 7116.. 7370, 






Tin TC 


/ 1ZU . 


1 O "7 1 
. / J / 1 , 


n 1 o o 

/lz / 


. .7585 








beq . no . 


JO JOZ 








Seq. ID 


OJ000117_12.0207 


C14 




Gene No. 


79327 








Strand 








Start 


3838 








End 


7913 






Name 


OJ000117 12. 


0207. 


C14 ,o2 


. ts 


Method 


TBLASTX : Soybean 






Start 


7243 








End 


7641 






GI 


none 








Score 


111 






Exons 


7243. .7416, 


7420. 


.7 641, 


7424 


.7639 







38257 



Seq. No. 


38562 


Seq. ID 


OJ000117_12.0207.C14 


Gene No. 


79327 


Strand 




O 4- -> -w- 4- 

otart 


JO JO 


End 


/ y i j 


Name 


(J J UU U 1 1 / lz . UzO / . C14 . o3 , tm 


Method 


TBLASTX : Maize 


btart 


/ 4 ^ y 


End 


1 O C\ "5 

78 93 


GI 


none 


Score 


80 


Exons 


/4^y../oyj, /4Jb../bb4 






Seq. No. 


38562 


Seq. ID 


OJ000117_12.0207.C14 


Gene No. 


79327 


Strand 










/ y i j 


Name 


OJUUU11 / lz . (JZU / . 014 . 04 . tW 


Method 


TBLASTX : Wheat 


Start 


"7 c n /i 

/ o y4 


hnd 


t i o c 
/fob 




none 


Score 


o o o 
ZZZ 


Exons 


/oy4. . f fob , /oyo. . / fob 






b e q . in o . 


jojOj 


beq. iu 


UJUUUll / 1/ . UzU / . L1j 


Gene No . 




Strand 




Start 


1 


End 


1207 


Name 


OJ000117 12.0207.C15.ol.gp 


Method 


AAT/GAP 


Of -i -v-4- 

btart 


1 


End 


547 


_GI„, ; 


101595- 1.R1084 . 


._„Scpre_ ; 


1010 


_Exons 


5. 4 J. ;_ : 






GI Descrip. 


'3047066 3.0e-15 (AF058825) 


contains similarity to 




retrovirus-related POL polyproteins [Arabidopsis thaliana] 1 


Seq. No. 


38563 


Seq. ID 


OJ000117_12.0207.C15 


Gene No. 


79328 


Strand 






1 


End 


1207 


Name 


OJ000117 12.0207.C15.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


589 


C T 
bl 


6630696 


Score 


919 


Exons 


1. .589 






GI Descrip. 


(AP000969) ESTs D22114 (C10364 ) , AU07 6106 (E204 23 ) correspond to a 




region of the predicted gene 


.; Similar 


to retrovirus-related pol 




polyprotein from transposon 


Tnt 1-94. 


(P10978) [Oryza sativa] 


Seq. No. 


38563 


Seq. ID 


OJ000117_12.0207.C15 


Gene No. 


79328 


Strand 




Of -irf 

btart 


1 


End 


1207 


Name 


OJ000117 12.0207.C15.ol.gs 


Method 


GENSCAN 


O -f- — i v- f- 

bt art . . 


128 - • . 


End 


1207 




none 


• Score 


,9 


Exons 


' 128. .936, '972. . 1207' ■ r - ' ■ 






•Seq._No. : : . 


38563 


* ^Seq. -ID. 


OJ000117_1'2 . 0207 . CI 5 


Gene No . 


79328 ' 


" Strand 




Start 


1 


End 


1207 


Name 


OJ000117 12.0207.C15.ol.tm 


Method 


TBLASTX: Maize 


Start 


239 


End 


547 


GI 


none 


Score 


133 


Exons 


239. .547, 242. .433, 304. .453 


, 318. .500 




Seq. No. 


38563 


Seq. ID 


OJ000117_12.0207.C15 


Gene No. 


79328 


Strand 




Start 


1 


End 


1207 


Name 


OJ000117 12.0207.C15.ol.tw 


Method 


TBLASTX: Wheat 



38258. 




Start 


298 




End 


695 






GI 


none 




Score 


153 






Exons 


298.-459, 299..S83, 318. 


. 503, 


560 . . 694 


, 597 . . 695 






Seq. No. 


38564 




Seq. ID 


OJ000117_12 


.0207 


.C16 


Gene No. 


79329 




Strand 


+ 






Start 


87 




End 


382 






Name 


OJ000117 12. 0207. CI 6. ol. 


gs 


Method 


GENSCAN 






Start 


87 




End 


382 






GI 


none 




Score 


. 63 






Exons 


87 . . 382 












Seq. No. 


38564 




Seq. ID 


OJ000117 12 


.0207 


-C16 


Gene No. 


79330 




Strand 


- 






Start 


2431 




End 


5256 






Name 


OJ000117 12. 0207. CI 6. o2. 


gs 


Method 


GENSCAN 






Start 


2431 




End 


5256 






GI 


none 




Score 


. 45 






Exons 


2431.. 2558, 3807. . 38 7 6, 


4975 . 


. 5256 








Seq. No. 


38564 




Seq. ID 


OJ000117_12 


. 0207 


.C16 


Gene_Np^_ 


. 79330 . 




Strand_ , 








Sta.r.t 


, .24 31 _ 




..End. . 






............ - 


Name 


OJ000117 12.0207.C16.ol. 


np 


Method 


AAT/NAP 






Start 


3477 




End 


5021 






GI 


6539571 




Score 


72 






Exons 


3477.. 35 72, 3815.. 3 92 5, 


4883. 


.5021 








GI Descrip. 


(AP000836) hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


38565 




Seq. ID 


OJ000117 12 


. 0207 


.C17 


Gene No. 


79331 




Strand 


+ 






Start 


1 




End 


1511 






Name 


OJ000117 12.0207.C17.ol. 


np 


Method 


AAT/NAP 






Start 


1 




End 


1508 






GI 


6730631 




Score 


480 






Exons 


1..357, 830. .934, 1152.. 


1508 










GI Descrip. 


(AC008262) F4N2.2 [Arabidopsis thaliana] . 






Seq. No. 


.38565 




Seq. ID 


OJ000117_12 


.0207 


.C17 


Gene No. 


' 79331 




Strand 


+ 






Start 


1 




End 


1511 






Name 


OJ000117 .12.0207.C17.ol. 


gs 


Method 


. GENSCAN 






Start 


57 




End ■ 


1511 






GI " " ■'" ' : ' 


none- 




Score 


' .88 ' ' * ' 






Exons" 


v 57. .357, ' 830.V934; 1152:. 


.15 IT 










Seq.' No". 


38565'- • 




Seq. ID 


OJ000117-_12 


. 0207 


■C17 " 


Gene No. 


79332 




Strand 


+ 






Start 


• 3972 




End 


4341 






Name 


OJ000117 12.0207.C17.ol. 


gp 


Method 


AAT/GAP 








3972 




End 


4341 






GI 


uC-osf lcypl73allal 




Score 


617 






Exons 


'3972. .4341 












GI Descrip. 


■ '6016845/dbj | AP000570 . 1 | AP000570 3.0e-l 


59 Oryza sativa genomic 




DNA, chromosome 1 , clone 


:P0711E10' 








Seq. No. 


38565 




Seq. ID 


OJ000117_12 


.0207 


-C17 



38259 



Gene No. 


79333 




Strand 






o Lai u 


4 9fift 




End 


9153 




Name 


o.Tnnm 1 7 


1 9 n9n7 PI 7 n1 


Method 


TBLASTX: Cress 






J. C. 1 




End 


357 






none 




Score 


49 






1 97 1 77 


1 QS "341 1QQ ^S7 


208. .357 






O 0 D O 3 




Seq. ID 


OJ000117_12.0207 


fi 7 


Gene No. 


79333 




Strand 






Start 


4268 




End 


9153 






o.Tnnm 1 7 


19 n9n7 n 7 nS t-m 


Method 


TBLASTX: Maize 




OLdl U 


1 Q9 _ 




End 


939 




pT 


none 




Score 


272 




IT V /~\ T"l C 


1 Q9 *3sn 


1 Q^ ?S7 9nft "3S7 


808. .933, 818. .934, 818.. 


Q^4 

O fi , 














Seq. No. 


38565 




Sen T n 


n.Tnnm 17 19 n9n7 


.C17 


Gene No. 


79333 




Of- ■v-a nr J 

Oil ClI L\Ji 












End 


9153 




Name 




19 n9n7 PI 7 t-Q 
X*£ . U^IU / .L/X / .(JO. Lb 


Method 


TBLASTX: Soybean 




Q -1- a T +- 
OLdiL 


1 Qfi — 

X :? O 




Oil LKJ. 


^ si 
j ji 








^ . — , — — 


^ojL^y x^c t , 


1 Q6 






... J- -7 U • „ . . J 




" ' ; ' - ■ • - ; ■ 


" ■■ ■ ~~ ■ t 




Seq. No. 


38565 




Seq. ID 


o.Tnnm 17 i 9 n9n7 


.C17 


Gene No. 


79333 




O L X cLi IvJ. 








4 9 fift 




End 


9153 




Name 


n Tnnn 1 i 7 


19 n9n7 P17 r\0 +-w -v 


Method"' 


TBLASTX: Wheat 




oldXL 


1 QQ _ 






"3 Qn 

u _? U 




PT 


none 




Score 


1 P9 

IOl 




A. u i 1 0 


1 QQ ^S7 


91 1 ?Qn 








Seq. No. 


38565 




O • XL-/ 


o.Tnnm 17 19 n907 


.C17 


Gene No. 


79333 




O L X dllvj. 






Cf a yt- 
OLal L 


4 9fiR 
*i ^ 0 0 




End 


9153 




Name 


o.Tnnm i 7 


19 n9n7 PI 7 n1 hw 

X . U Z. U f . ^ X / . Ui • LW 


Method 


TBLASTX: Wheat 




O Lai L 


O ^ *i 




End 


1274 ■ 




PT ■**"- 
ox 


none 




Score 


131 






R94 Q?4 


R97 Q?4 114Q 1974 


, 1149.. 


1262 




Seq. No. 


38565 




Seq. ID 


OJ000117_12.0207 


.C17 


Gene ■ No . '■' 


79333 




Strand. 






c +- a r-f- 


■ 4 9 ft - 




End _ ; 


9153' 




Name 


o.Thrin 117 


i 9 '.'n"9'n"7 ri7 J VV9 i-n - ~ 


Met'Kodi 


TBLASTX: Cress- 




Of a r f ■ 

OLdiL 


' 7 ft ^ " ' ' ~ 

0 J 0 




End 


1327" 




\j X 


none 




Score 


119 • : • " 






ft ^6 Q9S 


RRfi Q91 - T"l 4 S 1^97 


, il46.'; 


1325 ' ' • • ' 




Seq. No. 


38565 




Seq. ID 


OJ000117_12.0207 


.C17 


Gene No. 


79333 




Strand 






Start 


' 4268 




End 


9153 




Name 


OJ000117 


12.0207.C17.o2.ts 


Method 


TBLASTX: Soybean 




Start 


872 




End 


1517 




GI 


none 




Score 


75 




Exons 


872. .934, 


1149. .1379, 1151. .1381, 1445 


. .1507, 1464. .1517 


Seq. No. 


38565 




Seq. ID 


OJ000117_12.0207 


.C17 



38260 




Gene No. 


79333 








Strand 






4 968 








Olid 


Q1 

51 JJ 


Name 


o tooo i 17 19 


0907 
. uzu / 


PI 7 off 


. LIU 


LYieunoa 


i O L1H.0 1 A . ixia 1 z e 


C f- 2 r 4- 


1 1 A Q ~ 
114 j 








CjUU 


19 7 4 
1Z / 4 


\j X 


none 








Score 


Iff? 
10 J 


Exon s 


114Q 1974 


1 1 4 Q 

114 7 


1971 
. • i£ / 1/ 


1 1 RI 
11J1 ■ 


1 97 "3 

. 1 z / 0 




Con Mo 


JO JDJ 








Seq. ID 


OJ000117_12.0207.C17 


Gene No. 


79333 








Strand 




Start 


4268 








End 


9153 


ln ctiiit; 


O.T0001 17 19 

UUUuUll / i z 


0907 


PI 7 n4 




Method 


TBLASTX: Maize 


OLdi L 


1974 ~~ 

1 Z f 4 








End 


1712 


O 1 


none 








Score 


271 


T7 yon £3 


1 974 1409 

1 / *i . • l*i v£/ 


1 97P, 

1 Z / O 


1 SI 1 

. .J — 111, 


1 4 4 R 

1 *i *i O • 


.1510, 1466. .1516, 1533. .1559, 




1 S S7 1 SQ9 

X ~J U 1 . . 1 ^J .7Z , 


1 ^61 
1 JU1 


1 SQ0 


1 C ifi9 
1 JUl • 


.1609, 1623. .1643, 1686. .1712 


Q&n Mn 

JClJt IN • 


.J O «J U .J 








Seq. ID 


OJ000117_12.0207.C17 


Gene No. 


79333 








Strand 




Start 


' 4268 








End 


9153 


IN emits 


njoooi 17 19 

UUUUUll / 1 Z 


0907 

• U Z \J 1 


ri 7 oi 

^ 1 / 1 Ul 


* LIU 


Method . 


TBLASTX: Maize 


jldl C 


4 909 "~~ 

4 Z U Z 








End 


4822 


VjI . 


imi ^non^s i w m 








Score, , 


269. ■ 


..Expns, .... 


'4909 4R7 6 


A 907 


A SQO 


4 911 
_3 Z.l JL... 


. .4 60 6 ,. A 4 55 ... 4.5,8.3 ,._4 5.67 .... J..1Q7. , 




4 O 0 D . . 4 O / 1 , 


4 1 1 O 


4 ft 9 9 
. 4 o Z Z 








o e q . in o . 


jo jDj 








Seq. ID 


OJ000117_12.0207.C17 




/ 7JJJ 








Strand 




Start 


4268 








End 


9153 


Name 


OJ000117 12 


0207, 


C17.o2 


• n P 


Method 


AAT/NAP 


Of- =1 >-■(- 


4268 








End 


9153 




4432821 








Score 


1042 


Exons 


4268. .4794, 


4849. 


.4914, 


4951. 


.5153, 65 


43. .6653, 6753. .6823, 




6898. .6975, 


7878. 


.8084, 


8181. 


.8360, 8563. .8786, 9069. .9153 




(AC006593) - unknown protein [Arabidopsis thaliana] 


Seq. No. 


38565 








Seq. ID 


OJ000117_12.0207.C17 


Gene No. 


79333 








Strand 




C-f- p v~|- 


4268 








End 


9153 


Name 


OJ000117 12. 


0207. 


C17.o6 


. tm 


Method 


TBLASTX: Maize 


Of a v-f- 

D Lai L 


4826 








End 


4978 


\3 1 


none 








Score 


144 


P von q 


. 4826.. 4.972, 


.4826. 


.4978 








Seq. No. 


- 38565 - " ■*■ 








Seq. ID ' 


OJ000117_i2.0207.C17 


Gene "No . ' 


79333 ; "• 








Strand '' 




Of ar f 
OLdl L 


4268. " " 








- End 


9153 *: ' " 


Name 


"'-•OJOOOilV 12, 


0207'. 


C17 . o7 


.tm 


Method- " 


TBLASTX: Maize 


Of a -rf- 


4983 • 








End 


5177 




- none 








Score 


38 ■ - - • 




4983. .5021, 


4984 . 


.5139, 


4988. 


.5170, 5076. .5177 


Seq. No. 


38565 








Seq. ID 


OJ000117_12.0207.C17 


Gene No. 


79333 








Strand 




Start 


4268 








End 


9153 


Name 


OJ000117 12. 


0207. 


C17.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


6539 








End 


8051 


GI 


none 








Score 


149 



38261 



Exons 6539.. 6655, 6543.. 6656, 6732.-6824, 6743.. 6826, 6754.. 6828, 

6898.. 6969, 6898.-6975, 7879.. 8049, 7880.. 8050, 7881.. 8051, 
7881. .8051 

Seq. No. 38565 Seq. ID OJ000117_12 . 0207 . C17 

Gene No. 79333 Strand 

Start . 4268 End 9153 

Name OJ000117_12 . 0207 . C17 . ol . ts Method TBLASTX : Soybean 

Start 6764 End 8361 

GI none Score 67 

Exons 6764..6826, 6863.-6973, 6898.. 6978, 7878.. 8081, 7878.. 8084, 

7930. .8085, 8178. .8360, 8178. .8360, 8185. .8361 

Seq. No. 38565 Seq. ID OJ000117_12 . 0207 . C17 

Gene No. 79333 Strand 

Start 4268 End 9153 

Name OJ000117_12 . 0207 . C17 . o3 . tm Method TBLASTX : Maize 

Start 8178 End 8732 

GI none Score 219 

Exons 8178. .8363, 8181. .8357, 8185. .8409, 8188. .8388, 8551. .8730, 

8552. .8731, 8568. .8732 

J...Seq7lNa.7, 7 738566" 7777 777- * 1 7* .717. 7.Seq7 ID .'J 0J~QOoil-^ 
Gene No. 79334 Strand 

Start 458 End 517 

Name OJ0001 17_12 . 0207 . CI 9 . ol . gp Method AAT/GAP 

Start 458 End 517 

GI LIB3477-003-P1-K1-E9 Score 71 

Exons 458.. 517 

GI Descrip. 1 24 98586/sp| Q4 0638 | MPOl_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 

Seq. No. 38566 Seq. ID OJ000117_12 . 0207 . C19 

Gene No. 79335 Strand 

Start 1357 End 1840. 

Name OJ000117_12 . 0207 . C19 . ol . tm Method TBLASTX : Maize 

Start 1357 End 1840 

GI . none Score 174 

Exons 1357.. 1551, 1361.. 1549, 1362.. 1553, 1555.. 1839, 1556.. 1840 

Seq. No.. . 38566 . . Seq. ID., OJ000117JL2 . 020,7.. C19 

Gene No/ " : "79336 " strand . - - 

• Start ^ • • 1990 End • 2302 

"Name*" OJ0 0 Oil 7^12 . 0*207 .'CI 976*3\7tni "Method" "TBLASTX : Mai'ze ~ ■ " 

Start' " " 1990 • . " End : 2302 ' ■■ \ . • 

GI ~ none ' . . Score 57 - 

Exons 1990. .2037, 1991. .2038, 2014. .2085, 2039. .2092, 2045. .2092, 

2128.. 2301, 2129.. 2302 

Seq. No. 38566 Seq. ID OJ000117_12 . 0207 . C19 

Gene No. 7 9337 Strand 

Start 2304 End 2635 

Name OJ000117_12 . 0207 . C19 . o2 . tm Method TBLASTX : Maize 

Start 2304 End 2635 

GI none Score 193 

Exons 2304.. 2516, 2305.. 2541, 2306.. 2542, 2534.. 2632, 2552.. 2635, 



38262 




2590. .2634 



Seq. No. 


38567 


Seq. ID 


OJ000117_12. 


0207, 


.C20 


npnp Mo 


79338 


Strand 


+ 








1 


End 


1369 






Name 


O.70001 17 1? 0907 C?0 ol nn 


Method 


AAT/NAP 






Start 




End 


1369 






O X 


4 Rfifil 1 1 

*3 *J O \J X X X 


Score 


95 






CjAU HO 


1 53 249 411 1295 1369 










GI Descrip. 


(AL049638) putative protein 


[Arabidopsis thaliana] 






Cjp,pj Mo 


38567 


Seq. ID 


OJ000117_12. 


0907 


P90 


(tl^n^ Mn 

UC11C V*\J . 


79339 


Strand 








O Ldl L 


4 5 


End 


396 






Nla mo 

LN CtlUC 


0.100(1117 19 0907 P90 n1 n<^ 


Method 


GENSCAN 






Start 


45 ~~ 


End 


383 






CI 


n on 


Score 


.66 






Exons 


45. .383 










Qopr Mo 


38567 


Seq. ID 


OJ000117_12. 


0207, 


P90 


fronts T\T 


79339 


Strand 








OLai. L 


45 


... End 


...3.9.6 ; 









0 JO 0 0 1 1 7 1 2 . _0,20 7 . C 2 Q..x> 1 , t m. 


.Method., 


. .IBLASTX : Maize _ _ 


-—■»-- 


Start 


180 


End 


396 






\J X 


none 


Score 


60 ' 








180. .221, 184. .219, 282. .356, 283. .396 


, 286. .396 






Seq. No. 


38568 


Seq. ID 


OJ000117_12. 


0207. 


C22 


Cprip Mo 


79340 


Strand 


+ 






Start 


628 


End 


6803 






Name 


OJ000117 12.0207.C22.ol.gs 


Method 


GENSCAN 






Start 


628 


End 


6782 






GI 


none 


Score 


.42 






TT 1 von ^ 


628.. 725, 2230.. 2288, 3466. 


.3583, 4409 


. .4589, 5262. 


.5659, 




6472. .6782 










Seq. No. 


38568 


Seq. ID 


OJ000117_12. 


0207. 


C22 


C^pnp Nn 


79340 


Strand 


+ 






Cfarf 


628 


End 


6803 






Name 


OJ000117 12.0207.C22.ol.np 


Method 


AAT/NAP 






Start 


5291 


End 


6803 






GI 


2583113 


Score 


616 . . 








•5291. .5659, 6487'. .-6803 










OX' UcoLI.l^' • 


(AC002387) unknown protein' 


[Arabidopsis thaliana] 






Seq. '"No v ■ " 


38568* ' ' ' - . - 


■ .Seq. I'D 


OJ0 00 U 7^.12*. 


0207'. 


C2'2" 


Gene No. 


79341 • "-- ' " :'*'.."' "' 


Strand 








Start 


1 


End 


106 






IN cUllc 


OJ000117 12.0207.C22.ol.gp 


Method 


AAT/GAP • 






Start 


1 


End 


106 






GI 


2869 1.R1084 


Score 


175 






Exons 


1. .106 










GI Descrip. 


, 5123926/emb|CAB45514.1| 1.0e-ll (AL079350) putative protein 




[Arabidopsis thaliana] 1 










Seq. No. 


38568 


Seq. ID 


OJ000117_12. 


0207. 


C22 


Gene No. 


79342 


Strand 









38263 



Start 


5402 








End 


6528 


Name 


OJ000117 12 


0207 


C22 ol 




Method 


TBLASTX: Cress 


Start 


5402 ~ 








End 


6528 


GI 


none 








Score 


269 


Rxons 


5402 5563. 


5416 


. .5562, 


5594 . 


.5626, 6469.-6528 


Seq. No. 


38568 








Seq. ID 


OJ000117_12.0207.C22 


Gene No. 


79342 








Strand 




Start 


5402 








End 


6528 


Name 


OJ000117 12 


0207.C22.ol. 


tm 


Mpt" hod 


TBLASTX • Nta i 7P 

j. ijuriu J- £\ • l ia x c 


Start 


5402 ~~ 








End 


5620 


GI 


none 








Score 


277 


Exon s 


5402 5620 


5416 


. .5616 








Seq. No. 


38568 








Seq. ID 


OJ000117_12.0207.C22 


Gene No. 


79342 








Strand 




Start 


5402 








End 


6528 


Name 


■ OJ0001 17 1 ? 


0207 


C22.ol. 




Method 


TBLASTX: Soybean 


Start 


54 02 _ 








End 


564 1 


GI 


none 








Score 


106 


Fvnnc 


5402 5476 


5489 


.5641, 


54 91. 


.5625 






' 38 S'69 ~ " ~ 








,Seq. ID. 


OJ000117. 12.020.7...C23. 


Gene No. 


79343 








Strand 


+ 


Start 


12 








End 


9553 


Name 


OJ000117 12 


0207 


C23.ol. 


gs 


Method 


GENSCAN 


Start 


12 _ 








End 


9267 


GI 


none 








Score 


. 6 


ill A UllO 


12 82 2326 


..2393, 3265 


. .4633, 6236. . 


6383, 6633.. 6905, 




7188 7484 


7566. 


. 7852, 


8104. 


.8293, 87 


89. .9267 


Seq. No. 


38569 








Seq. ID 


OJ000117_12.0207.C23 


Gene No . 


79343 








Strand 


+ 


Start 


12 








End 


9553 


Name 


OJ000117 12. 


0207. 


C23.ol. 


np 


Method 


AAT/NAP 


Start 


3369 








End 


9553 


GI 


5441889 








Score 


2530 


Exons 


3369. .3572, 


3618. 


.4179, 


4387. 


.4633, 6122.. 6439, 6560.. 6905, 




7062. .7484, 


7566. 


.7852, 


8020. 


.8293, 87 


89. . 9267, 9378. . 9553 



GI Descrip, 



(AP000367) Similar to SEC7 protein, Saccharomyces cerevisiae, 
PIR2.S49764; Contains Immunoglobulins and major 

histocompatibility complex proteins signature.- (AL022604) . [.Oryza 
sativa] / - 



Seq. No. ~~'7"3ff5'6*9" r - " Seq;' ID" 

Gene ' No. : ' "" 79343 ' ^ ! " '. '. ■". Strand 

Start' 12' ■ ' 'End" - 

Name OJ000117_12 . 0207 . C23 . ol . gp Method 

Start • 6129 End 
GI 62728_1.R1084 Score 

Exons 6129.. 6439, 6560.. 6780 

GI Descrip. ' 44 67126/emb | CAB37560 | 1.0e-18 (AL035538) guanine 

nucleotide-exchange protein-like [Arabidopsis thaliana] ' 



O"J0"0Uli7_i 2': 0'2 0T."C2"3 : 

+" ■ 

9553 " . 

AAT/GAP 
6780 
1033 



Seq. No. 
Gene No. 
Start 



38569 
79343 
12 



Seq. ID OJ000117_12.0207.C23 
Strand + 
End 9553 



38264 






M 3 7T1 d 
INdlltC 


d.tooo i 17 i 9 


0907 


P9 *3 r>9 


1- r 


Method 


TBLASTX: Cress 




O tax L. 


61 ~~ 








End 


8272 




PT 


none 








Score 


155 




Exons 


61 ^ ■ 64 77 


7 06S 
' uoj 


7119 

• • / X X , 


714 0 


.7487, 7262. .7480, 7563. .7658, 






7R6R 76?^, 


ft 06^ 


ft 979 










Corr NT 
OcCj> IN (-> • 


^fi R6Q 








Seq. ID, 


OJ000117_12.0207.C23 




Gene No. 


79343 








Strand 


+ 




Start 


12 








End 


9553 




Name 


pj.Tnnni 17 19 


0907 
■ u z, u / 


P9 "\ n4 


U O 


Method 


TBLASTX : Soybean 






667 R ~~ 

DD / J 








End 


7184 




\3 X 


none 








Score 


196 




Hi AtJI 1 0 


cctc; 6Q0 R 


6677 


67^Q 


6ft 97 


.6901, 7042. .7131, 7052. .7183, 






7flR^ 7 1 ft 4 


70 R^ 


7 1 ft 4 

■ . / X O 4 










Seq. No. 


38569 








Seq. ID 


OJ000117_12.0207.C23 




Gene No. 


79343 








Strand 


+ 






1 9 








End 


9553 




Name 


nmnm 1 1 i o 

UuUUUll / 1Z 


09 07 


poo ^ 9 


f- <-. 


Method 


TBLASTX: Soybean 




ot air t. 


710c: 

/ ID J 








End 


7631 




P T 


none 








Score 


375 


' - ■ - 


IT vAn c 

„. AUl lb 


710c 7 4 ft 7 


799Q 


7 4 7 4 


7 R 6^ 


„. 7 631 






Seq. No. 


38569 








Seq. ID 


OJ000117_12 . 0207 . C23 




Gene No. 


79343 








Strand 


+ 


f F: 


OLalL 


1 9 
x ^ 








End 


9553 




Name 


Pi TO 00 1 1 7 19 


0907 


. j . Oj . 


f- o 

lS 


Method 


TBLASTX : Soybean 


ri £ ' 


OLalL 


7 7 ft 7 
//Of 








End 


8212 


f 

_ _ji 


(IT 


none 








Score 


99 


iL Ls 


Exons 


7707 toco 


77ft ft 


7ft R^ 


ft 090 


.8211, 8021.. 8212 


\J 


oeq. ln o . 


O 0 O D ZP 








Seq. ID 


OJ000117 12.0207.C23 


f'l I 


ocllc LNU . 


/ .7 J *i »J 








Strand 




= 


Start 


12 








End 


9553 


f ^ 


Name 


OJ000117_12 


.0207. 


.C23.o2. 


gp 


Method 


AAT/GAP 




Cf a r-4- 


ft777 








End 


9180 




PT 
ol 


R7 9 1 71 

D I £ X /X 








Score 


745 




Exons 


ft 777 Q1 ftH 
















4 4 67 19 6 /pmh 


ICAB37560 | 1. 


Oe-18 


(AL035538) guanine 


f =i 






exchange protein-like [Arabidopsis thaliana] 




o c q . LN Q . . , 


O 0 D O .7 








Seq.. ID 


OJ000117_12. 0207 .C23 




belle 1NO . 


/ -7 O 4 O 








Strand - 






Start 


12 ' • 








End 


9553 




" Name ~ " '*."'" 


OJ000117_12 


:0207"; 


;c2"3Vbr: 


tc 


' Method 


: TBTjASTX": Cress ' 





Cfa r f 
OLclI L 


ft 7Q4 








End 


9553 ■*■-■ 




PT 


none 








Score 


'•234 ■■ - " ■ ^ " 




Exons 


ft 7 Q4 QQ9R 


8804 , 


, .8998, 


8807 . 


.8938, 88 


ill . .9020, 8817-. .8966, 






Q Pi 9 PI Q06T 


9024. 


, . 9257, 


9037. 


.9267, 9038.. 9268, 9110.. 9271, 






^ JO 4 . . _? .J J X , 


9384 . 


. . 9551, 


9386. 


. 9553 






Seq. No. 


38569 








Seq. ID 


OJ000117_12.0207.C23 




Gene No. 


79343 








Strand 


+ 




Start 


12 








End 


9553 




Name 


OJ000117 12 


.0207. 


C23.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


8972 








End . 


9553 




GI 


none 








Score 


38 



38265 



Exons 



8972. .8998, 8974. .8997, 8998. .9066, 9020. .9067, 9092. .9196, 
9100.. 9195, 9175.. 9267, 9175.. 9267, 9179.. 9268, 9197.. 9277, 
9198.. 9284, 9376.. 9543, 9384.. 9551, 9386.. 9553, 9386.. 9553 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Se.q... No.... 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



38570 Seq. ID 

79344 Strand 
1 J,- End 
OJ000117_ll'.0223.Cl.ol.np Method 
1 End 
2943742 Score 
1..62, 224. .529, 749. .1551 
(AB002266) XA1 [Oryza sativa] 

38570 Seq. ID 

79345 Strand 
4879 End 
OJ000117_11.0223.C1 .o3.np Method 
4879 End 
2943742 Score 



OJ000117_11.0223.C1 
+ 

1551 
AAT/NAP 
1551 
647 



OJ000117_11.0223.C1 
+ 



9861 
AAT/NAP 
9861 
2531 



4879. .5185, 5500. .5812, 5908. .7961, 8031. .8377, 9836. .9861 
(AB002266) XA1 [Oryza sativa] 



3.857.0. „ 

79346 
194 

OJ000117_11.0223.Cl.o2.np 
194 

6721512 

194. .227, 1729. .1784, 1826. 



_.S.eq. .I.D. 
Strand 
End 

Method 

End 

Score 



.OJ„000..11X_1 L. 0 2.2 3 , £1 

2113 
AAT/NAP 
2113 
205 



,1953, 1981. .2113 



(AP001072) hypothetical protein [Oryza sativa] 



7_11.0223.Cl.ol.gp 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000117 11. 0223. CI 



38570 
79347 
3706 

OJ000117 
3706 

57406_2.R1084 
3706.. 3944 

'6041757/gb|AC011806.1|AC011806 0.0e+00 Genomic Sequence For 
Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence' 



3944 
AAT/GAP 
3944 
375 



.Seq...' No-! 38570 .* ; ' . ■'■ : * Seq ; ID : 

Gene No. 79348 ' Strand 

Start ■'"" 9411"'". ■ r- ,-- ~ Ena 

Name " -OJ00'0117_l'l . 0223 . CI . o2 . ts " Method • 

Start ' '6287'' V End 1 " 

GI none Score 

Exons 6287..6S29, 6581.. 6757^ . 



OJ000ii-7_ll\0223.C"i 

97 66 " ' " r " ' 
TBLASTX: Soybean 
''6757 
14 9 



Seq. No. 38570 

Gene No. 79348 

Start 9411 

Name OJ000117_11 . 0223 . CI . ol . tm 

Start 6632 

GI none 
Exons 



Seq. ID OJ000117_11.0223.C1 
Strand 
End 

Method 
End 
Score 



9766 

TBLASTX: Maize 

7183 

262 



6632. .7054, 6751. .7041, 7139. .7183, 7141. .7182 



38266 



Seq. No. 


38570 




Seq. ID 


OJ000117 


JL1.0223 


.CI 


otJI It; IN (J. 


1 Q'iAQ 
/ -?j40 




Strand 








Q+- a v+- 


Q/l 1 1 




End 


9766 






Name 


\JO UUUXX/ XX 


Pi 9 9 "3 PI +- 0 
• U^Z J . LI . 01 . US 


Method 


TBLASTX : 


Soybean 






D / D X 




End 


7894 




pt 
o i 


none 




Score 


226 








£7 £ 1 7 n "3 Q 


£7£"} 7m9 7HC./1 


..7182, 7061. .7252, 


7796. .7894 


Seq. No. 


38570 




Seq. ID 


OJ000117 


_11.0223, 


.CI 




/ 3 J40 




O L. 1 dllU 










^3 fi X X 




End 


9766 






Name 


n too n 117 11 

UuUUUll / XX 




Method 


GENSCAN 








CM 1 1 ~ 




End 


9766 






GI 


none 




Score 


.81 






DAUIlO 


Q411 Q £9 fl 
3111 . . .7 OZ 0 , 












Seq. No. 


38571 




Seq. ID 


OJ000117 


JL1.0223. 


,C2 


Gene No. 


79349 




C 4- v — 1 »-i /-J 

otrana 


L 

t 








1 




End 


1481 






Name 


OJ000117 11 


.0223.C2.ol.np 


Method 


AAT/NAP 






oLdlt 


1 




End 


.1481 






PT 


294 3.7.4.2 , . . 




Score ... „ 


.163.0 ;. „. 






Exons 


1..246, 445 


. .14 81 " 










Kjjl uescrip. 


(AB002266) XA1 [Oryza sativaj 


1 








Seq. No. 


38571 




Seq. ID 


OJ000117 


_11.0223, 


,C2 


bene ino . 


79349 




Strand 


+ 






Of q v-+- 


1 




End 


1481 






Name 


OJ000117 11 


.0223.C2.ol.gs 


Method 


GENSCAN 






Cf a r-4- 
Ot clX 1_ 


179 




End 


1465 






PT 
0 X 


none 




Score 


.5 






Exons 


179. .316, 1143. .1465 










Seq. No. 


38571 




Seq. ID 


OJ000117 


_11.0223. 


,C2 


Gene No. 


79350 




Strand 


+ 






Start 


7458 




End 


7808 






Name 


OJ000117 11 


.0223.C2.o3.gs 


Method 


GENSCAN 






Start 


7458 




End 


7808 






GI 


none 




Score 


.51 






Exons 


7458. .7808 













Seq. No. - • 38571 - ' / '■- : _ - '■ ' . 7~Seq / 'ID 

Gene No. ■ ' 7 9351 ' " * Strand" 

Start "3827" r "~ " "'"'End 

Name ; OJ000117_11 . 02'23 . C2 . ol . gp' \. Method' 
Start' 3285 • . ' . -End ' " ' 

GI 14090_1.R1084 Score 
Exons 3285. .3391, 3540. .3704, 
GI Descrip. 



'OJOOOTl-7 11. 0223. C2 



'"634 9 
AAT/GAP.. 
4 351 . 
1098 



3782. .3851, 3916. .3997, 4084. .4351 
'4531444/gbiAAD22129.1|AC006224_ll 2.0e-47 (AC006224) putative 
protein kinase [Arabidopsis thaliana] 1 



Seq. No. 38571 Seq. ID 

Gene No. 79351 . Strand 

Start 3827 * End 

Name OJ000117_11 . 0223 . C2 . o2 . gp Method 

Start 3371 End 



OJ000117_11.0223.C2 

6349 

AAT/GAP 

4386 



38267 



r-> -r 


14090 1.R1084 


Score 


1034 




Exons 


3371. .3391, 3540. .3704, 3782 


..3851, 3916.. 3997, 


4084. .4386 


GI Descrip. 


f 4531444/gb|AAD22129.r|AC006224 11 2.0e-47 (AC006224) putative 




protein kinase [Arabidopsis 


thaliana] 1 






Seq. No. 


JOD /l 


Seq. ID 


OJ000117 


11.0223. C2 


Gene No. 


7 9351 


Strand 






Start 


*3 O O T 

3827 


End 


6349 




Name 


OJUUU11/ 1 1 . 0223 . C2 . Ol . t S 


Method 


TBLASTX: 


Soybean 


Start 


0 c c a 


End 


4512 




GI 


none 


Score 


44 




Exons 


3655. .3714, 3790. .3864, 3803 


..3862, 3912. .3962, 


3914 . . 3967 , 




4195. .4434, 4207. .4365, 4244 


..4438, 4417. .4512 




Seq. No. 


1 O C H 1 

385 /l 


Seq. ID 


OJ000117 


11.0223. C2 


Gene No. 


7 9351 


Strand 






Start 


"3 O O *7 

3827 


End 


6349 




Name 


OJ000117 11 . 0223 . C2 . ol . tm 


Method 


TBLASTX: 


Maize 


Start 


o t n r\ 

3790 


End 


4438 




GI 


none 


Score 


66. 




Exons 


3790. .3864, 3814. .3864, 3911 


. .3997, 3912.. 4016, 


3916. .3999, 


- • - ■ - 


. 4135...A371,„ 4J5Q-.„.4J3J,.,4151. 


,^.4 4 38,, 




— - . « 


Seq. No. 


• ■ - - ■ - : - - - ■ 

38571 


Seq. ID 


OJ000117 


1 1 . 0223 . C2 


Gene No. 


79351 


Strand 






Start 


3827 


End 


6349 




Name 


OJ000117 11 . 0223 . C2 . o2 . gs 


Method 


GENSCAN 




Start 


O O O 1 

3827 


End 


4948 




GI 


none 


Score 


. 94 




Exons 


382/. .Jyy/, 4U84..4by8, 4o48 


. .4948 






Seq. No. 


38571 


Seq. ID 


OJ000117 


_11.0223.C2 


Gene No. 


79351 


Strand 






btart 


3827 


End 


6349 




Name 


OJ000117 11.0223.C2.o2.np 


Method 


AAT/NAP 




Start 


3830 


End 


6349 




GI 


5903104 


Score 


126 




Exons 


3830. .3997, 4126. .4425, 6329 


. .6349 






GI Descrip. 


(AC008017) Highly similar to 


non intermediate filament IFA 




binding protein [Arabidopsis 


thaliana] 








gi|6598866|gb|AAF18720.1|AC010556 16 (AC010556) 


hypothetical 




protein . [Arabidopsis thaliana] 






Seq. No. 


38572 " " " ' •" v ' • 


'Seq'. ' ID' * 


O?J0 00117 


_ii:*0'22"3.C3 c 


Gene No . 


"7 9352' ' \ " " 


Strand ' 


+ ' '■ 




Start 


2125 : - . .. . . 


End ; 


.9605" 




Name . • 


OJ000117 11.0223.C3.ol.gs 


Method 


GENSCAN - 




Start 


2125 ; 


End 


7877 




GI 


none 


Score 


.56 




Exons 


2125.. 2770, 3314.. 3443, 4099 


..4334, 4488. .4565, 


5119. .5269, 




5352.. 6120, 6213.. 6511, 6604 


. .6667, 6848. .6871, 


7126. .7504, 




7759. .7877 








Seq. No. 


38572 


Seq. ID 


OJ000117 


_11.0223.C3 


Gene No. 


79352 


Strand 


+ 




Start 


2125 


End 


9605 




Name 


OJ000117 11.0223.C3.ol.np 


Method 


AAT/NAP 





38268 



Start 
GI 

Exons 

GI Descrip. 



2488 End 8856 

5441880 Score 1278 

2488. .3496, 3938. .3985, 4248. .4546, 5115. .5288, 5395. .5700, 
6219. .6519, 6618. .6836, 8805. .8856 

(AP000367) EST C28952 (C62945 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



38572 
7 9352 
2125 

OJ000117 

6661 

4680186 



Seq. ID OJ000117_11.0223.C3 



11.0223.C3.o2.np 



Strand 
End 

Method 

End 

Score 



+ 

9605 
AAT/NAP 
9605 
206 



6661. .6687, 8039. .8206, 8784. .8915, 9574. .9605 
(AF111709) unknown [Oryza sativa subsp. indica] 



Seq. No. 


38572 


Seq. ID 


OJ000117 


_11.0223.C3 


Gene No. 


79353 


Strand 


+ 




Start 


9960 


End 


10869 . 




Name 


OJ000117 11.0223.C3.o3.np 


Method 


AAT/NAP 




Start, 


. . 9.960 


.End 


1Q8 6 9. _ 




GI.. ' 


. , 6.069653. . ./.._ ; . „ ... _ 


Scor.e . . . 


.1238 . . 




Exons 


9960. .10167, 10202. . 10869 








GI Descrip. 


(AP000616) hypothetical protein [Oryza 


sativa] 




Seq. No. 


'38572 


Seq. ID 


OJ000117 


_11.0223.C3 


Gene No. 


79354 


Strand 






Start 


9164 


End 


10747 




Name 


OJ000117 11.0223.C3.ol.tm 


Method 


TBLASTX: 


Maize 


Start 


3057 


End 


3639 




GI 


none 


Score 


135 




Exons 


3057.. 3179, 3058.. 3210, 3210. 


.3497, 3211. .3513, 


3538. .3639, 



3561. .3587 



Seq. No. 38572 

Gene No. 79354 

Start 9164 

Name OJ000117_11 . 0223 . C3 . ol . 

Start 3348 

GI none 

Exons, - .. • -.334.8 .... 34 9.7:, 3349.. 3513, 

" *. "..y,:.;":. \"V .* 3550.\36f3?'; .357 2;. .'3658 : 

Seq; No. " "'38572 ; " ' 

Gene No. - 79354 ' ' .... ' - - 

Start " " '9164 

Name OJ000117_11 . 0223 . C3 . o2 . 

Start ■ 5434- 

GI none 

Exons 5434.. 5487, 5437.. 5490, 
5731. .5763, 7886. .7963 

Seq. No. 38572 

Gene No. 79354 

Start 9164 

Name OJ000117 11 . 0223 . C3 . o2 . 



Seq. ID OJ000117_11.0223.C3 
Strand 

End 10747 

tw Method TBLASTX : Wheat 

End 3735 

Score 193 
3349. .3498,.. 3546.. 3593,. 3547.. 3735, 



Seq." ID " OJ0a0ii7"__ir;022'3VC3 
Strand ' ... / .' . 

End. " 10747 " " - 

tw Method TBLASTX : Wheat 

End 7 963 

Score 92 
5496. .5624, 5497. .5625, 5659. .5694, 



Seq. ID OJ000117_11.0223.C3 
Strand 

End 10747 

gs Method GENSCAN 



38269 




Start 


9164 


End 


10/47 




GI 


none 


Score 






Exons 


9164. .9402, 9601. .9652, 10412. .10747 






Seq. No. 


38573 


Seq. ID 


OJ000117_11.0223. 


C4 


Gene No. 


79355 


Strand 






Start 


278 


End 


yo i 




Name 


OJ000117 11.0223.C4.ol.gs 


Method 






Start 


278 


End 


yoi 




GI 


none 


Score 


A O 




Exons 


278. .302, 887. .951 








Seq. No. 


38574 


Seq. ID 


f\ ta nni 1 i 11 noo*3 


lb 


Gene No. 


79356 


Strand 


+ 




Start 


1 


End 


686 




Name 


OJ000117 11.0223.C6.ol.np 


Method 


a a t /Map 




Start 


1 


End 


CQ C 
DO O 




GI 


6069653 


Score 


OCA 

350 




Exons 


1..116, 195. .686 








GI Descrip . 


(AP000616) hypothetical protein [Oryza 


sat iva } 




S.eq^, No ,„„.;_. 


_.38574_ „...:.. - 


_ Seq._I.D_;, 


J? JO 0 0 11 7^1 1 , .0 2 2 JL 


C6 


Ge;ne. No.,. ... 


. 7 9357 . . 


_ Strand.-.,. 






Start 


66 " 


End 


boZ 




Name 


OJ000117 11.0223.C6.ol.gs 


Method 


GENbCAN 




Start 


66 


End 


/TOO 

b6Z 




GI 


none 


Score 


(Z o 
. DO 




Exons 


66. .77, 248. .632 








Seq. No. 


38575 


Seq. ID 


/^\taaaii'7 11 nooo 
OJ0UU11 / ll.U^^J. 


C / 


Gene No. 


79358 


Strand 






Start 


1 


End 


267 




Name 


OJ000117 11.0223.C7.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


127 




GI 


569902 


Score 


254 




Exons 


1. .127 








GI Descrip. 


4531444/gb| AAD22129. 1 IAC006224 11 2 . Oe- 


-47 (AC006224) putative 




protein kinase [Arabidopsis 


thaliana] 






Seq. No. 


38575 


Seq. ID 


OJ000117_11.0223. 


C7 


Gene No. 


79358 


Strand 






-Start 


1 ,- -. • - ■ .... • • . 


End 


267 




'Name ~ [ 


. \OJ000117- 11.0223;C7.-or.tm 


• ; "Method / 


TBLASTX: Maize ^ 




Start " "** : 


' r - - " * '~ " • "■' " ■ 


""End 7 


'266' " : " ' : 




GI 


none ' ' 


"Score 


201 " " 




Exons 


1. .138, .2.'. 151,- .74. .139, 24 € 


5 /. 266- .1 






Seq. No. 


38575 


Seq. ID 


OJ000117_11.0223. 


C7 


Gene No. 


79358 


Strand 






Start 


1 


End 


267 




Name 


OJ000117 11.0223.C7.ol.np 


Method 


AAT/NAP 




Start 


1 


End ' 


267 




GI 


4531444 


Score 


158 




Exons 


1..136, 239. .267 








GI Descrip. 


(AC006224) putative amine oxidase [Arabidopsis thaliana] 




Seq. No. 


38576 


Seq. ID 


OJ000117_11.0223. 


C8 



38270 



Gene No. 


79359 


Strand 


+ 




Start 


1 


End 


1995 




Name 


ujuuuxx/ 1 1 . u^i j . L/O . oi . gp 


Method 


AAT/GAP 




Start 


i 
i 


End 


1995 




(jX 


O Q A "5 "7 A 1 
^ y 4 J / 4 X 


Score 


3270 




Exons 


l . . x y y d 








GI Descrip. 




(AB002266) XA1 [Oryza 


sat x va J 


beq. NO. 


JO J / <3 


Seq. ID 


OJ000117_11. 




Gene No. 


79359 


Strand 


+ 




Start 


1 


End 


1 QQC 

x y y d 




Name 




Method 


AAT/NAP 




Start 


X 


End 


1604 




GI 


z y 4 o / 4 ^ 


Score 


2161 




Exons 


X . . X bU h. 










\ rt.O \J \J <L £. \j \J j f\r\ -L Luiy i.a o a ' — l vaj 








Seq. No. 


38576 


Seq. ID 


OJ000117_11. 


0223. C8 


Gene No. 


79359 


Strand 


+ 




Start 


1 


End 


1995 




Name 


OJ000117 11.0223.C8.ol.gs 


Method 






S;tart . 


„ .322 . ; rw 


End 


1.607„™_._ 


„ 


G I. . . r . ...... , 


■none _ . .......... , : „. . ' 


Score..... 


. . 74 ... .. ....... 


• ■ ■ 


Exons 


" 322. .337, 493.. 616, 1127.. 1607 






Seq. No. 


38577 


Seq. ID 


OJ000117_11. 


fiOO'3 PQ 

uzz j . uy 


Gene No . 


79360 


Strand 


- 




Start 


1 


End 


2726 




Name 


OJ000117 11.0223.C9.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


839 




GI 


14090 1.R1084 


Score 


1237 




Exons 


1..202, 300. .450, 537. .839 








GI Descrip. 


•45314 4 4/gb|AAD22129. 1 |AC006224_11 2. 


Oe-47 (AC00622 


ft ) pUldt 




protein kinase [Arabidopsis thaliana] 






Seq. No. 


38577 


Seq. ID 


OJ000117_11. 


O 9 9 "3 CO 

\J o . uy 


Gene No . 


79360 


Strand' 






otarr 


1 


End 


2726 




Name 


OJ000117 11.0223.C9.ol.np 


Method 


AAT/NAP 




Start 


295 


End 


2726 




GI 


5903104 


Score 


333 




Exons. . 


. 295... 450,. 579. .1511,. 2640. .2726. . 






GI* Descrip*; 


. •jAC008pi7 ); High'iyf;simflaf "to; ' 


n o n 7 i n t e r me d f a t e; f i 1 ame n t ; ^ IF A ; 




-"' binding protein [Arabidopsis 


thaliana 








gi | 6598866 fgb IAAF18720. 1 |A'C010556_16 


(AC0 1055 6') "hypothetica 




protein ^[Arabidopsis thaliana] ' ■ 






Seq. No. 


38577 


Seq. ID 


OJ000117_li: 


0223. C9 


Gene No. 


79360 


Strand ■ 






Start 


1 ' 


End 


2726 




Name 


OJ000117 11.0223.C9.ol.gs 


Method 


GENSCAN 




Start 


300 


End 


1697 




G.I. 


none 


Score 


. 91 




Exons 


300. .450, 537. .1697 








Seq. No. 


38577 


Seq. ID 


OJ000117_11. 


0223. C9 


Gene No. 


79360 


Strand 







38271 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI • 

Exons 



Seq. Na. 
■ Gene No . 

Start " "' 
"Name" *"'" 

Start 
'GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000117_11.0223.C9.o2.gp 

1345 

3762772 

1345. .1767 



End 

Method 

End 

Score 



2726 
AAT/GAP 
1767 
729 



Seq. No. 38577 

Gene No. 79361 

Start 2851 

Name OJ000117_11 . 0223 . C9 . ol . ts 

Start 154 

GI none 

Exons 154. .207, 331. .420, 332. .415, 
1020. .1340, 1021. .1227, 1191. 

Seq. No. 38577 

Gene No. 79361 

Start 2851 

Name OJ000117_11 . 022 3 . C9 . ol . tm 

Start 299 

GI none 

Exons. _ „ 2 99.,. .„469,_3 3 1 ; ,. t ..4 5 0j_ 5 8 8 .. ,, 8 24,.. 

...... .939.... 1.14 2.,.. .1017.... 12.56, 1.02.1.... 



38577 
79361 
2851 

OJ000117_11.0223.C9.ol.tc 

714 

none 

714. .953, 784. .912 

38577 
79361 
2851 

OJ000117_11 . 0223 . C9 . o2 . tm , 

1257 . 

none 

1257.. 1301, 1258. .1293, 1293. 
1410. .1556, 1578. .1637, 1579. 

38577 . . . 

•7 9361 ; - " " v ' 

2§'5l" • ' - : " 
"O JO 0 0 1 1 7 _1 1 . 0 2 2 3 . C "9" o 2 . g s 
2851- • . . ' ... 
none 

2851.. 3291 

38578 
79362 ■ 
1738 

OJ000117_11. 0223. C10. ol.gp. 

1738 

none 

1738. .2227 



Seq. ID OJ000117_11.0223.C9 
Strand 

End 3291 

Method TBLASTX : Soybean 

End 1340 

Score 43 

648. .938, 660. .818, 697. .921, 
.1331 

Seq. ID OJ000117_11.0223.C9 
Strand 

End 3291 

Method TBLASTX : Maize 

End 1256 

Score 14 3 
...603,^. 94 7, _604 . *94 5, J37..6 94 7, 

123.3„,. .1203.. .1256. - „. . .. 

Seq. ID OJ000117_11. 0223.C9 
Strand 

End 3291 

Method TBLASTX : Cress 

End 953 

Score 101 



Seq. ID OJ000117_11. 0223.C9 
Strand 

End 3291 

Method TBLASTX: Maize 

End 1706 

Score 4 6 s 
.1364, 1294. .1365, 1410. .1496, 
.1635, 1665. .1706, 1666. .1698 

Seq.. ID. OJ000117_11.0223.C9 

-Strand".' - -■■ — - - ' •*-■■ 

End'"' " ^3291" * " 

Method " GENSCAN 
End • 32 91 ' '. 

Score . \ 98 



Seq. ID OJ000117_11. 0223. C10 

Strand + 

End 2227 

Method AAT/GAP 

End 2227 

Score 980 



38272 




Seq. No. 


38578 








Seq. ID 


OJ000117 


_11. 0223. C10 


Gene No. 


79363 








Strand 






O 4- -\ -k- -4- 

btart 


617 








End 


1 H C O 

1 /DO 




Name 


OJ000117 11 


.0223, 


.ClO.ol 


.gs 


Method 


/*"■ TP XT C* Z™ 1 7\ XT 

GENSCAN 




Start 


617 








End 


1 "ICO 

1 / DO 




GI 


none 








Score 


A C 

. 4 D 




Exons 


617. .667, 907. .1179, 1699. .1758 






Seq. No. 


38578 








Seq. ID 


OJ000117 


_11 . 0223 . C10 


Gene No . 


79364 








Strand 






Start 


2104 








End 


2293 




Name 


OJ000117_11 


.0223. 


.ClO.ol 


. tw 


Method 


TBLASTX: 


Wheat 


otart 


i q q n 








End 


2292 






none 








Score 


72 




Exons 


1880. . 1927, 


1916, 


. .1939, 


1944 . 


.2024, 1945. .2025, 


1945 . . 2025, 




1952. .2029, 


2096, 


. .2155, 


2098. 


.2154, 2099. .2161, 


2137 . . 2259, 




2158. .2259, 


2159, 


. .2260, 


2259. 


.2291, 2260. .2292 




Seq. No. 


38578 








Seq. ID 


OJ000117 


11 . 0223 . C10 


Gene No. 


79364 








Strand 






Start 


2104 








End 


2293 






^i)J00ail7..Al' 


.,Q2;23.. 


..CfcO^Ol,; 


? tm : _; 


. „Me jthgd 


;.^TBLAS,TX;^ 


Maize 


..Starts.. ; T _, ... 


... 1.9.4 9 ; ., ... :.. 








. End, . " 


. 2292 . J .1 


— — — 


GI 


none' 








Score 


44 




Exons 


1949. .1978, 


1950. 


, .1982, 


1998. 


.2024, 2101. .2145, 


2105 . . 2134 , 




2140. .2259, 


2143. 


, .2259, 


2259. 


.2291, 2260.. 2292 




Seq. No. 


38578 








Seq. ID 


OJ000117 


11 . 0223 . CIO 


Gene No. 


79364 








Strand 






Start 


2104 








End 


2293 




Name 


OJ000117 11 


.0223. 


ClO.ol. 


.np 


Method 


AAT/NAP 




Start 


2104 








End 


2293 




GI 


4531444 








Score 


146 




Exons 


2104. .2293 














GI Descrip. 


(AC006224) putative amine oxidase [Arabidopsis 


thaliana] 


Seq. No. 


38579 








Seq. ID 


OJ00.0117 


_11.0223.C11 


Gene No. 


79365 








Strand 


+ 




otart 


546 








End 


675 




Name 


OJ000117 11 


.0223. 


Cll.ol. 


.gp 


Method 


AAT/GAP 




Start 


546 








End 


675 




bl • . 


none. 








Score. . 


228 . 




Exons * " \ /_ " 


■ 54 6. .. 675;. • 












•i. ' - *. >■ ■ ■ 


SeqV No.. 


38579 








Seq. ID 


OJ000117 


_ll.'0223. r "Ci : l 


Gene No.- 


7.9366- 








Strand- 






Start 


' 748 








End' 


" 1068' " 




Name 


OJ000117 11 


.0223. 


Cll.o2. 


gp 


Method 


AAT/GAP 




Start 


748 








End 


1068 




GI 


none 








Score 


638 




Exons 


748. .1068 














Seq. No. 


38580 








Seq. ID 


OJ000117 


_11.0223.C12 


Gene No. 


79367 








Strand 






Start 


409 








End 


1522 




Name 


OJ000117 11 


.0223. 


C12.ol. 


gp 


Method 


AAT/GAP 




Start 


409 








End 


1303 





38273 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 

409. .764, 1087. .1303 

38580 
79367 
409 

OJ000117_11.0223.C12.ol.gs 

442 

none 

442. .527, 1083. .1309, 1393. 



Score 



1030 



Seq. ID OJ000117_11.0223.C12 
Strand 

End 1522 

Method GEN SCAN ■ 

End 1522 

Score .66 
1522 



38580 
79368 
4102 

OJ000117JL1. 0223.C12.ol.tm 

443 

none 



Seq. ID OJ000117_11.0223.C12 
Strand 

End 5457 

Method TBLASTX : Mai ze 

End 7 35 

Score 41 

443. .505, 500. .523, 522. .641, 526. .642, 526. .660, 666. .728, 
667. .735, 672. .728 



Seq. No. 
, G e ne v Np^,__ 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 

Name . . . 
Starf 

Gi *"* 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38580 Seq. ID OJ000117_11 . 0223 . C12 

_ 7 .9 3 68 „ _ r , S t r a nd _ . _ _ _ „ 

. il,02...:_/ ._■„.... J, End ... ,5457. ' - ^ 

OJ000117_11.0223.C12.o2.gs Method GENSCAN 

4102 ■ End 5457. 

none Score .66 

4102. .4238, 4597. .4757, 5447. .5457 



38581 
79369 
116 

OJ000117_11.0223.C13.ol.gp 
116 

60242 1.R1084 



Seq. ID OJ000117_11.0223.C13 
Strand 

End 2186 

Method AAT/GAP 

End 1788 

Score 1259 



116. .474, 1129. .1334, 1673. .1788 

1 2191173 6.0e-34 (AF007270) contains similarity to DNA 
polymerase III, alpha chain (SP: P4727J7) [Arabidopsis thaliana] 1 



38581 
79369 
116 

OJ00011.7_11 . 0223 ..C13 . ol . np 

263' " • * ' " - 

2191173 " ' 

2 6~3. .474',' 11*2 3". '."133 4; 167 3. 



Seq. ID OJ000117_11.0223.C13 
Strand 

End 2186 

. Method AAT/NAP . 

V End .; " 1902 \ ;~ ./.'-;"/... 

"Score" ' " 374 " '*" ~ " : " 

1902" * ~'~ 



(AF007270)- contains similarity to DNA polymerase III, alpha' 
chain*.' (SP:P4727-7j [Arabidopsis thaliana]".. .»-"" 



38581 
79369 
116 

OJ000117_11 .0223.C13.ol.gs 

278 

none 



Seq. ID OJ000117_11.0223.C13 
Strand 

End 2186 

Method GENSCAN 

End 2052 

Score .85 



278. .474, 1129. .1334, 1673. .2052 



Seq. No. 



38581 



Seq. ID OJ000117 11.0223.C13 



38274 




Gene No. 


79369 


Strand 




Start 


116 


End 


2186 


Name 


UJUUU11 / 11 . U^ZJ ,L1 j.Ol . Lid 


Method 


ibLAb 1 a : Maize 


C+- =» r-+- 






lb / b 


C T 


none 


Score 


1 1 o 


Exons 


4?D. .40// 11UD. . lOOU/ 11U/.. 


1 "3 T7 1 cto 
1 t lo/Z 


m n i ion i Qic 
. . 1 / 1U , l/zU..lo/0, 




1 "7 "3 Q 1 Q "7 C 
1 /J3. .10 / O 






beq. wo. 


"5 Q c: Q 1 
JO Jul 


beg. iu 


UJUUU11 / 11 . UZZj . Llo 


Gene No. 


79369 


Strand 




Start 


116 


End 


2186 


Name 


uu uuuii / ii . j . Li j . oz . gp 


Method 


AAT/GAP 


btart 


Iozj 


End 


2186 


H T 
bl 


/ 1 / J J 1 . KlUo 4 


Score 


527 


Exons 


iozj. .zuyo, zijj . . ziob 






C* T 1^ o f v* n r^i 

ul UcSCiip . 


jUj /1ZU J. Uc JJ ^iiC UZ Jl J? j 


starch synthase DULL1 [Zea mays] ' 


beq. no. 


38582 


Seq. ID 


OJ000117_11.0223.C14 


Gene No. 


79370 


Strand 


+ 


Start 


253 


End 


2365 


Name 


OJ000117 il.0223.C14.ol.gs 


Method 


GENSCAN 


_ bra rt w > „ ^ 


_2 5 3 ; 


_End ^ 


2,365 ■_„_■ ; 


_.bl._ , . . . . 


.. none . . _ " 


Score . . 


■...54 ' ... 


Exons 


253. .312, 478. .499, '611. . 683, 762. .878 


, 1496. .1637, 20'27. .2099, 




2305. .2365 






beq. NO. 


38582 


Seq. ID 


OJ000117_11.0223.C14 


Gene No . 


79371 


Strand 


+ 


Of -i yf 

bear u 


5172 


End 


14967 


Name 


OJ000117 11.0223.C14.o2.gs 


Method 


GENSCAN 


Start 


5172 


End 


13954 




none 


Score 


.46 


Exons 


5172. .5311, 7058. .7124, 7399 


..7468, 7S67..7667, 8023. .8163, 




8885... 9004, 9163.. 9269, 9452 


..9601, 9936. .10115, 11112 .. 11178 , 




112 66. .11328, 11885. .12001, 


12091. .12207, 13249. .13359, 




13649. .13742, 13836. .13954 






Cart M ^\ 

beq . NO . 


38582 


Seq. ID 


OJ000117_11.0223.C14 ' 


Gene No . 


79371 


Strand 


+ 


b car t 


5172 


End 


14967 


Name 


OJ000117 11.0223.C14 .ol.np 


Method 


AAT/NAP 


Start 


5175 ..... 


. End 


8214 - 


PT 

ul .. ... 


1773330 '-' 


Score ' 


1229 • *• - * ■ 


Exons 


' 5' 1 7 5 ' . : 5 3 1 1 , 6 2 8 4 . 6 .4 0 8 , " " 6 4 9 9 


.'.'6545, '6646. .6723; '6816. . '694 0, 




7058.. 7124, .7209.'. 7271, '7399 


.■.7-4'68, "7567. .7667", : 7 8237 .'7 927," ' 




8023. .8214 






... . . ; . . . 
GI Descrip. 


(U80071) glycolate oxidase [Mesembryanthemum crystallinum] 


Con 1 Nfn 


38582 


Seq. ID 


OJ000117_11.0223.C14 


Gene No. 


79371 


Strand 


+ 


Start 


5172 


End 


14967 


Name 


OJ000117 11.0223.C14.ol.gp 


Method 


AAT/GAP 


Start 


6372 


End 


7287 


GI 


LIB3433-023-P1-K1-H7 


Score 


653 


Exons 


6372. .6408, 6499. .6545, 6646 


..6723, 6816. .6940, 7058. .7124, 



7209. .7287 

GI Descrip. ' 228 4 03/prf | | 180351 6A 2.0e-59 glycolate oxidase [Lens 



38275 



culinaris] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38582 Seq. ID OJ0001 17_1 1 . 0223 . C14 

79371 Strand + 

5172 End 14967 

OJ000117_11. 0223. CI 4 .o2.np Method AAT/NAP 

9976 End 12313 

4481936 Score 299 

9976. .10115, 10325. .10449, .10537 10583, 10664 .. 1074 1 , 

10827. . 10968, 11231 11328, 11474 .. 1154 3, 1 1631 .. 11731 , 

11897. .12001, 12091.. 12313 

(AL035640) putative glycolate oxidase [ Streptomyces coelicolor] 



38582 
79371 
5172 

OJ000117_11. 0223.C14 .o3.np 

10679 

2501812 

1067 9. .10741, 10827. .10951, 



Seq. ■ ID OJ000117_11.0223.C14 

Strand + 

End 14967 

Method AAT/NAP 

End 12273 

Score 7.06 



11112. .11178, 11266. 



11474 .. 11543, 11631. .11731, 11897 12001, 12091. 



11328,. 
12273 



_GI_:Pesj?xiii^-™(^ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38582 Seq. ID 

79371 Strand 

5172 End 

OJ000117_11.0223.C14.o3.gp Method 

13293 End 

327 1.R1084 Score 



OJ000117__11.0223.C14 
+ 

14967 
AAT/GAP 
13945 
470 



13293. .13359, 1364 9 .. 13742 , 13836. .13945 

'6094345/spl 004433 |SR14_0RYSA 4.0e-47 SIGNAL RECOGNITION 
PARTICLE 14 KD PROTEIN (SRP14) >gi_2208 962_emb_CAA7 1204_ 
(Y10118) signal recognition particle subunit 14 [Oryza sativa] ' 



38582 Seq. ID 

79371 Strand- 

5172 ' End 

OJ000117_11 . 0223 . C14 . o4 . np Method 

13646 End 

6094345 Score 



OJ000117_11.0223.C14 
+ 

14967 
AAT/NAP 
14967 
297 



1364 6. .13742, 13836. .14008, 14 932. .14 967 

SIGNAL RECOGNITION PARTICLE 14 KD PROTEIN (SRP14) 

gi r2208962'|embi.CAA712p4j ; (Y10118) ' signal 'recognition p'arHcie 

"subunit 14 [Oryza" sativa] ' * " *■ 



38582- Seq. ■ ID 

79372' '" * Strand 

12134 End 
OJ000117_11 . 0223 . CI 4 . ol . tm Method 
5172 End 
none Score 

5172. .5312, 5183. .5311, 5260. .5313, 6284 

6500. .6550, 6642. .6728, 6645. .6725, 6646 



OJ000117 11.0223,C14 



12571 

TBLASTX: Maize 
12261 
227 

6409, 6285. 
6729, 6812. 



5312, 5183. .5311, 5260. 

6550, 6642. .6728, 6645. 

6816. .6941, 6817. .6945, 6820. 

7055. .7123, 7056. .7124, 7060. 

7207. .7272, 7396. .7473, 7396. 

7567. .7668, 7568. .7669, 7569. .7670, 7598. .7669, 7820. .7930, 



,6942, 7054. .7122, 7055. 
.7125, 7206. .7268, 7206. 
.7470, 7398. .7472, 7566. 



.6410, 
.6943, 
.7123, 
.7268, 
.7667, 



38276 



7822. .7926, 7850. .7930, 8023. .8172, 8023. .8142, 9976. .10116, 
9976.. 10116, 10320. . 10451, 10320 .. 104 51 , 10538 10588 , 
10663. .10743, 10664 1074 4 , 10827 .. 10952, 10829 .. 10954 , 
10952, 10832. .10954, 11110 .. 11178, 11111 .. 11170, 
11337, 11256. . 11339, 11257 .. 11328, 11471 .. 1154 5, 
11545, 11473. . 11547, 11 626 .. 11733, 11633 .. 11734 , 
12,004, 11896. .12000, 12091 .. 12261, 



10830 
11254 
11471 
11783 
12091 



,11818, 11894, 
,12258 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38582 
79372 
12134 

OJ000117_11. 

5181 

none 

5181. .5312, 
6639. .6728, 
7037. .7120, 
7213. .7272, 



7598. 
'9987. 



,7669, 
,10115, 



10544 . . 10582 
i0820: ..1095.4 
11471. ;il545 
11894. .11977 



Seq. ID OJ000117 
Strand 

End 12571 
0223.C14 .ol.tc Method TBLASTX 
End 11977 
Score 200 
5181. .5300, 5183. .5311, 6285. .6410, 
6645. .6731, 6646. .6729, 6812. .6943, 
7056. .7124, 7056. .7130, 7206. .7268, 
7396. .7485, 7398. .7472, 7566. .7670, 
7820.. 7903, 7822.. 7899, 9985.. 10116 
10320. .10451, 10326. .10445, 10358. 
^1^63^.^ 

, -i08.2.7. ..10952,. .1.11 0.1,.. 11178.,- 11257 
, 11471. .11542, 11626. .11733, 11630 
, 11896. .11973 



11.0223.C14 



Cress 



6287. . 6409, 
6816. . 6941, 
7206. .7253, 
7569. .7667, 
9985. .10098, 

.10450, 

.■.10-744-,. 

, . 11337, \. 

.'.11734, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38582 
79372 
12134 

OJ000117_11. 

5181 

none 

5181. .5312, 
6470. . 6544, 
6815. . 6943, 
7056. .7130, 
7551. .7670, 
8022. .8180, 
9992. .10117, 
10663. .10743 
10829. .10960 
.11471. .11545 
: il896; .12000 



Seq. ID OJ000117_11.0223.C14 
Strand 

End 12571 
0223 . C14 . ol . ts Method TBLASTX : Soybean 
End 12270 
Score 205 
5183. .5311, 5232. .5312, 6284. .6409, 6285. .6410, 
6645. .6728, 6645. .6731, 6646. .6729, 6813.. 6938, 
6816. .6941, 6818. .6949, 7055. .7123, 7056. .7124, 
7057.. 7131, 7206.. 7268, 7396.. 7485, 7398.. 7472, 
7551. .7640, 7598. .7669, 7820. .7930, 7822. .7926, . 
8023. .8172, 9985. .10116, 9985. .10116, 9986. .10117, 
10320. .10451, 10358. .10450, 10538 .. 10576, 
10664. . 10744, 10824 .. 1094 9, 10827 .. 10952 , 
10829. . 10954, 11101 .. 11 178 , 11257 .. 11328 , 
11626. . 11733, 11633. .11734, 118 94 .. 12004 , . 
12090: .12248, 12091 12270, ; 12091.". 1224 9 "■■ 



Seq. No7 ' 38582 " ■ 

Gene No. " 7 9372 

'Start" " " 12134 " 

Name OJ000117JL1 . 0223\ C14 . o3 . tc 

Start . 7904 
GI none 
Exons 



"Seq. ID OJ000117_lT.0223.C14' 
Strand 

End - 12571 - 

Method ■ TBLASTX: Cress 

End 12276- 

Score 40 



7904. .7930, 8022. .8195, 8023. .8172, 11978 .. 12004 , 12090 .. 12275 , 
12091. .12276 



Seq. No. 38582 

Gene No. 79372 

Start 12134 

Name OJ000117_11 . 0223 . C14 . o2 . gp 



Seq. ID OJ000117_11.0223.C14 
Strand 

End 12571 

Method AAT/GAP 



38277 



Start 12134 End 12571 

GI 51286_1.R1084 Score 806 

Exons 12134. .12571 

GI Descrip. ' 5670155/gb | AF161269 . 1 | AF1612 69 4.0e-69 Oryza sativa subsp. 
japonica BAC clone 34K24, complete sequence 1 





beq.. No. 


Jooo2 


Seq. ID 


OJ000117__11.0223.C14 




Gene No. 


/ y j / 3 


Strand 






Start 


1 "3 C H O 

i 3d i y 


End 


13963 




Name 


OJ000117 11.0223.C14.o2.tc 


Method 


TBLASTX: Cress 




Start 


13579 


End 


13948 




GI 


none 


Score 


130 




Exons 


13579 .. 13/31 , 13595 .. 1374 1 , 


13835. .13948, 13879.. 13947 




Seq. No. 


o o c o o 

3d 5o2 


Seq. ID 


OJ000117_11.0223.C14 




Gene No . 


*7 n *D H "3 

/ 93 /3 


Strand 






Start 


1 o c t n 

13579 


End 


13963 




Name 


OJ UUU 1 1 / 11 . 0223 . C14 . oz . tm 


Method 


TBLASTX: Maize 




Start 


13647 


End 


13963 




GI 


none 


Score 


150 




Exons 


1 3o4 / . . 13 / 42 , 1 3o4 9 . . 1 3 / 4 1 , 


13650. . 13754, 13835 .'. 13963, 




—i- V— 


_ 1 3 oj.4^ ,._1 3 94, 5 v^JL^ qo 2„ ?mJ J. ,3J?JL 








. Seq. No. 


o o c o o 

3o5o2 


Seq. ID 


OJ000117_11.0223.C14 


*H 


Gene No. 


79373 


Strand 






Start 


13579 


End 


13963 


f ! \ 


Name 


OJUUU11 / 1 1 . 0223 . C14 . o2 . t S 


Method 


TBLASTX: Soybean 




Start 


13648 


End 


13948 


f =| 


bl 


none 


Score 


67 




Exons 


13648. .13731, 13648 . . 13740 , 


13649. .13741, 13835 1394 8 , 


si 




13837. .13947 






i y> 


Seq. No. 


38583 


Seq. ID 


OJ000117_11.0223.C15 


E 


Gene No . 


79374 


Strand 


+ 


fl 
" ™* 


Start 


1 


End 


116 




Name 


OJ000117 11.0223.C15.ol.gp 


Method 


AAT/GAP 


pes 


Start 


1 


End 


116. 




GI 


327 1.R1084 


Score 


225 


ii 


Exons 


1. .116 








GI Descrip. 


'6094345/sp|O04433|SR14 ORYSA 4.0e-47 


SIGNAL RECOGNITION 






PARTICLE 14 KD PROTEIN (SRP14) >gi 2208962 emb CAA71204 






(Y10118) signal recognition 


.particle subunit 14 [Oryza sativa^ 




Seq. No. 


38584 - 


- ■ Seq. ID 


OJ000117_11.0223.C16 




Gene No . , . 


• 7 9375" ' 


Strand" 


+ • * ' -- ---- • 




Start * 


1 . 


'-End 


. 351 . . .' ' "- 




Name 


OJ000117 11.0223.'C16.ol.np 


Method 


AAT/NAP ' 




Start 


1 


End 


351 




GI 


4531444 


Score 


186 




Exons 


1..109, 230. .351 








GI Descrip. 


(AC006224) putative amine oxidase [Arabidopsis thaliana] 




Seq. No. 


38584 


Seq. ID 


OJ000117_11.0223.C16 




Gene No. 


79375 


Strand 


+ 




Start 


1 


End 


351 




Name 


OJ000117 11.0223.C16.ol.tm 


Method 


TBLASTX: Maize 




Start 


1 


End 


322 



38278 



GI none Score 127 

Exons 1..111, 1..51, 3. .140, 5. .115, 211. .321, 221. .322, 224. .322 

Seq. No. 38584 Seq. ID OJ000117_11 . 0223 . C16 

Gene No. 79375 Strand + 

Start 1 End 351 

Name OJ000117_11 . 0223 . C16 . ol . gp Method AAT/GAP 

Start- 8 End 351 

GI uC-osflcyp039h01bl Score 310 

Exons 8.. 109, 230.. 351 

GI Descrip. ' 4531444/gb | AAD22129 . 1 | AC006224_11 2.0e-19 (AC006224) putative 
protein kinase [Arabidopsis thaliana] ' 

Seq. No. 38584 Seq. ID OJ000117_11 . 0223 . CI 6 

Gene No. 79375 Strand + 

Start 1 End 351 

Name OJ000117_11 . 0223 . C16 . ol . ts Method TBLASTX : Soybean 

Start 34 End 321 

GI none Score 55 

Exons 34.. Ill, 214.. 321, 221,. 319 

,.Seq.^No^__ J 38584 . ._„ w „._Seq._ID 0 JO 00 117_11 . 0 22 3 . C 1 6 

.Ge.neWo.. 7.*."" .79375 . . .... >■ Strand .. + . ' .. . . . _ 

Start '1 End '351 

Name. OJ000117_11 . 0223 . C16 . ol . gs Method GEN SCAN 

Start 58 End 318 

GI none Score .96 

Exons 58.. 109, 230.. 318 

Seq. No. 38585 Seq. ID OJ000117_11 . 0223 . C17 

Gene No. 79376 Strand 

Start 98 End 202 

Name OJ000117_11 . 0223 . C17 . ol . gs Method GENSCAN 

Start 98 End 202 

GI none Score .5 

Exons 98.. 202 

Seq. No. 38586 - Seq. ID OJ0001 17_1 1 . 0223 . C18 

Gene No. 79377 Strand 

Start 1 End 1779 

Name OJ0001 17JL1 . 0223 . C18 . ol . gp Method AAT/GAP 

Start . . • 1 : - - End - • 1779 

GI " . ./ "2943741-/:;' .'. :Score" 3506 ' _ . . "[ . 

Exons 1. .1779 .......... 

GI "Descrip:' *" 2 9437 4'2/db" j"| BAA25068 | 0. 0e+0'0""(AB0"0226"6) XAl^TOryza' sati'vaT 



Seq. No. ' 38586 V" Seq. ID OJ000117_11 . 0223. C18 

Gene No. 79377 Strand 

Start 1 ■ End 1779 

Name OJ000117_11 . 0223 . C18 . ol . np Method AAT/NAP 

Start 1 End 1779 

GI 2943742 Score 3014 

Exons 1. .1779 

GI Descrip. (AB002266) XA1 [Oryza sativa] 

Seq. No. 38586 Seq. ID OJ000 117_11 . 0223 . C18 

Gene No. 79377 Strand 



38279 



Start 
Name 
Start 
GI 

Exons 



OJ000117_11.0223.C18.ol .ts 

625 

none 



End 1779 

Method TBLASTX : Soybean 

End 1779 

Score 40 



625. .729, 1282. .1422, 1292. .1396, 1504. .1779, 1511. .1582, 
1625. .1762 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons.,, 

_GI. Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38586 
79377 
1 

OJ000117_11.0223.C18.ol.tm 

1351 

none 



Seq. ID OJ000117_11.0223.G18 
Strand 

End 1779 

Method TBLASTX : Mai ze 

End 1779 

Score 59 



1351. .1464, 1489. .1779, 1490. .1633 



38587 
79378 
1 

OJ000117_ll.0223.C19.ol.gp 
1 

2943741 



Seq. ID OJ000117__11.0223.C19 
Strand 

End 3674 

Method AAT/GAP 

End 2079 

Score 2416 



_ J;w-.5Jia,_Ll^ • - 

2'94 37.4 2/.dbj^ XL. 6.e+Gfl„ (AB.0022 66.) . XA1 .[Qryza sa.tiyaj. 



38587 
79378 
1 

OJ000117_11.0223.C19.ol.np 
1 

2943742 

1..509, 1160. .1469, 1575. .1881 
(AB002266) XA1 [Oryza sativa] 

38587 
79378 
1 

OJ000117_11.0223.C19.ol.gs 
98 

none 



Seq. ID OJ000117_11.0223.C19 
Strand 

End 3674 

Method AAT/NAP 

End 1881 

Score 1865 



Seq. ID OJ000117_11.0223.C19 
Strand 

End 3674 

Method GENSCAN 

End 3674 

Score . 76 



98. .566, 1160. .1469, 1575. .1930, 2017. .2165, 2409. .2622, 
2705.. 2821, 3367.. 3392, 3569.. 3674 



Seq;. ' No;. - 38588' 

Gene No. ' 79379 

Start 670 " ' '"..'/ ' - " '• 

Name 0 J000117_L1'.-0223 . C20 . ol . gs 

Start ' 670 . . 

GI none 

Exons 670. .776, 1191. .1356 . 

Seq. No. 38589 

Gene No. 79380 

Start 786 

Name ' OJ000117_11 . 0223 . C21 . ol . gp 

Start 786 

GI 3683_1.R1084 

Exons 786.. 939 



Seq. ID- OJ000117_11.0223.C20. 
Strand 

End-. ' " T356 " ' " ' ' ' 

Method ' GENSCAN ' 
End ■ ' 1356 " ■ " • ' - 

Score .47 



Seq. ID OJ000117_11.0223.C21 

Strand + . 

End 939 

Method AAT/GAP 

End 939 

Score 190 



38280 




GI Descrip. 1 5734616/dbj I AP000391 . 1 | AP000391 2.0e-45 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 1 



beq. no. 




beq. ID 


UJUUUII f*. 


ii n o o "5 
1 1 . Uzz J 


poo 


Gene No. 


/ yjo i 


Strand 


+ 






otart 


l 


ZjVLQ. 


/Of 






Name 


ujuuuii/ i i . uzzo . uzz . oi . np 


Method 


7\ 7\ m / Kl 7\ D 






Pi. _ -v-4- 

btart 


i 


hina 


1 b / 








z y 4 o / 4 z 


Score 


one 

O U 0 






Exons 


1 . . / 0 / 










GI Descrip. 


(AB002266) XA1 [Oryza sativa] 










o e q . in o . 


JO 331 






1 1 09 9 "3 
-L X . U Z Z J 


. L/Z J 


Gene No . 


/ y jo z 


o trana 


+ 






Start 


1 


hna 


ZZOU 






Name 


ujuuuii/ i i . uzz j . lzj . oi . np 


Method 


7\ 7\ T 1 /MA D 






Start 


1 
1 


hna 


ZZ OU 








z y 4 o / 4 z 


Score 


i y do 






Exons 


1..33, 254. .424, 629. .2250 










GI Descrip. 


(AB002266) XA1 [Oryza sativa] 










: „ Seq^ ,Np^ 




_Seq,._JTD^„ 


a.ta n n 1 1 i 

,„QbLvUQ-iJi-/^ 


11 n o o *d 

^lJ^.JJz^o, 


^Cz.3 


Gene_Nb„.. ... 


i n o o o 


Strand .. 




-. - • ~ 1 




Start 


O ~i o o 


End 


1 A D O "7 

1U Jo / 






Name 


Ainnrn 1 1 ii nooo 

ujuuuii/ ii.u^zj.L^o.oj.gs 


Method v - 


bhjNbLAN 






Start 


QQOO 

OJZO 


Lna 


i n *3 o n 
1U Jo / 






GI 


none 


Score 


.82 






Exons 


8328. .8707, 9462. .9651, 9716. 


.10387 








beq. No. 


38591 


Seq. ID 


OJ000117_ 


ii nooQ 
1 1 . Uzz J 


POT 

. Cz J 


Gene No. 


79384 


Strand 


+ 






Start 


13502 


End 


16142 






Name 


OJ000117 11.0223.C23.o5.gs 


Method 


GENSCAN 






Start 


13502 


End 


16013 






GI 


none 


Score 


.85 






Exons 


13502. .13562, 13963. . 14184, 14469 .. 14 634 , 14727. 


i >i o a n 
. 14 bUO , 






14879. .15179, 15277. .16013 










beq. No., 


38591 


Seq. ID 


OJ000117_ 


11 A O O *D 

1 1 . UZZ J 


. Cz J 


Gene No . 


79384 


Strand 


+ 






Start 


13502 


End 


16142 






Name 


. OJ000117 11:0223. C23.o3.np . 


Method 


AAT/NAP 






Start 


14498 ■ • 


. End • - 


16142 


■ 




GI 


2943742 


Score 


870 






Exons 


;14498 . . 148117"14870. . 15179, "15298. .'15827, 1585'o\ 


1 /"I jl'O ' " 

. lol4z 




GI Descrip. 


(AB'002266) XA1 [Oryza sativa] 










Seq. No. 


38591 


Seq. ID 


OJ000117_ 


11.0223 


.C23 


Gene No. 


79385 


Strand 








Start 


693 


End 


2395 






Name 


OJ000117 11.0223.C23.ol.gp 


Method 


AAT/GAP 






Start 


693 


End 


2395 






GI 


2943741 


Score 


2418 






Exons 


693. .2395 










GI Descrip. 


2943742/dbj IBAA25068 | 0.0e+00 


(AB002266) XA1 [Oryza sativa] 


Seq. No. 


38591 


Seq. ID 


OJ000117_ 


11.0223 


.C23 



38281 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



79386 Strand 
3472 End 8134 

OJ000117_11 . 0223 . C23 . o2 . gp Method AAT/GAP 
3039 End 6397 

14090_1.R1084 Score 1723 

3039,. 3530, 3628.. 3720, 4621. -.4678, 6095.. 6397 

f 4531444/gb|AAD22129.1|AC006224_ll 2.0e-47 (AC006224) putative 
protein kinase [Arabidopsis thaliana] 1 

38591 Seq. ID OJ000117__11 . 0223 . C23 

7 938 6 Strand - & 

3472 End 8134 

OJ000117__11 . 0223 . C23 . o2 . gs Method GENSCAN 
3472 End 8134 

none Score . 52 

3472. .3530, 3628. .3720, 3867. .3931, 4089. .4169, 
6095. .6491, 6503. .7034, 7932. .8045, 8068. .8134 



4629. .4678, 



Seq. No. 
Gene No. 
Start - 

_Name, : ;L,J. r .„^_ 
. Starts . 
GI" 

Exons 

GI Descrip. 



38591 Seq. ID OJ000117_11 . 0223 . C23 

79386 Strand 

3472 End 8134 

O JO 00 1 17__1 3U 0 2 23 J22 ,3_jo 2__.,np„_- Me t hod_, ^AAjy,NAP i , 

. 3623. „ . ; End ..;;„. _68.8.8 T _ . 

5903104 ' Score ' 286 

3623.. 3736, 6095.':'6888 

(AC008017) Highly similar to non intermediate filament I FA 
binding protein [Arabidopsis thaliana] 

gi|6598866|gb|AAF18720.1|AC010556_16 (AC010556) hypothetical 
protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38591 
79387 
10670 

OJ000117__11.0223.C23.ol.ts 
3482 
none 

3482..3S35, 3659. .3724, 3660. .3722, 6206. .6496, 6218 
6339.-6479, 6577.-6897, 6578. .6784, 6610. .6879 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000117 11.0223.C23 



12304 

TBLASTX: Soybean 
6897 
43 



6376, 



Seq. No. 
Gene No. 
Start 
Name ' " 
Start' 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38591 
79387 

10670 ... 

O JO 001 1"7_1 1 . "0223 . C23 . ol . tm 
3627 ' 
none : 

3627-. '.3650.,.. '3652 . .3726, '3659. 
614 6;. 6382/ 6161. . 6505, '6183. 
6535.. 6813, 6536.. 6790, 6538. 

38591 
79387 
10670 

OJ000117_11.0223.C23.o4 . gs 

10670 

none 



Seq. ID 
Strand 
End 

Method 

End *.* '"' 
Score' 



OJ000117 11.0223.C23 



12304, 

TBLASTX: Maize 
6813 
82" : 
3724-, 4 608 . .4703/ ..4-613. 
6509, 6333.'. '6503, "'6434 . 
6813 



,4678, 
, 6505, 



Seq. ID OJ000117__11.0223.C23 



Strand 
End 

Method 

End 

Score 



12304 
GENSCAN 
12304 
.77' 



10670. .11073, 11741. .11929, 11951 .. 12061 , 12079. .12304 



38282 



Seq. No. 


38592 




Seq. ID 


Gene No. 


79388 




Strand 




«j u 




Fnd 


Name 


n.Tnnni 1 7 11 D99^ coa. ni 


. gs 














none 




Score 


Exons 


ZOO. . J J4 








TO C QO 

JO J i/Z 






Gene No. 


79388 




Strand 


Start 


256 




End 


Name 


OJOflOl 1 7 11 Ci??^ C?4 ol 

\J U U U U 1 1 / 1 1 ■ J • 1 * W J. 


,np 


Method 




"377 _ 




End 


>a J. 


DUU Ojj3 




Score 


Exons 


-37 7 A £n 






Ul C O -L -L ^-J • 




protein [Oryza 


Seq. No. 


38593 




Seq/ ID 


Gene No. 


79389 




C +- > , r~> /-J 

otrana 


Of- a v-f 


482 




End 


Name 


OJ000117 11.0223.C27.ol 


.gs 


Method 




-482__ . - ■; . 




_;_End.; :: 




_ npae, _ , _ „ . .,;,_v— 




_ _.Scor.e.. . 




482.. 565, 986.. 1080., 2538.. 


2648 


Seq. No. 


38594 




Seq. ID 


Gene No. 


79390 




Strand 




739 




End 


Name 


OJ000117 ll.0223.C28.ol 


. gs 


Method 


Q+- -a 


739 




End 


r: t 

J. 


none 




Score 


Exons 


739. .916, 3646. .3788 






OctJ. IN U . 


38594 




Seq. ID 


Gene No. 


79391 




Strand 


Start 


4231 




End 


Name 


OJ000117 ll.0223.C28.ol 


.np 


Method 




4165 




End 




5852084 




Score 


Exons 


4165. .4272, 4405. .4431 






O -L i_/ C O O J L . 


(AL117264) zwh0007.1 [Oryza 


sativa] 


Seq. No.' " 


"38594 . 




' ".Seq. ID 


Gene No. 


'79391 




Strand 


O L Cli- U 


4231 ' 




End' 


Name 


OJ000117 ll.0223.C28.o2 


.gs ' 


Method 


oiart 


4231 




'. End " 


ul 


none 




Score 


U 1 V /""N T^l O 


4231. .4276, 4292. .4368 






UCVji in u» • 


38595 




Seq. ID 


Gene No. 


79392 




Strand 


Start 


1 




End 


Name 


OJ000117 11.0223.C30.ol 


.np 


Method 


Start 


1 




End 


GI 


2943742 




Score 


Exons 


1..33, 285. .1064 







OJ000117_11.0223.C24 
534 

GENSCAN 

534 

.73 



OJ000117_11.0223.C24 
534 

AAT/NAP 

460 

49 

sativa] 

OJ000117_11.0223.C27 
+ 

2648 
GENSCAN 

.2648' m 



OJ000117_11.0223.C28 
+ 

3788 
GENSCAN 
3788 
.4 



OJ000117_11.0223.C28 

4431 
AAT/NAP 
4431 
92 



0 JO 0 0 1 1 7_1 1 V 0 2 2 37C 2 8 

4431 
GENSCAN 

4368 " .' " "" '• 
. 66 



OJ000117_11.0223.C30 

1064 
AAT/NAP 
1064 
564 



38283 



GI Descrip. (AB002266) XA1 [Oryza sativa] 



Seq. No. 38595 Seq. ID 

Gene No. 79392 Strand 

Start 1 End 

Name OJ000117_11 . 0223 . C30 . ol . gs Method 

Start 37 End 

GI none Score 

Exons 37.. 997 



OJ000117_11.0223.C30 

1064 
GENSCAN 
997 
.45 



Seq. No. 38596 

Gene No. 79393 

Start 1 

Name OJ000117_11 . 0223 . C31 . ol . np 

Start 1 

GI 2943742 

Exons 1..25, 160.. 554 

GI Descrip. (AB002266) XA1 [Oryza sativa] 



Seq. ID OJ000117_11.0223.C31 

Strand + 

End 554 

Method AAT/NAP 

End 554 

Score 184 



Seq. No. 


38597 










Seq. ID 


OJ000117_ 


_09. 


.0222 


.C2 


Gene No. 


79394 










Strand 










_Start_; ■ 


_ 289 










End.,-., 


,J8 6„ w- 








..Name„_.. 


„ PJ00 0X171 J)}... 


-0,222^. 


't2 r 


'."ol 




Met hod 


.GENSCAN:- 








Start 


289 










End 


38 6 








GI 


• none 










Score 


.52 








Exons 


289. .386 




















Seq. No. 


38598 










Seq. ID 


OJ000117_ 


_09. 


,0222 


.C3 


Gene No. 


79395 










Strand 










Start 


171 










End 


453 








Name 


OJ000117 09. 


0222. 


C3 


.ol 


. gs 


Method 


GENSCAN 








Start 


171 










End 


453 








GI 


none 










Score 


.6 








Exons 


171. .453 





















Seq. No. 38599 

Gene No. 79396 

Start 381 

Name OJ000117_09 . 0222 . C8 . ol . gp 

Start 381 

GI LIB3477-003-P1-K1-E9 

Exons 381.. .481 

"GI Descrip. ' 24 9858 67 sp | Q40638 j MPOl 

" SI PRECURSOR (ORY S' I) 
sativa] 1 



Seq. ID 
.Strand 
End 

Method 

End 

Score 



OJ000117_09.0222.C8 
481 

AAT/GAP 

481 

129 



ORYSA 2. 0e-24 MAJOR POLLEN ALLERGEN 
>"gi_1173557 (031771) dry s i [Oryza 



ORY 



Seq. No. . 38600 Seq. ID 

Gene No. 79397 Strand 

Start 300 ■ ■ End 

Name OJ000117_09 . 0222 . C9 . ol . gs Method 

Start 300 End 

GI none Score 

Exons 300.. 359 



OJ000117_09.0222.C9 
359 

GENSCAN 

359 

.75 



Seq. No. 38601 Seq. ID OJ000117_09 . 0222 . C10 

Gene No. 79398 Strand 

Start " 1 End 397 



38284 




Name OJ000117_09 . 0222 . CIO . ol . gp Method AAT/GAP 

Start 1 End 397 

GI 41109_1.R1084 Score 737 

Exons 1. .397 

GI Descrip. 1 132712/sp | P12138 I RK16_ORYSA 4.0e-56 CHLOROPLAST 50S RIBOSOMAL 

PROTEIN L16 >gi_71250_pir R5RZ16 ribosomal protein L16 - rice 

chloroplast >gi_669084_emb_CAA33933_ (X15901) ribosomal protein 

L16 [Oryza sativa] >gi_226645_prf 1603356BV ribosomal protein 

L16 [Oryza sativa] ' 

Seq. No. 38601 Seq. ID OJ000117_09 . 0222 . CIO 

Gene No. 79398 Strand 

Start 1 End 397 

Name OJ000117_09 . 0222 . CIO . ol . np Method AAT/NAP 

Start 1 End 384 

GI 132712 Score 604 

Exons 1. . 384 

GI Descrip. CHLOROPLAST 50S RIBOSOMAL PROTEIN L16 gi I 7 1250 | pir | | R5RZ1 6 

ribosomal protein L16 - rice chloroplast gi | 669084 | emb | CAA33933 | 
(X15901) ribosomal protein L16 [Oryza sativa] 

gi I 226645 [prf | | 1603356BV ribosomal' protein L16 [Oryza sativa] 



_Se„q.. .No.„\,.J.„ 3.8601 ^ „, Se.q. ID1. DJOWixiJ^i'~0ZZZ^Cx6^ m .. t - 

Gene No. ' 79398 Strand 

Start 1 End 397 

Name OJ000117_09 . 0222 . C10 . ol . tm Method TBLASTX: Maize 

Start 1 End 380 

GI none Score 330 

Exons 1..204, 2. .205, 175. .378, 176. .337, 189. .380, 195. .374 

Seq. No. 38601 Seq. ID OJ000117_09 . 0222 . C10 

Gene No. 79398 Strand 

Start 1 End 397 

Name OJ000117_09 . 0222 . C10 . ol . tw Method TBLASTX: Wheat 

Start 1 End 289 

GI none Score 299 

Exons 1..204, 2. .205, 175. .288, 176. .289 

Seq. No. 38601 Seq. ID OJ000117_09 . 0222 . C10 

Gene No. 79398 Strand 

Start 1 End 397 

Name OJ0001 17_09 . 0222 . C10 . ol . ts .. Method TBLASTX : Soybean 

■ Start ' " 2 ' '•" • " -End 380 ' • •' * 

GI ' none Score ' 211 ' 

Exons 2. .205, 2'.. 190, 3 . . 191 , 175 . . 378 , ' 17 6 . 337 , 189'.. 380, 241. ".375 



Seq. No!"' 38601 ' " " ' Seq. ID 6 JO 0 01 1 7_0 9 \ 0*2 2 2 . C 1 0 

Gene No. 79398 Strand 

Start 1 End 397 

Name OJ000117_09 . 0222 . C10 . ol . tc Method TBLASTX : Cress 

Start 59 End 378 

GI . none Score 180 

Exons 59. .190, 60. .200, 70. .204, 74. .205, 175. .378, 176. .334, 190. .372 

Seq. No. 38601 Seq. ID OJ0001 17_09 . 0222 . C10 

Gene No. 79399 Strand 

Start 321 End 647 



38285 



Name 

Start 

GI 

Exons 



OJ000117 09.0222.C10.o2.tw 



Method TBLASTX : Wheat 



321 End 647 

none Score 125 

321. .395, 322. .396, 322. .396, 366. .491, 392. .496, 396. .491, 

401. .526, 510. .533, 511. .576, 512. .535, 535. .579, 586. .645, 

588.-647, 588.-647 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
.Gene. No. 
..Sjtar,t_.... 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38602 Seq. ID OJ000117_09 . 0222 . CI 1 

79400 Strand + 

1 End 925 

OJ000117_09. 0222.Cll.ol.gp Method AAT/GAP 

1 End 925 

2291JL.R1084 Score 1734 

1..925 

, 133936/sp|P12146|RR3_ORYSA 3.0e-27 CHLOROPLAST 30S RIBOSOMAL 

PROTEIN S3 >gi_70867_pir R3RZ3 ribosomal protein S3 - rice 

chloroplast >gi_12025_emb_CAA33934_ (X15901) ribosomal protein 
S3 [Oryza sativa] >gi_22664 6_prf_1603356BW ribosomal protein S3 
[Oryza sativa] ' 



38602 Seq. ID 

,79401 _ Strand. . 

1526 _ ...End 

OJ000117_09. 0222".Cll.ol.gs Method 

1526 , End 

none Score 

1526. .1568, 1758. .1993, 2217..2390 



OJ000117_09.0222.C11 
+ 

"..37 9 51 -I 1 ..... l'_._l " 

GENSCAN" 

2390 

.62 



38602 
79401 
1526 

OJ000117_09.0222.Cll.o2.gp 

1856 

none 



Seq. ID OJ000117_09.0222.C11 

Strand + 

End 3793 

Method AAT/GAP 

End 3793 

Score 941 



1856.. 2038, 2217.. 2262, 3381.. 3468, 3586.. 3793 



Seq. No. 
Gene No. 
Start 
Name 
Start 
GI- ... 
Exons * * 
"GI Descrip . 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38602 Seq. ID OJ000117_09 . 0222 . Cll 

79402 Strand 

742 End 2461 

OJ000117_09.0222.Cll.ol.np Method AAT/NAP 

742 End 2461 

133936. - Score . 297 ■* . . 

742. .978, •2423. .2461 ~ - ' • - ' " : " ' " ' 

CHLOROPLAST 3 OS RIBOSOMAL PROTEIN S3 gi] 70867 |pir | | R3RZ3 

ribosomal protein S3 - rice chloroplast gi 1 .12025 |emb | CAA33934 | 

(X15901) ribosomal protein S3 [Oryza " sativa] ' '•' 

gi I 22664 6 | prf | 1 i 60335 6BW ribosomal ' protein S3 " [Oryza sativa] 



38602 ■• Seq. ID 

79403 Strand 

3147 End 

OJ000117_09.0222.Cll.ol.tw Method 

1 End 

none Score 



OJ000117_09.0222.C11 
4025 

TBLASTX: Wheat 

533 

146 



1..120, 2. .154, 125. .178, 127. .180, 175. .252, 183. .251, 
252. .278, 252. .281, 288. .344, 291. .383, 336. .383, 363. .473, 
365.-523, 369. .533, 383. .523 



38286 



Seq. No. 38602 Seq. ID OJ000117_09 . 0222 . Cll 

Gene No. 79403 Strand 

Start 3147 End 4025 

Name OJ0001 17_09 . 0222 . CI 1 . ol . tc Method TBLASTX : Cress 

Start 2 End 931 

GI none Score 63 

Exons 2. .91, 5. .97, 6. .149, 215. .247, 217. .243, 241. .282, 389. .451, 

570. .617, 574. .600, 697. .930, 739. .924, 740. .931, 851. .928 

Seq. No. 38602 Seq. ID OJ000117_09 . 0222 . Cll 

Gene No. 79403 Strand 

Start 3147 End 4025 

Name OJ0001 17_09 . 0222 . Cll . o2 . tm Method TBLASTX : Maize 

Start 202 End 609 

GI none Score 60 

Exons 202. .246, 211. .243, 251. .283, 252. .344, 252. .347, 333. .383, 

336. .383, 357. .473, 373. .495, 386. .511, 463. .522, 540. .608, 
565. .609, 566. .586, 574. .609 

Seq. No. 38602 Seq. ID OJ000117_09 . 0222 . Cll 

, J3ene JSIo .„ . , _ 7 9403_.._._ : . „ Strand . . - - , ^ ; 

. ...Start ....3147 .... * ; End \Ia<)25 7....' .... ,~".\J7. 

Name OJ000117JD9 . 0222 . Cll . ol . tm Method TBLASTX : Maize 

Start 676 End 938 

GI none Score 241 

Exons 676. .936, 678. .881, 684. .938, 698. .937 

Seq. No. 38602 Seq. ID OJ000117_09 . 0222 . Cll 

Gene No. 79403 Strand 

Start 3147 End 4025 

Name OJ000117_09 . 0222 . Cll . ol . ts Method TBLASTX : Soybean 

Start 753 End 977 

GI none Score 102 

Exons 753. .881, 754. .924, 755. .928, 756. .977 

Seq. No. 38602 Seq. ID OJ000117_09 . 0222 . Cll 

Gene No. 79403 - Strand 

Start 3147 End 4025 

Name OJ000117JD9 . 0222 . Cll . o2 . gs Method GENSCAN 

Start 3147 End 4025 

GI none Score. • .52 

Exons - . ■■' 3147 /. 3223, .3516. '.3676, 3716". . 3878 , .3926 .' . 4025 ./ y 



Seq. No". " . 38 60'3' *" ' Seq . "'ID OJ000il7_09\ 022*2". CT2 

Gene-No. 79404 . ' ' Strand* - + : - - . . " .. . 

Start ' ' \ 429 ' " •' ' End " 604 

Name OJ000117_09 . 0222 . C12 . ol . gs Method GENSCAN 

Start ' 429 •■ ■■ End 604 

GI none Score .56 

Exons 429.. 604 

Seq. No. 38603 Seq. ID OJ000117_09 . 0222 . C12 

Gene No. 79405 Strand + 

Start 513 End 678 

Name OJ000117_09 . 0222 . C12 . ol . np Method AAT/NAP 

Start 513 End 678 



38287 





o JL 


11 A A Q*\ n 


Score 


120 




Exons 


01 j . .0/0 










nypucneLiCai proteiii 


. [Arabidopsis thaliana] 




Seq. No. 


38603 


Seq. ID 


OJ000117 09.0222.C12 




Gene No. 


79405 


Strand 


+ 








End 


678 




Name 


ujuuuii / u y . \jc. z z . c . oi . cw 


Method 


TBLASTX: Wheat 




C 4- a y- V 
OLdl L 


CI o 


End 


677 




C T 


none 


Score 


209 




Exons 


D10..D//, 01 J . . DDO 








oeq . no . 


^ c £ n /i 


Seq. ID 


OJ000117_09.0222.C13 




bene wo . 


79406 


Strand 


+ 




O L.O.IT L. 


1 


End 


140 




Name 


OJ000117 09.0222.C13.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


140 




GI 


132672 


Score 


202 




Exons 


1. .140 








uescrip. 


CHLOROPLAST 50S RIBOSOMAL PROTEIN L14 


gi 171224 ipirl IR5RZ14 






ribosomal protein L14 - rice 


chloroplast gi 1 12023 | emb | CAA3393; 


- - - 


• • 


...■(XI 5 9,0 1 r i bp s pma .1 jo r p t e i n L 14 _ . [ Or y z a . 


. sativa.],.,. , , 


ads" ' 




. gi.! 226644 l.prf IJ.1..603.356BU, ribosomal, .protein . L14.. [Oryza . satxva.] . 


i (=? 


beg. wo. 


38604 


Seq. ID 


OJ000117_09.0222.C13 


\ ef 

fr% 


bene jno . 


79407 


Strand 


+ 






282 


End 


1138 


ry 


Name 


OJ000117 09.0222.C13.o2.np 


Method 


AAT/NAP 




Start 


282 


End 


689 


ly 


GI 


134022 


Score 


661 




Exons 


282. . 689 






r ' ^ 


bi uescr ip . 


CHLOROPLAST 30S RIBOSOMAL PROTEIN S8 gi | 70914 | pir | | R3RZ8 






ribosomal protein S8 - rice chloroplast gi | 12022 | emb | CAA33 931 






(X15901) ribosomal protein S8 


[Oryza sativa] 


- ~ 




gi|226643|prf | | 1603356BT ribosomal protein S8 [Oryza . sativa] 




Seq. No. 


38604 


Seq. ID 


OJ000117_09.0222.C13 




Gene No. 


79407 


Strand 


+ 


1 !=? 




282 


End 


1138 




Name 


OJ000117 09.0222.C13.ol.gs 


Method 


GENSCAN 




Of -a y~j- 
OLail 


333 


End 


1130 






none 


Score - 


.75 




C 1 v /™\ r-\ (™i 


. 333. .441, 919: .ii30 . : \" 








oeq. wo. 


'38604 ' : ' V" i 


"Seq. "ID 


* "0 JO 00 1 i 7 JO 9 . 0 22 2 .CI 3" ' ' 






79407 


Strand 


•f . 




"Start 


■282 


End 


1138 ' . 




Name 


OJ000117 09.0222.C13.o2.gp 


Method 


AAT/GAP 




Of 3 


750 - - ■ 


End 


1138 




bl 


5003883 


Score 


746 




Exons 


750. .1138 








GI Descrip. 


11957/emb|X15901 ICHOSXX l.Oe- 


166 Rice 


complete chloroplast 






genome 








Seq. No. 


38604 


Seq. ID 


OJ000117_09.0222.C13 




Gene No. 


79407 


Strand 


+ 




Start 


282 


End 


1138 



38288 



Name OJ000117_09 . 0222 . C13 . o3 . np Method AAT/NAP 

Start 807 End 1127 

GI 124197 Score 519 

Exons 807.. 1127 

GI Descrip. TRANSLATION INITIATION FACTOR IF-1, CHLOROPLAST 

gi I 72885 Ipir | | FIRZ1 translation initiation factor IF-1 - rice 
chloroplast gi 1 12021 1 emb | CAA33930 | (X15901) initiation factor 
[Oryza sativa] gi | 226642 | prf | | 1603356BR initiation factor 1 
[Oryza sativa] gi | 227785 | prf | | 1711263A initiation factor 1 
[Oryza sativa] 



Seq. No. 


38604 


Seq. ID 


OJ000117 


Gene No . 


79408 


Strand 


+ 


o tar l 


5737 


End 


5826 


Name 


OJ000117 09.0222.C13.o5.np 


Method 


AAT/NAP 


b car z 


5737 


End 


5826 




4680183 


Score 


117 


Exons 


5737. .5826 






GI Descrip. 


(AF111709) gag-pol protein [ 


Oryza sativa subsp. 


Seq. No. 


38604 


Seq. ID 


OJ000117 


Gene._No 


_794 0L, _ ^ 


Strand_ 


„.+ .-, 


.Start, / . 


. 6523 ...... 


End_ . ■„ 


"J672 ""'T 


Name 


OJ000117 09.0222.C13.o6.np . 


Method 


AAT/NAP 


Start 


6523 


End 


7672 


GI 


6815109 


Score 


255 


Exons 


6523.. 6790, 6823.. 7282, 7454 


. .7672 




GI Descrip. 


(AP001081) hypothetical protein [Oryza 


sativa] 


Seq. No. 


38604 


Seq. ID 


OJ000117_ 


Gene No. 


79410 


Strand 




Start 


387 


End 


774 


Name 


OJ000117 09.0222.C13.ol.gp 


Method 


AAT/GAP 


Start 


387 . 


End 


774 


GI 


uC-osf Icyp08 6h07al 


Score 


689 


Exons 


387. .774 







GI Descrip. 1 5881726/dbj | BAA844 17 . 1 | 3.0e-24 (AP000423) RNA polymerase alpha 
subunit [Arabidopsis thaliana] 1 



Seq. No. 38604 Seq. ID 

Gene No. 7 9411 Strand 

Start 1920 -End 

Name.-'-/-/: ' ; OJ000ri7_09 . 0222 . C13 . o2 '. tw . Method 

Start 1' * ' " '" " ' " " End" 

GI ' " " " " "none .' " ' r " ~ "Score 

Exons ■ 1..132, .2.. 169, -3. .143, 167. ..214, "178. 
215.' .253; 219! .254 



OJ000117_09.0222.C13 

.7672 , 

TBLASTX: Wheat " ' 
'254 " ' 

199' " T " ' ' 

.213, 179. ..'235V-183. .245, 



Seq. No. 38604 

Gene No. 79411 

Start 1920 

Name OJ000117_09 . 0222 . CI 3 . o3 . tc 

Start 1 

GI none 

Exons 1..126, 2. .127, 3. .128 



Seq. ID OJ000117_09.0222.C13 
Strand 

End 7 672 

Method TBLASTX : Cress 

End 128 

Score 183 



Seq. No. 



38604 



Seq. ID OJ000117_09.0222.C13 



38289 




Gene No. 79411 Strand 

Start 1920 End 7672 

Name' OJ000117__09 . 0222 . C13 . ol . ts Method TBLASTX : Soybean 

Start 3 End 695 

GI none _ Score 192 

Exons 3. .143, 9. .125, 11. .154, 140. .175, 208. .258, 221. .247, 245. .466, 
281. .472, 282..488, 479. .694, 483. .695 

Seq. No. 38604 Seq. ID OJ000117J39 . 0222 . C13 

Gene No. 7 9411 Strand 

Start 1920 End 7672 

Name OJ000117_09. 0222 .C13 . ol . tm Method TBLASTX : Maize 

Start 44 End 1234 

GI none Score 142 

Exons 44. .175, 45. .143, 68. .175, 170. .763, 173. .709, 706. .756, 

710. .760, 771. .1139, 828. .1085, 859. .1137, 1144. .1233, 

1166. .1234, 1184. .1234 

Seq. No. 38604 Seq.- ID OJ000117_09 . 0222 . C13 

Gene No. 79411 Strand 

Start 1920 End 7672 

_Name.__ „ ,. _ _0 J.Q 0 lQI 1J^P9.,£222 . C13 , .ol^tc Method TBLASTX; Cress . .„ 

. .Starts ...... 12.81 V _ . ./End- .6.9.5 „ 

GI none Score .42 

Exons 128. .181, 157. .213, 216. .257, 224 25 6, 272 4 66, 273. .461, 
279. .488, 281. .475, 483. .695, 491. .694 

Seq. No. 38604 Seq. ID OJ000117_09 . 0222 . C13 

Gene No. 79411 Strand 

Start 1920 End 7672 

Name OJ000117_09 . 0222 . C13 . ol . tw Method TBLASTX : Wheat 

Start 333 End 760 

GI none Score 591 

Exons 333. .707, 335. .757, 336. .758, 628. .708, 706. .756, 710. .760 

Seq. No. 38604 Seq. ID OJ000117_09 . 0222 . C13 

Gene No. 79411 Strand 

Start 1920 End 7672 

Name OJ000117_09 . 0222 . C13 . o3 . ts " Method TBLASTX : Soybean 

Start 849 End 1052 

GI none Score 263 

.Exons - .849. .1052, 863. .1051 

" Seq. No.' "'38 6'04" v ' " "*-' '"' • '"" '"\,Seq. ID O'J000il*7_09 . 0222'". C1'3"" 

" Gene No. ' '79411" ' "" ' "Strand '-' v " % " 

- Start -1920 - End-' - - 7672 ' - 

Name' ' ' OJ000117_09 . 0222 . Ci3 . o2 /gs Method ' "GENSCAN " - 

Start 1920 ' , End 7622 

GI - * none - Score . 64 

Exons 1920. .1974, 2105. .2231, 2825. .3035, 3724. .4053, 6647. .6800, 
6943.. 7081, 7176.. 7233, 7305.. 7622 

Seq. No. 38604 Seq. ID OJ0001 17_09 . 0222 . C13 

Gene No. . 79411 Strand 

Start 1920 End 7672 

Name OJ000117_09 . 0222 . C13 . o4 . np Method AAT/NAP 

Start 1931 End 4232 



38290 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene .No,. 

.StaxJt 

Name 

Start 

GI 

Exons 



4249413 Score 536 

1931. .1974, 2058. .2231, 2825. .3031, 4044. .4232 
(AC006072) unknown protein [Arabidopsis thaliana] 



38604 
79411 
1920 

OJ000117_09.0222.C13.o3.tm 

1941 

none 



Seq. ID OJ000117_09.0222.C13 
Strand 

End 7672 

Method TBLASTX : Mai ze 

End 2170 

Score 155 



1941. .1976, 2059. .2169, 2060. .2170 



38604 
79411 
1920 

OJ000117_09.0222.C13.o2.ts 

2062 

none 



Seq. ID OJ000117_09.0222.C13 
Strand 

End 7672 

Method TBLASTX : Soybean 

End 3044 

Score 206 



2062. .2229, 2063. .2230, 2812. .3030, 2823. .3044, 2826. .3044 



38604 

^ 7 9411_ . _ „ 

...19.2.6. - „ . 

OJ000117_09.0222.C13.o2. tm 

2171 

none 



Seq. ID OJ000117_09.0222.C13 

..Strand 

' End . 7 673 _ _ 

Method TBLASTX: Maize 

End 38 64 

Score 83 



2171. .2230, 2173. .2229, 2821. .2934, 2822. .2902, 2823. .2915, 
2893. .3033, 2897. .3040, 2900. .3037, 2901. .3044-, 2907. .3044, 
3721. .3765, 3722. .3784, 3802. .3864 



Seq. No. 38604 

Gene No. 79411 

Start 1920 

Name OJ000117_09 . 0222 . C13 . o2 . tc 

Start 2174 

GI none 
Exons 



Seq. ID OJ000117_09.0222.C13 
Strand 

End 7672 

Method TBLASTX : Cress 

End 3041 

Score 82 



2174. .2239, 2176. .2232, 2819. .2860, 2821 .. 2991 ,• 2822 .. 2989, 
2823. .2993, 28*23.. 2990, 2967. .3041, 2968. .3039 



Seq. No. 

Gene No. 

Start 

Name 

'Start 

GI' ' ' 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



38604 Seq. ID OJ000117_09 . 0222 . C13 

79411 Strand 

1920. . . ■ . . End 7 672 

OJOOO1T7_09.O222 .C13 . o7~ np- --"Method-"* AAT/NAP ; : • 

6587 '" : ' End "l<olZ " " • 

4584539 " r ' v ' r "" ' v ' *" * Score ' '190 " ' ' *'" 

6587. .7672 ' " ' . " - • . .. . ".. " 

(AL049608) extensin-like protein [Arabidopsis thaliana]- 



38605 
79412 
1284 

OJ000117_09.0222.C14.ol.gs 

1284 

none 



Seq. ID- OJ000117_09.0222.Cl4 

Strand + 

End 2816 

Method GENSCAN 

End 2816 

Score .43 



1284. .1342, 2224. .2338, 2371. .2578, 2716. .2816 

38605 Seq. ID OJ000117_09 . 0222 . C14 



38291 




Gene No. 


79413 


Strand 






Start 


2545 


End . 


15408 ■ 




Name 


OJ000117 09.0222.C14.ol.np 


Method 


AAT/NAP 




Start 


2545 


End 


6256 




GI 


2827551 


Score 


315 




Exons 


2545.. 2578, 47$^. .5145, .6237. 


...6256 






GI Descrip. 


(AL021635) preaacted protein 


[Arabidopsis thaliana] 




Seq. No. 


38605 


Seq. ID 


OJ000117_09.0222 


.C14 


Gene -No. 


79413 


Strand 






Start 


2545 


End 


15408 




Name 


OJ000117_09.0222.C14.ol.gp 


Method 


AAT/GAP 




Start 


4388 


End 


5077 




GI 


4716526 


Score 


1182 




Exons 


4388 . . 5077 








GI Descrip. 


2827551 /emb | CAA16559 | 1 . 0e-10 


(AL021635) predicted protein 




[Arabidopsis thaliana] 








Seq. No. 


38605 


Seq. ID 


OJ000117__09.0222 


.C14 


Gene No. 


79413 


Strand 






Start 


254 5' 


End 


15408 




Name ;..„ 


OJ000117 .,09 , 0222.^ C14,, o2 . gs/ 


Method _ 


GENS CAN . ^ _ 


™ 


Star.t, 


_ r .„4 6.3.9 _ ... , , 


.,Endl ~ 


.51.12 . . . 




GI 


none 


Score 


.89 




Exons 


4 : 639. . 5112 








Seq. No. 


38605 


Seq. ID 


OJ000117_09.0222 


.C14 


Gene No. 


79413 


Strand 






Start 


2545 


End 


15408 




Name 


OJ000117_09 . 0222.C14.o2.np 


Method 


AAT/NAP 




Start 


5158 


End 


8633 




GI 


2827551 


Score 


259 




Exons 


5158. .5175, 7306. .7725, 8504. 


.8633 






GI Descrip. 


(AL021635) predicted protein 


[Arabidopsis thaliana] 




Seq. No. 


38605 


Seq. ID 


OJ000117_09.0222 


.C14 


Gene No. 


79413 


Strand • 






Start 


2545 


End 


15408 




Name 


OJ000117 09. 0222. CI 4 .o3.gp 


Method 


AAT/GAP 




Start 


7046 


End 


7232 




GI 


2796383 


Score 


361 




Exons . 


704 6 . . 7232 








Seq.' No. 


. ■ - . - 

38605 


Seq. ID 


' *OJ060117_'69".022"2 T 


jci4 


Gene No. 


"79413 . • ' : 


Strand ' 






Start : 


254 5 - . ; 


End 


154 08' ■ : 




Name 


OJ000117 09 . 0222 . C14 . o4 . gs 


Method 


GENSCAN- ~ 




Start 


7220 


End 


15408 




GI • 


none 


Score 


.52 




Exons 


7220. .7735, 9277. .9471, 11928 


. .12280, 


12996. . 13133, 






14716. .14850, 15330. .15408 








Seq. No. 


38605 


Seq. ID 


OJ000117_09.0222 


.C14 


Gene No. 


79414 


Strand 






Start 


15979 


End 


22780 




Name 


OJ000117 09.0222.C14 .ol.tm 


Method 


TBLASTX: Maize 




Start 


4576 


End 


7720 





38292 



GI 


none 








Score 


408 




Exons 


4576 . .4 620, 


4 657 


. . 5061, 


4 658 . 


.5062, 4665.. 5063, 


5051 . . 5146, 




5056 . .5145/ 


5058 


. .5147, 


7268 . 


.7663, 7310.. 7663, 


7525 . . 7665, 




7 obo . . / 1 20, 


i r c q 












Seq. No. 


38605 








Seq. ID 


OJ000117 


_09.0222.C14 


Gene No. 


79414 








Strand 






Start 


t c n "7 n 

1597 9 








End 


22780 




Name 


OJ000117_09 


0222 


C14 . ol 


. ts 


Method 


TBLASTX: 


Soybean 


Start 


4777 








End 


7726 




GI 


none 








Score 


170 




Exons 


4777 . . 5142 , 


A *7 O A 

4 784 




7 379. 


.7726, 7448. .7726 




Seq. No. 


38605 








Seq. ID 


OJ000117 


_09 . 0222 . C14 


Gene No. 


79414 








Strand 






Start 


15979 








End 


22780 




Name 


OJ000117 09 


0222 


C14 .o3 


. tc 


Method 


TBLASTX: 


Cress 


Start 


4894 








End 


7720 




GI 


none 








Score 


81 




Exons 


4894 . .5145, 


4904 


.5143, 


7523. 


.7720 







Seq, No, . . „ .3.8 605, „ . _ . _ 

.Gene. No. 79.41.4 ... . _ „ . 

Start ' "15979 

Name OJ000117_09 . 0222 . C14 . o5 . gs 

Start 15979 
GI none 
Exons 15979. 

19728, 

20963. 

22583. 



,16458, 16469. .16713, 

,19860, 20354. .2037.6, 

,21100, 21346. .21474, 

,22721 



_ Seq. ID 
_ . Strand 
End * 
Method 
End 
Score 

16779 

20532 



. OJ0.00117 .0.9 . 0222 . CI 4 



22780 
GENSCAN 
22721 
.8 

17319, 18475. 
20623, 20711. 



21757. .21886, 22039. 



. 18523, 
.20788, 
.22216, 



Seq. No. 38605' 

Gene No. 79414 

Start 15979 

Name OJ000117_09 . 0222 . C14 . o4 . gp 

Start 20152 

GI 198_1.R1084 

Exons 20152. .20450, 20532. .20623, 
21346. .21474, 21757 2188 6, 

GI Descrip. 



Seq. ID 
Strand 
End 

Method 

End 

Score 
20711. .20788, 
22039. .22216, 



OJ000117 09.0222.C14 



22780 
AAT/GAP 
22722 
2181 

20963. 
22583. 



21100, 
22722 



'2443402/dbj IBAA22419I 0.0e+00 (D87745) orthophosphate dikinase 
[Oryza sativa] >gi_24 4 34 05_dbj_BAA224 20_ (D87952) orthophosphate 
dikinase [Oryza sativa] 1 ; / ; _ ■ ' ' " / 



Seq". No'. " """3*8*6 0"5" " ' " ' " ' '' 
Gene No. ■ -79414.* 
Start. ' ' 1597 9" 

Name OJ000117JD9 . 0222 . C14 . o2 . tm 

Start - 20341 

GI none 
Exons 20341. 

20385. 
20651. 



.20394, 
.20456, 
.20791, 
20962. .21102, 
21753. .21887, 
22030. .22209, 
22578. .22715, 



20351. 
20531. 
20702. 
20963. 
21755. 
22035. 
22581. 



20410, 
20626, 
20788, 
21103, 
21889, 
22235, 
22715, 



'Seq.' ID 
Strand 
End 

Method 
End 
Score 



OJOOO'1'17 09. 0222 ."C 14' 



22780 ■ ' - 
TBLASTX: Maize 

22722 

63 

20383. .20451, 20384 .. 204 58 , 
20532. .20624, 20533 .. 20625, 
20928. .21101, 20960. .21103, 
21325. .21477, 2134 3 .. 214 77 , 
21757. .21909, 21761 .. 21910, 
22036. .22233, 22037 .. 2224 0 , 
22582. .22722 



38293 



Seq. No. 


38605 




Seq. ID 


OJ000117_0'9.0222 


,C14 


Gene No. 


79414 




Strand 






Start 


15979 




End 


22780 




Name 


OJ000117 09.0222.C14 


. o2 . ts 


Method 


TBLASTX: Soybean 




Start 


20341 




End 


21023 




GI 


none 




Score 


46 




Exons 


2034 1 .. 20373, 20342. 


. 20374 , 


20390. .20458, 20409 .. 204 56, 






20531 20626, 20532. 


. 20624 , 


20702 . . 2078 


18 , 20705 . . 20791, 






20940. .21023, 20960. 


.21022, 


20961 . .2102 


!3 




Seq. No. 


38605 




Seq. ID 


OJ000117_09 . 0222 


.C14 


Gene No. 


79414 




Strand 






Start 


15979 




End 


22780 




Name 


nmnni i l aq noon r*~\ a 
UJUUU11 / (jy.UZzz.L14 


. oz . tc 


Method 


TBLASTX: Cress 




Start 


20403 




End 


21477 




GI 


none 




Score 


64 




Exons 


20403. .20453, 20531. 


. 20626, 


20532. .2062 


!4, 20702. .20788, 






20708 .. 20791, 20960. 


.21103, 


20961. .2110 


U, 20961. .21116, 






21293 .. 21475, 21316. 


. 21477 , 


21343. .2147 


7 




Seq. , No. 


,38 605. ... 




™JSeg«. ID 


OJOOOU7 JD9...0222. 


'.C14„ 


Gene.. No. _ -. 


. .79414 . . .... . .„ 




Strand. . : 






Start 


15979 




End 


22780 




Name 


OJ000117 09.0222.C14 


. o3 . np 


Method 


AAT/NAP 




Start 


20411 




End 


22780 




GI 


2443402 




Score 


1334 




Exons 


20411. .20450, 20532., 


.20623, 


20711. .20788, 20963 .. 21100, 






21346. .21474, 21757., 


.21886, 


22039. .22216, 22583. .22780 




GI Descrip. 


(D87745) orthophosphate dikinase [Oryza 


. sativa] 






gi|2443405|dbj |BAA22420| (D87952) orthophosphate dikinase [Oryza 




sativa] 










Seq. No. 


38605 




Seq. ID 


OJ000117_09.0222 


.C14 


Gene No. 


79414 




Strand 






Start 


15979 




End 


22780 




Name 


OJO'00117 09..0222.C14 . 


. o3 . ts 


Method 


TBLASTX: Soybean 




Start 


21026 




End ' 


22202 




GI ' 


none 




Score 


112 




Exons 


21026. .21076, 21316. . 


.21468, 


21343. .2147 


7, 21752. .21910, 






21757. .21909, 22025. . 


.22186, 


22032. .2220 


2, 22035.. 22202 




Seq. No. ; ■'. " 


- 38 605 ' : ' - • ' • ' • 




~ ; Seq.' ID 


OJ000117_Q9. 0222. 




Gene No. 


79414' * " " 




Strand 






Start" 


"1597 9 ""' '■" ■' 




*' ' End 


22780 - " ' 




Name 


OJ000117 09.0222.C14, 


,ol.tw 


Method ' 


TBLASTX-: Wheat ' - 




Start ' 


21382 




' End 


22659 




GI 


none 




Score 


99 




Exons 


21382. .21489, 21382.. 


.21477, 


21752. .2191 


0, 21757. .21909, 






22030. .22233, 22035. . 


,22235, 


22035. .22235, 22578. .22652, 






22582. .22653, 22582. . 


,22659, 


22584 . .22655 




Seq. No. 


38605 




Seq. ID 


OJ000117_09. 0222 


.C14 


Gene No. 


. 79414 




Strand 






Start 


15979 




End ' 


22780 




Name 


OJ000117 09.0222.C14. 


,ol. tc 


Method" 


TBLASTX: Cress 




Start 


21726 




End 


22737 





38294 






GI 


none Score 


65 




Exons 


21726. .21893, 21752 .. 21910, 21757 21909, 21961 21996, 






22035. .22232, 22036 .. 22245, 22578 .. 22607 , 22596 22706, 






22597.. 22737 






Seq. No. 


38605 Seq. ID 


OJ000117_09.0222.C14 




Gene No. 


79414 Strand 






Start 


15979 End 


22780 




Name 


OJ000117 09.0222.C14.o4.ts Method 


TBLASTX : Soybean 




Start 


22578 End 


22722 




GI 


none Score 


145 




Exons 


22578. .22715, 2258 1 .. 22709, 22582. .22722 




Seq. No. 


38606 Seq. ID 


OJ000117_09.0222.C15 




Gene No. 


79415 Strand 


+ 






6925 End 


7221 




Name 


OJ000117 09.0222.C15.o2.gs Method 


GENSCAN 




Start 


6925 End 


7221 




GI 


none Score 


.57 




Exons 


6925. .7073, 7119. .7221 






.~.,Sec[. w NOj, 


38 60 6 , _ . _ ; JS.eg , ILL 


OJ000117 09.0222.C15 




Gene.,_No... 


.. .7 9.416 „ Strand 




' r ~z 


Start 


142 * End 


4987 ' * : 


w 


Name 


OJ000117 09.0222.C15.ol.gp Method 


AAT/GAP 


m 


Start 


142 End 


'4949 




GI 


198 1.R1084 Score 


2982 




Exons 


142. .303, 438. .602, 791. .928, 1539. .1718, 2011. .2139, 






2324. .2559, 2677. .2839, 4298. .4435, 4552. .4785, 4891. .4949 




GI Descrip. 


, 2443402/dbj |BAA22419| 0.0e+00 (D87745) orthophosphate dikinase 






[Oryza sativa] >gi 2443405 dbj BAA22420 (D87952) orthophosphat 


i y 




dikinase [Oryza sativa] 1 




= 


Seq. No. 


38606 Seq. ID 


OJ000117_09.0222.C15 




Gene No. 


79416 Strand 






Start 


142 End 


4987 




Name 


OJ000117 09.0222.C15.ol.np Method 


-AAT/NAP 


; ^ 


Start 


142 End 


4987 




GI 


2443402 Score 


2442 




Exons 


142. .303, 438. .602, 791. .928, 1539. .1718, 2011. .2139, 






2324. .2559, 2677. .2839, 4298. .4435, 4552. .4785, 4891. .4987 




GI Descrip. 


(D87745) orthophosphate dikinase [Oryza sativa] 




, r _ -. ■ ■ ■ - • 


gi | 2443405 | dbj | BAA2 24201 ( D8 7 9 5 2 ) o r t hophp spha t e di kina s e "jOryz 




... 


" sativa] 






' Seq. No. - ' 


38606 " * . Seq : . ID 


OJ0001L7_09.'0222-/C15 




. Gene No . 


79416 "" "" " Strand 






Start 


142 End 


4987 




Name 


OJ000117 09.0222.C15.ol.gs Method 


GENSCAN 




Start 


142 End 


4755 




GI 


none Score 


.96 




Exons 


142. .303, 791. .928, 1539. .1718, 2011.. 


2139, 2324. .2559, 






2677. .2839, 2912. .2966, 3044. .3371, 4151. .4244, 4298. .4435, 






4456. .4755 






Seq. No. 


38606 \ Seq. ID 


OJ000117_09.0222.C15 




Gene No. 


79417 Strand 





38295 



7855 End 

OJ000117_09. 0222.C15.ol.tm Method 

139 End 

none Score 



8223 

TBLASTX: Maize 

4411 

171 



139. .306, 167. .301, 432. .608, 436. .603, 520. .627, 666. .716, 
779. .931, 780. .929, 1531. .1725, 1539. .1724, 2009. .2131, ' 
2010. .2141, 2014. .2142, 2014. .2166, 2324. .2521, 2324. .2560, 
2328. .2561, 2678. .2839, 2679. .2783, 2680. .2835, 4295. .4369, 
4295. .4411 



38606 
79417 
7855 

OJ000117_09.0222.C15.o3. ts 

139 

none 

139. .306, 159. .293, 167. .301 



Seq. ID OJ000117_09.0222.C15 
Strand 

End 8223 

Method TBLASTX : Soybean 

End 306 

Score 79 



Seq. ID OJ000117_09.0222.C15 
Strand 

End 8223 



38606 
79417 
7855 

_Q^!^0XIJ.^%MZ2^C2^J^X^ ^Method TBLASTX : Soybean ■ _ 

,.444 . :„ . . End.-.. 2166. V T-...-" Z. .. 

none Score 218 

444. .608, 445. .603, 785. .931, 789. .929, 1539. .1724, 1539. .1724, 
1543. .1725, 1550. .1744, 2009. .2143, 2011. .2142, 2011. .2166 



38606 
79417 
7855 

OJ000117_09.0222.C15.ol.ts 

4295 

none 

4295. .4435, 4549. .4680 

38606 
79417 
7855 

OJ000117_09.0222.C15.o2.tm 

4412 

none 



Seq. ID OJ000117_09.0222.C15 
Strand 

End 8223 

Method TBLASTX : Soybean 

End 4680 

Score 146 



Seq. ID OJ000117_09.0222.C15 
Strand 

End 8223 

Method TBLASTX: Maize 

End 4951 

Score 174 



,4412. .4435, 4549... 4770, 4613. .4771, 4888. .4950, 4895. .4.951 



38606 

79417 ■ 
7855 

OJ060117_'09.0222.C15.ol.tc 

4564 

none 



Seq. ID OJ000117_09.'02'22;C15 
Strand 

End' * 8223 - 

Method TBLASTX : Cress . 

End 4965 

Score ■ 118 



4564. .4770, 4664. .4771, 4888. .4965, 4892. .4951 



38606 
79417 
7855 

OJ000117_09.0222.C15.o3.gs 

7855 

none 



Seq. ID OJ000117_09.0222.C15 
Strand 

End 8223 

Method GENSCAN 

End 8223 

Score .73 



38296 



Exons 



7855.-8223 



Seq. No. 38607 Seq. ID 

Gene No. 79418 Strand 

Start 1106 End 

Name OJ000117_09 . 0222 . C17 . ol . gs Method 

Start 1106 End 

GI none Score 
Exons 



OJ000117_09.0222.C17 
+ 

6600 
GENSCAN 
6600 
.85 



1106. .1339, 1985. .2167, 2406. .2469, 2555. .2733, 3305. .3445, 
3618. .3902, 4338. .4460, 4599. .4796, 4944. .5179, 5317. .5494, 
5588. .5893, 5994. .6272, 6538.. 6600 



Seq. No. 38607 

Gene No. 79418 

Start 1106 

Name OJ000117_09 . 0222 .C17 . ol . gp 

Start 5815 

GI none 

Exons 5815.. 5893, 5994.. 6206 

Seq. No. 38607 

Ge_ne,.No._._ ^ 794.19,;' ™_ 

Start...,. .-...6828... . ' /. [ 77 .""..7/, . " 7.- 

Name OJ000117_09 . 0222 . C17 . o2 . ts 

Start 3690 

GI none 

Exons 3690.. 3875, 3713.. 3874, 4334, 



Seq. ID OJ000117_09.0222.C17 

Strand + 

End 6600 

Method AAT/GAP 

End 6206 

Score 4 95 



Seq. ID OJ000117_09.0222.C17 

JStrand _ ______ 

End 9345. . . „ . 

Method TBLASTX: Soybean 
End 4439 
Score 261 



,4405, 4338..4439 



Seq. No. 38607 

Gene No. 79419 

Start 6828 

Name OJ000117_09 . 0222 . C17 . o2 . tc 

Start 5420 

GI none 

Exons 5420.. 5494, 5582.. 5707, 5647, 
6036. . 6296 



Seq. ID OJ000117_09.0222.C17 
Strand 

End 9345 

Method TBLASTX: Cress 

End 6296 

Score 79 

.5703, 5705.. 5776, 5994.. 6026, 



Seq. No. 38607 

Gene No. 79419 

Start 6828 

Name OJ000117JD9 . 0222 . C17 . ol . ts 

Start 560.0 

GI ' 'none • 

Exons' " ' 5600. . 5893/ '5650. .5853, '5988. 

" " 6042 . .6272" 



Seq. ID 

Strand 

End 

Method 

End ■, 
•Score* 



OJ000117_09.0222.C17 
9345 

TBLASTX : Soybean 
6272 

221 " - '• ' " 



6038," 5993..6025-, 6041.. 6271, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



38607. 
79419 

6828 

OJ000117_09.0222.C17.o2.gp 
6828 

3695 1.R1084 



Seq. ID OJ000117_09.0222.C17 
Strand 

9345 - 
AAT/GAP 
9345 
1644 



End 

Method 
End 

_ Score 
6828. .7164, 7287. .7365, 7829. .7871, 8530. .8745, 8838. .8930, 
9035.. 9098, 9258.. 9345 

, 2244910/emb|CAB10332.1| 5.0e-28 (Z97339) hypothetical protein 
[Arabidopsis thaliana] 1 



38297 



Seq. No. 38607 

Gene No. 79419 

Start 6828 

Name OJ000117_09 . 0222 . C17 . o3 . ts 

Start 7069 

GI none 

Exons 7069.. 7167, 7082.. 7165, 7284. 

7285.. 7368, 7287.. 7385, 7287. 



Seq. ID OJ000117_09.0222.C17 
Strand 

End 9345 

Method TBLASTX: Soybean 

End 7873 

Score 99 

.7364, 7285. .7383, 7285. .7338, 
.7337, 7805. .7873, 7828. .7872 



Seq. No. 38607 

Gene No. 79419 

Start 6828 

Name OJ000117_09 . 0222 . C17 . ol . tc 

Start 7072 

GI none 

Exons 7072.. 7167, 7073.. 7165, 7285. 

Seq. No. 38607 

Gene No. 79419 

Start 6828 

Name OJ000117_09 . 0222 . C17 . o2 . gs 

Start, _. : ... v .. 7.07,2. : , ; 

GI . _ _ .... none _ . . . . 

Exons 7072.. 7164, 7287.. 7365, 7829.. 

Seq. No. 38'607 

Gene No. 79419 

Start 6828 

Name OJ000117_09 . 0222 . C17 . ol . np 

Start 7075 

GI 4966372 

Exons 7075.. 7164, 7287.. 7365, 7829.. 

GI Descrip. (AC006341) ESTs gb|N38586 and 
[Arabidopsis thaliana] 



Seq. ID OJ000117_09.0222.C17 
Strand 

End 9345 

Method TBLASTX : Cress 

End 7385 

Score 102 
.7383, 7287.. 7385 

Seq. ID OJ000117_09.0222.C17 
Strand 

End 9345 
Method GENSCAN 

.End_. .... ..9271 „ _.. 

Score . ..7 2. .... - „ _ 

.7871, 8530. .8699,. 9258. .9271 

Seq. ID OJ000117_09.0222.C17 
Strand 

End 9345 
Method AAT/NAP 
End 9345 
Score 210 

.7877, 8539. .8862, 9225.-9345 
gb|N38 613 come from this gene 



Seq. No. 


38607 








Gene No. 


79419 








Start 


6828 








Name 


OJ000117 09. 


.0222. 


C17.o2 


. tm 


Start 


7078 








GI 


none 








Exons 


. 7078. .7167, 


7079. 


.7171, 


7287 


Seq. No. 


' 38607 " • 








"Gene No". 


'79419' 








Start 


6828 








■Name 


OJ000117 09. 


.0222. 


C17.ol 


. tm 


Start 


7837 ' 








GI 


none 








Exons 


7837. .7872, 


8548. 


.8739, 


8564 


Seq. No. 


38608 








Gene No. 


79420 








Start 


1404 








Name 


OJ000117 09. 


,0222. 


C18.ol 


.gp 


Start 


14 04 








GI 


none 









Seq. ID OJ000117_09.0222.C17 
Strand 

End- 9345 

Method TBLASTX: Maize 

End 7385 

Score 93 
.7385, 7297. .7383 . 

Seq." ID -6j000117_09.0222.ci7 

Strand - " " ■ " "'' 
End ■ 934 5 ■ :*'."'■ 

Method TBLASTX : Mai ze 

End 8750 

Score 227 
.8740, 8571. .8738, 8571. .8750 

Seq. ID OJ000117_09.0222.C18 
Strand 

End - 1808 . 

Method AAT/GAP 

End 1808 

Score 796 



38298 



Exons 



1404. .1808 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



38609 
79421 
1 

OJ000117_09.0222.C19.ol.np 
1 

3776567 



Seq. ID OJ000117_09.0222.C19 
Strand 

5123 
AAT/NAP 
5123 
1800 



End 

Method 
End 
Score 

1..24, 1590. .1717, 1808. .1945, 1991. .2663, 2744. .2989, 
3076. .3510, 3611. .4072, 4910. .5123 

(AC005388) Strong similarity to F21B7.33 gi 12809264 from A. 
thaliana BAG gb|AC002560. EST gb|N65119 comes from this gene. 
[Arabidopsis thaliana] 



o e q . IN o . 


38609 






oeq . i v 


ujuuuii / uy. uzz^ .tiy 


bene ino . 


79421 






Strand 




ot arr 


1 






End 




Name 


OJ000117 09 


.0222.C19.o4. 


tm 


Method 


TBLASTX: Maize 


Start 


12 






End 


169 


r t 


none 






Score 


166 


Exons 


12. .155, 14 


.169, 15. .167 






C nrr Ma 

.oeq . lno .. 


.'. 1 38 609" • 






'..Seq.. ID,. 


76 jo.q o.i i 7 _ o 9.7 02 2XZ19.7.' " 


Gene No . 


79421 






Strand 






1 






End 


5123 


Name 


OJ000117 09 


0222.C19.ol. 


gp 


Method 


AAT/GAP 


C -i >- -t- 


74 






End 


646 


GI 


none 






Score 


942 


Exons 


74. .456, 541. .646 








oeq . no . 


38609 






Seq. ID 


OJ000117_09.0222.C19 


Gene No . 


79421 






Strand 




Cf 3 v-h 
OLalL 


1 






End 


5123 


Name 


OJ000117 09. 


0222.C19.ol. 


gs 


Method 


GENSCAN 


otart 


128 






End 


5083 


A T 


none 






Score 


.82 


U 1 v A fi o 


128. .456, 5' 


H..650, 1564 


..1736, 1896.. 


2663, 2744. .2989,-- 




3076. .3510, 


3611. .4072, 


4910. 


.4930, 4976. .5083 


Seq. No. 


38609 






Seq. ID 


OJ000117_09.0222.C19 


Gene No. 


79421 






Strand 




Start 


1 






End 


5123 • 


Name 


■ OJ000il7'09. 


,0222.C19/o3'. 


tm " 


Method 


TBLASTX: Maize ■ ' * 


Start 


196 






End 


2130 


GI 


none 






"Score 


'72 ' 


Exons 


196. .234, 33l. ; . 396., 524. 


.598, 


" 535. .618, 1548. .1628, -1556. .1627, 




1561. .1710, 


1675. .1737, 


1848. 


..1967, 1855. .2040," 18 60. . 1916, 




1995. ..2129, 


1995. .2129, 


1996. 


.2130- 




Seq. No. 


38609 






Seq. ID 


OJ000117_09.0222.C19 


Gene No. 


79421 






Strand 




Start 


1 ' 






End 


5123 


Name 


OJ000117 09. 


0222.C19.o3. 


tc 


Method 


TBLASTX: Cress 


Start 


1848 






End 


2339 


GI 


none 






Score 


57 


Exons 


1848. .1964, 


1855. .1941, 


1986. 


.2114, 2056. .2115, 2202. .2276, 




2210. .2290, 


2304. .2339 









38299 



Seq. No. 38609 Seq. ID OJ0001 17_09 . 0222 . C19 

Gene No. 79421 Strand 

Start 1 End 5123 

Name OJ000117_09 . 0222 . C19 . ol . ts Method TBLASTX : Soybean 

Start 1860 End 2396 

GI none Score 65 

Exons 1860. .1913, 1861 1911, " 1980 2156, 2056. .2157, 2202. .2396, 
2204. .2386, 2302. .2391 

Seq. No. 38609 Seq. ID OJ000117_09 . 0222 . C19 

Gene No. 79421 Strand 

Start 1 End 5123 

Name OJ000117_09 . 0222 . C19 .ol . tm Method TBLASTX: Maize 

Start 2202 End 2646 

GI none Score 222 

Exons 2202.. 2231, 2219.. 2554, 2220.. 2477, 2231.. 2554, 2232.. 2555, 
2233. .2589, 2556. .2645, 2557. .2646 

Seq. No. 38609 Seq. ID OJ000117 _09 . 0222 . C19 

Gene No. 79421 Strand 

..Start 1. . ... . ..• „ .. End.., . 5123.,.. . ./ 

Name . ; ; 6a0.00117_09 . 0222 . C.19.. o.2> tc . Method TBLASTX : Cress . 

Start 2349 * End 2866 

GI none Score 77 

Exons 2349. .2513, 2547. .2663, 2548. .2658, 2741. .2866 

Seq. No. 38609 Seq. ID OJ000117_09 . 0222 . C19 

Gene No. 79421 Strand 

Start 1 End 5123 

Name OJ0001 17_09 . 0222 . CI 9 . o3 . ts Method TBLASTX : Soybean 

Start 2460 End 2777 

GI none Score 63 

Exons 2460. .2663, 2511. .2645, 2518. .2676, 2734. .2775, 2741. .2776, 
2742.-2777 

Seq. No. 38609 • Seq. ID OJ0001 17_09 . 0222 . C19 

Gene No. 79421 Strand 

Start 1 ' End 5123 

Name OJ000117JD9 . 0222 . C19 . o4 . ts Method TBLASTX: Soybean 

Start 2868 End 3274 

GI . none . Score 113 

Exons v 2868.'. 2990,' 2870. .2989, '3164 . ; 3244 , " 318"i'r; 324 3, 3250.. 3273,' 
3251. .3274 • 

Seq. No. ' "38609 " ' ' ' V'Seq. ID' OJ"000117_09 . 0222 . C19 - 

Gene No. 79421 * Strand - 

Start 1 End 512*3 

Name OJ000117_09 . 0222 . C19 . o2 . tm Method - TBLASTX : Maize 

Start 3162 End 3655 

GI none Score 87 

Exons 3162. .3215, 3164. .3220, 3181. .3219, 3220. .3513, 3221. .3505, 
3227. .3529, 3608. .3655, 3611. .3655 

Seq. No. 38609 Seq. ID OJ000117_09 . 0222 . C19 

Gene No. 79421 Strand 

Start 1 End 5123 



38300 



Name 

Start 

GI 

Exons 



OJ000117_09.0222.C19.ol.tc Method TBLASTX : Cress 
3266 End 3736 

none Score 80 

3266.-3322, 3326.-3448, 3334. .3450, 3376. .3450, 3451. .3513, 
3455. .3508, 3608. .3736, 3612. .3734 



Seq. No. 38609 . 

Gene No. 79421 

Start 1 

Name OJ000117_09 . 0222 . CI 9 . o2 . ts 

Start 3323 

GI none 
Exons 



Seq. ID OJ000117_09.0222.C19 
Strand 

End 5123 

Method TBLASTX : Soybean 

End 5050 

Score 80 



3323. .3430, 3337. .3429, 3451. .3513, 3608. .3871, 3830. .4081, 
3897. .4022, 4044. .4100, 4952. .5050 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons^ 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38610 
79422 
5305 

OJ000117_09.0222.C20.o3.gs 

5305 

none 



Seq. ID OJ000117_09.0222.C20 

Strand + 

End 6922 

Method GENSCAN 

End 6922 

Score .67 



53.05 , ,53.63, . 5444 ... 5627 ,.,.,6290., .,6362, 6612 .. ? 69,22. 



38610. 

79423 

9605 

OJ000117_09.0222.C20.o4 . gs 

9605 

none 



Seq. ID OJ000117_09.0222.C20 

Strand + 

End 11913 

Method GENSCAN 

End 11910 

Score .78 



9605. .10117, 10726. .10970, 1104 9 11406, 11494. .11910 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



38610 
79423 
9605 

OJ000117_09.0222.C20.ol.np 

9629 

6646752 



Seq. ID OJ000117_09.0222.C20 

Strand + 

End 11913 

Method AAT/NAP 

End 11913 

Score 1033 



9629. .10117, 10726. .10970, 11049 .. 11406, 11494 .. 11913 
(AC013258) putative cytochrome P450 [Arabidopsis thaliana] 



Seq. No. 
Gene No. 
Start //' " 
Name 
Start' " 
GI. 

Exons 

GI Descrip. 



38610 
. 79423 . . 

'9605' " * ~ :: ~ •' : '- : ' ' '•;•."• 

OJ000117_09.0222.C20.ol.gp 
~99'45' " ' ' 

286952 . 



Seq. ID OJ000117_09.0222.C20 
Strand + 

•End * 11913 '-' ■ ""' • 
Method AAT/GAP 
End 1114 9. 
Score 896 ~ 



9945. .10117, -10726. . 10970, 1104 9 .. 1 1149' ' 

2760837/gb | AAB95305 . 1 | 2.0e-25 (AC003105) putative cytochrome 
P450 [Arabidopsis thaliana] 



Seq. No. 38610 

Gene No. 79424 

Start 55 

Name OJ000117_09 . 0222 . C20 . ol .,gs 

Start 55 

GI none 

Exons 55 . .276 



Seq. ID OJ000117_09. 0222.C20 
Strand 

End 27 6 

Method GENSCAN 

End 27 6 

Score .74 



38301 



Seq. No. 


38610 






Seq. ID 


OJ000117_09.0222 


.C20 


belie INO ■ 


79425 






Strand 






Of- -a -rf- 
O Lai U 


2677 






End 






Name 


OJ000117 09.0222.C20 


. o2 . gs 


Method 


PTTNIQP Z\T\7 
bHilNobi-llN 




CH- 3 -rt- 
DLdl L 


2677 






End 


^Qft 




CI T 


none 






Score 


. 3 




C von e 


2677. . 


2758/ 2984 . .30 


71, 3215.. 3398 






G d /"y NT /-\ 

o c q . IN o . 


38610 






Seq. ID 


p to nmi7 no n 9 9 o 


p9 ri 
. u 


bene ino . 


79426 






Strand 






Start 


11816 






End 


12184 




Name 


OJ000117 09.0222.C20 


. ol . tm 


Method 


TBLASTX: Maize 




Cf a v- f- 








End 


1 1 Qi n 

ll^lU 






none 






Score 


ft 9 
0 £ 




Exons 




9967, 9881. .99 


88, 10010. . 10108, 


1UOUO. . 1U-JD4, 






i nftm 

1UOU / . 


.10968, 11173. 


.11412, 


11247. . 114 


11 1 1 4 ft 7 1 1 £ Q £ 
11, ll'JO / . . IID^D, 






11494 . 


.11703, 11704. 


. 11844, 


11708. .118 


4 R 11700 1 1 ft 4 £ 
4 J, 11 /U . 1 1 0 ft O , 






11712. 


.11885, 11713. 


. 11910 








Seq. No. 


to ci n 

jOOIU 






Seq. ID 


OJ000117J)9.0222 


.C20 


Gene.Jfo . 


7 q 4 9 £ 






St. rand, „ 








1 1 £ 1 £ 

..14 0.1.0. 






7 *_nd7/7" 


* 121*8 4 77 77 77 7/ 


— — - 


Name 


UU UUU1 


17_09^0222.C20 


. o2 . ts 


Method 


TBLASTX : Soybean 




Of arf 


Qft 7 ft 

.70 / O 






End 


11371 




P T 
bl 


none 






Score' 


74 




tiXOilo 


9878. . 


9964, 10022. . 10108, 10807.. 10971 


, 11047. . 11124, 






Ill ftft 
moo . 


.11370, 11209. 


.11361, 


11246. .11371 




Seq. No. 


jODIU 






Seq. ID 


OJ000117_09.0222 


.C20 


Gene No. 


7 Q4 9 £ 

/ y *i £. Kj 






Strand 






Of- a y-f- 


1 1 ft 1 £ 
llOlD 






End 


12184 




Name 


pj Tnnm 

KJu UUU1 


17_09.0222.C20 


. ol . ts 


Method 


TBLASTX : Soybean 




o uclX u 


11487 






End 


11907 




PT 
bl 


none 






Score 


222 




HiXOllo 


I 1 4 ft 7 

I I 4 O f • 


.11696, 11494. 


.11697, 


11716. .11907, 11721. .11888, 






11 / <cZ . 


.11907 










Seq. No. 


38610 






Seq. ID 


OJ000117_09.0222 


.C20 


uCliC IN (J • 


79426 






Strand 






Cf 2 v-f- 


11816 






End 


12184 




Name 


.OJ0001 


17 09.0222.C20 


. ol . tc 


Method 


TBLASTX: Cress 




Q-f- 'art- : 


" .11544 _ 






End - 


11916 ' " " ' *• 




PT 
bl 


none 






Score 


126 






" "11544 . 


; 11696V" 1154 5V 


: 117 03," 


11716. .11916, 1172i:'V11885" 




Seq. No. 


: " '38 610' 






Seq^. -'-ID ■■' 


• 0 JO 001 1'7 ' 6 $ V 0 22 2.' C 2 0 


bene ino . 


79426 






Strand 






o tart 


11816 






End 


12184- 




Name 


OJ0001 


17^09. 0222. C20 


. o2 . gp 


Method 


AAT/GAP 




Start 


11816 






End 


12184 




GI 


none 






Score 


444 




Exons 


11816. 


.12184 










Seq. No. 


38611 






Seq. ID 


OJ000117JD9.0222 


.C22 


Gene No. 


79427 






Strand 


+ 




Start 


2215 






End 


5277 





38302 



Name 


OJ000117_09 . 0222.C22.ol.gs 


Method 


GENSCAN 


Start 


2215 


End 


5277 


GI 


none 


Score 


.6 


Exons 


2215. .2378, 2394. .2469, 2602. 


.2696, 2744. .2913, " 3215. .3299, 




3881. .4017, 4489. .4624, 4745. 


.4931, 5117. .5277 


Seq. No. 


38611 


Seq. ID 


OJ000117_09.0222.C22 


Gene No. 


/94z / 


Strand 


+ 


Start 


2215 


End 


5277 


Name 


OJ000117 09.0222.C22.ol.np 


Method 


AAT/NAP 


Start 


2519 


End 


4600 


GI 


5922620 


Score 


518 


Exons 


2519. .2625, 2673. .2849, 2960. 


.3029, 4451. .4600 


GI Descrip. 


(AP000492) EST D15357 (C0514 ) 


corresponds to a region of the 




predicted gene.; hypothetical 


protein 


[Oryza sativa] 




gil 6016853 |dbj IBAA85196.1 | (AP000570) 


EST D15357 (C0514) 




corresponds to a region of the predicted gene.; hypothetical 




protein [Oryza sativa] 






Seq. No. 


38611 


Seq. ID 


OJ000117_09.0222.C22 


Gene No. 


79428 


Strand 


+ 


Start _ . 


... 684 0,.,_ -.v.. . 


.End 


„1Q3.51_ . .™ . 


Name,..'.'. _ . 


• QJOOOn.7 09. 0.222„.G22.o2.np. . 


. Method . 


AAT/NAP . 


Start 


6840 


End . 


10137 


GI 


6646752 


Score 


1009 


Exons 


6840. .6894, 7931. .8370, 8922. 


.9166, 9259. .9616, 9719. .10137 


GI Descrip. 


(AC013258) putative cytochrome P450 [Arabidopsis thaliana] 


Seq. No. 


38611 


Seq. ID 


OJ000117_09.0222.C22 


Gene No. 


79428 


Strand 


+ 


Start 


6840 


End 


10351 


Name 


OJ000117 09.0222.C22.o2.gs 


Method 


GENSCAN 


Start 


7861 


End 


10351 


GI 


none 


Score 


.8 


Exons 


7861. .8370, 8922. .9166, 9259. 


.9616, 9719. .10351 


Seq. No. 


38611 


Seq. ID 


OJ000117_09.0222 .C22 


Gene No. 


' 79429 


Strand 


+ 


Start 


12056 


End 


14286 


Name 


OJ000117 09.0222.C22.o3.gs 


Method 


GENSCAN 


Start 


12056 


End 


14286 


GI 


none 


Score 


.63 


Exons ' \ ' 


12056. vl250'8V 12811. : 12971,' 13276. . 13528,' 13662. Vl375"2; r ~ " ' 




13974. .14083, 14257 . . 14286 " 







.Seq. -'-No. -". - 38 611 - . - .- — . * . Seq. >.ID~ OJ000117_09 . 0222.. C22 

Gene'No.' * 7 94 30" • " •" " " " ^Strand "+"". - - • •• 

Start 14957 End 18501 

Name OJ000117_09 . 0222 . C22 . o2 . gp Method AAT/GAP 

Start 14957 End 15540 

GI 198_1.R1084 Score 882 

Exons 14957. .15153, 15270.. 15540 

GI Descrip. ' 24 434 02/dbj | BAA224 19 | 0.0e+00 (D87745) orthophosphate dikinase 
[Oryza sativa] >gi_24 434 05_dbj_BAA224 20_ (D87952J orthophosphate 
dikinase [Oryza sativa] 1 



Seq. No. 



38611 



Seq. ID OJ000117_09.0222.C22 



38303 



Gene No. 79430 Strand + 

Start 14957 End 18501 

Name OJ000117_09 . 0222 . C22 . o4 . np Method * ! AAT/NAP 
Start 15316 End 18501 

GI 2443402 Score 356 

Exons 15316. .15540, 18465. .'18501 

GI Descrip. (D87745) orthophosphate dikinase [Oryza sativa] 

gi I 2443405 |dbj |BAA22420| (D87952) orthophosphate dikinase [Oryza 
sativa] 

Seq. No. 38611 Seq. ID OJ000117_09 . 0222 . C22 

Gene No. 79430 Strand + 

Start 14957 End 18501 

Name OJ000117_09 . 0222 . C22 . o5 . gs Method GENSCAN 

Start 16730 End 17904 

GI none Score . 67 

Exons 16730. .16904, 17851.. 17904 

Seq. No. 38611 Seq. ID OJ000117_09 . 0222 . C22 

Gene No. 79431 Strand 

Start 12452 End 12744 

„,.. Name,; Q JO 0.0 117-^0 9 0222 . C22 ...ol.jtm. Methpd,^._ JBLASTX : Maize___ ^ 

.v -Star.t. ! 8.0.8 6. .._.* ■ End' . ... .10134 . Z _ ~ 1 . 

fj GI none Score 93 

*« s Exons 8086.. 8241, 8098.. 8241, 8243.. 8365, 8263.. 8370, 8999.. 9160, * 
!f 9003. .9164, 9254. .9334, 9383. .9622, 9445. .9621, 9718. .9765, 

LM 9719. .9928, 9817. .9921, 9937. .10044, 9938. .10039, 9962. .10054, 

fy 10057.. 10134 

Q Seq. No. 38611 Seq. ID OJ000117_0 9 . 0222 . C22 

Gene No. 79431 Strand 

lf s Start 12452 End 12744 

^ Name OJ000117_09 . 0222 . C22 . ol . ts Method TBLASTX : Soybean 

s Start 9475 End 10131 

[3 GI none Score 219 

Vj Exons 9475. .9573, 9584. .9619, 9718. .9921, 9719. .9922, 9941. .10054, 

L : 9946. .10053, 9947. .10054, 10057 .. 10131 , 10057.. 10131 

]3 seq. No. 38611 Seq. ID OJ000117_09 . 0222 . C22 

U Gene No. 79431 Strand 

[3 Start 12452 End 12744 

.. ■ Name- . . OJ000117_09 . 0222 . C22 . ol . tc .Method TBLASTX : Cress 

. "' Start ' - 9770 " ; . \ End " " "10140 " ■ 

GI " none ■ ' * * ' ' Score 127 

"" Exons " ~"97'7 0\ :9928', "9782 . .'9904, '994 1. '. 10054 ,~ : 9"946 . .10026, **1'D0'5"7~ 10140 " 



•^V -Seq'. 'No.' " .-'" 38611 • " ' ' """ " . Seq. 'lb " OJ000117 J)9 .' 0222 . C22 - 

Gene No. 79431 Strand ■ - ■ 

■Start 12452 End 12744 

Name OJ000117_09 . 0222 . C22 . o2 . tm Method TBLASTX : Maize 

Start 10801 End 11271 

GI none Score 314 

Exons 10801. .11001, 10803 .. 11018 , 10807 .. 11082 , 11107.. 11271 

Seq. No. 38611 Seq. ID OJ000117_09 . 0222 . C22 

Gene No. 79431 Strand 

Start 12452 End 12744 



38304 



Name 


OJ000117 09 . 0222 . C22 . ol . gp 


Method 


AAT/GAP 




Start 


12452 


End 


12744 




GI • 


none 


Score 


54 6 




Exons 


124 52 . . 1274 4 








Seq. No. 


38 612 


Seq. ID 


OJ000207 07, 


. 0224 . C2 


Gene No. 


79432 


Strand 


+ 




Start 


1 


End 


2001 




Name 


OJ000207 07 . 0224 . C2 . ol . np 


Method 


TV 7\ m / n TV T"^ 

AAT/NAP 




Start 


1 


End 


1093 




GI 


/I c t m /I A 

453934 4 


Score 


945 




Exons 


1..293, 418. .669, /61..1093 








GI Descrip. 


(AL03bb39) putative protein 


[ Arabidops 


is thaliana] 




Seq. No. 


38612 


Seq. ID 


OJ000207_07. 


.0224.C2 


Gene No. 


79432 


Strand 


+ 




Start 


1 


End 


O A A 1 

zOOl 




Name 


OJ000207 07 . 0224 . C2 . ol . gs 


Method 


GENSCAN 




Start 


418 


End 


2001 




GI 


none 


Score 


. 4 7 




Exons 


418. .669, 761. .1052, 1961... 


2001 






Seq.. .No. . ... 




„ . ..Seq. .ID 


OJGO 02071^ 


.022l7c£' 


Gene No. 


79433 


Strand 


+ " 




Start 


2823 


End 


6744 




Name 


OJ000207 07.0224.C2.o3.gp 


Method 


AAT/GAP 




Start 


2823 


End 


6430 




GI 


457 1.R1084 ' • 


Score 


1335 





Exons 2823. .2949, 3052. .3114, 5330. .5537, 5653. .5722, 6157. .6.430 

GI Descrip. 1 283000/pir | IJX0243 0.0e+00 1, 4-alpha-glucan branching enzyme 
(EC 2.4.1.18) I precursor - rice >gi_218 151_dbj_BAA01855_ 
(D11082) branching enzyme-I precursor [Oryza sativaj 
>gi_4 704818_gb_AAD2828 4 . 1_AF136268_1 (AF136268) starch-branching 
enzyme I [Oryza sativa subsp. japonica] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

. Exons.. 
GI Descrip. 



38612 
7-94 33 
2823 

OJ000207_07 . 0224 . C2 . o2 . np 



Seq.. ID 
Strand 
End 

Method 

2866 End 
421991 Score 
.2.8 66... 2949, 3052 . . 3114 ,. 5330 .. 5537-, 5653... 5722, 6157. ..6744. 
1, 4-alpha-glucan branching enzyme (EC 2.4.1.18) sbel precursor 
rice gi | 287 404 | dbj | BAA01616 . 1 1 (D10838) 1 , 4 -alpha-glucan^ 
branching ' enzyme ' [Oryza "sativa] ' " - *- "- 



OJ000207_07.0224.C2 
+ 

6744 
AAT/NAP 
6744 
1120 



Seq. No. - 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



- 08 "6 12 - • ~ • 
79434 
•895 

OJ000207 07.0224.C2.ol.gp 



Seq. ID 
Strand 
End' 
Method 
End 
Score 



OJ0002.07 07.0224 .C2- 



1431 
AAT/'C 
1431 
1050 



895 

465_1.R1084 
895. .1431 

1 1705733/sp| P53682 |CDP1_0RYSA 0.0e+00 CALCIUM-DEPENDENT PROTEIN 

KINASE, ISOFORM 1 (CDPK 1) >gi_54 2156_pir JC1515 

calcium-dependent protein kinase (EC 2.7.1.-) - rice 
>gi_435466_dbj_BAA02698_ (D13436) calcium-dependent protein 



38305 



kinase [Oryza sativa] ' 



Seq. No. 


38612 




Seq. ID 


OJ000207__Q7.0224.C2 


Gene No. 


79435 




Strand 




Start 


2012 




End 


2271 


Name 


OJ000207 07.0224.C2.o2. 


gp 


Method 


AAT/GAP 


Start - 


2012 




End 


2271 


GI 


LIB34 31-01 0-P1-N1-F11 




Score 


453 


Exons 


2012. .2271 








GI Descrip. 


, 287403/dbj | D10838 | RICSBE1 1 


.0e-lll Rice gene for starch 




branching enzyme' 








Seq. No. 


38612 




Seq. ID 


OJ000207_07.0224.C2 


Gene No. 


79436 




Strand 




Start 


2734 




End 


4956 


Name 


OJ000207 07.0224.C2.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


31 




End 


287 


GI 


none 




Score 


149 


Exons 


31. .117, 33. .161, 34. .141, 125. .250, 


126. .254, 252. .287 


Seq. No. 


38612 




Seq. ID 


OJ000207_07.0224.C2 


Gene _No , 


. .79436_ ; _ 




Strand... 




Start . . .. 


..27.34 T . ' . . ;■ . \ \ - : ~ 




End . . . 


r4 9567: 7 T~ " 7J"IT~7 


Name 


OJ000207 07.0224.C2.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


88 




End 


1096 


GI 


none 




Score 


61 


Exons 


88 . . 141, 88 . . 141, 123. . 


293, 


125. .295, 


146. .295, 400.-. 525, 




410. .520,^535. .672, 550 


..696, 911. .952, 1055. .1096. 


Seq. No. 


38612 




Seq. ID 


OJ000207_07.0224.C2 


Gene No. 


79436 




Strand 




Start 


2734 




End 


4956 


Name 


OJ000207 07.0224.C2.o2. 


gs 


Method 


GENSCAN 


Start 


2734 




End 


4956 


GI 


none 




Score 


. 67 


Exons 


2734. .3122, 3368. .3722, 


3940 


. .4122, 4900. .4956 


Seq. No. 


38612 




Seq. ID 


OJ000207_07.0224.C2 


Gene No. 


79437 




Strand 




Start 


5326 




End 


6205 


Name 


OJ000207 07.0224.C2.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


5326 . ; . . 




End 


• 6205 


GI /. . 


none ' 




. Score 


. 236 •-. : - - 


Exons 


5326. .5418,' 5327. ^ 5539, 


"'5327 


..5584, 5627.. 5722 1 , 5628. .5723 




5 64 3 . ; 5 7 2~6', 5 653'/ f 5 7 2"7 / 


"76145" 


6201, 614 9 . . 62*05; ' '6161 . . "6199 


Seq. No. 


•38 613*--' " ' ' * 




Seq."* ID 


OJ0002-07_07-, 0224". C3 


Gene No/ 


79438 




Strand 




Start 


317 




End 


670 ■ 


Name 


OJ000207 07.0224.C3.ol. 


np 


Method 


AAT/NAP 


Start 


317 




End 


670 


GI 


6729524 




Score 


116 


Exons 


317. .429, 527. .670 








GI Descrip. 


(AL132977) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


38613 




Seq. ID 


OJ000207_07.0224.C3 


Gene No. 


79438 




Strand 





38306 




Start 


317 


End 


670 


Name 


OJ000207 07 . 0224 . C3 . ol . gp 


Method 


AAT/GAP 


Start 


330 


End 


429 


GI 


969014 


Score 


152 


Exons 


330 . . 429 






Seq. No. 


38613 


Seq. ID 


OJ000207_07.0224 .C3 


Gene No. 


79438 


Strand 




Start 


317 


End 


670 


Name 


OJ000207_07 .0224.C3.ol.tm 


Method 


TBLASTX: Maize 


Start 


330 


End 


603 


GI 


none 


Score 


149 


Exons 


330. .428, 334. .429, 532. .567, 


532 . . 603 




Seq. No. 


38614 


Seq. ID 


OJ000207_07 . 0224 .C5 


Gene No. 


79439 


Strand 


+ 


Start 


1 


End 


500 


Name 


OJ000207 07.0224.C5.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


222 


GI 


6174959 


Score 


119 


Exons 


1..23, 133. .222 






GI Descrip. 


60S . RIBOSOMAL ,.PR0TEIN L L9^gi [ 2058273 | db j J BAA1 97 9.8 L ( D8 35.2 7 ) , 




. [Or.yza sativa] 




- - 


Seq. No. ' 


38614 


Seq. ID 


OJ000207_07 . 0224 . C5 


Gene No. 


79439 


Strand 


+ 


Start 


1 


End 


500 


Name 


OJ000207 07.0224.C5.ol.gp 


Method 


TV TV m / /— i T\ r\ 

AAT/GAP 


Start 


112 


End 


500 


GI 


518 3.R1084 


Score 


695 


Exons 


112. .500 






GI Descrip. 


, 2058273/dbj IBAA19798 | 1.0e-19 (D83527) 


YK426 [Oryza sativa 


Seq. No. 


38614 


Seq. ID 


OJ000207_07.0224 .C5 


Gene No. 


79439 


Strand 


+ 


Start 


1 


End 


500 


Name 


OJ000207 07.0224.C5.ol.-gs 


Method 


GENS CAN 


Start 


139 


End . 


225 


GI 


none 


Score 


.78 


Exons 


139. .225 






Seq. .No. 


38 615.. 


.Seq. ID 


OJ000207_07.0224.C6. 


Gene No . 


"7 94 40 : ' '" " - - 


Strand . 




Start 


157 ' " 


End 


695 


Name " " 


•' 0 JO 0 02 0'7 " * 07 . 0 2~2 4 . C 6 76T. gp *" 


" Method 


AAT/GAP* ' 


Start. . v - 


- 157- \ 


End 


392. . • 


GI 


1632104'.' " 


Score 


404 


Exons 


157. .392 






beq. no. 


38615 


Seq. ID 


OJ000207_07.0224.C6 


Gene No. 


79440 


Strand 


+ 


Start 


157 


End 


695 


Name 


OJ000207 07.0224.C6.ol.tm 


Method 


TBLASTX: Maize 


Start 


208 


End 


513 


GI " 


none 


Score 


63 


Exons 


208. .279, 215. .274, 226. .513, 


227. .304, 


302. .352, 347. .511 



38307 



Seq. No. 38615 Seq. ID 

Gene No. 794 40 Strand 

Start 157 End 

Name OJ000207_07 . 0224 . C6 . ol . gs Method 

Start 230 End 

GI none Score 

Exons 230.. 670 



OJ000207_07.0224 .C6 
+ 

695 

GENSCAN 

670 

.97 



Seq. No. 38615 Seq. ID 

Gene No. 79440 Strand 

Start 157 End 

Name OJ000207_07 . 0224 . C6 . ol . ts Method 

Start 260 End 

GI none Score 

Exons 260.. 673, 361.. 645 



OJ000207_07.0224.C6 
+ 

695 

TBLASTX: Soybean 

673 

387 



Seq. No. 38615 Seq. ID 

Gene No. 79440 Strand 

Start 157 End 

Name OJ000207_07 . 0224 . C6 . ol . tc Method 

Start 293 End 

.GI T . none_ m JScore.„ _„ 

..Exons . ... 



OJ000207_07.0224.C6 
+ 

695 

TBLASTX: Cress 
676 

;79 



293. .4.27,.. 43.6. ..651, .417. ..67.3,. .611.. .67,6 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI .. 

Exons 

Seq'.""N6". 
Gene No-'. 
1 Start" 
Name 
Start 
GI 

Exons 



38615 Seq. ID 

79440 Strand 
157 End 
OJ000207_07. 0224 .C6.ol.np Method 
326 End 
2499524 Score 
326. . 695 

RENAL SODIUM/DICARBOXYLATE COTRANSPORTER (NA { + ) /DICARBOXYLATE 
COTRANSPORTER) gi | 2 137022 | pir || I 4 6528 sodium/dicarboxylate 
cotransporter - rabbit (fragment) gi 1758384 (U12186) 
sodium/dicarboxylate cotransporter [Oryctolagus cuniculus] 



OJ000207_07.0224 .C6 
+ 

695 

AAT/NAP 

695 

138 



38616 
79441 
14 

OJ000207_07 . 0224 . C7 . ol . gs 
14 

none 



Seq. ID OJ000207_07.0224.C7 

Strand + 

End 2251 

Method GENSCAN 

End 2251 

Score . . . 98 



14.. 23, .345.'. 377,; 1847 . .1884 , 2144". .2251 



3"8 61'6 " * 

•7.94 42 • ' • , .' ' .' 

7202 '•' ' ."" 

OJ000207_07 . 0224 . C7 .ol .np 

7148 - 

4850384 

7148. .7291, 7609. .7713, 7819. 



' Seq . I D ' OJ00"0207"_07 . 0224 V"C7" 
Strand ..+ 

End' " 9987' " *-'"-' ' " 
Method AAT/NAP 
End 9978 
Score 560 



.7899, 8078.. 8193, 8276. 



8491. .8626, 8740. .8937, 9039. .9092, 9194. .9268, 9842. 



.8377, 
. 9978 



GI Descrip. (AC007357) F3F19.3 ■ [Arabidopsis thaliana] 



Seq. No. 
Gene No. 
Start 



38616 
79442 
7202 



Seq. ID OJ000207_07.0224.C7 
Strand + 
End 9987 



38308 




Name 


OJ000207 07.0224.C7.o3.gs 


Method 


GENSCAN 






Start 


7202 


End 


9987 






GI 


none 


Score 


.87 






Exons 


7202. .7291, 7405. .7533, 7609. .7713, 7819. .7899, 


8078. .8 


193 




8276. .8377, 8491. .8610, 9154. .9268, 9380. .9412, 


9880. . 9987 


Seq. No. 


38616 


Seq. ID 


OJ000207 


_07.0224 


.C7 


Gene No . 


79443 


Strand 


+ 






Start 


14693 


End 


15194 






Name 


OJ000207 07.0224.C7.o2.gp 


Method 


AAT/GAP 






otart 


14693 


End 


15194 






GI 


38782 1.R1084 


Score 


• 809 






Exons 


14693. .15194 










GI Descrip. 


'6069643/dbj IAP000616.1 IAP000616 0.0e+00 Oryza 


sativa genoi 




DNA, chromosome 6, clone : P0514G12 1 








beq. no. 


38616 


Seq. ID 


OJ000207 


_07.0224 


,C7 


Gene No . 


79444 


Strand 


+ 






Start 


16031 


End 


21857 






Name 


OJ000207 07.0224.C7.o5.np 


Method 


AAT/NAP 






Start 


15817 


End 


21857 






„ GI 


_ 60 06374^ . ^ ■ - 


-;_..^Score^ 


-1J5.14. 






Exons_ 1 J 


. . 1.5 8. i 7 ... . 1 5.8.8.2 , . 18.2 16 .. .. 19 1.9.9 ,.. 


.21.838... .2 18 5.7. . . 






GI Descrip. 


(AP000559) Similar to Rice 


tungro bacilliform virus; rever: 




transcriptase (D10774) [Oryza sativa] 








Seq. No. 


38616 


Seq. ID 


OJ000207 


J37.0224 


.C7 


Gene No. 


79444 


Strand 


+ 






Start 


16031 


End 


21857 






Name 


OJ000207 07 .0224 .C7 .o5.gs 


Method 


GENSCAN 






Start 


16031 


End 


17653 






GI 


none 


Score 


1 






Exons 


16031. .17653 










Seq. No. 


38616 


Seq. ID 


OJ000207 


_07.0224 


.C7 


Gene No. 


79444 


Strand 


+ 






Start 


16031 


End 


21857 






Name 


OJ000207 07.0224.C7.o4.np 


Method 


AAT/NAP 






Start 


16213 


End 


17656 






GI 


4468808 


Score 


875 






Exons 


16213. .17656 










GI Descrip . 


(AL035601) putative . protein 


[Arabidopsis thaliana] 




... 

Seq. No. 


'38616 


Seq. ID 


OJ600207' 


_07.0224 


Vcf 


Gene' No. - ' 


7 9445" " • 


"Strand 








Start ' " 


22359 - 


- ' End „. 


.24411 






•Name ™ 


• "OJ00020'-7- : ~0-7 ;0'224 -rC7-.o6.gs - 


■ .Method 


- GENSCAN - 






Start 


22359 


End 


24194 






GI 


none 


Score 


.81 






Exons 


22359. .22439, 22 67 1 . . 22700 , 


22785. .228 


S37, 22957 


. .23070, 






23150. .23207, 23509 .. 2358 9, 


23677. .23787, 24030 


. .24194 




Seq. No. 


38616 


Seq. ID 


OJ000207_ 


_07.0224 


.C7 


Gene No. 


79445 


Strand 


+ 






Start 


22359 


End 


24411 






Name 


OJ000207 07.0224.C7.o4.gp 


Method 


AAT/GAP 






Start 


22553 


End 


24411 







38309 




GI 894_1.R1084 

Exons 22553. .22700, 22785 22837, 

23365. -.23409, 23509 .. 23589, 

GI Descrip. '3885888 1.0e-28 (AF093632) 
sativa] 1 




Score 1645 
22957. .23070, 23150 23207 , 
23677. .23787, 24086. .24411 
high mobility group protein [Oryza 



Seq. No. 


38616 


Seq. ID 


OJ000207J37.0224 


.C7 


Gene No. 


79445 


Strand 


+ 




Start 


22359 


End 


24411 




Name 


OJ000207 07.0224.C7.o6.np 


Method 


AAT/NAP 




Start 


22794 


End 


23787 




GI 


3885888 


Score 


624 




Exons 


22794 . .22837, 22957 .. 23070, 


23150. .23207, 23365 23409, 






23509. .23589, 23677. .23787 








GI Descrip. 


(AF093632) high mobility group protein 


[Oryza sativa] 




Seq. No. 


38616 


Seq. ID 


OJ000207_07.0224 


.C7 


Gene No. 


79446 


Strand 






Start 


1314 


End 


1369 




Name 


OJ000207 07.0224.C7.ol.gp 


Method 


AAT/GAP 




Start 


1314 


End 


1369 




GI . , : . . 


. -uC.-osroM202041f04bl. .. ■ 


, : Score 


64 „- 




Exons. .„.. 


131.4... 1369 . ... 








GI Descrip. 


' 4176420/dbj IBAA37167 | 2.0e- 


11 .(AB008097) cytochrome P450 




[Arabiciopsis thaliana] ' 








Seq. No. 


38616 


Seq. ID 


OJ000207_07.0224 


.C7 


Gene No. 


79447 


Strand 






Start 


4084 


End 


5477 




Name 


OJ000207 07.0224.C7.o2.gs 


Method 


GENSCAN 




Start 


4084 


End 


5477 




GI 


none 


Score 


.78 




Exons 


4084. .4130, 4324. .4489, 4587 


..4773, 5383. .5477 





Seq. No. 38616 Seq. ID 

Gene No. 79448 Strand 

Start 12534 End 13291 

Name OJ000207_07 . 0224 . C7 . o2 . np Method AAT/NAP 

Start 11608 End 13291 

GI 6907086 Score 1027 

Exons 11608 .. 11980, 12198 124 45 , 12505. .13291 

GI Descrip. (AP001129) hypothetical protein [Oryza sativa] 



OJ000207 07. 0224. C7 



Seq. No. 38616 'Seq. ID 

"Gene""No. 7 94 4~8 ' Strand ' 

• Start 12534 .. ' . - - End - .. 

Name OJ000207_07 . 0224 .'c'7 . o4 . gs ' Method 

Start 12534 End 

GI * none - - ■ Score 

Exons 12534.. 13037 



OJ000207_07.0224.C7 

13291 ... ■ . 

GENSCAN " 
13037 • 

1 ■ - 



Seq. No. 38616 Seq. ID 

Gene No. 7 9449 Strand 

Start 13999 End 

Name OJ000207_07 . 0224 . C7 . o3 . np Method 

Start 13999 End 

GI 4680186 Score 



OJ000207_07.0224.C7 

17307 
AAT/NAP 
17307 
168 



38310 



Exons 13999. .14417, 14888 14 94 6, 17130.. 17307 

GI Descrip. (AF111709) unknown [Oryza sativa subsp. indica] 



Seq. No. 38616 
Gene No. 79450 
Start 19143 

Name OJ000207_07 . 0224 . C7 . ol . 

Start 174 
GI none 

Exons 174.. 239, 7621.. 7713, 7 

8077. .8205, 8128. .8196, 
8277. .8384, 8491. .8556, 
8872..8937, 9033.. 9092, 

Seq. No. 38616 

Gene No. 79450 

Start 19143 

Name OJ000207_07 . 0224 . C7 . o2 . 

Start 174 

GI none 

Exons 174.. 254, 7560.. 7715, 7 



.. 8077,^8232, 8276. .8380, 
... 8.7.43. .8778,/ 8871. ..8936,. 
9202.. 9273, 9203.. 9259 



Seq. ID OJ000207_07.0224.C7 
Strand 

End 19670 
ts Method TBLASTX: Soybean 

End 9259 
Score 72 
623. .7724, 8075. .8194, 8075. .8194, 
8275. .8382, 8275. .8379, 8276. .8380, 
8492. .8557, 8743. .8778, 8871. .8936, 
9044. .9091, 9203. .9259 

Seq. ID OJ000207_07.0224.C7 
Strand 

End 19670 
tm Method TBLASTX : Maize 

End 9273 

Score 75 
621. .7713, 7834. .7899, 8075. .8194, 
. 8277. .8384,,,, 848,9 ..,.8557 , . 84 91 .... 8556.,, . 
.8872.. .8937,. 90.33. .9092, .9044 . . 9.09.1, . 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38616 
79450 
19143 

OJ000207_07, 

7994 

none 

7994. .8194, 
8277. .8384, 



0224.C7.o2.tc 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000207J)7.0224 .C7 
19670 

TBLASTX: Cress 

8527 

133 



8090. .8194, 
8489. .8527 



8098. .8196, 8274. .8366, 8276. .8380, 



Seq. No. 38616 

Gene No. 79450 

Start 19143 

Name OJ000207_07 . 0224 . C7 . ol . tm 

Start 16817 

GI none 

Exons 16817. .17113, 1 6832 .. 1692 1 , 
. - .17173. .17352,: 17398 . .17 5.68 .,, 



Seq. ID 
Strand 
End " 
Method 
End 
Score 

17003 

1739.9 



OJ000207 07. 0224. C7 



19670 

TBLASTX: Maize 
17617 
285 

17104, 17171 . . 17374, 
17617, 17402. .1.7581 . 



Seq. No. 38616 

"Gene No. " ' 79450 ~" 
Start .. " 19143 - .. - "". . . . ' - \ 

Name OJ000207_07 . 0224 . C'7".ol Vtc 

Start 16880 

GI none • * - 
Exons 



Seq. ID OJ000207_07.0224~.C7 
Strand - ' ' ' 
End 

Method 
End 

Score - 



1967 0'. . 
TBLASTX: Cress-' 
17446 
236 - - • 



16880. .17167, 16987. .17100, 17180 .. 17275, 17212 .. 17259 , 
17342. .17368, 17399. .17446 



Seq*. No. 38616 Seq. ID 

Gene No. 79450 Strand 

Start 19143 End 

Name OJ000207_07 . 0224 . C7 . o2 . ts Method 

Start 17180 End 



OJ000207_07.0224.C7 
19670 

TBLASTX: Soybean 
17527 



-38311 



GI 

Exons 



none Score 175 

17180. .17374, 17392. .17526, 17393.. 17527 



Seq. No. 38616 Seq. ID OJ000207_07 . 0224 . C7 

Gene No. 79450 Strand 

Start 19143 End 19670- 

Name OJ000207_07 . 0224 . C7 . o3 . gp Method AAT/GAP 

Start 19143 End 19670 

GI 21466JL.R1084 Score 964 

Exons 19143.. 19670 

GI Descrip. 1 6006355/ dbj | AP000559 . 1 1 AP00055 9 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P04 93C11 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



38617 
79451 
1 

OJ0002 
1 

16167_ 
1. .52 
'43223 
,high-a 
.>gi__4 8 
dicarb 



07_07.0224 .C9.ol.gp 
1.R1084 



Seq. ID 

Strand 

End . 

Method 

End 

Score 



OJ000207_07. 0224.C9 
52 

AAT/GAP 

52 

104 



46/gb | AAD16019 | 2 . 0e-27 (AF081825) sodium-dependent 

f f inity,. di carboxylase,, transporter . [Rattus jiorye„gicus ] 

377 Z5^gb^AAD30657 . l^AEO 8 6.4*51^1 . ( AF0 8 04 5 1 ) .sodium- dependent 
oxylate transporter SDCT2 [Rattus norvegicus] ' 



Seq. No. 38618 Seq. ID 

Gene No. 79452 Strand 

Start 239 End 

Name OJ000207_07 . 0224 . C10 . ol . gs Method 

■Start 239 End 

GI none Score 

Exons 239.. 285, 302.. 426 



OJ000207_07. 0224. C10 
426 

GENSCAN 

426 

.86 



Seq. No. 38619 Seq. ID 

Gene No. 79453 Strand 

Start 133 End 

Name OJ000207_07 . 0224 . C12 . ol . gs Method 

Start 133 End 

GI none Score 

Exons 133.. 302 



OJ000207_07. 0224 .C12 
+ 

302 

GENSCAN 

302 

.72 



Seq.. No. . 


38620 . • . 


Seq. ID 


X>J000207_07 


.0224 


.C13 


Gene No. * 


'79454 - - ' ■ 


Strand 








Start 




End 1 ' ' 


'374'" " " " 






Name 


'OJ000207 07.0224. C13.'bl r .np '• 


Method * 


AAT /NAP " 






Start' 


225 


End' 


374 : " 






GI 


. 4539344 


Score 


112 






Exons 


225.. 374 










GI Descrip.' 


(AL035539) putative protein 


[Arabidopsis thaliana] 






Seq. No. 


■ 38620 


Seq. ID 


OJ000207_07 


.0224 


.C13 


Gene No. 


79455 


Strand 








Start 


5421 


End 


5565 






Name 


OJ000207 07.0224.C13.ol.gp 


Method 


AAT/GAP 






Start 


5421 


End 


5565 






GI 


245 1.R1084 


Score 


264 






Exons 


5421. .5565 











38312 



GI Descrip. 1 3913236/sp | Q40671 | CG2B_0RYSA O.Oe+00 G2/MIT0TIC-SPECIFIC CYCLIN 
2 (B-LIKE CYCLIN) (CYC0S2) >gi_1694 8 92_enib_CAA57556_ (X82036) 
cyclin [Oryza sativa] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



38621 Seq. ID OJ000207JD7 . 0224 . C14 

79456 Strand 
1 End 2201 

OJ000207J)7.0224.C14.ol.gp Method AAT/GAP 

1 End 2201 
245_1.R1084 Score 2114 

1..237, 333. .511, 609. .707, 791. .1012, 1088. .1177, 1259. .1396, 
1492. .1620, 2084. .2136, 2178. .2201 

' 3913236/sp|Q40671 |CG2B_ORYSA 0.0e+00 G2 /MITOTIC-SPECIFIC CYCLIN 

2 (B-LIKE CYCLIN) (CYCGS2) >gi_1694 892_emb_CAA57556_ (X82036) 
cyclin [Oryza sativa] 1 





Seq. No. 


38621 




Seq. ID 


OJ000207__07.0224.C14 




Gene No. 


79456 




Strand 






Start 


1 




End 


2201 




Name 


OJ000207 07.0224.C14.ol. 


gs 


Method 


GENSCAN 




Start 


90 




End 


1620 




,.„QI„_. p .. 


■ none . _ 




Scpre^ 


.78 - _ _ •„ 




. Exons .. .. 


9 0 . \ 231, 38 ~i t : ' 6 0 9 . \ 


7 58/ 


.7 91.". 1012, 


..1259.... 13.9 6 , . 14 9.2. ... 1 6 2 0 . 


C3 


Seq. No. 


38621- 




Seq. ID 


OJ000207_07.0224 .C14 ... 


B ST 

f Fs 


Gene No. 


79456 




Strand 






Start 


1 




End 


2201 


FN 


Name 


OJ000207 07.0224.C14.ol. 


np 


Method 


AAT/NAP 


S3 


Start 


93 




End 


2201 


i. Li 


bl 


3913236 




Score 


1541 


I™ 


Exons 


93. .237, 333. .511, 609.. 


707, 


791. . 1012, 


1088. .1177, 1259. .1396, 


\J 




1492. .1620, 2084. .2201 










GI Descrip. 


G2 /MITOTIC-SPECIFIC CYCLIN 2 


{B-LIKE CYCLIN) (CYCOS2) 






gi| 16948 92 | emb | CAA57556 | 


(X82036) cyclin [Oryza sativa] 




Seq. No. 


38621 




Seq. ID 


OJ000207_07.0224.C14 


: . 


Gene No. 


79456 




Strand 




. == 


Start 


1 




End 


2201 




Name 


OJ000207 07.0224.C14.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


102 




End 


239 




GI 


none 




Score 


131 




Exons 


102. .239, 109. .237 










Seq." No. 


: " ~38 621 : ■ ' 




Seq. ID 


OJ0b0~207_;07.M24 .C14' 




Gene No". 


'-79456 ' . " 




Strand" • 






Start '.. 


1 : ' - ■ 




End 


2201 ' . , . - 




Name ■ 


. OJ000207 07.0224 ,Ci4.oi; 


tc 


Method 


TBLASTX -Cress- 




Start 


108 




" End 


1327 




GI 


none 




Score 


88 - - 




Exons 


108. .236, 109. .240, 332. 


.517, 


333. .521, 


609. .719, 610. .777, 






610. .720, 767. .1015, 776 


..1018, 777. .1031, 780. .1031, 






1067. .1171, 1089. .1172, 


1097. 


.1180, 1259. .1327 



Seq. No. 38621 Seq. ID OJ000207_07 . 0224 . C14 

Gene No. 79456 Strand 

Start 1 End 2201 

Name OJ000207 07 . 0224 . C14 . ol . ts Method TBLASTX : Soybean 



38313 



Start 
GI 

Exons 



108 End 1327 

none Score 121 

108. .236, 332. .517, 606. .719, 750. .1025, 776. .1018, 1067. .1156, 
1088. .1156, 1259. .1327 



Seq. No. 38621 

Gene No. '79456 

Start 1 

Name OJ000207_07 . 0224 . C14 . ol . tm 

Start 368 

GI none 
Exons 



Seq. ID OJ000207_07.0224.C14 

Strand - 

End 2201 

Method TBLASTX: Maize 

End 1171 

Score 69 



368. .517, 380. .517, 441. .521, 606. .719, 609. .698, 613. .708, 
767. .1018, 774. .1031, 776. .1018, 1067. .1171, 1088. .1159 



Seq. No. 38622 

Gene No. 79457 

Start 440 

Name OJ000207_07 . 0224 . C16 . ol . gp 

Start 440 

GI LIB34 77-003-P1-K1-E9 

Exons 440. .540 

. GI . Descr-ip... 24 98586/spJ.Q40 6.38 J MP01_QRYSA,.2 . 0e.-24 ..MAJOR; POLLEN .ALLroGEN_ORY 

/v S. 1. PRECURSOR .(ORY....S. I),. .>gi_1.17 35,57 .( U3.177 1 ) Ory.. s l;_ [Ctryza. „ . 
sativa] ' 



Seq. ID OJ000207_07.0224.C16 
Strand 

End 540 

Method AAT/GAP 

End 540 

Score 135 





beq. no. 


38622 




Seq. ID 


OJ000207_07, 




• Lib 




Gene No. 


79458 




Strand 










Start 


609 




End 


701 








Name 


OJ000207 07.0224, 


.C16. ol.gs 


Method 


GENSCAN 






: , ~ 


Start 


609 




End 


701 








GI 


none 




Score 


.8 






FU 


Exons 


609. .701 














Seq. No. 


38623 




Seq. ID 


OJ000207_07, 


.0224 


• C17 




Gene No. 


79459 




Strand 










Start 


20 




End 


154 






■ 


Name 


OJ000207 07.0224, 


,C17 .ol.gs 


Method 


GENSCAN 






sx 


Start 


20 




End 


154 








GI 


none 




Score 


.44 








Exons 


20. .154 














■ Seq. .Nov... 


..38624 




Seq. ID 


.. OJ00.0207 .07, 


.0224 


.C19 




'. Gene No ." : " 


-7 94 60. ' ' 




Strand ' 


. + 








"Start-"'""' " 






End" ' 


: 1120 








Name""'* 


OJ000207 07.0224, 


.Ci9.6l.np""'~ 


Method " 


AAT / NAP "■" 








Start 


1 " . ' 




End 


1120 " . 








' GI 


4850384 




Score 


350 








Exons 


1..89, 331. .414, 


495. .610, 725. .1004, 


1040. .1120 








GI Descrip. 


(AC007357) F3F19. 


.3 [Arabidopsis thaliana] 








Seq. No. 


38624 




Seq. ID 


OJ000207_07, 


.0224 


.C19 




Gene No. 


79460 




Strand 


+ 








Start 


1 




End 


1120 








Name 


OJ000207 07.0224. 


.C19. ol.gs 


Method 


GENSCAN 








Start 


319 




End 


955 








GI 


none 




Score 


.79 








Exons 


319. .414, 495. .610, 725. .955 











38314 






Seq. No. 


38624 




Seq. ID 


OJ000207_07.0224 


.C19 




Gene No. 


79460 




Strand 


+ 






O Ucli- L 


1 




End 


1 1 90 

J. ± £. \J 






Name 


OJ000207 07.0224.C19.ol 


. tm 


Method 


1 D J_i.tt.O 1 A . LYia 1 z e 








324 




End 


1 m q 

J. u J. y 








none 




Score 


7 1 






IT v/^n q 
O AvJi 1 0 


324. .431, 328. .468, 492 


. .611, 


494. .616, 


AG A £1 ^ 7 1 Q 


ft Q9 






726. .893, 956. .1018, 957. .1019 








Seq. No. 


38624 




Seq. ID 


OJ000207_07.0224 


.C19 




Gene No. 


79460 




Strand 


+ 








1 




End 


j. j. \j 






Name 


OJ000207 07.0224.C19.ol 


.ts 


Method 


TRT QCTV. CAi/Vioan 

i oj_ii-i.o i a . ooyxjsan 






qt- ja -r +- 
O Ldl L 


328 




End 


1 ni Q 






p,t 


none 




Score 


fi Q 
o y 








328. .468, 328. .417, 492 


. .611, 


494. .613, 




fi Sfi 

O D O , 






725. .892, 726. .893, 745 


. .900, 


956. .101£ 


I QS7 1 01 Q Q£>1 
> , y D i • * -LU ± y , yD/ 


1 0' 
. . X u , 




Seq. No. 


38624 




Seq. ID . 


OJ000207_07.0224 


.C19 






79460 




Strand 


+ 




— - — 




,„ 1 _*...;:._ 




„End._ 


1 1 90 


~* — — 




Name . ...... 


. .OJD00207 ,07. 6*224.. C19.oI 


] tc™":' 


.Method 


r 1 ti i_j/\o l.A ...LISSS. 




ii 


O Ldl L 


4 9'5 




End 


fi 6^ 
Ouj 








none 




.Score 


1 9fi 






Exons 


495. .611, 512.\ 616, 693 


. .830,' 


725. .862, 


7 9 £ fi £^ 






Seq. No. 


38625 




Seq. ID 


OJ000207_07.0224 


.C20 


f ^ 




79461 




Strand 


_(. 






O LdlL. 


351 




End • 


s so 




^ w 


Name 


OJ000207 07.0224.C20.ol 


.gs 


Method 










351 




End 


s sn 




f II 




none 




Score 


4 9 

. 4^ 






Exon s 


351. .550 










fi 

i. : 


Seq. No. 


38626 




Seq. ID 


OJ000207_07.0224 


.C23 




UCllC LNVJ . 


79462 




. Strand 


4. 






otai l 


202 




End 


^ J4 






Name 


OJ000207 07.0224.C23.ol 


.gs 


Method 








O Gi- u 


202 




End 


9^4 






pt 


none 




Score 


4 S 








. 202. .234 .... 






-'. ." .v ' : - " : 






* Seq. No/' ' 


38 627 '' ' " '"" ' ' ■' 




Seq. ID 


OJ00020f_07.022'4 


.C2 6 




"Gene No.' 


" 7 94 63 . " " 




Strand 


+ . . 






OLai L 


395 : . / 




■End . 


DID ■ ■ ■ - • 






Name 


" OJ000207"07.0224.C26.ol 


.np 


"Method 


7\7\T , /MAD" 

/iAl / INAr 






oUdl U. 


395 ■ 




End 


OlD 






PT- 


4432845 




Score 


o y 








395. .616 












GI Descrip. 


(AC006283) unknown protein [Arabidopsis 


. thaliana] 






Seq. No. 


38628 




Seq. ID 


OJ000207_07.0224 


.C27 




Gene No. 


79464 




Strand 








Start 


137 




End 


2763 






Name 


OJ000207 07.0224.C27.ol, 


.gs 


Method 


GENSCAN 






Start 


137 




End 


2763 





38315 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 

137.. 528, 668.. 2588, 2693.. 2763 

38629 Seq. ID 

79465 Strand 

168 End 
OJ000207_07.0224.C28.ol.gs Method 

168 End 

none • Score 
168. .300 



,41 



OJ000207_07.0224.C28 
+ 

300 

GENSCAN 

300 

.54 



Seq. No. 


38630 


Seq. ID 


OJ000207_07.0224 


.C29 


Gene No. 


79466 


Strand 


+ 




Start 


139 


End 


1769 




Name 


OJ000207 07.0224.C29.ol.np 


Method 


AAT/NAP 




Start 


139 


End 


1769 




GI 


4539335 ' 


Score 


1389 




Exons 


139. .473, 601. .1572, 1727.. 


1769 






GI Descrip. 


(AL035539) putative protein 


[Arabidops 


is thaliana] 




Seq. No. 


38630 


Seq. ID 


OJ000207JD7.0224 


.C29 


Gene^Np . r 


7 9A 6 6_ ;„„■ _ 


_ v Strand_ 


. + . . ' ......... 






. .i 39. .■/.„.: ... 


/„.;ind„.„." 






Name 


OJ000207 07.0224.C29.o2.tc 


Method 


TBLASTX : Cress 




Start 


139 


End 


408 




GI 


none 


Score 


202 




Exons 


139. .408, 268. .408 









Seq. No. 38630 

Gene No. 79466 

Start 139 

Name OJ000207__07 . 0224 . C2 9 . ol . tm 

Start 145 

GI none 

Exons 145.. 465, 306.. 455, 598.. 654, 



Seq. ID OJ000207_07.0224.C29 

Strand + 

End 1769 

Method TBLASTX : Mai ze 

End 1768 

Score 244 

599. .823, 620. .823, 694. .828, 



905. .1318, 916. .1293, 1083. .1337, 1225. .1341, 1338. .1568, 
1338. .1565, 1339. .1572, 1348. .1569, 1727. .1768 



Seq. No. 38630 Seq. ID OJ000207J37 . 0224 . C29 

Gene No. 79466 Strand + 

Start 139 End 1769 

. Name .. OJ000207_07 . 0224 . C29..ol . ts Method TBLASTX: Soybean. 

Start' V V; : "151. ;' : - .v-£ nd ' 1768/ ■ ; ; ■ 

GI none ' ' Score 164 " ' ' ' 

Exons 157. . 384 , .' 3'61 4 65, '611.7823', '616.. 843, 905.. 13*18, 916:. 1281, 

- . 1047. ':i334/-1338. .1565, 1338. .1565, 1339 . . 157'2 , 1342., 1569, 
1727 . . 1768 

Seq. No. ■ 38630 • - Seq. ID - OJ000207_07 . 0224 . C2 9 

Gene No. 79466 Strand + 

Start . 139 End 1769 

Name OJ000207_07 . 0224 . C29 . ol . gs Method GENSCAN 

Start 343 End 1572 

GI none Score . 65 

Exons 343.. 473, 601.. 1333, 1342.. 1572 



Seq. No. 38630 Seq. ID OJ000207_07 . 0224 . C29 

38316 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



79466 Strand 

139 End 

OJ000207_07 . 0224 . C29 . ol . tc Method 

598 End 

none Score 



+ 

1769 

TBLASTX: Cress 

1530 

156 



598. .828, 599. .823, 869. .1180, 908. .1189, 910. .1185, 1220. .1318, 
1222. .1293, 1338. .1490, 1339. .1524, 1357. .1530 



Seq. No. 38630 

Gene No. 79466 

Start 139 

Name OJ000207_07 . 0224 . C2 9 . ol . tw 

Start 1217 

GI none 
Exons 



Seq. ID OJ000207_07.0224.C29 

Strand + 

End 1769 

Method TBLASTX : Wheat 

End 1569 

Score 123 



1217. .1318, 1242. .1340, 1250. .1336, 1260. .1340, 1338. .1568, 
1339. .1569, 1387. .1569 



Seq. No. 
Gene No. 
Start 
Name 

, SiarjL, _ _ _ 

..GI..;. ... 

Exons 

GI Descrip, 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ000207_07.0224 .C30 
Strand 

End 1524 
Method AAT/GAP 

JSnd ...1195 v _ ... ■ , 

.Scor.e. ......1626.. .. ' _._ 



38631 
79467 
1 

OJ000207_07.0224 .C30.ol.gp 
, _1 „..-._„ _ „ 

...326 j. ..rio 8 4 ; 

1. .565, 917. .1195 ' 

? 3868754/dbj | BAA34204 | 0.0e+00 (D64013) catalase [Oryza sativa] ' 



38631 
79467 
1 

OJ000207JD7.0224 .C30.ol.tw 
1 

none 

1..60, 37. .294, 41. .526, 42. 



Seq. ID OJ000207_07.0224 .C30 
■Strand 

End 1524 

Method TBLASTX: Wheat 

End 529 

Score 116 
,524, 44. .529 



Seq. No. 38631 

Gene No. 79467 

Start 1 

Name OJ000207_07 . 0224 . C30 . ol . tc 

Start 1 

GI none 
Exons 



Seq. ID OJ000207_07.0224 .C30 
Strand 

End . 1524 

Method TBLASTX : Cress 

End 1208 

Score 50 

1..60, 2. .61, 41. .568, 42. .566, 44. .577, 917. .943, 928. .1194, 

932. .1195, 942. .1208. • ., . .... .. . . 



Seq. No. 

Gene No. 

Star-t- 

Name 

Start 

GI 

Exons 



'38631 ' * • 

79467 ' 
' T ■ 

OJ000207_07.0224 .C30.ol.ts 
1 

none * ... 



Seq. ID OJ00020"7_07.0224 .C30 

"Strand - ' " ' '" 

End • ' *1524 ... 

Method TBLASTX : Soybean . 

End • 1198 

Score 58 



1..60, 2.'. 61, 40. .216, 41. .568, 42. .566, 262. .567, 917. .943, 
928. .1194, 938. .1198 



Seq. No. 38631 

Gene No. 79467 

Start 1 

Name OJ000207_07 . 0224 . C30 . ol . tm 

Start 1 



Seq. ID OJ000207_07.0224 .C30 
Strand 

End 1524 

Method TBLASTX: Maize 

End 1202 



38317 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 51 

1..60, 2. .37, 39. .566, 40. .567, 41. .568, 238. .585, 917. .943, 
928. .1194, 932. .1159, 941. .1195, 942. .1202 



38631 
79467 
1 

OJ000207_07. 0224 .C30.ol.np 
1 

1705629 



Seq. ID OJ000207_07.0224 .C30 
Strand 

End 152,4 

Method AAT/NAP 

End 1524 

Score 1441 



1..565, 917. .1194, 1409. .1524 

C AT ALAS E ISOZYME B (CAT-B) gi | 51 68 39 | db j I BAA054 94 | (D26484) 
catalase [Oryza sativa] 



38631 
79467 
1 

OJ000207_07.0224 .C30.ol.gs 
17 

none 

17. .356, 917. .1193, 1369. .1426 



Seq. ID OJ000207_07.0224 .C30 
Strand 

End 1524 

Method GENSCAN 

End 1426 

Score. . 65 



Seq... Mo 1 38.631 . . . . .„ 

Gene No. 794 67 

Start 1 

Name OJ000207_07 . 0224 . C30 . o2 . tw 

Start 1015 
GI none 

Exons 1015.. 1194, 1025.. 1195 



Seq.... ID.,, .0 JO 002 07.^0/7 .j 0.2.2 4..JC3J0;. , . 
Strand 

End 1524 

Method TBLASTX : Wheat 

End 1195 

Score 114 



Seq. No. 38632 

Gene No. 79468 

Start 309 

Name OJ000207_07 . 0224 . C31 . ol . gs 

Start ' 309 

GI none 
Exons 



Seq. ID OJ000207_07.0224.C31 

Strand + 

End 8446 

Method GENSCAN 

End 84 4 6 

Score .41 



309. .456, 922..974, 3697. .3799, 4332. .4431, 7607. .7692, 
7841. .8446 



Seq. No. 
Gene No. 
Start , 
Name* 
Start 
GI" ' 
Exons • 
GI Descrip. 

Seq. No. — - 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38632 
79469 

40 .... - . 

OJ000207_07". 0224 . C31 : . ol . gp 
'40 

37*6_1.R1084 ' ' " 

-40. .1.91- ■ ........ .. .. . .. - 

. ! 3868754 /dbj j BAA34204 | O.Oe+00 (D64013) catalase [Oryza .sativa] 1 



Seq. ID OJ000207_07. 0224 .C31 
Strand 

End.. . • ■ 191 

Method AAT/GAP ' r: ~" 
End ■ 191 
Score ~' : 2 67 ' 



-38 632 ■ - - 

79470 
11594 

OJ000207_07.0224 .C31.o2.gs 

11594 

none 

11594. .11719, 12 908. .12940 



Seq. : ID OJ000207_07.0224-.C31- 
Strand 

End 12940 

Method GENSCAN 

End 12940 

Score .51 



Seq. No. 



38632 



Seq. ID OJ000207_07.0224 .C31 



38318 






Gene No. 


79471 






Strand 










14959 








i en to 






Name 


OJ000207 07.0224.C31 


. o4 . gs 


Method 


TCMOPAM 






Q +- -a >-+- 


14959 






tna 


1 oUou 






rir 
bi 


none 






Score 


. 0 0 






Exons 


14959. . 


15084, 15989. 


. I DUjU 










O n M y-\ 

oeq . wo . 


38632 






Seq. ID 


OJ000207_07.0224 


P"3 1 






79472 






Strand 








Start 


17684 






End 


20256 






Name 


OJ000207 07.0224.C31 


ol . np 


Method 


AAT/NAP 






Of 2 y+- 
OtalL 


17684 






End 


20211 






P T 


6523054 




Score 


1073 






Exons 


17684. . 


17789, 18300. 


19316, 


19399. .20211 






oi Ucscnp . 


(AL133314) arm repeat containing protein homolog [Arabidopsi 






thaliana] 












Seq. No. 


38632 






Seq. ID 


OJ000207_07.0224. 


Col 




Gene No. 


79472 






Strand 








o l air l 


17684 






End 


20256 






Name 


OJ000207 07.0224.C31 


o5 . gs 


Method 


GENSCAN 






pZ art.-.., 


_1J279_ 




— — - 


End _ 


20256 


™~ 




P T 




.none.-., ... 






Score. ' 


...6 ... y; , . 


- — - 


12 


TT* v tr* 4 ' 

bxons 


18279. . 


19276," 19395 


ZvZdo 










becj . wo . 


38632 






Seq. ID 


OJ000207_07.0224. 


Col 


f n 


Gene No. 


79472 






Strand 








Start 


17684 






End 


20256 






Name 


OJ000207 07.0224.C31. 


ol . t c 


Method 


TBLASTX: Cress 




iy 


Of- >-+- 


18300 






End 


19007 




i ^ 


P T 


none 






Score 


89 




F : 3 


Exons 


18300. . 


18884, 18534.. 


18836, 


18 667. .18915, 18720. .19007, 








18900. . 


18989, 18901.. 


1 Q QQ n 








_„ 

T. Z$ 


oeq . INO . 


38632 






Seq. .-ID 


OJ000207_07.0224. 


Col 




Gene No. 


79472 






Strand 






~ JL. 


Start 


17684 






End 


20256 






Name 


OJ000207 07.0224.C31. 


ol.ts 


Method 


TBLASTX: Soybean 




L ^ 


Of a v-f- 

o tar l 


18300 






End 


19473 




r ~: 
r. sr 


PT 


none 






Score 


233 




? ™3 


Exons 


18300. . 


19115, 18667.. 


19050, 


18733. . 18942, 191 67 .. 19319, 








19167. . 


19319,. 19183... 


19320,. 


19399... 19473, 19403; .19471 






beg . jno . 


38632 






Seq. ID 


OJ000207_07.0224 . 


C31 


— ■ • 


bene jno . 


79472 






Strand 








Start - ■ ' •• 


■17684 ... 






End 


20256 V. ' ' • 






Name 


OJ000207 07.0224.C31. 


ol . tm 


Method 


TBLASTX: Maize - 






oizar l 


18615 






End 


19881 






(jll 


none 






Score 


92 






Exons 


18615. . 


19115, 18636.. 


18869, 


18667. . 190E 


59, 18708. .19022, 








18709. . 


18942, 19167.. 


19319, 


19183. . 19311, 1937 9. .194 71, 








19399. . 


19470, 19783.. 


19881, 


19790. .19867 






Seq. No. 


38632 






Seq. ID 


OJ000207_07.0224. 


C31 




Gene No. 


79472 






Strand 








Start 


17684 






End 


20256 






Name 


OJ000207 07.0224.C31. 


o2. tc 


Method 


TBLASTX: Cress 





38319 



Start 


191 64 




End 


19479 






GI 


none 




Score 


,82 






Rxnn s 

i_J J\ \^ llO 


19164 1 931 9 19180 

X _/ X U *1 « • Jl. Zs *J A. ZJ f X _/ X <J 1/ * ■ 


19320, 


19399. .19479 






O ^ VJ * LV \J • 


J U vJ J 




Seq. ID 


OJ000207 


07 0994 


P31 

• -J X 


Gene No. 


79472 




Strand 








Start 


17684 




End 


20256 






Name 


OJ000207 07 0224 C31 


o 1 . t w 


Method 


TBLASTX: 


Wheat 




Start 


1 91 6S ~~ 

X ^ X U .J 




End 


19468 






GI 


none 




Score 


92 








1 91 6R 1 Q31 7 1 Q1 70 


1 Q31 Q 

X _? J X _/ , 


19170. .19319, 19399 


1 Q4 67 






19403 19468 












Seq. No. 


38632 




Seq. ID 


OJ000207 


_07.0224 


.C31 


Gene No. 


79472 




Strand 








Start 


17 684 




End 


20256 






Name 


OJ000207 07 0224 P31 


o2 . tm 


Method 


TBLASTX: 


Mai z e 




Start 


1 9960 ~~ 

X ^ J' \J KJ 




End 


20232 






GI 


none 




Score 


38 






T? von q 


1 Q960 900SS 1 QQ61 


1 QQQ3 

X _7 Zf Z* O , 


20075. .20170, 20107 


909 39 




C prf M n 


38633 






_QJeL0Q2O7: 


07 0994 

~.Z.^tL V." „y,fr; hr.jL* 


P39 


flpnp No 


7.94 73 




' .Strand. . 


+ 




Start 


154 




End 


51*0 






Name 


OJ000207 07.0224.C32. 


ol . np 


Method 


AAT/NAP 






Start 


1 




End 


510 






(IT 

\J X 


600 637 4 




Score 


559 






Ej A U 1 i O 


1 S4 S1 0 












(1 T nPQrfi n 

OX UC oLJ LkJ. 


\ £xU \J \J \J *J J Z7 ) tj X1LIX Xdi L.V/ 


i Rice tungro bacilliform virus; reverse 






) [Oryza sativa] 










38634 




Seq. ID 


OJ000207 


_07.0224 


.C34 


Gene No. 


79474 




Strand 


+ 






Start 


1 




End 


1191 






Name 


OJ000207 07.0224.C34. 


ol . np 


Method 


AAT/NAP 






Start 


1 




End 


1191 






GI 


4584345 




Score 


266 








1..30, 571. .706, 1112 


. .1191 










X L/C ubll k> a 


(AC007127) putative protein 


kinase [Arabidopsis 


thaliana] 


Seq. No. 


38634 




Seq. ID 


OJ000207 


_07.0224 


.C34 


Gene No. 


.79474 . . . 




Strand 


.+ . 






Start 


" 1 " • ' • • • ' 




- End ' ;" ' 


.1191 






Name 


OJO'0'0207 07.0224.C34.* 


pi . gs 


Method 


GENSCAN 






Start 


550 ' * ' '* 




End 


•706' ' ' ' 






GI ■ 


none- ■ • ' 




"Score 


.7 








550. .706 












Seq. No. 


38634- - 




Seq. ID 


OJ000207 


_07.0224 


.C34 


Gene No. 


79474 




Strand 


+ 






Start 


1 




End 


1191 






Name 


OJ000207 07.0224.C34. 


ol. ts 


Method 


TBLASTX:: 


Soybean 




Start 


568 




End 


711 






GI 


none 




Score 


209 






Exons' 


568. .705, 570. .707, 574. .711 










Seq. No. 


38634 




Seq. ID 


OJ000207_ 


__07 . 0224 , 


.C34 



38320 



Gene No. 79474 Strand 

Start 1 End 

Name OJ000207_07 . 0224 . C34 . ol . tc Method 

Start 571 End 

GI none Score 

Exons 571.. 705, 573.. 698, 1126.. 1191 



+ 

1191 

TBLASTX: Cress 

1191 

184 



oeq . JNO . 


jo Do 41 






Seq. ID 


OJ000207_07.0224 


. Co4 


Gene No. 


79474 






Strand 


+ 




Start 


1 






End 


1191 




Name 




. Ol . 


tm 


Method 


TBLASTX: Maize 




otart 


o / X 






End 


1191 






none 






Score 


180 




Exons 


0/1.. / i / , 0 / 1 . . i\J£. t 


D 1 J . 


. / iJ, 


1114 . .1191 




oeq . NO . 


jo boo 






Seq. ID 


OJ000207JD7.0224 


. Coo 










Strand 






Start 


103 






End 


467 




Name 


OJ000207 07.0224.C38 


.ol. 


gs 


Method 


GEN SCAN 




Start 


103 






End 


467 




GI 


none 






Score 


.5 






..... 103,, ,198.,- ;333,.., 4 67.. . 












Seq. No. 


38636 






Seq. ID 


OJQ00207_07.022V 


.C39 


Gene 'No. 


79476 






Strand 






Start 


1 






End 


447 




Name 


OJ000207 07.0224.C39 


.Ol. 


gp 


Method 


AAT/GAP 




Start 


1 






End 


447 




GI 


245 1.R1084 






Score 


561 




Exons 


1..184, 268. .447 













GI Descrip. ' 3913236/sp | Q4 0671 | CG2B_0RYSA 0.0e+00 G2 /MITOTIC-SPECIFIC CYCLIN 
2 (B-LIKE CYCLIN) (CYCOS2) >gi_1694 892_emb_CAA57556_ (X82036) 
cyclin [Oryza sativa] 1 



Seq. No. 38636 Seq. ID OJ000207_07 . 0224 . C39 

Gene No. 79476 Strand 

Start - 1 End 447 

Name OJ000207_07 . 0224 . C39 . ol . np Method AAT/NAP 

Start 1 End 301 

GI 3913236 Score 202 

Exons 1..184, 268. .301 

GI Descrip. G2 /MITOTIC-SPECIFIC CYCLIN 2 (B-LIKE CYCLIN) (CYCOS2 ) 

; ' " gi | 1694892.1 emb | CAA57556 | • (X82036) ' cyclin' [Oryza "sativa] 



Seq".' No.' ""*"■ 38636" ' ' "" " • Seq . ' ID 

Gene No. • . 79477 . ... . ..- " " Strand. 

Start 1012 ■ ■ End 

Name OJ000207_07 . 0224 . C39 . ol . gs - Method 

Start - 1012 • - End 

GI none Score 

Exons 1012.. 1043, 1270.. 1326 



OJ0 0^207^07 ;0'221'VC3"9 ' 

1326 
GENSCAN 
1326 
.78 



Seq. No. 38637 Seq. ID OJ000207_06 . 0225 . CI 

Gene No. 79478 Strand + 

Start 302 End 416 

Name OJ000207_06 . 0225 . CI . ol . gp Method AAT/GAP 

Start 302 End 416 



38321 



GI 427040 Score 172 

Exons 302.. 4 16 

GI Descrip. 4056428 2.0e-36 (AC005322) Similar to gb_U43629 integral 
membrane protein from Beta vulgaris and a member of sugar 
transporter family PF_00083. [Arabidopsis thaliana] 



oeg. no. 


OO DJ / 




beq. iu 


VOUWZk) f UO.VZZD 


. bl 


Gene No . 


/ y*i / y 




b Tirana 






Start 


563 




End 


1026 




Name 


OJ000207_06.0225. 


CI .ol .gs 


Method 


GENSCAN 




o cart. 


0 Do 




End 


1026 




bl 


none 




Score 


.76 




Exons 


D DO . . 1 UZ D 










beg. no. 


JOOJ / 




Seq. ID 


OJ000207_06.0225 


.CI 


Gene No . 


/ y 4 o u 




Strand 






Start 


2376 




End 


7030 




Name 


OJ000207_06.0225. 


CI .o2 .gs 


Method 


GENSCAN 




Start 


o n £ 




End 


7030 




r* t 
01 


none 




Score 


.78 




Exons 


zo/o..zoUz, oUjD . 


. oi y y , jjdd. 


.3447, 4994. .5827, 6586. .7030 


Seq.. No. ... ... 


■ "J Q C 1 1 




Seq. ID 


... b joo bYo 7^ 6To 22 V 


Vci 


Gene No . 






Strand 






Start 


0 "3 "7 a ■ 
Z o 1 O 




End 


7030 




Name 


OJ000207 06.0225. 


Cl.o2.gp 


Method 


AAT/GAP 




Start 


2663 




End 


3499 




bl 


none 




Score 


935 




Exons 


OOnO OQQA 


.2921, 3035. 


.3199, 3330. .3499 




Seq. No. 


OO DO / 




Seq. ID 


OJ000207_06.0225 


.Cl 


Gene No . 


/ y 4 o u 




Strand 






b tar l 


O *3"7 C 
Z O / 0 




End 


7030 




Name 


OJ000207 06.0225. 


Cl.ol.np 


Method 


AAT/NAP 




Start 


3034 




End 


5669 






£ C: C O *7 OO 




Score 


793 




Exons 


oUo4..oiyy / oooU . 


.3447, 4994. 


.5669 






GI Descrip. 


( Ab U 1 o 4 o ^ ) l^Dt i i 


.10 [Arabidopsis thaliana] 




beq. no. 


"5 Q £ "3 *7 
JO DO / 




Seq. ID 


OJ000207_06.0225 


.Cl 


Gene No . 


"7 Q /! Q H 

/ y 4 0 U 




Strand 






Start 


Z O / D 




End 


.7030. . 




Name' 


OJ000207 .06.0225. 


CI . o3 . gp 


Method 


■AAT/GAP. 






5310 




End 


5730 




GI ' '' 


"none ' -■*■■-■- 




" Score 


"806" "* : ' '* 




Exons 


.5310. .'5730 ' 










Seq. No. 


38637 




Seq. ID 


OJ000207_06.0225 


.Cl 


Gene No. 


7 94 81- 




Strand 






Start 


9372 




End 


10670 




Name 


OJ000207 06.0225. 


Cl.o2.np 


Method 


AAT/NAP 




Start 


9372 




End 


10670 




GI 


6907106 




Score 


397 




Exons 


9372.. 9558, 9632. 


.9955, 10170 


. .10408, 


10588. .10670 




GI Descrip. 


(AP001129) EST AU068291 (C12960) corresponds to a region 


of 




predicted gene.; 


hypothetical 


protein 


[Oryza sativa] 





38322 




Seq. No. 


38637 








Seq. ID 


OJ000207_06.0225 


.CI 


Gene No. 


79482 








Strand 






Start 


i i a c c\ 
X X 4 OU 










1 1 PI Qfi 




Name 


(jJUUUzU / Ub . 


n o o c; 
UzzO 


LI . Ol . 


Z S 


\J[ >-v 4— X«\ /"\ 

ixie tnoa 


i Dljflo 1 A . oOyDcan 




Start 


ouy 4 








T7< H 


0 0 0 0 




GI 


none 








Score 


X u X 




Exons 


ou y4 . . OZZZ , 


C 0 A 1 
Oz 4 X 


. 0000 / 


CO/1 O 

0z4 Z . 


R 4 £ £ 
0 4 O D 






Seq. No. 


38637 








Seq. ID 


OJ000207_06.0225 


.CI 


Gene No. 


79482 








Strand 






Start 


1 1 4 OU 










1 1 ft Q 




Name 


(JJ UUUzU / Ub. 


UzzO 


CI . ox . 


-Km 

tin 


ixie unoa 


ipDT 31CTY • Ma -1 7o 
1 DLirio 1 A • l v Jdl Zc 




Start 


OlZ 1 








iLina 


cccc 
O O O O 




GI 


none 








Score 


9 1 £ 
Z X O 




Exons 


CI 0"] c c c c 


O -L Of! 


. O 4 D O 










Seq. No. 


. 38637 








Seq. ID 


OJ000207_06.0225 


.CI 


Gene No. 


79482 








Strand 






Start 


t i a c n ' 








tnu 


1 X O _? D 




Name 


OJUUUzU / Ub . 


UzzO 


LX . OX . 


IC 


Method 


1 DJ_i,HD 1A. uress 




Start 


c "3 c o 

boob 








Lna 


c; c: c O 
0 O O Z 




GI ..; 


„^ ..none • 


- — — 






„Score_ _ 


9 n ri 




Exons 


CQ bo c c c o 

. . _ oo.O.o . ...opoz 


- r ...... 







...... . . . „ ~ 


- - ■ — 


... 


Seq. No. 


38637 








Seq. ID 


OJ000207_06.0225 


.CI 


Gene No. 


79482 








Strand 






Start 


I 1 A C A 

I I 4 OU 








knu 


1 1 o y d 




Name 


OJ UUUzU / Uo . 


A o o c 

Uzzo 


. LX . Oo . 


tm 


Method 


i r3Xi/ib i a . ixiax ze 




Start 


T C / C 

/ 04 o 








CjTLCL 


nop 
/ / z 0 




GI 


none 








Score 


1 QC 

x y o 




Exons 


/ 04 0 . . / /Z / , 


1 04 b 


, . / / zo 










Seq. No. 


O O /" *D 1 

JO DO / 








Seq. ID 


OJ000207_06.0225 


.CI 


Gene No. 


/ y 4 oz 








Strand 






Start 


11450 








End ' 


11896 




Name 


OJ000207_06. 


0225 


.Cl.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


y 4 Do 








End 


9840 




GI 


none 








Score 


65 




Exons 


n/ico oci c 

y 4 do . . yoio , 


y 4 / u 


. . yox / , 


Q A *7 1 

y 4 / x . 


.9515, 9490. .9600, 9589. .9615, 




9 oUz . . y /lo , 


n £ n /i 
y oU4 


. . y bo4 , 


y buo . 


.9817, 9617. .9799, 9718. .9840, 




Q701 Q "7 Q c. 

y/zi. .y/yo 














Seq. No. 


38637 , : r '• 








Seq. I'D - 


OJ000207j06.02.25- 


*- Q i 


Gene No. 


■' 79482 








Strand" 






Start 


1 1 4 0 U 








'End 


'118 96 ' " "" ""- 




Name 


OJUUUzU / Ub-. 




.Cl'.o4. 


gs 


Method - 


GENSGAN- .... - 




Start 


1 1 A C A 

114 oU 








End 


11896* - 




GI 


none 








Score 


.58 




Exons 


- ■ XI4oU..XXboc 


, 111 


362... 11896 - • 








Seq. No. 


oo boo 








Seq. ID 


OJ000207_06.0225 


.C2 


Gene No. 


79483 








Strand 


+ 




Start 


3721 








End 


4353 




Name 


OJ000207 06. 


0225 


.C2.ol. 


np 


Method 


AAT/NAP 




Start 


3721 








End 


4353 




GI 


6553882 








Score 


396 




Exons 


3721. .4353 















38323 



GI Descrip. (AC012563) unknown protein [Arabidopsis thaliana] 



Seq. No. 38638 

Gene No. 79484 

Start 4493 

Name OJ000207_06 . 0225 . C2 . ol . gp 

Start 4493 

GI none 

Exons 4493.. 4778 



Seq. ID OJ000207_06.0225.C2 
Strand 

End 4778 

Method AAT/GAP 

End 4778 

Score 454 



Seq. No. 38638 

Gene No. 79485 

Start 6754 

Name OJ000207_06 . 0225 . C2 . ol . ts 

Start 3817 

GI none 
Exons 



Seq. ID OJ00020'7_06.0225.C2 
Strand 

End 7212 

Method TBLASTX : Soybean 

End 4275 

Score 226 



3817.. 3984, 3831.. 3983, 3850. .3984, 3851. .3988, 4003. .4275, 
4030. .4170, 4044. .4250 



Seq. No. . 38638 

Gene No". ' 79485' 

. Starts 6754 ... , _ . 

Name.; OJ0002b.7_Q6... 0.225 . C2 . ol . tc 

Start " 3832 

GI" none 
Exons 



Seq. ID OJ000207_06.0225.C2 
Strand 

Endx-j. 72 12 

Method . JEBLASTX:.Cres& 

End 4301 

Score 183 



3832. .3984, 3861. .3980, 4036. .4296, 4044. .4301 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38638 
79485 
6754 

OJ000207_06.0225.C2.ol.tm 

3874 

none 



Seq. ID OJ000207_06.0225.C2 
Strand 

End 7212 

Method TBLASTX : Mai ze 

End 4308 

Score 180 



3874. .3984, 3879. .3989, 4012. .4308, 4027. .4173, 4044. .4274 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38638 
79485 
6754 

OJ000207_06.0225.C2 .ol .tw 

6548 

none 



Seq. ID OJ000207_06.0225.C2 
Strand 

End 7212 

Method TBLASTX : Wheat 

End 6871 

Score 37 



6548.. 6595, 6578.. 6607, 6584.. 6625, 6585.. 6602, 6620... 6697, 
6623. .6697, 6624 . . 6698," 6690 674 9,\ 6696. . ; 6749, 6751 6870,' 
6755'. .6871 "' • 



-Seq.- No. " 38638'. 

' Gene No. 79485 
Start • 6754 

Name OJ000207_0'6 . 0225 . C2 . o2 . tm 

Start 6663 

GI none 
Exons 



Seq. ID. .OJ00p2.07_0 6.-02_25.C2'. 

Strand* ■- "' " " - ' ■ • 

End 7212 

Method TBLASTX: Maize- 

End 7089 

Score 44 



6663.. 6731, 6668.. 6733, 6760.. 7011, 6765.. 7010, 6766.. 7011, 
6767.. 7060, 7026.. 7088, 7027.. 7089, 7027.. 7089 



Seq. No. 
Gene No. 
Start 



38638 
79485 
6754 



Seq. ID OJ000207_06.0225.C2 
Strand 

End 7212 



38324 



Name 

Start 

GI 

Exons 



OJ000207_06. 0225.C2.o2.gs Method GENSCAN 

6754 End 7212 

none Score 1 
6754. .7212 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

..Seq,.. No,._._. 

Gene No. 
•Start 

Name 

Start 

GI - 
Exons 



38639 
79486 
1 

OJ000207__06.0225.C4.ol.np 
1 

4522009 
1..237, 321. .476, 568. .803 

(AC007069) unknown protein [Arabidopsis thaliana] 



Seq. ID OJ000207_06.0225.C4 

Strand + 

End 803 

Method AAT/NAP 

End 803 

Score 460 



38639 
79486 
1 

OJ000207_06.0225.C4 .ol.tm 
19 

none 



Seq. ID OJ000207_06.0225.C4 

Strand + 

End 803 

Method TBLASTX : Mai ze 

End 401 

Score 292 



19. .237, 19. .237, 21. .263, 323. .373, 324. .401 



. 3.8 639. _ 

79486' ■ 
1 

OJ000207_06.0225.C4 .ol.ts 
19 

none 



Seq. ..ID .OJ0002Q7_Q6 ...0.2.25.. C.4 

Strand + 

End 803 

Method TBLASTX : Soybean 

End 773 

Score 232 



19. .237, 19. .180, 21. .215, 321. .476, 422. .481, 555. .773, 
556.. 729 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
■ Name 
Start * 

gi ; : - ~" 

- Exons 
GI Descrip, 



38639 
79486 
1 

OJ000207_06 . 0225 . C4 . o2 . tm 

402 

none 



Seq. ID OJ000207_06.0225.C4 

Strand + 

End 803 

Method TBLASTX : Mai ze 

End 797 

Score 133 



402. .479, 554. .712, 555. .728, 555. .797, 559. .729 



38639 
79486 
1 

OJ000.207_06 . 0225 . C4 . ol . gp ; 
446 

uC-bs"fIcypO'80'cf07b'l ™" r ~ :: ' 

• 446. .476, 568. ."727 

, 4522009/gb|AAD217-82.1| 5.0e-45 (AC007069) unknown protein 
[Arabidopsis thaliana] 1 



Seq. ID OJ000207_06.0225.C4 

Strand + 

End 803 ■ ■ 

Method AAT/GAP 

End 727 

"Score' " """333 ' :r " " ■ ' : 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



38640 
79487 
730 

OJ000207_06.0225 .C6.ol.gs 

730 

none 



Seq. ID OJ000207_06.0225.C6 

Strand + 

End 3055 

Method GENSCAN 

End 3055 

Score .72 



730. .781, 1094. .1454, 1461. .1645, 1731. .2010, 2610. .2650, 
2913. .3055 



38325 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38640 
79488 
4544 

OJ000207_06.0225.C6.ol . gp 
4311 

34229 1.R1084 



OJ000207 06. 0225. C6 



Seq. ID 
Strand 

End 5948 

Method AAT/GAP 

End 54 60 

_ Score 1156 

4311. .4718, 4801. .4947, 5351. .5460 

'2702281 3.0e-54 (AC003033) putative protein disulfide isomerase 
precursor [Arabidopsis thaliana] ' 



38640 
79488 
4544 

OJ000207_06 . 0225 . C6 . ol . tm 

4481 

none 

4481. .4717, 4490. .4717, 4801. 
4806. .4964, 5339. .5497, 5352. 
5586.. 5765, 5589.-5765, 5625. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000207 06. 0225. C6 



5948 

TBLASTX: Maize 
5765 
202 

4878, 4803. .4949, 4805. .4963, 
5507, 5353.. 5496, 5572.. 5763, 
5699, 5700. .5765 



„Seq JJo,. 

.Gene. .No... . 

Start 

Name 

Start 

GI 

Exons 



.38 6.4Q. 



.„ Seq^ , ID _0 JO 00.20 7 J) 6.^0,225, t .C6.. 



79488.. .: .. _ .. 

4544 

OJ000207_06.0225.C6.ol.ts 

4544 

none 

4544. .4717, 4550. .4714, 4647, 



.Str.and_ 
End 

Method 

End 

Score 



5948 

TBLASTX: Soybean 

5400 

96 



,4721, 4801. .4944, 4803. .4949, 



4809. .4949, 5351. .5392, 5353. .5400 



Seq. No. 38640 

Gene No. 79488 

Start 4544 

Name OJ000207_06 . 0225 . C6 . o2 . gs 

Start 4544 

GI none 
Exons 



Seq. ID OJ000207_06.0225.C6 
Strand 

End 5948 

Method GENSCAN 

End 5762 

Score .76 



4544. .4718, 4801. .4947, 5405. .5496, 5586. .5762 



Seq. No. 38640 Seq. ID 

Gene No. 79488 Strand 

Start 4544 End 5948 

Name OJ000207_06 . 0225 . C6 . ol . np Method AAT/NAP 

Start ' : \y . .4 54 7 / ; ; /.' - End * "5948 . ' 

GI " 2702281 ' * Score 719 

Exoris 4547. : 4718", 4801V .49477 '5351 /. 54 96V' 558"6.* ; 5796; 
GI. Descrip. 



OJ000207 06. 0225. C6 



(AC003033) 
thaliana] 



putative ■ protein disulfide isomerase- 



"51BW:VS"94*8"" " 
[Arabidopsis 



Seq. No. • 38640 
Gene No. 79488 
Start 4544 

Name OJ000207_06 . 0225 . C6 . ol . tc 

Start 4818 
GI none 

Exons 4818. .4946, 4819. .4878, 4830. 

5357. .5497, 5403. .5504 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000207_06.0225.C6- 
5948 

TBLASTX: Cress 

5504 

64 



,4955, 4832. .4954, 5353. .5496, 



38326 



Seq. No. 38640 

Gene No. 79488 

Start 4544 

Name OJ000207__06 . 0225 . C6 . o2 . ts 

Start 5443 

GI none 

Exons 5443. .5496, 
5625. .5708 



5444. .5497, 5572. 



Seq. ID OJ000207_06.0225.C6 
Strand 

End 5948 

Method TBLASTX : Soybean 

End 57 65 

Score 61 

.5763, 5586. .5765, 5586. .5765, 



Seq. No. 


38641 


Seq. ID 


OJ000207 


_06. 0225 .C7 


Gene No. 


79489 


Strand 


+ 




Start 


11927 


End 


15038 




Name 


OJ000207 06.0225.C7.o3.np 


Method 


AAT/NAP 




Start 


11927 


End 


15038 




GI 


5902445 


Score 


3000 




Exons 


11927. .13712, 13752. .15038 








GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 




Seq. No. 


38641 


Seq. ID 


OJ000207_ 


_06.0225.C7 


Gene No. 


79490 


Strand 






Start 


1 


End 


2896 




Name_„: _ 


OJ000207. Q6..0225.C7..pl.np- 


Method. 


.. AAT/NAP.. . 




Start: 


1 . . . .. . .. . . 


End / 


27 69 . . 




GI 


2702281 '* 


" Score 


661 




Exons 


1..114, .373.. 554/ 1153.. 1266, 


2379..2S37, 2641. 


.2769 


GI Descrip. 


(AC003033) putative protein disulfide 


isomerase 


[Arabidopsis 



thaliana] 



Seq. No. 38641 

Gene No. 79490 

Start 1 

Name OJ000207_06 . 0225 . C7 . ol . gs 

Start 15 

GI none 
Exons 



Seq. ID OJ000207_06.0225.C7 



Strand 
End 

Method 

End 

Score 



2896 
GENSCAN 
2766 
.95 



15. .114, 373. .554, 1153. .1266, 2379. .2537, 2641. .2766 



Seq. No. 
Gene No. 
Start 
Name 
Start 
.GI . 
Exons 

GI Descrip. 



38641 Seq. ID 

79490 Strand 

1 ■ End 

OJ000207_06 . 0225 . C7 . ol . gp Method 

4 90 End 

10695 1.R1084 . Score 



OJ000207_06.0225.C7 

2896 

AAT/GAP 

2896 

949 . . 



490. .554, 1153. .1266, 2379. .2537," 2641. .2809," 2874. . 28 96 ' ' \ 

' 2702281 4.0e-48- (AC003033) putative protein disulfide' isomerase 

precursor " [Arabidopsis "fhaliana] 



Seq. No. 

Gene No. " 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



38641 • • • •' ' Seq. ID 

79491 * Strand 

7201 - End 

OJ000207_06 . 0225 . C7 . o2 . gp Method 

6997 End 

210_2.R1084 Score 
6997. .8055, 



OJ000207_.06.0225.C7 

8444 
AAT/GAP 
8444 
2482 



8220. .8444 
, 24 92.612/sp|Q40634 |ACC1_0RYSA 1.0e-175 

1 -AMI NOCYCLOPRO PANE- 1 -CARBOXYLATE OXIDASE (ACC OXIDASE) 

(ETHYLENE- FORMING ENZYME) (EFE) >gi_107 6734_pir S52712 

1-aminocyclopropane-l-carboxylate oxidase (ACC oxidase) 



rice 



38327 



>gi_755773_emb_CAA59749_ (X85747) 

1-aminocyclopropane-l-carboxylate oxidase (ACC oxidase) 
sativa] ■ 



[Oryza 



Seq. No. 38641 Seq. ID 

Gene No. 79491 Strand 

Start ' 7201 End 

Name OJ000207_06 . 0225 . C7 . o2 . gs Method 

Start 7201 End 

GI none Score 

Exons 7201.. 8055, 8220.. 8333 



OJ000207_06.0225\C7 

8444 
GEN SCAN 
8333 
.96 



OJ000207 06. 0225. C7 



Seq. No. 38641 Seq. ID 

Gene No. 79491 Strand 

Start 7201 End 8444 

Name OJ000207_06 . 0225 . C7 . o2 . np Method AAT/NAP 

Start 7204 End 8333 

GI 2492612 Score 1628 

Exons 7204.. 8055, 8220.. 8333 

GI Descrip. 1 -AMINOC YCLOPROPANE- 1 -CARBOX YLATE OXIDASE (ACC OXIDASE) 

(ETHYLENE- FORMING ENZYME) (EFE) gi | 107 67 34 | pir | | S527 12 
t; , . , - _ • — . _ . ,1-am i n o c y c 1 o p r op a n e - 1 - c a rboxyla te oxi dase_ (ACC ox id as e ) 
~ _ . " . \ ~ gi L755.H3 I emb\Chh53J.fil: iXQ3JA2) - Z^S^'^lf^ l.'llu" 

l-aminocyclopropane-l-carboxylate oxidase (ACC oxidase) 
sativa] 



-rice 



[Oryza 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38641 Seq. ID 

79492 Strand 

14537 End 

OJ000207_06.0225.C7 .o3.ts Method 

6 End 

none Score 



6. .113, 9. .113, 10. .114, 370. .501, 372 
525. .557, 1150. .1212, 1150. .1269, 1151 
1152. .1277, 1228. .1275, 2379. .2540, 2385. .2537, 2422. .2538, 
2431. .2511, 2638. .2694 



OJ000207_06.0225.C7 
21260 

TBLASTX : Soybean 

2694 

116 

..458, 372. .452, 482. .559 
..1267, 1151. .1270, 



Seq. No. 38641 

Gene No. 79492 

Start 14537 

Name OJ000207_06 . 0225 . C7 . 06 . tm 

Start . 6 . 

GI ' ■ / none ~ " * * ' ' \ : ' 
Exons 



Seq. ID' OJ000207_06.0225.C7 
Strand 

End 21260 

Method TBLASTX : Mai ze 

End . .2694 . 

Score - "160 ■ : ' " " ' * ' 

115, 352.'. 558," 3701 .558, 



6. .113, 9. .113, 16. .114, 17. .118, 17 

"3Y2*.':*45'2, "li"50'."'Vl"2 69, 1151. .1270/ 1151. . 127"0 "237 9 . .'2540;' 
237.9... 254 0, 2385. .2537, -2430. .2510, 24 31. .2511-,. -2 638-. ..-2 694 , 
2639, .2671 - ' " 



Seq. No. 38641 - Seq. ID 

Gene No. 7 94 92 Strand 

Start 14537 End 

Name OJ000207_06 . 0225 . C7 . o2 . tc Method 

Start 15 End 

GI none Score 
Exons 



15. .113, 372. .452, 1150. .1275, 1154, 
1163. .1279, 2379. .2540, 2422. .2538, 2638. .2694 



OJ000207_06.0225.C7 
21260 

TBLASTX: Cress 

2694 

107 

1276, 1162. .1278, 



38328 



Seq. No. 38641 

Gene No. 79492 

Start 14537 

Name OJ000207JD6 . 0225 . C7 . ol . tc 

Start 7213 

GI none 

Exons 7213.. 7350, 7220.. 7324, 7345 
7427. .7696, 7801. .7920, 7960 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.7422, 7373 
.8058, 8214 



OJ000207 06. 0225. C7 



21260 

TBLASTX: Cress 
8318 
85 

7423, 7426. 
8318, 8220. 



.7695, 
.8315 



Seq. No. 


38641 








Seq. ID 


OJ000207_06.0225.C7 


Gene No. 


79492 








Strand 




Start 


14537 








End 


21260 


Name 


OJ000207 06 


0225 . 


C7 . ol . 


tm 


Method 


TBLASTX: Maize 


Start 


7240 








End 


7552 


GI 


none 








Score 


116 


Exons 


TO / ft TOCO 

724 0. . 7353, 


7241 . 


. 7324 , 


7282 . 


.7329, 7342. .7551, 7373. .7552 


Seq. No. 


O O C A 1 








Seq. ID 


OJ000207_06.0225.C7 


Gene No. 


79492 








Strand 




Start 


14537 








End 


21260 


Name 


OJ000207 06 


0225. 


C7.ol. 


ts 


Method 


TBLASTX: Soybean 


Sta„rt_; 


:„._^?4 0^_„^_ ;r 








End.„ 


„JU15 _ 


GI 


. f . ; ,_'.none.....^.._.' 








Score . 


-74 .... ..... 


Exons 


* 7240.^7347, 


7250. 


.7321, 


7348. 


.7695, 7373. .7696, 7801. .7905, 




7951. .8058, 


8214. 


.8315 








Seq. No. 


38641 








Seq. ID 


OJ000207_06.0225.C7 


Gene No. 


79492 








Strand 




Start 


14537 








End 


21260 


Name 


OJ000207 06, 


0225. 


C7.o4. 


tw 


Method 


TBLASTX: Wheat 


Start 


7240 








End 


7552 


GI 


none 








Score 


106 


Exons 


7240. .7347, 


7250. 


.7324, 


7339. 


.7551, 7376..75S2 



Seq. No. 


38641 






Seq. ID 


OJ000207_06.0225.C7 


Gene No. 


79492 






Strand 




Start 


14537 






End 


21260 


Name 


OJ000207 06.0225 


.C7.o9. 


tw 


Method 


TBLASTX: Wheat 


Start 


7553 






End 


7678 


GI 


none 






Score 


143 


Exons 


7553.. 7678, 7555 


. .7677 








Seq.* No/' 


• 38 641 " "-" " ; 






Seq. ID" 


• OJ000207_06;0225.,C7 


Gene No . 


79492' 






Strand 




Start" "' ' 


14 537 • ' 






" End 


'21260 '. "V 


Name. 


OJ000207 06..0225 


.C7.o3. 


tm 


Method 


TBLASTX : MaLze ■ 


Start" 


7610 






.'End 


* 8330 ' ' '" ' 


GI 


none 






Score 


122 


Exons 


7610.. 7696, 7612 


. .7722, 


7798. 


.7905, 7£ 


167 .. 7911, 7933..8058-, 




7943.. 8050, 8035 


. .8064, 


8205. 


.8327, 8214. .8330 



Seq. No. 38641 Seq. ID OJ000207_06 . 0225 . C7 

Gene No. 79492 Strand 

Start 14537 End 21260 

Name OJ000207_06 . 0225 . C7 . 08 . tw . Method TBLASTX : Wheat 

Start 7933 End 8349 

GI none Score 92 



38329 



Exons 



7933. .8058, 7943. .8053, 8205. .8345, 8214. .8342, 8218. .8349, 
8219. .8347 



Seq. No. 

Gene No. 

"Start 

Name 

Start 

GI 

Exons 



38641 
79492 
14537 

OJ000207_06.0225.C7.o6.tw 

10227 

none 



Seq. ID OJ000207_06.0225.C7 
Strand 

End 21260 

Method TBLASTX : Wheat 

End 10632 

Score 114 



10227. .10286, 10228 10359, 10396 10632, 10398 104 84 , 
10466. .10558 



Seq. No. 38641 

Gene No. 794 92 

Start 14537 

Name OJ000207_06 . 0225 . C7 . ol . tw 

Start 11872 

GI none 

Exons 11872. .12039, 11873 .. 12004 , 
12018. .12320 



Seq. ID OJ000207_06.0225.C7 
Strand 

End 21260 

Method TBLASTX : Wheat 

End 12320 

Score 139 
11984. .12319, 12014. .12238, 



. Seq..., No, 
Gene No , 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI;' 

Exons 

Seq... No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



38641 ... „ ■ „.-_^:Seq^..IEL 

. 794 92 / ' . .Jst'rand ... 

14537 End 
OJ000207_06 . 0225 . C7 . o2 . tm Method 
12030 End 
none Score 



pJ000207_06 . 0225 . C7 

21260 ~ ' 
TBLASTX: Maize 
12350 
387 



12030. .12350, 12048. .12299, 12056. 



38641 Seq. ID 

79492 Strand 

14537 End 

OJ000207_06 . 0225 . C7 . o5 . tm Method 

12378 End 

none Score 
12378. .12761, 12482. .12760 

38641 Seq. ID 

79492 Strand 

14537 End 

OJ000207_06.0225.C7 .o2 .tw Method 

12435 . End - . 

none ■ - ■ * ■ • • - 1 ' ••- ■ Score ~ ' 

12435. .12854, 12438. .12716, 12482. 



12328 

OJ000207 06. 0225. C7 



21260 

TBLASTX: Maize 

12761 

309 



OJ000207 06. 0225. C7 



21260 

TBLASTX: Wheat 
12854 

'4 52*"' ' ' :: ' ""• 



38641 
79492" ' 
14537 

OJ000207_06.0225.C7 .o2.ts 

12519 

none 

12519. .12914, 12521. .12673 

38641 
79492 
14537 

OJ000207 06.0225.C7.o7.tw 



Seq. ID 

Strand- 
End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 



12817 - 

OJ000.207 06'. 0225-. C7 



21260 

TBLASTX: Soybean 

12914 

294 



OJ000207_06. 0225.C7 
21260 

TBLASTX: Wheat 



38330 






Start 


13004 




End 


13412 






GI 


none 




Score 


208 






Exons 


1 A A /I 1 O O 1 1 O A A C 

13Q04 . . 13231 , 13005. 


. lozzy, 


13109. .13231, 13239. .13412, 








13337 . . 13411 












Seq. No. 


38641 




Seq. ID 


/'■\Tnnnom c\c aooc 


C7 




Gene No. 


79492 




Strand 








Start 


14 537 




End 


01 O f~ A 

zlzoU 






Name 


OJ000207 06. 0225. C7. 


o4 . tm 


Method 


1 dLAo 1 a : Mai ze 






Start 


13914 




End 


1 A O 1 A. 

14219 






GI 


none 




Score 


342 






Exons 


i O A i >i 1 vl O 1 A i 0001 

13914 .. 14 219, 139J1. 


. 14zlo 










Seq. No. 


38641 




Seq. ID 


OJUUUzU / Ub.Uzzo 


C7 




Gene No. 


79492 




Strand 








Start 


1 A t; "3 "7 




End 


21260 






Name 


OJ000207 06. 0225. C7. 


o5 . tw 


Method 


TBLASTX : Wneat 






Start 


13914 




End 


14 297 






GI 


none 




Score 


363 






Exons 


i o a i >i i >i o a i 1 t rno 

13914 .. 14297 , 13922. 












^.S e q No . ; - „ _ 


™~ - 




^_Seq,„ ID... 


O JO 002 07 J)6_.0 12 2 5 ,. 






Gene No ... . . 






S'.. St rand .." 








Start 


14537 




End 


21260 






Name 


OJ000207 06. 0225. C7. 


o3 . tw 


Method 


TBLASTX: Wheat 




f n 


Start 


14426 




End 


15029 






GI 


none 




Score 


351 






Exons 


14426 .. 14530, 14433. 


1 A O O O 

. 14873, 


14570. .14 677, 148 98. .15029, 








1 )| AAA 1 C A O O 

14 903 . . 15028 










~v 


Seq. No. 


38 64 1 




Seq. ID 


OJ000207_06.0225 




~~ ST 


Gene No. 


79492 




Strand 








Start 


14537 




End 


21260 






Name 


OJ000207 06. 0225. C7. 


o5 .np 


Method 


AAT/NAP 






Start 


14537 




End 


18738 




~"4 


GI 


6907089 




Score 


235 






Exons 


14537. .14557, 15619. 


.15693, 


17988.. 18738 






GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 




?g 


Seq. No. 


38641 




Seq. ID 


OJ000207_06.0225 


,C7 




Gene No. 


79492 




Strand 








Start 


14537 




....End. 


21260 


. '}. 




■ Name 


OJ000207 06.0225-.C7. 


o7. tirr 


'Method 


TBLASTX : Maize' 






Start 


14727 




'End 


14993 : 






GI 


none 




Score 




_ .. 




• Exons - 


14727 . .14909, 14745. 


.14915,' 


.14 903. .14 959, 14910. .14993 . 






Seq. No. 


38641 




Seq. ID 


OJ000207_06.0225 


. L / 




Gene No. 


79492 




- Strand 








Start 


14537 




End 


21260 






Name 


OJ000207 06. 0225. C7. 


o4 . gs 


Method 


GENSCAN 






Start 


15655 




End 


19628 






GI 


none 




Score 


. 61 






Exons 


15655. .15792, 15801. 


. 16171, 


1627 9. .16424, 16674. .17137, 








17512. . 17703, 17771. 


. 17895, 


18062. .18261, 184 05. .18438, 








18595. .18728, 19063. 


. 19165, 


1924 3. .19312, 194 85. .19628 





38331 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



38641 
79492 
14537 ' 

OJ000207_06.0225.C7.o4 . np 

16543 

6721561 



OJ000207 06. 0225. C7 



Seq. ID _ 
Strand 

End 21260 
Method AAT/NAP 
End 18704 
Score 1152 

16543. .17308, 17382 17441, 17512 .. 17702, 18635. .18704 
(AP001073) EST AU082058 (C1297 6) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi | 6815086 | dbj IBAA90372.il (AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 


38641 




Seq. ID 


OJ000207_ 


_06 . 0225 . C7 


Gene No. 


79492 




Strand 






Start 


14537 




End 


21260 




Name 


OJ000207 06 


.0225.C7.o6.np 


Method 


AAT/NAP 




Start 


17744 




End 


21260 




GI 


6721512 




Score 


105 




Exons 


17744. .17765, 19332 .. 194 39, 


19467. . 19579, 21216 


.21260 


GI Descrip. 


(AP001072) 


hypothetical protein [Oryza 


sativa] 




— _ 1 -„.-...„ ~ - 

. "Seq.. No,.,. „ 


, : ^ 

3 8.6 4 2\ _ ..." 




Seq. ID 




.0.6 . 022,5^.0,8 . 


Gene No. 


79493 . 




Strand 


+ 




Start 


1994 




End 


2555 ■ 




Name 


OJ000207 06 


.0225.C8.ol.gs 


Method 


GEN SCAN 




Start 


1994 




End 


2555 




GI 


none 




Score 


.43 ' 




Exons 


1994. .2393, 


2433. .2555 








Seq. No. 


38643 




Seq. ID 


OJ000207_ 


_06.0225.C9 


Gene No. 


79494 




Strand 


+ 




Start 


4347 




End 


8824 




Name 


OJ000207 06 


.0225.C9.ol.gs 


Method 


GENSCAN 




Start 


4347 




End 


8612 




GI 


none 




Score 


.84 




Exons 


4347. .4585, 


4650. .4824, 4936 


..5122, 6379. .6719, 


7098. .7301, 




* 7388. .7680, 


7757.. 8127, 8183 


..8382, 8457. .8612 




Seq. No. 


38643 




Seq. ID 


OJ000207_ 


_06. 0225.09 


Gene No. 


79494 




Strand 


+ 




Start . 


4347. 




End. 


8824 




Name 


■"OJ000207- 06 


. 0225. C9.bl., rip 


Method ' 


AAT/NAP • 




Start 


6417 




End 


8824 




" GI *'" " 


" 6691716 ' * 




Score 


1901 " 




•Exons • 


6417-. .7305, 


. 7503-. ..7680, ••7757 


. .7857, 7936. .8115, 


8195. .8382,. - 




8457 . .8558, 


8708.. 8824 








GI Descrip. 


(AP000492) 


hypothetical protein [Oryza 


sativa] 






gi |669i717t 


dbj IBAA89397. 1 | (AP000570) 


hypothetical protein 




[Oryza sativa] 








Seq. No. 


38643 




Seq. ID 


OJ000207_ 


_06.0225.C9 


Gene No. 


79495 




Strand 






Start 


4975 




End 


5376 




Name 


OJ000207 06 


.0225.C9.ol.gp 


Method 


AAT/GAP 




Start 


4975 




End 


5376 




GI 


5816562 




Score 


654 





38332 




Exons 4975.. 5376 

GI Descrip. 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P07 11E10 



Seq. No. 


O O f A "5 


beq. ID 


OJUUUzO/ Ob. 0225. C9 


Gene No. 


"7 n a n c 

/ y4 y D 


btrana 




Start 


od3 1 


bna 


DO Z / 


Name 


ojouo2u / ub . \jzzd . cy . oi . tw 


Method 


1 BLASTX : Wheat 


Start 


bo J / 


hna 


C Q O 1 
DO Z / 


C T 


none 


Score 


203 


Exons 


6537. .6827 






beq. no. 


jo b4 4 


Seq. ID 


OJ000207_06. 0225. C10 


Gene No . 


/ y4 y / 


Strand 


+ 


Start 


i o n n yi 
1^UU4 


End 


13385 


Name 


ujuuuzu / ub . uzzd . cxu . 00 . gp . 


Method 


AAT/GAP 


b tar z 


1 1 Q/l *7 


End 


13385 


GI 


Z 1(J J . KlUo 4 


Score 


2561 


Exons 


1 1 q ~ai 1 01 n 1 OOCC 1 OOQC 






GI Descrip. 


'2952326 1.0e-168 (AF049888) 


1-aminocyclopropane-l-carboxylate 




oxidase [Oryza sativa] 1 






S.eq.. No..' 


^3864i7"c~."rr^r^.' 7^r.T: 


... Seq. .ID. 


.QJ.Q.ob2.b7_.06.. 0225^X10. 


Gene No . 


7 94 97 


Strand 


+ 


Start 


12004 


End 


13385 


Name 


OJ000207 06.0225.C10.o2.gs 


Method 


GENSCAN 


Start 


12004 


End 


13110 


GI 


none 


Score 


.78 


Exons 


12004 . .12117, 12256.. 13110 







Seq. No. 38644 

Gene No. 79497 

Start 12004 

Name OJ000207_06 . 0225 . C10 . o2 . np 

Start 12028 

GI 2952326 

Exons 12028. .12117, 12256.. 13107 

GI Descrip. (AF049888) 1-aminocyclopropane 
sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000207_ 
+ 

13385 
AAT/NAP 
13107 
1588 



06. 0225. C10 



■1-carboxylate oxidase [Oryza 



.Seq. No. 38644 Seq. ID 

Gene No. .. 79498. . . Strand 

Start" . .'- : •"• 1399.0" "* ■ ' ' • " 'End '; 

Name *OJ000207_06 . 0225 . C10 . o4 . gp Method 

Start" '" " " "13990 "" " " End : " 
Gi 269'86_1.R1084 ' -" Score .. 

Exons. " 13990. .14257 " ' . 

GI Descrip. ' 6015437/dbj | AB008112 . 1 | AB008112 4.0e-ll Homo sapiens PEX1 mRNA, 

complete cds ' 



OJ000207_06. 0225. C10 

+ " .... 

"14257 ' " '. - ' " : 

AAT/GAP 

14257 ' " ' " 

499 • • • • • 



Seq. No. 38644 

Gene No. 79499 

Start 1 

Name ■ OJ000207_06 . 0225. C10 . ol . np 

Start 1 

GI 5922631 
Exons 



Seq. ID OJ000207JD6. 0225. C10 



Strand 
End 

Method 

End 

Score 



9029 
AAT/NAP 
9029 
6410 



1..2333, 6090. .7016, 7143. .7294, 7337. .7908, 7954. .8144, 



38333 



8402. .8646, 8905. .9029 
GI Descrip. (AP000492) ESTs C2634 7 (C12145 ) , AU078074 (C12145 ) correspond to 
region of the predicted gene.; similar to prpol; Zea mays 
retrotransposon Cinful-1. (AF049110) [Oryza sativa] 
gi | 6016864 Idbj IBAA85207.il (AP000570) ESTs 

C26347'{C12145) ,AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 
Cinful-1. (AF049110) [Oryza sativ 



Seq. No. 38644 

Gene No. 79499 

Start 1 

Name OJ000207_06 . 0225 . C10 . ol . gp 

Start 3620 

GI uC-osflcyp033a04bl 

Exons 3620.. 4000 

GI Descrip. ' 6016845/dbj | AP000570 . 1 | AP000570 3 
DNA, chromosome 1, clone : P07 11E10 ? 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000207_06. 0225. C10 

9029 
AAT/GAP 
4000 
678 



Oe-59 Oryza sativa genomic 





Seq. No. 


38644 . 


Seq. ID 


OJ000207 06.0225 


. C10 




Gene No . 


7 9500 


Strand 








,„^_S_tart____._ 


138 5 8 „ ^ ^ 


,.End,_„ 


14066 . 






. ..„Name_ . .., .1" 


. „,...0 JO 0.02.0.7.. 0 r 6„. 0225...C1Q.. olO . tw. . . . 


..Method .. 


.TBLASTX: Wheat. „, 






Start 


1 


End 


273 






GI 


none 


Score 


95 




[11 


Exons 


1..270, 134. .262, 244. .273 








= : ; 


Seq. No. 


38644 


Seq. ID 


OJ000207_06 . 0225 


.C10 


- ~ 


Gene No. 


79500 


Strand 








Start 


13858 * 


End 


14066 




%i 


Name 


OJ000207 06 . 0225 . C10 . 06 . tm 


Method 


TBLASTX: Maize 




r 1 § 


Start 


193 


End 


466 






GI 


none 


Score 


58 






Exons 


193.. 27.9, 289.. 372, 302.. 376, 


367. .465, 


368. .466 




~""4 


Seq. No. 


38644 


Seq. ID 


OJ000207_06.0225 


.C10 




Gene No. 


79500 


Strand 








Start' 


13858 


End 


14066 






Name 


OJ000207 06.0225.C10.o5. tw 


Method 


TBLASTX; Wheat 






Start 


307 


End 


705 






GI 


none 


Score 


87 






Exons ... 


.307. .705, 316. .657, 413. .688 










Seq." No. 


38644- 


Seq. ID 


OJ0.60207_0e.0225 


.C10 




Gene' No ." 


* 79500 " - ' ' ' ' "' 


Strand 








' "Start 


13858 ' • ' 


End - • 


14066 , ■ 






Name 


OJ000207 06.0225.C10.o5.tm 


Method 


TBLASTX: Maize 






Start 


568 


End 


904 






- GI 


none . . _ 


Score 


122 






Exons 


568. .615, 607. .753, 608. .754, 


755. . 904, 


757 . . 903 






Seq. No. 


38644 


Seq. ID 


OJ000207_06.0225 


.C10 




Gene No. 


79500 


Strand 








Start 


13858 


End 


14066 ' 






Name 


OJ000207 06.0225.C10.o9. tw 


Method 


TBLASTX: Wheat 






Start 


859 


End 


1200 






GI 


none 


Score 


56 





38334 



Exons 



859. .999, 881. .1012, 1066. .1200 



Seq. No. 38644 

Gene No. 79500 

Start 13858 

Name . ■ OJ000207_06 . 0225 . CIO . o4 . tw 

Start -V" 1216 

GI none 

Exons 1216.. 1638, 1292.. 1633 

Seq. No. 38644 

Gene No. 79500 

Start 13858 

Name OJ000207_06 . 0225 . C10 . o3 . ts 

Start 1259 

GI none 

Exons 1259.. 1507, 1261.. 1503, 1543. 

Seq. No. 38644 

Gene No. 79500 

Start 13858 

JS.ame._- OJ000207^06 . 0225 . C 10. o7 . tm 

ita.r.t___ _.13J2 _ 

GI none 

Exons 1312.. 1410, 1414.. 1584 

Seq. No. 38644 

Gene No. 79500 

Start 13858. 

Name OJ000207_06 . 0225 . C10 . o7 . tw 

Start 1642 

GI none 

Exons 1642.. 1923, 1654.. 1734, 1816. 

Seq. No. 38644 

Gene No. 79500 

Start 13858 

Name OJ000207_06 . 0225 . C10 . o2 . tm 

Start 1762 

GI none 

Exons 1762.. 1788, 1786.. 1929, 1907. 

..... 1952. .2206 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000207_06. 0225. C10 
14066 

TBLASTX: Wheat 

1638 

234 



OJ000207_06. 0225. C10 
14066 

TBLASTX : Soybean " 

1647 

121 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.1647, 1553. .1639 

Seq. ID OJ000207_06. 0225. C10 
Strand 

End 14066 

Method „ , TBLASTX : Mai ze, „/, 

.End .„:.-,_ .15.8.4 _ . 

Score 128 



OJ000207_06. 0225. C10 
14066 

TBLASTX: Wheat 

1923 

59 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.1914 

Seq. ID 
Strand- 
End 

Method 
End 
Score 

.2191, 1948. .2205, 1951. .2205, 



OJ000207_06. 0225. C10 
14066 

TBLASTX: Maize 

2206' 

142 



Seq. No. - 38644 Seq. ID 
Gene No. " 79500 ' *" " "Strand" 

Start - 13858 » - . . ~ ." End . . 
Name " O J000207_06. 0225 . C10 . o2 . ts " Method 

Start 1873 - • End 

GI ■ -none ■ Score - 

Exons ' 1873.. 2274, 1907.. 2077, 2114.. 2257 

Seq. No. 38644 Seq. ID 

Gene No. 79500 Strand 

Start 13858 End 

Name OJ000207_06 . 0225 . C10 . o2 . tw Method 

Start 1928 End 

GI none Score 



OJ000207_06.0225.C10 

14066 .-. - ■■ 

TBLASTX : Soybean 
2274 

44 - 



OJ000207_06. 0225. C10 
14066 

TBLASTX: Wheat 

2352 

261 



38335 



Exons 



1928.. 2305, 1933.. 2352 



Seq. No. 38644 

Gene No. 79500 

Start 13858 

Name OJ000207JD6 . 0225 . CIO . o3 . tm 

Start 2437 

GI none 

Exons 2437.. 2793, 2447.. 2794 

Seq. No. 38644 

Gene No. 79500 

Start 13858 

Name OJ000207JD6 . 0225 . C10 . ol . tw 

Start 2467 

GI none 

Exons 2467.. 2913, 2468.. 2902 



Seq. ID OJ000207_06. 0225. C10 
Strand 

End 14066 

Method TBLASTX : Mai ze 

End 2794 

Score 195 



Seq. ID OJ000207JD6. 0225. C10 
Strand 

End 14066 

Method TBLASTX : Wheat 

End 2913 

Score 273 



Seq. No. 38644 
Gene No. 79500 
Start 13858 

.Name__ __J3Jj0£0^^^ 

Start...... _ . .2518 ... _ . . .... . . ..V, 

GI none 

Exons 2518.. 2652, 2659.. 2883 



Seq. ID OJ000207_06. 0225. C10 
Strand 

End 14066 

; Me t hod__ T BLASTX„tSpybean ■ 

..End ... 2883 . .Z ,.- 

Score 133 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38644 
79500 
13858 

OJ000207_06. 0225.C10.o6. tw 

6055 

none 



Seq. ID OJ000207J36. 0225. C10 
Strand 

End 14066 . 

Method TBLASTX : Wheat 

End 6750 

Score 155 



6055.. 6246, 6293.. 6529, 6295.. 6525, 6574.. 6750 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq'.-. No. 
Gene No. 
Start ' 
Name- 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38644 
79500 
13858 

OJ000207_06. 0225. C10. o8.tm 

6265 ' ■ 

none 

6265. . 6441, 6296. . 6442 



38644 ■ - 

79500 

13858 : " 

OJOOO-207^06. 0225. C10. o8.tw 
7330 
none 

7330. .7731,- 7424. .7732 

38644 
79500 
13858 

OJ000207_0 6. 0225 -C10. oil. tw 

12004 
none 

12004. .12120, 12004 . .12117, 12247 12279, 12253 12378 , 



Seq. ID OJ000207_06. 0225. C10 
Strand 

End 14066 

Method TBLASTX : Mai ze 

End 6442 

Score 110 



Seq. ID ' OJ000207_06. "0225X10 

Strand - - 

End ' " 14066 '" " r ' 

Method .... TBLASTX: Wheat - ■ - . 

End ' 7732 ' ■**-":""- 

Score 116 



Seq. ID OJ000207_06. 0225. C10 
Strand 

End 14066 

Method TBLASTX : Wheat 

End 12378 

Score 160 



38336 




12258. .12368 



Seq. No. 


38644 




Seq. ID 


OJ000207 


_06.0225 


.C10 


Gene No. 


79500 




Strand 








Start 


13858 




End 


14066 






Name 


OJ000207 06. 0225. CIO 


. o4 . tm 


Method 


TBLASTX: 


Maize 




Start 


12007 




End 


12701 






GI 


none 




Score 


122 






Exons 


12007. .12192, 12022. 


.1214 4, 


12253. .12378, 12261 


. . 12368, 






12400. . 12444, 12406. 


. 12513, 


12589. .12699, 12615 


. . 12701 




Seq. 'No. 


38644 




Seq. ID 


OJ000207 


_06.0225 


.C10 


Gene No. 


79500 




Strand 








Start 


13858 




End 


14066 






Name 


OJ000207_06. 02 2 5. C10 


.ol.tc 


Method 


TBLASTX: 


Cress 




Start 


12019 




End 


13098 






GI 


none 




Score 


112 






Exons 


12019 . . 12135, 12024. 


. 12134 , 


12253. .12351, 12391 


. . 12510, 






12615. .12884, 12616. 


. 12885, 


12888. .12983, 12889 


. . 12978, 






12961 . . 13098, 12984 . 


. 13091 














„, — ;.. 




,OJQ00207 


JL6,,_02,25 




Gene. No.. v 


„ 7.9500, . 




; Strand 








Start 


13858 




End 


14066 






Name 


OJ000207_06. 0225 ,C10 


. ol . ts 


Method 


TBLASTX: 


Soybean 




Start 


12022 




End 


13082 






GI 


none 




Score 


118 






Exons 


12022. .12135, 12253. 


. 12360, 


12406. .12510, 12615 


. .12971, 






12616. . 12963, 12960. 


.13082, 


12964. .13071 






Seq. No. 


38644 




Seq. ID 


OJ000207 


_06 . 0225 


. C10 


Gene No. 


79500 




Strand 








Start 


13858 




End 


14066 






Name 


OJ000207_06 . 0225 .C10 


.ol2. tw 


Method 


TBLASTX: 


Wheat 




Start 


12633 




End 


12758 






GI 


none 




Score 


178 






Exons 


12633. . 12758, 12634 . 


. 12756 










Seq. No. 


38644 




Seq. ID 


OJ000207 


06 . 0225 


. C10 


Gene No. 


79500 




Strand 








Start 


13858 




End 


14066 






Name 


. OJ000207_06 . 0225 .010 


. ol . tm . 


. Method . 


..TBLASTX : 


Maize 




"Start 


"12759 "' - . 




End 


13071- 








none 




Score 


297 






Exons 


12759 r.12'97'17' 12760. 


.12969,' 


12'95"8. ; .13071, 12960 


. .13061'" 




Seq. No.- 


3864 4* *■ " 




Seq. ID 


OJ000207 


06. 0225 


. C10 


Gene No. 


79500 




Strand" 








Start 


13858 - - 




End 


14066 






Name 


OJ000207 06. 0225. C10 


,o3. tw 


Method 


TBLASTX: 


Wheat 




Start 


12759 




End 


13071 






GI 


none 




Score 


310 






Exons 


12759. . 12983, 12760. 


.12978, 


12963. .13070, 12964 


. . 13071 




Seq. No. 


38644 




Seq. ID 


OJ000207 


_06.0225 


.C10 


Gene No. 


79500 




Strand 








Start 


13858 




End 


14066 







38337 



Name 


ojuuu^u / u b . uzzo . ciu . oj . gs 


Method 


GENSCAN 


Start 


13858 


End 


14066 


C T 


none 


Score 


"J A 

. /4 


Exons 


1 JoDd . . lJy Jo / 14Uoo..l4Uoo 






Seq. No. 


3d 645 


Seq. ID 


OJ000207_06 . 0225 . Cll 


Gene No . 


79501 


Strand 


+ 


Start 


1 


End 


74 


Name 


OJ000207 06.0225.Cll.ol.gp 


Method 


AAT/GAP 


otart 


1 


End 


1 A 

1 4 


GI 


26986 1.R1084 


Score 


116 


Exons 


1. .74 






GI Descrip. 


1 6015437 /dbj | AB008 112.1 | AB008112 4 . Oe- 


-11 Homo sapiens PEX1 mRNA, 




complete cds ' 






Seq. No. 


38645 


Seq. ID 


OJ000207_06. 0225. Cll 


Gene No. 


79502 


Strand 


+ 


Start 


4784 


End 


C f~ o c 

5635 


Name 


OJ000207 06 . 0225 . Cll . o2 . gp 


Method 


AAT/GAP 


Start 


4 784 


End 


5635 


GI 


none 


Score 


1392 










Seq. No. 


— ~". — ■ ■ - * • 

3864 6 


Seq. ID 


OJ000'i67_06. 02257C12 


Gene No. 


79503 


Strand 




Start 


998 


End 


2956 


Name 


OJ000207 06. 0225 . CI 2 . ol . gs 


Method 


GENSCAN 


Start 


998 


End 


2658 


GI 


none 


Score 


.51 


Exons 


998. .1177, 1396. .1546, 2279.. 


2466, 2620.. 2658 


Seq. No. 


38646 


Seq. ID 


OJ000207_06.0225.C12 


Gene No . 


7 9503 


Strand 




Start 


998 


End 


2956 


Name 


OJ000207 06.0225.C12.ol.gp 


Method 


AAT/GAP 


Start 


1832 


End 


2466 


GI 


58016 1.R1084 


Score 


891 


Exons 


1832. .2136, 2279. .2466 






GI Descrip. 


'1076715/pir | IA48892 2.0e-ll 


abscisic 


acid-induced protein HVA22 




- barley >gi_404589 (L19119) 


A22 [Hordeum vulgare] 1 


Seq . No . 


. 38646 


Seq. ID 


OJ000207_06.0225.C12 . . 


Gene No. 


79503 ' - ' : ' ' '' ' 


Strand ■ 




Start 


998 


End 


2956 . ■ ' 


Name ' 


OJO'0'0207" 06".0225.Cl'2.ol.rip 


Method'" 


aat/nap " ' ' *" ■" 


btart: 


1836" - 


End' 


■ 2956 - ' • • ".. ' ■ 


GI 


" 1076715 ' " - " ' 


Score 


352 - " " . ' 


Exons 


• 1836.. 1909, 2348.. 2466, 2555-. 


.2677, 2803.. 2829, 2910.. 2956 


GI Descrip . 


;abscisic acid-induced protein 


HVA22 - 


barley gi 1404589- (L19119) 




A22 [Hordeum vulgare] 






Seq. No. 


38646 


Seq. ID 


OJ000207_06.0225.C12 


Gene No. 


79504 


Strand 




Start 


5463 


End 


6609 


Name 


OJ000207 06.0225.C12.o2. tw 


Method 


TBLASTX: Wheat 


Start 


2346 


End 


2677 


GI 


none 


Score 


83 



38338 



Exons 



2346.-2465, 2554.. 2676, 2582.. 2677 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38646 
79504 
5463 

OJ000207JD6. 

2355 

none 

2355. .2465, 
2579. .2677 



Seq. ID OJ000207_06.0225.C12 
Strand 

End 6609 

Method TBLASTX : Soybean 

End 2677 

Score 72 

2377. .2466, 2406. .2468, 2554. .2658, 2554. .2676, 



0225.C12.ol.ts 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38646 
79504 
5463 

OJ000207_06, 

2358 

none 

2358. .2465, 
2554. .2679, 



0225.C12.ol.tm 



2377.. 2463, 2406. 
2796.. 2828, 2909. 



Seq. ID OJ000207_06.0225.C12 
Strand 

End 6609 

Method TBLASTX : Maize 

End 2965 

Score 85 

.2483, 2508.. 2627, 2554.. 2679, 
.2965, 2910.. 2960 



Seq. No. 

^G^neJNo,. 
Start . _ 
Name 
Start 
GI 

Exons 



38646 

„J950jL 

.5,463. r .■ . 

OJ000207_06. 

2370 

none 

2370. .2465, 



0225.C12.ol.tc 



2554. .2676 



Seq. ID OJ000207_06.0225.C12 

J3txand__-_- 

.End. 6.60/9 ,. : / .' ... . 

Method TBLASTX : Cress 

End 267 6 

Score 135 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38646 
79504 
5463 

OJ000207_06. 

5463 

none 

5463. .5586, 



0225.C12.o2.gs 



6377.. 6432, 6607. 



Seq. ID OJ000207_06.0225.C12 
Strand 

End 6609 

Method GENSCAN 

End 6609 

Score .61 
.6609 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons" " 



38646 
79505 
6702 

OJ000207_06. 
6702 
none . 
6702\-: 6866,-' 



0225.C12.ol.tw 



6702 .'.6824 ;' 6876-; 



Seq. ID OJ000207_06.0225.C12 
Strand 

End 7253 

Method TBLASTX : Wheat 

End 7064 

Score . . 9.2 ■ . 

/7064 ~ ' - - ' " " ; " - ' 



"Seq. No'. 
Gene No . 
Start' 
Name 
-Start 
GI 

Exons 



"38 646 ' 

79505 

6702 ' 

OJ000207_06. 

6805 

none 

6805. .6843, 
7075. .7251 



Seq. ID OJ000207_06: 0225/Cl'2 
Strand 

End 7253 . 

Method TBLASTX: Maize 

End ■ 7253 

Score 54 

6891. .7253, 6903. .6968, 7046. .7210, 7074. .7244, 



0225.C12.o2.-tm 



Seq. No. 
Gene No. 
Start 
Name 



38647 
79506 
82 

OJ000207 06. 



0225.C13.ol.gs 



Seq. ID OJ000207_06.0225.C13 

Strand 

End 241 

Method GENSCAN 



38339 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene^.Np,.^ _., t 

Start _ . .... 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 

'Start' : v "-' 
GI 

Exons 

.GI- Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



82 End 

none Score 
82. .241 

38647 Seq. ID 

79507 Strand 
988 End 
OJ000207_06.0225.C13.o2.gs Method 
988 End 
none Score 
988. .1194 

38647 Seq. ID 

79508 Strand 
2274 End 
OJ000207_06. 0225.C13.o3.gs Method 
2274 End 
none Score 
2274. .2702, 2951. .2992 

38648 . Seq. ID 
„.7_95Q9_, _ ^ _ - v Strand,,,. 

334 \ ... End ... 

OJ000207_06. 022 5.C14 .ol.gs Method 

734 ■■ End 

none Score 
734. .954, 1018. .1166, 1373. .1457 



241 
.78 



OJ000207_06.0225.C13 

1194 
GEN SCAN 
1194 
.71 



OJ000207_06.0225.C13 

2992 
GENSCAN 
2992 
.82 



OJ000207 06.0225.C14 



.14 5.7... - . 
GENSCAN 
1457 
.83 



OJ000207 06.0225.C14 



38648 Seq. ID 

79510 Strand 

3693 End 3753 

OJ000207_06.0225.C14.ol.gp Method AAT/GAP 

3693 End 3753 

2312838 Score 74 
3693. .3753 

1420932/gb|U61383|ORU61383 7.0e-21 Oryza rufipogon 

4-coumarate-CoA ligase gene> intron 1, partial sequence 



38649 Seq. ID 

79511 Strand 
1 End 
OJ000207JD6 . 0225 . CI 5 . ol . gp. Method 
1- "* • " : '■• ■* " ■■" 'End"; \ 

25636_1 .R1084 " " Score 
1. .378 ' " ' " " " r "" " "' " ' " 

'4056428 2. Oe-36' (AC005322 )-■ Similar to- gb_U4 3629- integral 
membrane protein from Beta vulgaris and a member of sugar 
transporter family PF_00083. [Arabidopsis thaliana] 1 



OJ000207_06.0225.C15 
+ 

378 

AAT/GAP 

37 8" : "- :: 

733 



38649 Seq. ID 

79512 Strand 

247 End 
OJ000207_06 . 0225 . CI 5 . ol . gs Method 

247 _ End 

none '" * Score 
247 . .486 



OJ000207_06.0225.C15 
486 

GENSCAN 

486 

.46 



38340 




Seq. No. 


38650 






Seq. ID 


OJ000207 


_06 . 0225 . 


CI 


Gene No. 


79513 






Strand 


+ 






Start 


1 


- 




End 


325 






Name 


OJ000207 06 


. 0225 


.C17.ol.np 


Method 


AAT/NAP 






Start 


1 






End 


322 






GI 


5902446 






Score 


422 






Exons 


1 . . 322 














GI Descrip. 


(AB030283) 


orf 5 


[Oryza sativa] 








Seq. No. 


38650 






Seq. ID 


OJ000207 


__06.0225. 


CI 


Gene No. 


79513 






Strand 


+ 






Start 


1 






End 


325 






Name 


OJ000207 06 


. 0225 


.C17.ol.gs 


Method 


GEN SCAN 






Start 


92 






End 


325 






GI 


none 






Score 


. 62 






Exons 


92 . . 325 














Seq. No. 


38651 






Seq. ID 


OJ000207 


16 . 0301 . 


C2 


Gene No. 


79514 






Strand 


+ 






Start 


4777 






End 


6685. 






Name 


OJ000207 16 


.0301 


■C2.ol.gp 


Method 


AAT/GAP 






jSjt.ar t_ 


_47 56 „ m 






End-....;, .... 


5314 




— ™ 


GI__ .. . . ., 


. uC-osrocypn.09f.0.1bl ". . ;. 


Score" . . 


.670,' 






Exons 


4756. .5003, 


5105 


..5185, 5285.. 


5314 








GI Descrip. 


■3914470/sp|Q40070 I PSBR HORVU 


3.0e-16 


PHOTOSYSTEM II 10 


KD 




POLYPEPTIDE 


PRECURSOR >gi 1321868 emb 


_CAA6637 3_ 


(X97771) 


1 




PSII protein [Hordeum vulgare] 


i 








Seq. No. 


38651 






Seq. ID 


OJ000207 


_16.0301. 


C2 


Gene No. 


79514 






Strand 


+ 






Start 


4777 






End 


6685 






Name 


OJ000207 16 


.0301 


.C2.o2.gs 


Method 


GENSCAN 






Start 


4777 






End 


6679 






GI 


none 






Score 


1 






Exons 


4777. .5003, 


5105 


..5185, 5285.. 


5387, 6590.. 6679 






Seq. No. 


38651 






Seq. ID 


OJ000207 


J.6.0301. 


C2 


Gene No. 


79514 






Strand 


-f 






Start 


4777 






End 


6685 






Name 


OJ000207 16 


.0301 


.C2.ol. tm 


Method 


TBLASTX: 


Maize 




Start 


4864 






End 


5380 






GI 


none 






.Score 


. 185 






Exons*" 


'4864V. 5004 ; 


'4 887 


. .5003," 5084 


5185, * 5091 ; . 5177, 


5091; .-5192 


.' . .L ... 


5105. .5185, 


5278 


. .537 6/ '5282 . . 


5380, '5283. .5378 * 






Seq. No. 


38651 






Seq. ID 


OJ000207 


_16.0301. 


C2. 


Gene No. 


' 79514 






Strand ' 


+. - 






Start 


4777 






End 


6685 






Name 


OJ000207 16 


.0301 


."C2.ol.-tc 


Method 


TBLASTX: Cress 




Start 


4876 






End 


6679 






GI 


none 






Score 


130 






Exons 


4876. .5004, 


4890 


..5003, 5084.. 


5185, 5091.. 5177, 


5091. .5192 




5167. .5196, 


5282 


..5389, 5283.. 


5387, 6575.. 6679 






Seq. No. 


38651 






Seq. ID 


OJ000207 


_16.0301. 


C2 


Gene No. 


79514 






Strand 


+ 






Start 


4777 






End 


6685 







38341 



Name 

Start 

GI 

Exons 



OJ000207_16 . 0301 . C2 . ol . t s Method TBLASTX : Soybean 

4876 End 6679 

none Score 118 

4876. .5004, 4887. .5000, 5090. .5185, 5091. .5177, 5282. .5383, 
5283.. 5387, 6575. .6679 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38651 
79514 
4777 

OJ000207 
5154 
none 
5154 
5282 
6588 



16.0301.C2.ol.tw 



5177, 
5386, 
6680 



5154. 
5283. 



.5192, 
.5387, 



5156, 
5284, 



Seq. ID OJ000207_16.0301.C2 

Strand + 

End 6685 

Method TBLASTX : Wheat 

End 6685 

Score 45 
.5185, 5161. .5196, 



,5388, 6575. .6685, 



5278, 
6584 , 



5385, 
6661, 



Seq. No. 38652 Seq. ID 

Gene No. 79515 Strand 

Start 887 End 

Name OJ000207_16 . 0301 . C3 . ol . gs Method 

Start 887 End. 

GI, .none Score 

.Exons J 188.7...-; $48 305.6 ...3962,. AD.6UA4.684.. .; 



OJ000207_16.0301.C3 
+ 

4684 
GENSCAN 
4684 
..45 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



38652 Seq. ID OJ000207_16 . 0301 . C3 

79515 Strand + 

887 End 4684 

OJ000207_16 . 0301 . C3 . ol . np Method AAT/NAP 

2032 End 4669 

584861 Score 813 

2032. .2078, 3121. .3962, 4061. .4669 
CYTOCHROME P450 71A2 (CYPLXXIA2) (P-450EG4) 
gi I 480396 Ipir M S36806 cytochrome P450 71A2 - eggplant 
gi|408140|emb|CAA50645| (X71654) P450 hydroxylase [Solanum 
melongena] gi | 4 4 1185 | dbj | BAA03635 | (D14990) Cytochrome P-450EG4 
[Solanum melongena] 



Seq. No. 
Gene No. 
Start 
Name 
Start .. 
GI ' " • 
Exons 

GI "Descrip. 



38652 
79515 
887 

OJ000207_16. 0301.C3.ol.gp 

.3853 

L1B34 32-037 -P1.-K1-A12 
385'3. .3962'/ 40'6lV. 4403 
* 166949 '3. 0e-36". (M32'885f cytochrome 
[ Persea americana] 1 ■ . ■ 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000207 
+ 

4684 
AAT/GAP 
4403 
855 



16. 0301. C3 



P-4 50LXXIA1 "(cyp71Al)' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38652 
79516 
7205 

OJ000207_16.0301.C3.o3.gs 

7205 

none 



Seq. ID OJ000207_16.0301.C3 



Strand 
End 

Method 

End 

Score 



+ 

11408 
GENSCAN 
11328 
. 94 



7205. .8676, 8772. .8851, 9268.-9455, 10293. .11328 



Seq. No. 
Gene No. 



38652 
79516 



Seq. ID OJ000207_16.0301.C3 
Strand + 



38342 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



7205 End 11408 

OJ000207_16.0301.C3.o2.np Method . AAT/NAP 

8033 End 11408 

6562264 Score 933 

8033. .8195, 8585. .8676, 8772. .8851, 9268.-9458, 10293 .. 10399, 
10436. .10614, 10738.. 11408 

(AL132980) putative protein [Arabidopsis thaliana] 



oeq. NO. 


T Q c c; o 








Seq. ID 


OJ000207 


lb. UoUl .CO 


Gene No. 


/ yo i / 








Strand 






Start 


5276 








End 


5786 




Name 


OJ000207_16 


.0301. 


C3.ol. 


tc 


Method 


TBLASTX: 


Cress 


Start 


o i o a 
31zU 








End 


4660 




GI 


none 








Score 


45 




Exons 


31Z0 . .31/6, 


O O A "7 

3z y / . 


.34 / 6, 


A A C O 
4 UOZ . 


.4186, 4111. .4179, 


/lino A A 1 C\ 

4 lo3 ..44 19 




A "i O A A A O O 

4 184 . . 4 4zo, 


4 4 3y . 


,40/3, 


4 4 OU . 


.4602, 4595. .4660 




Seq. No. 


JO 60Z 








Seq. ID 


OJ000207 


lb . UoUl . Co 


Gene No. 


79517 








Strand 






Start 


5276 








End 


5786 




Name 


OJUUUzU / lb 


mm 
. U0U1 . 


Lj . O J . 


tm 


Method 


TBLASTX: 


Mai ze 


Start _ 


. 3.659. . 






... 


...End„ 


4287 


- — 


GI ' ; - ., 


.none r ..'„ 0 








S.core _ . 


-..40... . 




Exons 


3659 .. 3835 , 


*3 r r a 

3660 . 


O O A 

. 36o y , 


o r a o 

3693 . 


.3866, 3879. .3929, 


4055. .4171, 




4 Uoo . . 4 loU , 


4 UoU . 


. 4 1/ o, 


4 1 yz . 


.4287, 4193. .4285 




Seq. No. 


38652 








Seq. ID 


OJ000207 


_16.0301.C3 


Gene No. 


79517 








Strand 






Start 


C O "7 C 

oZ 1 b 








End 


5786 




Name 


OJUUUzU / Id 


a *3 a i 
. U3U1 . 


Co . Ol . 


ts 


Method 


TBLASTX: 


Soybean 


Start 


a a c o 
4 UOZ 








End 


4675 




GI 


none 








Score 


335 




Exons 


4 UOZ . . 44Zo, 


/i a a t 

4 uy 1 . 


A 1 H 1 
.41/1, 


/I o o o 

4 ZzZ . 


.4422, 4436. .4675, 


A A A 1 A COA 

4 4 41. .4 bZU 


Seq. No. 


38652 








Seq. ID 


OJ000207 


__16.0301.C3 


Gene No. 


79517 








Strand 






Start 


oZ 1 b 








End 


5786 




Name 


✓*\TAAAOA"7 T ^ 

OJUUOzU / 16 


A O A T 


C3 . Ol . 


tw 


Method 


TBLASTX: 


Wheat 


Start 


4 U5z 








End 


4369 




GI 


none 








Score 


286 




Exons 


/I A C O /I 1 A O 

4 Uoz . . 4 iyz , 


4 Uol . 


^ o CO 

. 4 oby , 


411/. 


.4368 






oeq. no. 










Seq. ID 


OJ000207 


1 £ AOA1 /"i 6 

lb. UOU1 .CO 


Gene ■ No". ■ * 


'■ 79517 








Strand 






Start 


5276 








End 


'5786 




Name. 


OJ000207 16' 


.0301, 


C3.ol. 


tm 


Method 


TBLASTX: 


Maize ■ 


Start 


4288 " 








End 


'4 687' ' 




GI 


none 








Score 


522 




Exons 


■ 4288. .4620, 


4289. 


.4663, 


4427. 


.4687 - 






Seq. No. 


38652 








Seq. ID 


OJ000207 


_16.0301.C3 


Gene No. 


79517 








Strand 






Start 


5276 








End 


5786 




Name 


OJ000207 16 


.0301. 


C3.o2. 


tw 


Method - 


TBLASTX: 


Wheat 


Start 


4393 








End 


4660 . 




GI 


none 








Score 


48 




Exons 


4393. .4419, 


4394 . 


.4420, 


4438. 


.4620, 4439. .4660, 


4529. .4627 



38343 




Seq. No. 


38652 




Seq. ID 


OJ000207_16.0301 


.C3 


Gene No . 


79517 




o rrana 






Start 


5276 




bna 


J/OO 




Name 


OJ000207 16. 0301. C3 


,o2 .gs 


Method 


bhjlNob/\JN 




Start 


5276 






O / O O 




bl 


none 




Score 


. DO 




Exons 


5276. .5342, 5451. .5592, 5639 


. . D / O D 






Seq. No. 


38652 




Seq. ID 


OJ000207_16.0301 


.C3 


bene no . 


79518 




Strand 






Start 


8618 




End 


9311 




Name 


OJ000207 16. 0301. C3 


o3 . ts 


Method 


TBLASTX: Soybean 




Start 


8618 




End 


9311 






none 




Score 


96 




Exons 


8618.. 8677, 8629.. 8679, 8770 


..8853, 8772. .8852, 9267. .9311 


Seq. No. 


38652 




Seq. ID 


OJ000207_16.0301 


.C3 


Gene No. 


7 9519 




Strand 






Start 


10292 




End 


10956 




Name 


OJ000207 16. 0301. C3 


o4 . tm 


Method 


TBLASTX: Maize 




Start _ „. v 


-_. = 10292..;... 




. ...End 


104 35 „ 






:..none 




.^.^Scor.e „ , 


..._184„... _ . 




Exons 


10292i . 10435, 10293 


.. 10415""" 








Seq. No. 


38652 




Seq. ID 


OJ000207_16.0301 


.C3 


Gene No. 


79519 




Strand 






Start 


10292 




End 


10956 




Name 


OJ000207 16. 0301. C3 


o2.tc 


Method 


TBLASTX: Cress 




Start 


10295 




End 


10956 




GI 


none 




Score 


116 




Exons 


10295. .10384, 10296 


. 10403, 


10742. .10! 


340, 10752. .10955, 






10767. .10955, 10789 


. 10956 








Seq. No. 


'38652 




Seq. ID 


OJ000207_16.0301 


.C3 


Gene " No . 


79519 ' 




Strand 






Start 


10292 




End' 


10956 




Name 


.OJ000207 16. 0301. C3 


o4 . ts 


Method 


TBLASTX: Soybean 




Start 


10724 




End 


10907 




bl 


none 




Score 


70 




Exons 


10724. .10840, 10748 


.10852, 


10752. .10904, 10767. .10907 




Seq.. No. 


38652 




. Seq. ID 


■ OJp00207_16.0301 


. : C3 


Gene No . 


79520 : 




Strand 






Start 


"10940 




End ' 


11368 




Name _ ■-' 


OJ000207 16. 0301. C3 


o2.tm 


Method 


TBLASTX: Maize 




Start • ■ 


10940 ' 




End' 


11355 




GI 


none 




Score 


285 




Exons 


10940. . 11122, 10941 


. 11123, 


10943. .11137, 10945. . 11136, 






11082. . 11330, 11144 


. 11338, 


11146. .11340, 11212. .11355 




Seq. No. 


38652 




Seq. ID 


OJ000207_16.0301 


.C3 


Gene No. 


79520 




Strand 






Start 


10940 




End- 


11368 




Name' 


OJ000207 16. 0301. C3 


o2.ts 


Method 


TBLASTX : Soybean 




Start 


11114 




End 


11368 




GI 


none 




Score 


276 





38344 






Exons 


11114.. 11188, 11121.. 11330, 


11121. .11330, 11249. .11368 






Seq. No. 


38653 


Seq. ID 


OJ000207_16.0301 


.C4 




Gene No. 


79521 


Strand 


+ 






Start 


270 


End 


408 






Name . 


OJ000207_16 . 0301 . C4 . ol . gs 


Method 


GENSCAN 






Start 


270 


End 


408 






GI 


none 


Score 


.91 






Exons 


270 . . 332, 394 . . 408 










Seq. No. 


38653 


Seq. ID 


OJ000207_16. 0-301 


.C4 




Gene No. 


79522 


Strand 


- 






Start 


1323 


End 


2798 






Name 


OJ000207 16.0301.C4.o2.gs 


Method 


GENSCAN 






Start 


1323 


End 


2798 






C t 


none 


Score 


.'74 






Exons 


1323. .1459, 2067. .2106, 2689. .2798 








Seq. No. 


38654 


. Seq. ID 


OJ000207_16.0301 


.C5 




Gene No. 


79523 


Strand 


+ 






Start 


1892 


End 


3190 






Name . 


-OJ0Q020-7.. 16.0301. C5..ol.np ^ 


Met hod ; 


AAT/NAP - 






'__ Start...". _ „. 


...1.892 ; , 


End . _ 


..3190 „ 




JSCS 
is? 


GI " 


6633989 


Score 


953 






Exons 


1892.. 2932, 3019.. 3190 








t: kit 


GI Descrip. 


(AB036059) cytochrome P450 


[Arabidopsis thaliana] 




y S 
r! = 




gi| 689988 61 emb | CAB71895 . 1 | 


(AL138642) 


cytochrome p450 (CYP78A9) 






[Arabidopsis thaliana] 








LJ 


Seq. No. 


38654 


Seq. ID 


OJ000207_16.0301 


.C5 




Gene No. 


79523 


Strand 


+ 






Start 


1892 


End 


3190 






Name 


OJ000207 16.0301.C5.o2.gs 


Method 


GENSCAN 






Start 


1892 


End 


3177 






GI 


none 


Score 


.74 






Exons 


1892. .2932, 3019.. 3177 










Seq. No. 


; * 38654 


Seq. ID 


OJ000207_16.0301 


.C5 




Gene No. 


79524 


Strand 








Start 


583 


End 


1257 






Name 


OJ000207 16.0301.C5.ol.gs 


Method 


GENSCAN 






Start 


583 


End 


1257 






GI 


■ none 


Score 


-.53... ; . ; ' / ; ' '. 






Exons- 


'■583. V606," 1153. .1257 " 










Seq. No. 


38654 


Seq. I'D 


OJ000207_16.0301 


.C5 




Gene No. 


79525 ' - ' * 


Strand ' 








.Start 


1922 


End 


■2368 






Name 


OJ000207 16.0301.C5.o2.tm 


Method 


TBLASTX: Maize 






Start 


1922 


End 


2368 






GI 


none 


Score 


49 






Exons 


1922. .1951, 1967. .2050, 1999. .2061, 2117. .2173, 2123. .2173, 






2240. .2368, 2251, .2367 










Seq. No. 


38654 


Seq. ID 


OJ000207___16.0301 


.C5 




Gene No. 


79526 


Strand 








Start 


2339 


End 


3188 





38345 



Name 

Start 

GI 

Exons 



OJ000207_16.0301.C5.ol.ts 

2339 
none 
2339 
2663 
3018 



2503, 2342.. 2431, 2353. 
2833, 2710.. 2823, 2849. 
3065, 3019.. 3135, 3022. 



Method TBLASTX : Soybean 
End 3138 
Score 182 

.2487, 2578. .2619, 2579.-2626, 
.2932, 2857. .2934, 2858.-2932, 
.3138 



Seq. No. 38654 

Gene No. 79526 .. . 

Start 2339 

Name OJ000207_1 6 . 0301 . C5 . ol . tm 

Start 2663 

GI none 

Exons 2663.-2833, 2663.-2755, 2713. 

3019. .3138, 3019. .3138, 3136. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000207 16. 0301. C5 



3188 

TBLASTX: Maize 
3188 
273 

2883, 2858. .2932, 2858. .2932, 
3186, 3153.. 3188 



Seq. No. 38654 
Gene No. 79526 
Start 2339 

Name OJ000207_16 . 0301 . C5 . ol . tc 

Start 2702 

GI „, i; ,. M J„„none^ 

'.EscQha..'"*." 77 7 2.7 .02 ^£30*^ 
3019.'. 3153' 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000207__16.0301.C5 
3188 

TBLASTX: Cress 
3153 

14 3. . ... .•- 



..2.93.4., _2.85J3 ._..2932.,.:.,3JD1.8 -„.J3£L11,_ 



5 l J 



Seq. No. 38655 Seq. ID OJ000207_16 . 0301 . C6 

Gene No. 79527 Strand 

Start 11 End 326 

Name OJ000207_16 . 0301 . C6 . ol . gp Method AAT/GAP 

Start 11 End 326 

GI LIB3431-024-P1-N1-D8 Score 616 

Exons 11. .326 

GI Descrip. ' 4 17 6420/dbj | BAA37 167 | 2.0e-ll (AB008097) cytochrome P450 
[Arabidopsis thaliana] 1 



Seq, No. 


38655 






Seq. ID 


OJ000207JL6.0301. 


.C6 


Gene No. 


79528 






Strand 






Start 


718 






End 


2640 




Name 


OJ000207 


16.0301.C6.ol, 


.gs 


Method 


GEN SCAN 




Start 


718 






End 


2640 




GI 


none 






Score 


.72 




Exons 


718. .862, 


2384 . .2640 




m 






Seq;' No. 


' • "38656 






"Seq.* ID 


OJ0'00'207_l6.0301. 




Gene No. 


7 95.2 9 " 






Strand 


+ 




Start 


139- 






/ End 


975 ' 




Name 


OJ000207 


16.0301.C7.ol. 


. tw 


Method 


TBLASTX: Wheat 




Start 


133 






End 


519 




GI 


none 






Score . 


354 




Exons 


133. .519, 


144. .518 










Seq. No. 


38656 






Seq. ID 


OJ000207_16.0301. 


,C7 


Gene No. 


79529 






Strand 


+ 




Start 


139 






End 


975 




Name 


OJ000207 


16.0301.C7.ol. 


.gs 


Method 


GENSCAN 




Start 


139 






End 


943 




GI 


none 






Score 


.82 





38346 



Exons 



139. .943 



Seq. No. 38656 
Gene No. 79529 
Start 139 

Name OJ000207_16 . 0301 . C7 ;ol . np 

Start 139 
GI 6539553 
Exons 139. . 975 

GI Descrip. (AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



Seq. ID OJ000207_16.0301.C7 

Strand + 

End 975 

Method AAT/NAP 

End 975 

Score 1429 



Seq. No. 


38656 




Seq. ID 


OJ000207_16.0301 


C7 


Gene No. 


79529 




Strand 


+ 




Start 


139 




End 


975 




Name 


OJ000207 16. 0301. C7. 


ol.tm 


Method 


TBLASTX: Maize 




Start 


268 




End 


581 




GI 


none 




Score 


366 




Exons 


268 .. 579, 276 .. 581 










. .:. . 
Seq. No. 


~ - - — * - - 

. .38657 ' 




Seq. ID 


0 JO 00.2 07^1 6. 03.01. 


"cb" 


Gene No . 


79530 




Strand 






Start 


1 




End 


6337 




Name 


OJ000207 16. 0301. C8 . 


ol . np 


Method 


AAT/NAP 




Start 


1 




End 


1972 




GI 


166949 




Score 


696 




Exons 


1 . . 388, 1087 . . 1972 










GI Descrip. 


( M3 2 8 8 5 ) cytochrome 


P-450LXXIA1 (cyp71Al) [Persea americana] 


Seq. No. 


38657 




Seq. ID 


OJ000207_16.0301 


C8 


Gene No. 


79530 




Strand 






Start 


1 




End 


6337 




Name 


OJ000207_16.0301.C8. 


o2.tc 


Method 


TBLASTX: Cress 




Start 


2 




End 


1983 




GI 


none 




Score 


172 




Exons 


2. .139, 3. .398, 203. 


.394, 1778. .1846, 


1954. .1983 




Seq. No. 


38657 




Seq. ID 


OJ000207_16.0301. 


C8 


Gene No. 


79530 




Strand 






Start 


1 




End 


6337 




Name 


OJ000207 16. 03.01. C8. 


o4.tm 


Method; 


' TBLASTX: Maize 




Start 


2 




End ' ■ 


392 " • 




GI 


none 




Score 


196, ; 




Exons 


2.. 145, 3.. 392, 31,. 


210, 203; ; 


391 






Seq. No. 


38657 




Seq. ID 


OJ000207_16.0301. 


C8 


Gene No. 


79530 




Strand 






Start 


1 




End 


6337 




Name 


OJ000207 16. 0301. C8. 


o4 . ts 


Method 


TBLASTX: Soybean 




Start 


2 




End 


398 




GI 


none 




Score 


143 




Exons 


2. .139, 3. .398, 203. 


.388 








Seq. No. 


38657 




Seq. ID 


OJ000207_16.0301. 


C8 


Gene No. 


79530 




Strand 







38347 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons,, 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start • 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons - 



OJ000207_16 . 0301 . C8 . o2 . tw 
80 

none 

80. .139, 81. .380, 203. .388 



End 

Method 

End 

Score 



38657 Seq. ID 

79530 Strand 
1 ■ End 
OJ000207_16. 0301 .C8 . ol . gs Method 
95 End 
none Score 
95. .388, 1087. .1521, 1568. .2008, 2767. 
3780. .3941, 5487. .5873, 5894. .6337 



6337 

TBLASTX: Wheat 

388 

142 



OJ000207_16.0301.C8 

6337 
GENSCAN 
6337 
.75 

.3054, 3389. .3664, 



38657 
79530 
1 

OJ000207_16.0301.C8.o3.tc 

1339 

none 

.,..1339 ... . 1458 ,_1 550,^^177 1_ 

38657 
79530 
1 

OJ000207_16.0301.C8.o3.tw 

1550 

none 

1550.. 1639, 1625. .1732, 1628. 

38657 
79530 
1 

OJ000207_16.0301.C8.o5.ts 

1550 

none 

1550. .1771, 1778. .1846 

38657 
79530 
1 

OJ000207_16.0301.C8 .o5';tm 
1655 ' ' 
none 



Seq. ID OJ000207_16.0301.C8 
Strand 

End 6337 

Method TBLASTX: Cress 

End 1771 

Score 167 



Seq. ID OJ000207_16.0301.C8 
Strand 

End 6337 

Method TBLASTX : Wheat 

End 1846 

Score 60 
.1768, 1769. .1846 

OJ000207 16. 0301. C8 



Seq. ID 
Strand 
End 

Method 

End 

Score 



Seq. ID 
Strand 
End , 
" Method 
•End"' 
Score" 

-1655. . 18*46, 1667 . .1732, 1791.. 1844- 

38657 Seq. ID 

79530 Strand - 

1 End 
OJ000207_16. 0301 .C8 .ol.tw Method 
2428 End 
none Score 

2428. .2493,- 2429. .2488, 2477. .2722, 2503. .2523, 2538. .2729, 

2582.. 2728, 2723.. 2818, 2723.. 2806, 2725.-2856 



6337 

TBLASTX: Soybean 

1846 

85 



OJ000207_16.0301.C8 
6337 

TBLASTX: Maize : 
18'46 *' • ' ' 
76 " " ~ 



OJ000207_16.0301.C8 

6337 

TBLASTX: Wheat 

2856 

38 



Seq. No. 



38657 



Seq. ID OJ000207_16.0301.C8 



38348 




Gene No. 


79530 








Strand 




Start 


1 








End 


6337 


Name 


OJUUUzU / lb 




Co . ol . 


tm 


Method 


TBLASTX: Maize 


Start 


Z 1 Zd 








End 


3461 


GI 


none 








Score 


122 


Exons 


Z 1 ZD . . 30b 1 , 


O T 1 £T 

Z 1 Zb . 


0010 
. Zo lo , 


Z 1 31 . 


.2820, 2892. .3056, 2909. .3058, 




3384 . .34 61, 


33o b . 


. 34 b(J 








Seq. No. 


38 657 








Seq. ID 


OJ000207_16.0301.C8 


Gene No. 


79530 








Strand 




Start 


1 








End 


6337 


Name 


OJ000207 16 


.0301. 


C8.o2. 


np 


Method 


AAT/NAP 


Start 


2725 








End 


6235 


GI 


4539320 








Score 


1517 


Exons 


2725. .3054, 


3389. 


.3664, 


3780. 


.3941, 5487. .5786, 5879.-6235 


kjL uescrip. 


(AL035679) putative endo-1, 4 


-beta-glucanase [Arabidopsis 




tnaliana] 












Seq. No. 


-5 o r c t 

38 657 








Seq. ID 


OJ000207_16.0301.C8 


Gene No. 


/ 95 








Strand 




Start 


1 








End 


6337 


Name*,—. 


„OJ0_00207., .16 


:03Pl v C8,.o2. 


ts_. _ 


^Methpd_.„;_ 


JBLASTX.:,Soybean : ;,_ _ 


Start . 


.2131 








..End.. " 


2$85" . . .. . .... 


GI 


none 








Score 


99 


Exons 


2731 . .2 985, 


2735. 


.2818, 


"2 912 . 


.2983 




Seq. No. 


38 657 








Seq. ID 


OJ000207_16.0301.C8 


Gene No. 


/95 jo 








Strand 




Start 


1 








End 


6337 


Name 


OJ000207 16 


.0301. 


C8.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


2746 








End 


6220 


GI 


none 








Score 


65 


Exons 


274 6. . 3057 , 


2747. 


.2800, 


2912 . 


.3058, 33£ 


4. .3518, 3386. .3562, 




3563 . . 3667, 


3696. 


.3887, 


3765 . 


.3953, 3772. .3942, 5485. .5520, 




5487 . .5519, 


5547. 


.5792, 


5641 . 


.5787, 5879. .5968, 5889.-5966, 


*'< 


5975. . 6142, 


5976. 


.6053, 


6152. 


.6220 




Seq. No. 


38657 








Seq. ID 


OJ000207_16.0301.C8 


Gene No. 


79530 








Strand 




Start 


1 








End 


6337 


Name 


OJ000207 16 


.0301. 


C8 .o3. 


ts 


Method 


TBLASTX : Soybean 


Start 


3413 








End 


3843 . . 


GI 


; none 








' Score 


131 " . / 


Exons 


3413 .". 3667, 


'3414 . 


.3665', 


" 3 : 778 ." 


.384 3, : 378 


0. . 3842' •" ~ 7 


Seq.- No. 


38657 








Seq. ID 


OJ000207_16.0301.C8- 


Gene No. 


7 9530' 








Strand 




Start 


1 








End 


6337 


Name 


OJ000207 16 


.0301. 


C8.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


3501 








End 


3924 


GI 


none 








Score 


86 


Exons 


3501. .3545, 


3502. 


.3549, 


3503. 


.3583, 355 


8. .3584, 3575. .3667, 




3576. .3665, 


3775. 


.3924, 


3778. 


.3921, 378 


0. .3923 


Seq. No. 


38657 








Seq. ID 


OJ000207_16.0301.C8 


Gene No. 


79530 








Strand 




Start 


1 








End 


6337 



38349 






Name 


OJQQQ2Q7 16 . 0 301 . Co . 01 . ts 


Method 


TBLASTX: 


Soybean 




Start 


5538 


End 


6217 






GI 


none 


Score 


108 






Exons 


5538. .5786, 5641. .5787, 5912. 


.5953, 5913.. 5954, 


5969 . . 6142, 






6140 . . 6217 










Seq. No. 


38657 


Seq. ID 


OJ000207 


_16, 0301 ,C8 




Gene No. 


79530 


Strand 








Start 


1 


End 


6337 






Name 


OJUUOzU / lo . U3U1 . Co . o3 . tm 


Method 


TBLASTX: 


Maize 




Start 


5734 


End 


6220 






GI 


none 


Score 


79 






Exons 


5734. .5787, 5734. .5775, 5736. 


.5792, 5849. .5968, 


5889 . . 5966, 






5964. .6053, 5975. .6142, 6146. 


.6220, 6153.. 6197 






beq. jno . 


jo boo 


Seq. ID 


OJ000207 


_16. 0301. C10 




Gene No. 


79531 


Strand 


+ 






Start 


8874 


End 


13536 






Name 


OJ000207 16.0301.C10.o3.gs 


Method 


GENSCAN 






Start 


8874 


End 


13453 






GI 


none 


Score 


■ .65 






-. „Exons_ 


. . 8 8 7.i. 904 9 91 6 7 930 2 , 1 0 00 9 


,,.10202, 


102 9B.; U 035 9,. _ •„ 




- -"- -.- - 


,10529. .1065.0,, .11344 . . 11.4 54 , . -125.69 . .12676,. 129.67 


. ..1305.6, 


£ =: "" 




13346.. 13453 








CO 


Seq. No. 


38658 


Seq. ID 


OJ000207 


_16. 0301. C10 




Gene No. 


79531 


Strand 


+ 




[U 


Start 


8874 


End 


13536 






Name 


OJ000207 16. 0301. CIO. o4 . np 


Method 


AAT/NAP 






Start 


12055 


End 


13444 




% J 


GI 


4455227 


Score 


572 




I y 


Exons 


12055. .12145, 12250. .12404, 12569 1267 6, 12967 


. .13056, 






13346. .13444 








s 

f T 


GI Descrip. 


(AL035440) SNF8 like protein 


[Arabidopsis thaliana] 


' is 


Seq. No. 


38658 


Seq. ID 


OJ000207 


_16. 0301. C10 




Gene No. 


79531 


Strand 


+ 






Start 


8874 ■ 


End 


13536 




:r 
f == 


Name 


OJ000207 16.0301.C10.o3.gp 


Method 


AAT/GAP 




?i 


Start 


12320 


End' 


13536 






GI 


26378 1.R1084 


Score 


838 






Exons 


12320. .12404, 12569 .. 12676, 12967 .. 13056-, 13346 


. .13536. 




GI . Descrip. 


1 4455227 /emb J CAB 3 6550 . 1J 2 . Qe- 


-42 (AL035440) SNF8 like jprote. 






[Arabidopsis thaliana]- 1 ' 










. Seq. No. 


38658 


Seq. ID' 


OJ000207 


_16.030lVcH) 




Gene' No. 


79532' ' • • 


Strand 


+ " 






Start 


15757 


End 


17679 






Name 


OJ000207 16.0301.C10.o5.gs 


Method 


GENSCAN 






Start 


15757 


End 


17679 








none 


Score 


.54 






Exons 


15757. .16741, 17579. .17679 










Seq. No. 


38658 


Seq. ID 


OJ000207 


_16. 0301. C10 




Gene No. 


79533 


Strand 


+ 






Start 


18895 


End 


21328 






Name 


OJ000207 16.0301.C10.o5.np 


Method 


AAT/NAP 





38350 



Start 


18895 




End , * 


21328 


GI 


5668637 




Score 


481 


Exons 


18895. .19274, 20721 .. 21063, 


21153. .21328 


GI Descrip. 


(AL109619) hypothetical 


protein [Arabidopsis th 


Seq. No. 


38658 




Seq. ID 


OJ000207 


Gene No. 


79533 




Strand 


+ 


Start 


18895 




End 


21328 


Name 


OJ000207 16 . 0301 . CIO . o4 


• gp 


Method 


AAT/GAP 


Start 


19502 




End 


19703 


GI 


4878384 




Score 


385 


Exons 


19502. . 19703 








Seq. No. 


38 658 




Seq. ID 


OJ000207 


Gene No. 


79534 




Strand 




Start 


479 




End 


1592 


Name 


OJ000207 16 . 0301 . C10 . ol 


gs 


Method 


GENSCAN 


Start 


47 9 




End 


1592 


GI 


none 




Score 


.75 


Exons 


479.-558, 1235. .1592 








Seq . No . 


_ 3 8 658 ^ ^ ; , „ : 




.:.-.Seq^„ID_ 


,,P„JJ00207 


Gene No.. 


. .7 9555°. • ./..;-..„_ 




Strand.'. 




Start 


4273 




End 


10905 


Name 


OJ000207 16. 0301. C10. ol 


gp 


Method 


AAT/GAP 


Start 


3941 




End 


6722 


GI 


1214 1.R1084 




Score 


1963 


Exons 


3941. .4390, 5009. .5111, 


5430 


..5568, 5957. .6049, 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

.GI Descrip. 

Seq.; .No. 

Gene No.'*' 

Start, 

Name 

Start 

GI 

Exons 



6478. .6722 

? 4 4 69021/emb | CAB38282 | 3.0e-68 (AL035602) hypothetical protein 
[Arabidopsis thaliana] 1 



38658 
79535 
4273 

OJ000207_16.0301.C10.ol.np 

4273 

4469021 



Seq. ID OJ000207_16. 0301. C10 
Strand 

End 10905 

Method AAT/NAP 

End 6649 

Score 570 



4273. .4390, 5009. .5111, 5430. .5568, 5957. .6049, 6332. .6415, 
6476. .6649 

(AL035602) hypothetical protein [Arabidopsis thaliana] 



38658 • ' 
•7 9535 - 
"" 4273 : v ' ■ " • 

OJ000207_16 . 0301 . C10 . o2 . gs 

"4 27 3" •- 

none - " 



Seq. ID : O'J000207_l6:030'l.C10 

Strand - ■■' ' *• * '' " 

End 10905 " " 

Method GENSCAN 

End" 834 6 

Score .9 



4273. .4390, 5009. .5211, 5957. .6049, 6332 .. 6378 , • 6478 . .-6648', 
7308. .8346 



Seq. No. 38658 

Gene No. 79535 

Start 4273 

Name OJ000207_16 . 0301 . C10 . o2 . gp 

Start 7121 

GI 17748 1.R1084 



Seq. ID OJ000207_16. 0301. C10 
Strand 

End 10905 

Method AAT/GAP 

End 7874 

Score 1433 



38351 



Exons 7121.. 7874 

GI Descrip. '360.0031 2.0e-33 (AF080119) similar to 

2, 4-dihydroxyhept-2-ene-l, 7-dioic acid aldolases [Arabidopsis 
thaliana] 1 



Seq. No. 


38658 








Seq. ID 


OJ000207_16. 0301 .C10 


Gene No. 


79535 








Strand 




Start 


4273 








End 


10905 


Name 


OJ000207_16 


.0301 


.C10.o3. 


np 


Method 


AAT/NAP 


Start 


7132 








End 


10905 


GI 










Score 


180 


Exons 


7132. .7161, 


9023 


. .9313, 


10832 


. .10905 




GI Descrip. 


(AF155121) 


apoplastic invertase [Oryza 


sativa subsp. indica 


Seq. No. 


38658 








Seq. ID 


OJ000207_16. 0301. C10 


Gene No. 


79535 








Strand 




Start 


4273 








End 


10905 


Name 


OJ000207 16 


.0301 


.C10.o2. 


np 


Method 


AAT/NAP 


Start 


7303 








End 


9046 


GI 


3600031 








Score 


903 


Exons 


7303. .8173, 


8816 


. .9046 








£L De sc r ijo. 


(AFQ8011 9J_ 


s ijrii 1 a r _t g„J2 , 


4 - d i h y dr o x y h e p t - 2 - e n e - 1 y J7j^ i q ic_„ac i < 




.. . aldolases [Arabidopsis . thaliana] , 




Seq. No. 


38658 








Seq. ID 


OJ000207_16. 0301. C10 


Gene No. 


79536 








Strand 




Start 


14195 








End 


15375 


Name 


OJ000207 16 


.0301 


.C10.o3. 


ts 


Method 


TBLASTX : Soybean 


Start 


4257 








End 


6499 


GI 


none 








Score 


126 


Exons 


4257. .4382, 


4279 


. .4392, 


4280. 


.4393, 5000.. 5110, 5008.. 5115, 




5425. .5571, 


5435 


. .5575, 


5957. 


.6046, 5957.. 6052, 6329.. 6379, 




6479. . 6499 












Seq. No. 


38658 








Seq. ID 


OJ000207_16. 0301. C10 


Gene No. 


79536 








Strand 




Start ' 


14195 








End 


15375 


Name 


OJ000207 16 


.0301 


.C10.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


4268 








End 


6688 


GI 


none 








Score 


173 


Exons 


4268. .4390, 


4269 


. .4391, 


4273. , 


.4392, 5006. .5110, 5007. .5114, 




5008. .5115, 


5012 


. .5110, 


5412. , 


.5570, 5425. .5571, 5427. .5576, 




■ 5429. .5575/ 


5518 


.'.5577, 


5957. 


.6046, 5957.. 6052, '5977. .6054, 




6326.'. 6379, 


'6329 


. .6379, 


6479-. , 


. 66'88, ■ 6480'. .6686' ' '" 


Seq. No. 


■ 38658 








Seq. ID 


OJ000207_16. 0301. C10 


Gene No. 


79536 








Strand 




Start 


14195 








End 


15375 


Name 


OJ000207 16 


.0301 


.ClO.ol. 


tw 


Method 


TBLASTX: Wheat • 


Start 


7165 








End 


7611 


GI 


none 








Score 


35 


Exons 


7165. .7188, 


7169 


. .7192, 


7216. , 


.7260, 7229. .7267, 7294. .7314, 




7298. .7318, 


• 7369 


. .7500, 


7369. , 


.7611, 7382. .7609 


Seq. No. 


38658 








Seq. ID 


OJ000207_16. 0301. C10 


Gene No. 


79536 








Strand 




Start 


14195 








End 


15375 



38352 




Name 


OJ000207 16. 0301. CIO. 


.ol.tc 


Method 


TBLASTX : 


Cress 




Start 


TOOT 

7387 






End 


8157 






GI 


none 






Score 


103 






Exons 


7387. . 


.7521, 7388.. 7516, 7564 


..7665, 7565. .7981, 


7723. .8157, 




8096. . 


.8155 












Seq. No. 


.38658 






Seq. ID 


OJ000207 


_16 . 0301 


. C10 


Gene No. 


79536 






Strand 








Start 


14195 






End 


15375 






Name 


OJ000207 16. 0301. CIO. 


ol. ts 


Method 


TBLASTX: 


Soybean 




Start 


7631 






End 


8040 






GI 


none 






Score 


125 






Exons 


7631. . 


,7852, 7633. .8040, 7901 


..7981, 7915. .8040 






Seq. No. 


38658 






Seq. ID 


OJ000207 


1 D . 0301 


. C10 


Gene No. 


79536 






Strand 








Start 


14195 






End 


15375 






Name 


OJ000207 16. 0301. C10. 


o2.ts 


Method 


TBLASTX: 


Soybean 




Start 


11029 






End 


12400 






GI 


none 






Score 


39 






Exons 


11029. 


.11073, 11202.. 


11246, 


11203. . 11253, 11340 


. .114 53, 




.- 


..11341.. 


114 54,. JL134 4.. ,. 


114 54,,... 


11954 .... 12142.,.; 12007 


,. .JL2 1,4 7_ 7 _ 


— 




_ .12.6,09; 


.121Air...A22;6a... 


12.4 00, „ 


1226.1, ..1239.8 .... ..... 






Seq. No. 


38658 






Seq. ID 


'OJ000207 


_1d . U3U1 , 


. CIO 


Gene No. 


79536 






Strand 








Start 


14195 






End 


.15375 . ■ 






Name 


OJ000207 16. 0301. C10. 


o5 . tm 


Method 


TBLASTX': 


Maize 




Start 


11196 






End 


12272 






GI 


none 






Score 


94 






Exons 


11196. 


.11255, 11197.. 


11253, 


11341. .11454, 11343 


..114 53, 






11344 . 


.11454, 11954.. 


12142, 


12007. .12147, 12007 


. . 12144, 






12012. 


.12146, 12242.. 


12271, 


12246. . 12272 






Seq. No. 


38658 






Seq. ID 


OJ000207 


1 6 . 0301 , 


. C10 


Gene No. 


79536 






Strand 








Start 


14195 




o3 . tc 


End 


15375 






Name 


OJ000207 16. 0301. C10. 


Method 


TBLASTX: 


Cress 




Start 


11203 






End 


12075 






GI 


none 






Score 


69 






Exons 


11203. 


.11253, 11211.. 


11246, 


11340. . 11453, 11341 


. . 11454, 






.12007. 


.12075, 12009. . 


12074 








• ™ . 


Seq. "No.-' 


■ 38658 






Seq. ID 


OJ000207 


— . ... 

16 . 0301 . 


, C10 


Gene No . 


' 79536 






"Strand ' 








Start 


14195- 






End 


15375 ! 






Name 


OJ000207 16. 0301. C10. 


o4 . gs 


Method 


GENSCAN 






Start 


14195 






End 


15375 






GI 


none 






Score 


.95 






Exons 


14195. 


.14842, 14949.. 


15300, 


15374 . . 15375 






Seq. No. 


38658 






Seq. ID 


OJ000207 


J.6.0301. 


C10 


Gene No. 


79537 






Strand 








Start 


15754 






End 


161-7 9 






Name 


OJ000207 16. 0301. C10. 


o4 . tm 


•Method 


TBLASTX : j 


Maize 




Start 


15754 






End 


16179 






GI 


none 






Score 


34 







38353 



Exons 



15754 . .15795, 15858 15920, 158 64 .. 15926, 15901 1617 9, 
15996. .16157 





Seq. No. 


38658 


Seq. ID 


OJ000207_16. 0301. C10 




Gene No. 


79538 


Strand 






Start 


16312 


End 


16724 




Name 


OJ000207_16. 0301 .C10.o2. tm 


Method 


TBLASTX: Maize 




Start 


16312 


End 


16724 




GI 


none 


Score 


135 




Exons 


163 12.. 16413, 16314.. 164 24, 


16413. . 16652, 164 13 .. 16724 , 






16414. .16722 








Seq. No. 


38658 


Seq. ID 


OJ000207JL6. 0301. C10 




Gene No. 


79539 


Strand 






Start 


20781 


End 


21395 




Name 


OJ000207_16. 0301 .C10 . ol . tm 


Method 


TBLASTX: Maize 




Start 


20781 


End 


21395 




GI 


none 


Score 


318 




Exons 


20781. .21065, 20790 .. 21023, 


20890. .21057, 21151 .. 21351 , 






21151. .21363, 21152. .21382, 


21180. .21395 




__§eq.._Np„, 


3 8 65 & , _ ^ 


Sejg. ,ZEL. 


_O>J0002p2^ 




_Gene_No ; . 


-:J? 95.39. , ,. „ _ 


SjtrancL ... 






Start 


20781 


End 


21395 . ~" 


at 


Name 


OJ000207_16 . 0301 . C10 . o2 . tc 


Method 


TBLASTX: Cress 


fS 


Start 


20838 


End 


21384 




GI 


none 


Score 


173 


m 
f i 


Exons 


20838. .21065, 20927 .. 21064 , 


21142. .21384, 21152. .21322 


U 


Seq. No. 


38659 


Seq. ID 


OJ000207 16. 0301. Cll 




Gene No. 


79540 


Strand 


+ 




Start 


5695 


End 


10208 




Name 


OJ000207_16 . 0301 .Cll . o2 . gs 


Method 


GENSCAN 




Start 


5695 


End 


10208 


„,__ 


GI 


none 


Score 


.41 




Exons 


5695.. 6053, 6171.. 6306, 7965 


..8067, 8164. .8310, 9103. .9238, 






9842.. 10208 








Seq. No. 


38659 


Seq. ID 


OJ000207JL6. 0301. Cll 




Gene No. 


79540 


Strand 


+ 




Start 


5695 


End 


10208 




Name 


OJ000207 16.0301.Cll.ol.np 


Method 


AAT/NAP 




; "'Start y 


5902 : • ' ' 


End 


8456 ■ - -" 




Gl" .' 


• 6553917 ■ " " " ' 


' Score" 


595 




Exbhs - 


"5902.'. '604 5", ~ 6 1 6 3 . 7 630 6'," 7 9 65 


:".84 5'6" 






GI ■ Descrip . 


(AC012329) putative 6-phosphogluconolactonase [Arabidopsis 



thaliana] gi I 6723406 | emb | CAB664 15 . 1 | (AL132956) 
6-phosphogluconolactonase— like protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



38659 Seq. ID 

79540 Strand 
5695 End 
OJ000207_16 v 0301.Cll.ol.gp Method 
5 94 3 End 
30106_1.R1084 Score 
5943. .6053, 6171. .6306, 7965. .8306 
1 60184 58/emb|CAB57 866. 1 | 2.0e-35 (AJ243972) 



OJ000207_16. 0301. Cll 
+ 

10208 
AAT/GAP 
8306 
1118 



38354 



6-phosphogluconolactonase [Homo sapiens] 



Seq. No. 38659 Seq. ID OJ000207 

Gene No. 79540 Strand + 

Start 5695 End 10208 

Name OJ000207_16 . 0301 . Cll . o2 . gp Method AAT/GAP 

Start 8324 End ■ 8704 

GI none Score 750 

Exons 8324.. 8704 



16. 0301. Cll 



Seq. No. 38659 

Gene No. 7 9541 

Start 12596 

Name OJ000207_16 . 0301 . Cll . o2 . np 

Start 12596 

GI 6553916 

Exons 12596. . 12744, 
GI Descrip. 



Seq. ID OJ000207_16. 0301. Cll 
Strand + 
End 15405 
Method AAT/NAP 
End 15405 
Score 220 
14783. .14832, 15361. .15405 
(AC012329) putative GTPase activator protein of Rab-like small 
GTPases [Arabidopsis thaliana] gi | 67234 05 | emb | CAB664 14 . 1 | 
(AL132956) GTPase activating-like protein [Arabidopsis thaliana] 



14466. .14607, 



..Seq^„No... _38659 „ „.,. 

.Gen.e Tno\/ "..7*9512 _ ^ _ . ,7 

Start 2403 

Name OJ000207_1 6 . 0301 . Cll . ol . gs 

Start 2403 

GI none 
Exons 



.Strands 
End 

Method 

End 

Score 



5272 
GENSCAN 
5272 
.41 



2403. .2658, 2881. .3082, 3094. .3275, 3699. .3886, 4863. .4942, 
5068. .5272 



Seq. No. 38659 Seq. ID OJ000207_1 6 . 0301 . Cll 

Gene No. 79543 Strand 

Start 12388 End 15415 

Name OJ000207_16 . 0301 . Cll . ol . tm Method TBLASTX : Maize 

Start 5746 End 8660 

GI none Score 4 6 

Exons 5746. .5802, 5908. .6054, 5943. .6041, 6001. .6054, 6139. .6309, 
6168. .6221, 6169. .6309, 6170. .6316, 6291. .6317, 7963. .8448, 
7964. .8449, 7965. .8462, 8580. .8645, 8640. .8660 

Seq. No. 38659 Seq. ID OJ000207_1 6 . 0301 . CI 1 

Gene No. 79543 Strand 

Start; 12388 '/ ' " End 15415 " ' ; . ' ' * ' 

Name OJ000207_16 . 0301 .Cll . o2 .tc "Method TBLASTX : Cress ' ' 

""Start""'' 5'90TB'V ' "" . 7" * ""End ~" " 6309 *■" 

GI none -Score 119' ■ — 

Exons ' ' 5908'. .6042, .5958. .6041, 6163.. 6309, 6183.". 6308 

Seq. No. 38659 ' Seq. ID OJ000207_16 . 0301 . Cll 

Gene No. 79543 Strand 

Start 12388 End 15415 

Name OJ000207_16 . 0301 . Cll . ol . ts Method TBLASTX : Soybean 

Start 5935 End 8357 

GI none Score 137 

Exons 5935. .6054, 5943. .6044, 6136. .6309, 6169. .6309, 7962. .8072, 
7964. .8320, 7964. .8317, 7965. .8357, 8106. .8321 



38355 




Seq. No. 38659 

Gene No. 79543 

Start 12388 

Name OJ000207_16 . 0301 . Cll . ol 

Start 5944 

GI none 

Exons 5944.. 6054, 5946. .6041, 
6169.. 6309, 6170.. 6319, 
7965. .8249 

Seq. No. 38659 

Gene No. 79543 

Start 12388 

Name OJ000207_16 . 0301 . Cll . ol 

Start 7965 

GI none 

Exons 7965.. 8066, 8010.. 8348, 




Seq. ID OJ000207_16. 0301. Cll 
Strand 

End 15415 
.tw Method TBLASTX : Wheat 

End 8249 

Score 134 
6001. .6054, 6168. .6227, 6169. .6309, 
7962. .8234, 7963. .8223, 7964. .8248, 



Seq. ID OJ000207_16. 0301 .Cll 
Strand 

End 15415 

.tc Method TBLASTX: Cress 

End 8348 

Score 69 
8045. .8284, 8049. .8285 



Seq. No. 38659 
Gene No. 79543 
Start 12388 
Name___„_p^ 

..Start ,...8276 „.„,...._. . 

GI none 
Exons 



Seq. ID OJ000207_16. 0301. Cll 
Strand 

End 15415 

Method . TBLASTX: Wheat -; 

...„EncL ,.84.7.8, „_ 

Score 257 



8276. .8443, 8277. .8444, 8281. .8478, 8283. .8447 



Seq. No. 38659 

Gene No. 79543 

Start * 12388 

Name OJ000207_16 . 0301 . Cll . o3 . gs 

Start 12388 

GI none 
Exons 



Seq. ID OJ000207_16. 0301. Cll 
Strand 

End 15415 

Method GENSCAN 

End 15317 

Score .69 



12388. .12441, 12 622 .. 12879, 14269 .. 14 34 4 , 15139. .15317 



Seq.... No.. 38659 

Gene" No. 7 9543 

Start 12388 

Name OJ000207_16 . 0301 . Cll . o2 . tm 

Start 14463 

GI none 
Exons 



Seq. ID OJ000207_16. 0301. Cll 
Strand 

End 15415 

Method TBLASTX: Maize 

End 15415 

Score 222 



14463. . 14552, 14 4 64 .. 14 607 , 144 64 .. 14604 , 14 782 . . 14 84 1 , 
15350. . 15415 



SeqV No. ' " 38660' ; *^ ; _ Seq/ ID 
Gene" No .' ' '"''79544 ' ~ " " "''7" ' " Strand' ' 
Start ■ • 1262 \ End- 
Name OJ000207_16.0301.-C12.ol.gs Method 
Start - 1262 End " 
GI none Score * 
Exons 1262.. 1462, 1677.. 1831, 1851.. 2006 



OJ000207__16.0301.C12 

2006 

GENSCAN - - " 

2006 

. 62 



Seq. No. 38660 Seq. ID OJ000207 

Gene No. 79545 Strand + 

Start 2868 End 3381 

Name OJ000207_16 . 0301 . C12 . o2 . gs Method GENSCAN 

Start 2868 End 3381 

GI none Score . 68 



16.0301.C12 



38356 



Exons 


2868. .3021, 3296. .3iol 






Seq. No. 


O O C C f\ 


Seq. ID 


OJUUU2U / 1d.UJU1.C12 


Gene No . 


/ y o 4 o 


Strand 


+ 


Start 


2868 


End 


3381 


Name 


OJ000207 16.0301.C12.ol.gp 


Method 


AAT/GAP 


Start 


3212 


End 


3373 


GI 


uC-osflcypl54c08al 


Score 


287 


Exons 


3212. .3373 






GI Descrip. 


, 5701799/emb|CAB52175.1| 3. 


Oe-29 (AJ245408) putative syntaxin 




protein [Arabidopsis thaliana] 1 




Seq. No. 


38661 


Seq. ID 


OJ000207 16.0301.C13 


Gene No. 


79546 


Strand 


+ 


Start 


1 


End 


1514 


Name 


OJ000207 16.0301.C13.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1514 


GI 


4680183 


Score 


204 


Exons 


1..64, 748. .818, 1425. .1514 






GI Descrip. 


(AF111709) gag-pol protein 


[Oryza sativa subsp. indica] 


Seq,._No, ? 


38661 _\ 


Sej3,.._ID_ 


0 JO 0 0 2 07 _ 1 6,,.03 01...C 1 3„._ - 


G.eae No . 


7 9 5.4 7. ^ ^ _ , „ 


__Sirand " 




Start 


2178' 


End 


2668 


Name 


OJ000207 16.0301.C13.o2.gs 


Method 


GENSCAN 


Start 


2178 


End 


2668 


GI 


none 


Score 


.75 


Exons 


2178. .2532, 2577. .2668 






Seq. No. 


38662 


Seq. ID 


OJ000207_16.0301.C14 


Gene No. 


79548 


Strand 




Start 


2843 


End 


7661 


Name 


OJ000207 16.0301.C14.o2.gs 


Method 


GENSCAN 


Start 


2843 


End 


7334 


GI 


none 


Score 


.76 


Exons 


2843.. 2928, 3958.. 4193, 4323.. 4537, 5013.. 5130, 5325.. 7334 


Seq. No. 


38662 


Seq. ID 


OJ000207_16.0301.C14 


Gene No. 


79548 


Strand 




b tart 


2843 


End 


7661 


Name 


OJ000207 16.0301.C14.ol.np 


Method 


AAT/NAP 


Start 


5324 


End 


7661 


GI ■ 


6539553 


Score 


4008 • • • • 


Exons 


5324 . .7661' 






Gl Descrip. 


■ (A"P000836) Similar "to Oryza 


australiehsis' retrotranspo'son "RIRET 




(D85597) [Oryza sativa] gi | 


6539590 |dbj 


IBAA88206.il (AP000837) 




Similar to Qryza australiens-is retrotran.sposon RIRE1 (D8-5597) 




[Oryza sativa] 






Seq. No. 


38662 


Seq. ID 


OJ000207_16.0301.C14 


Gene No. 


79548 


Strand 




Start 


2843 


End 


7661 


Name 


OJ000207 16.0301.C14.o2.tw 


Method 


TBLASTX: Wheat 


Start 


5460 


End 


5936 


GI 


none 


Score 


356 



Exons 



5460. .5846, 5498. .5845, 5539. .5847, 5861. .5935, 5865. .5936 



38357 






Seq. No. 


38662 








Seq. ID 


OJ000207_16.0301 


.C14 




Gene No. 


79548 








Strand 








Start 


O O A "D 

284 3 








End 


7661 






Name 


OJ000207 lb. 


a *2 n i 


Ai / _ /i 
CI 4 . 04 


. t s 


Method 


TBLASTX : Soybean 






Start 


c c a o 

5588 








End 


5929 






GI 


none 








Score 


79 






Exons 


r r no rim 

5588 . .5797, 


obb / . 


. 0 / 92 , 




5929, 5823. .5903 






Seq. No. 


38662 








Seq. ID 


OJ000207_16.0301 


.C14 




Gene No. 


79548 








Strand 








Start 


2o4 3 








End 


7661 






Name 


✓•xtaaaoa^ i c 

OJ000207 lb. 


U JU1 . 


CI 4 . 02 


. tin 


Method 


TBLASTX: Maize 






Start 


57 92 








End 


6131 






GI 


none 








Score 


206 






Exons 


c i n o /:i on 
5 / 92 . . bl JU, 


d / y j . 


. Dlol 












Seq. No. 


38662 








Seq. ID 


OJ000207_16.0301 


.C14 




Gene No. 


79548 








Strand 








Start 


A O A O 

2 o 4 3 








End 


7661 






Name 


OJ000207 lb. 


n o a i 
, 0301 . 


C14 . 02 


. t s 


Method 


TBLASTX: Soybean 






Start 


c a /i o 

5942 








End 


6287 






. G.L.. ; _ _ 


_none_ ^ 









Score . 


-124 _ 


— — 




Exons. „ ..... 


r a < o /"AO/" 

. 5.9,4 2 .. . 6286,.. 


£ a O "7 


b.2cu .... 


■ • *■-■ 










Seq. No. 


38662 








Seq. ID 


OJ000207_16.0301 


.C14 


% J 


Gene No. 


79548 








Strand 








Start 


284 3 








End 


7 661 






Name 


OJ000207 16. 


, 0301 . 


C14 . o3 


. tw 


Method 


TBLASTX: Wheat 






Start 


6140 








End 


6685 




a < I 


GI 


none 








Score 


48 




•a 


Exons 


/■i /in /TO A d 

614 0. . b34 b, 


bloU . 


. b2 /2 , 


b *54 1 . . 


,6685, 6365.-6538 




fi I 


Seq. No. 


38662 








Seq. ID 


OJ000207_16.0301 


,C14 




Gene No. 


79548 








Strand 






~™ 


Start 


z o Q 3 








End 


7661 






Name 


OJ000207 16. 


A O A T 

, 0301 . 


C14 . ol 


. tm 


Method 


TBLASTX: Maize 






Start 


6221 








End 


6686 






GI 


none 








Score 


51 




ill 

r "H 


Exons 


6221. . bboo, 


H *3 A /I 

b324 . 


. b4 34 , 


b3bo . , 


.6550, 6504. .6686 




1 J 


Seq. No. 


jo bb2 








Seq. ID 


OJ000207_16.0301 


PI A 




Gene No. 


79548 








Strand 








.Start 


2843- - ; 








End . ' ' 


* 7661 


. . 




Name' * 


OJ000207 16. 


A O A 1 

. 0301 . 


C14 . Ol 


. ts ' 


Method 


TBLASTX ^Soybean 






Start'"'" " 


6'3~5~6 r " 








End " 


68.20 ' 






GI 


5509260 • 








Score 


54 






Exons 


6356 . . 6820, 


6375 . 


. 6434 , 


C C A ^ 

6507 . . 


.6602, 6651. .6719 - 






GI Descfip. 


















Seq. No. 


oo ceo 
Jo bb2 








Seq. ID 


OJ000207JL6.0301 


P 1 A 




Gene No. 


79548 








Strand 








Start 


2843 








End 


7661 






Name 


OJ000207 16. 


,0301. 


C14.ol 


. tc 


Method 


TBLASTX: Cress 






Start 


6467 








End 


6727 






GI 


none 








Score 


62 






Exons 


6467. . 6727, 


6648. 


.6725 











38358 



Seq. No. 38662 

Gene No. 79548 

Start 2843 

Name OJ000207_16 . 0301 . C14 . ol . tw 

Start 6740 

GI none 
Exons 



Seq. ID OJ000207_16.0301.C14 
Strand 

End 7661 

Method TBLASTX : Wheat 

End 7496 

Score 200 



6740.. 6979, 6741.. 6899, 6757.. 6987, 6760.. 6957, 7008.. 7310, 
7019. .7375, 7031. .7372, 7045. .7374, 7359. .7496, 7371. .7487, 
7372. .7488 



Seq. No. 38662 

Gene No. 79548 

Start 2843 

Name OJ000207_16 . 0301 . C14 . o3 . tm 

Start 7145 

GI none 
Exons 



Seq. ID OJ000207_16.0301.C14 
Strand 

End 7661 

Method TBLASTX : Mai ze 

End 7640 

Score 66 



7145. .7312, 7362. .7640, 7401. .7511, 7402. .7551 



Seq. No. 
Gene No. 
Start 
.Name. .„.-., 
Start . 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38662 
79548 
2843 

, 0 JO 0.0 20 7_. 1 6 . 030 1 . CI 4. . o 3 ± t s . 

7145,. ..: \ . 

none 



Seq. ID OJ000207_16.0301.C14 
Strand 

End 7661 
.Method, TB^STXj Soybean . 
End \ . .754.4. .. ' . 
Score '38 



7145. .7318, 7272. .7310, 7362. .7544, 7374. .7535, 7378. .7536 



38662 
79548 
2843 

OJ000207_16 . 0301 . C14 . o4 . tw 

7497 

none 

7497. .7661, 7497. .7661 



Seq. ID OJ000207_16.0301.C14 
Strand 

End 7661 

Method TBLASTX : Wheat 

End 7661 

Score 154 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No . 

Start 

Name 

Start 

GL 

• Exons 
GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



38663 
79549 
45 

OJ000207_16.0301.C15.ol.gs 
45 

none 

45. .111, 279. .290 



Seq. ID OJ000207_16.0301.C15 
Strand 

End 290 ' 

Method GENSCAN 

End 290 

Score . 97 



38664 ■ - : - 

79550 ' ' ' " *■" ■'*"■ : ' 

428 >A " " • ■ - * 

OJ000207_16. 0301 . CI 6 . ol . gp 
428 

LTB3434-058-P1-K1-G5 ■ 
428.. 667 - - - ■ 

'83635/pir | 1B26955 3.0e-09 hypothetical protein - yeast 
(Yarrowia lipolytica) (fragment) 1 



Seq . ID 0 JO 00 2 0 7_1 6.0301. CI 6 ■ 
Strand 

End ' ~'667 " "' • 
Method AAT/GAP ' - 
End 667 - 

Score -4 68 



38664 
79550 
428 

OJ000207_16.0301.C16.ol.tm 
460 



Seq. ID OJ000207_16.0301.C16 
Strand 

End 667 

Method TBLASTX : Mai ze 

End 666 



38359 




GI 


none 


Score 


144 


Exons 


460.. 663, 486 v .665, 502 .. 666 






Seq. No. 


38664 


Seq. ID 


OJ000207 16.0301.C16 


Gene No.' 


79550 


Strand 


- 


Start 


428 


End 


667 


Name 


OJ000207_16 . 0301 . CI 6 . ol . tc 


'Method 


TBLASTX: Cress 


Start .. 


489 


End 


665 


GI 


none 


Score 


101 


Exons 


489. . 665, 564 . . 662 






Seq. No. 


38664 


Seq. ID 


OJ000207_16 . 0301 . CI 6 


Gene No. 


79550 


Strand 




Start 


428 


End 


667 


Name 


OJ000207 16.0301.C16.ol.np 


Method 


AAT/NAP 


Start 


498 


End 


667 


GI 


6553916 


Score 


190 


Exons 


498. . 667 






GI Descrip. 


(AC012329) putative GTPase activator ] 


protein of.Rab-like small 




GTPases [Arabidopsis thaliana 


] gi|.6723405|emb|CAB66414 . 1| 




(AL132956) GTPase activating- 


like protein [Arabidopsis thalian, 


Seq.. No.., . 


738665,7" .7".'" 77 "7"' 777 * 77 


Seq. ID 


. 7b joo 02 o t7os 03 qzTczZ ; 


Gene No. 


79551 


Strand 




Start . 


1 


End 


1272 


Name 


OJ000207 08.0302.C2.ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


1272 


GI 


none 


Score 


1603 


Exons 


1..483, 909. .1272 






Seq. No. 


38665 


Seq. ID 


OJ000207_08.0302.C2 


Gene No. 


79551 


Strand 




Start 


1 


End 


1272 


Name 


OJ000207 08.0302.C2.ol.gs 


Method 


GENSCAN 


Start 


61 


End 


1106 


GI 


none 


Score 


1 


Exons 


61. .483, 909. .1106 






Seq. No. 


38665 


Seq. ID 


OJ000207_08.0302.C2 


Gene No. 


79552 


Strand 




Start 


3966 


End 


6255 


Name 


OJ000207 08.0302.C2.o2.gp 


Method 


AAT/GAP . 


Start' ■ ■ * 


• 3776 " • - - 


End' 


4732 ; • 


'GI ' 


■3137 1*.R1084 " ■ 


Score* 


1388-' ' 


Exons " 


1 3776. . 4283/ 4407.'. 4"52'6," 4645 ." 


.4732 




GI Descrip. 


. '590238'7/gb|AAD55489.1!AC0'09322 29- 9J 


De-25 (AC009322). Similar 




polygalacturonases [Arabidopsis thaliana]' 


Seq. No. 


38665 


Seq. ID 


OJ000207_08.0302.C2 


Gene No. 


79552 


Strand 




Start 


3966 


End 


6255 


Name 


OJ000207 08.0302.C2.o2.gs 


Method 


GENSCAN 


Start 


3966 


End 


6219 


GI 


none 


Score 


.98 


Exons 


3966.. 4283, 4407. .4526, 4645. 


.4753, 4906. .4987, 5161. .5368, 




5480.. 5506, 5602.. 5784, 5869. 


.6000, 6079.. 6219 



38360 



Seq. No. 38665 Seq. ID OJ000207_08 . 0302 . C2 

Gene No. 79552 Strand 

Start 3966 End 6255 

Name OJ000207_08 . 0302 . C2 . o3 . gp Method AAT/GAP 

Start 5476 End 6255 

GI 29681_1.R1084 Score 938 

Exons 5476.. 5506, 5602.. 5784, 5869.. 6000, 6079.. 6255 

GI Descrip. . 1 5902387/gb | AAD554 89 . 1 | AC009322_29 7.0e-21 (AC009322) Similar to 
polygalacturonases [Arabidopsis thaliana] 1 



Seq. No. 38665 Seq. ID 

Gene No. 79553 Strand 

Start 6634 . End 

Name OJ000207_08 . 0302 . C2 . o4 . gp Method 

Start 6422 End 

GI 3761205 Score 
Exons ' 6422. .6765 



OJ000207JD8.0302.C2 

10903 
AAT/GAP 
6765 
604 



Seq. No. 38665 Seq. ID 

Gene No. . 79553 Strand 

Start 6634 End 

Name , OJQ00207_08 . 0.302 ;_C.2...o3^."g.s Method...., 

Start. 6.63.4 -■ . . . . \. . ...\. End . 

GI none Score 
Exons 



OJ000207_08.0302.C2 
10903 

, GENSCAN__ ■_. _ ■ 

10903. 



6634. .6795, 6876. .7022, 7094. .7210, 7358. .7466, 7609. .7690, 
8093. .8300, 8405. .8431, 8509. .8679, 8779. .8910, 8996. .9157, 
10901. .10903 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38665 Seq. ID 

79553 Strand 

6634 End 

OJ000207 JD8 . 0302 . C2 . ol . np Method 

6691 End 

5902387 Score 



OJ000207_08.0302.C2 

10903 
AAT/NAP 
9190 
698 



6691. .6976, 7057. .7210, 7358. .7466, 7609. .7690, 8093. .8300, 
8488. .8679, 8779. .8910, 8996. .9190 



GI Descrip. (AC009322) Similar to polygalacturonases [Arabidopsis thaliana] 



Seq. No. 
Gene No. 
Start 
Name 
Start 

'GI ' 
Exons : ~" " " 
GI Descrip. 



38665 
79553 
6634 

OJ000207_08 . 0302 . C2 . o5 . gp 
8086 

LlM3'4 34-005-Pl-Kl-B7 



OJ000207 08. 0302. C2 



Seq. ID' _ 
Strand 

End 10903 
Method AAT/GAP . 
End . . 8 696 
Score * ' 753 

80'86. .8300, '8 : 405. .8'4'31, "850'9.. 8696 ' -•*- — - 

' 5902387/gb | AAD55489 . 1 1 AC009322_2 9 8.0e-31 (AC009'3'22) Similar to 
polygalacturonases [Arabidopsis thaliana] 1 



Seq. No. 38665 Seq. ID 

Gene No. 79553 • Strand 

Start 6634 End 

Name OJ000207_08 . 0302 . C2 . 06 . gp Method 

Start 9064 End 

GI none Score 

Exons 9064.. 9442 



OJ000207_08.0302.C2 

10903 
AAT/GAP 
9442 
754 



Seq. No. 



38665 



Seq. ID OJ000207_08.0302.C2 



38361 



Gene No. 


79554 




Strand 






Start 


11611 




End 


1 1 Q A £ 




Name 


OJ000207 08.0302.C2.o4.gs 


Method 


T"» MOO TV XT 

GENS CAN 




Start 


11611 




End 


11 94 5 




GI 


none 




Score 


r *d 

. 63 




Exons 


11611. 


.11710, 11818. .11945 








Seq. No. 


38665 




Seq. ID 


OJUUUzO/ 08 


. 030z . C2 


Gene No. 


79554 




Strand 






Start 


11611 




End 


11945 




Name 


OJ000207 08.0302.C2.o2.np 


Method 


AAT/NAP 




Start 


11642 




End 


1 1 y 4 D 




GI 


5103838 


Score 


113 




Exons 


11642. 


. 11945 








GI Descrip. 


(AC007591) ESTs gb|H37295 and 


gb 1 R64 8 


95 come from 


this gene 




[Arabidopsis thaliana] 








Seq. No. 


38665 




Seq. ID 


OJ000207_08 


.0302.C2 


Gene No. 


79555 




Strand 






Start 


13874 




End 


14705 . 




Name 


OJ000207 08.0302.C2.ol.tm 


Method 


TBLASTX: Maize 


St art -J. . 


4666 




. End. ; 


.. .83.03.„.^:.__; 




GI._ . . 


none.. 




Score 


..94 




Exons 


4666. . 


4758, 4902.. 4988, 4'906. 


.4974, 5159.. 5389, 5160.. 5369, 




5162. . 


5371, 7379. .7468, 7380. 


.7469, 7381.. 7491, 7580.. 7672, 




7580. . 


7672, 7605. .7691, 7609. 


.7692, 8 


079.. 8303, 8092.. 8301 


Seq. No. 


38665 




Seq. ID 


OJ000207_08 


.0302.C2 


Gene No. 


79555 




Strand 






Start 


13874 




End 


14705 




Name 


OJ000207 08.0302.C2.o7.gp 


Method 


AAT/GAP 




Start 


13824 




End 


14389 




GI 


none 




Score 


1050 




Exons 


13824. 


. 14389 








Seq. No. 


38665 




Seq. ID 


OJ000207_08 


.0302.C2 


Gene No. 


79555 




Strand. 






Start 


13874 




End 


14705 




Name 


OJ000207 08.0302.C2.o5.gs 


Method 


GENSCAN 




Start 


13874 




End 


14565 




GI 


none 




Score 


.87 




Exons 


.13874 . 


.13942, 14511. .14565 









Seq. No. 
' Gene "No . 
Start 
Name 
Start ' 
GI 

Exons 



38665 
'7 95~55 " 
13874 
"OJ00020 
14181 
none 
14181. . 
14277. . 
14510. . 
14656. . 



'0 JO 00 207 : '0'8.6'302.C2 



Seq. ID- 
Strand ' 
End 

Method 
End 
Score 

14257'. .14 304," 14265. .14 309, 142 69. .14 391, 
14308. .14391, 14310. . 14438, 14505 .. 14564, 
14511. .14567, 14 64 4. .14 697, 14 652. .14 705, 



7 08.0302.C2.o2.tm 



14225, 
14390, 
14569, 
14697 



14.705 

TBLASTX: Maize. 

14705 

46 



Seq. No. 
Gene No. 
Start 



38666 
79556 
1 



Seq. ID OJ000207_08.0302.C3 
Strand 

End 397 6 



38362 




Name 


OJ000207 08.0302.C3.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


3704 


GI 


5902374 


Score 


286 


Exons 


1..105, 273. .457, 2268. .2453, 


2559.. 2644, 3194.. 3275, 3615 


GI Descrip. 


(AC009322) Hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


38666 ■" 


Seq. ID 


OJ000207__08.0302.C3 


Gene No. 


79556 


Strand 


- 


Start 


1 


End 


3976 


Name 


OJ000207 08.0302.C3.ol.gs 


Method 


GENSCAN 


Start 


260 


End 


3976 


GI 


none 


Score 


.44 


Exons 


260. .466, 2268. .2453, 2559. .2697, 3245, 


..3459, 3534. .3653, 




3693. .3976 






Seq. No. 


38666 


Seq. ID 


OJ000207_08.0302.C3 


Gene No. 


79556 


Strand 




Start 


1 


End 


3976 


Name 


OJ000207 08.0302.C3.ol.gp 


Method 


AAT/GAP 


Start 


291 


End 


2334 


GI 


uC-osrocyp036b09bl 


Score 


437 


Expns_. 


. 2.9.1 .... 4 66,^.2268. ,.2334.. 






.GI. ..Descrip... 


'.5902374/gb| AA.D5.547.6..1I AC009322_16 _4 . Oe-16 (AC009322) 




Hypothetical protein [Arabidopsis thaliana] 1 


Seq. No. 


38666 


Seq. ID 


OJ000207_08.0302.C3 


Gene No. 


79556 


.Strand 




Start 


1 


End 


3976 


Name 


OJ000207 08.0302.C3.ol.tm 


Method 


TBLASTX: Maize 


Start 


2404 


End 


3732 


GI 


none 


Score 


74 


Exons 


2404. .2454, 2404. .2454, 2405., 


.2455, 2552. .2644, 2553. .2645, 




2556. .2645, 2557. .2646, 3189., 


.3269, 3191. .3283, 3192. .3269 




3385. .3531, 3452. .3532, 3609., 


.3725, 3619.. 3732 


Seq. No. 


38666 


Seq. ID 


OJ000207_08.0302.C3 


Gene No . 


79556 


Strand 




Start 


1 


End 


3976 


Name 


OJ000207 08.0302.C3.o2.gp 


Method 


AAT/GAP 


Start 


3190 


End 


3814 


GI 


76522 1.R1084 


Score 


766 


Exons 


3190..3279, 3386. .3510, 3615., 


.3814 




GI Descrip. 


M61033/bbs | 142242 2.0e-14 (S68015) c6. 


. 1A [human, Peptide, 


. . ... . .. „.-,_. ... 


aa] [Homo sapiens] 1 






Seq. No. 


38 667- 


Seq. ID 


OJ000207_08\030'2 : .C4 


Gene No. 


79557 . . 


Strand ' 




Start' 


1403 


End 


4612 


Name 


OJ000207 08.-0302.C4.ol.gp-- 


Method 


AAT/GAP ■ • - 


Start 


1138 


End 


2390 


GI 


271 1.R1084 


Score 


1842 


Exons 


1138. .1558, 1770. .2156, 2249., 


.2390 




GI Descrip. 


'1486503 2.0e-72 (U57641) LEA- 


-like protein [Oryza sativa] 1 


Seq. No. 


38667 


Seq. ID 


OJ000207_08.0302.C4 


Gene No. 


79557 


Strand 




Start 


1403 


End 


4612 



38363 




Name 


OJ000207_08 . 


r\ o n o 
0302 


. C4 . ol . gs 


Method 


GENSCAN 




Start 


1403 






End 


4612 




GI 


none 






Score 


.61 




Exons 


1 4 A n 1CCO 

1403 . . 1558 , 


i i *7 r\ 

1770 


. .2156, 224 9 


..2318, 2541. .2589, 


2692 . . 2987 




3221 . . 3245, 


O /IT C 

34 /o 


. . 3517 , 3669 


..3745, 4582. .4612 




Seq. No. 


38667 






Seq. ID 


OJ000207 


_08 . 0302 . C4 


Gene No. 


79557 






Strand 






Start 


1403 






End 


4612 




Name 


OJ000207 08. 


0302 


.C4 .ol.np 


Method 


AAT/NAP 




Start 


1406 






End 


2308 




GI 


1486503 






Score 


918 




Exons 


1406. .1558, 


1770 


..2156, 2249 


. .2308 






GI Descrip. 


(U57641) LEA-like protein [Oryza sativa] 




beq. no. 


38667 






Seq. ID 


OJ000207 




Gene No. 


79557 






Strand 






Start 


1403 






End 


4612 




Name 


OJ000207 08. 


0302 


.C4.ol.tm ■ 


Method 


TBLASTX: 


yiaize 


Start 


1795 






End 


2327 




GI 


none 






Score 


90 




.Exons _.. 


1795. .1923, 


-184? 


...J. 90 8, .1.926 


...2168,^ 2134 ,.,2178, 


. 224, 0^2,311 




2241.. ,2327.,_ 










— 


Seq. No. 


38668 






Seq. ID 


OJ000207 


_08 . 0302 .C5 


Gene No. 


79558 






Strand 


+ 




Start 


5585 






End 


11506 




Name 


OJ000207_08. 


0302 


. C5 . o3 . gs 


Method 


GENSCAN 




Start 


5585 






End 


11506 




GI 


none 






Score 


. 63 




Exons 


5585. .5587, 


6419 


..6626, 6772 


..6951, 7116. .7276, 


7317. .7370, 




7649. .7731, 


7919 


..8186, 8282 


. .8335, 8790. .8938, 


9035. .9152, 




9705. .9792, 


9878 


..10059, 10742. .10867, 


11186. .11506 


Seq. No. 


38668 






Seq. ID 


OJ000207 


_08.0302.C5 


Gene No. 


79558 






Strand 


+ 




Start 


5585 






End 


11506 




Name 


OJ000207 08. 


0302 


.C5 . ol . gp 


Method 


AAT/GAP 




Start 


6690 






End 


7751 




GI 


none 






Score 


994 




Exons 


6690. .6951, 


7081 


.7276, 7649 


. .7751 






Seq. No. . 


38668 






Seq. ID 


OJ000207 


_08.0302.C5 


Gene No. 


- 79558 






" Strand 


v 




Start 


V'5585" 






' End " 


"ITS -06 - 




Name 


OJ000207 08. 


0302 


C5.o'2.gp.. 


Method 


■AAT/GAP • 




Start 


9871 




'■End- 


10315 




GI 


none 






Score 


890 




Exons 


9871. .10315 












Seq. No. 


38668 






Seq. ID 


OJ000207 


_08.0302.C5 


Gene No. 


79559 






Strand 


+ 




Start 


13019 






End 


21178 




Name 


OJ000207. 08. 


0302 


C5 . o4 . gp 


Method 


AAT/GAP 




Start 


13019 






End 


16189 




GI 


none 






Score 


1287 




Exons 


13019. .13177, 15075. .15157, 15733. .161? 


39 





38364 




Seq. No. 


38668 




Seq. ID 


OJ000207 08. 0302. C5 


Gene No. 


79559 




Strand 


+ 


Start 


13019 




End 


21178 


Name 


OJ0002.07. 08. 0302. C5 . 


. o5.gs 


Method 


GENSCAN 


Start 


13799 




End 


21000 


GI 


none 




Score 


.4 


Exons 


13799. . 13869, 15977 . 


. .16115, 


16174. . 16578, 18909 .. 18 969, 




19439. .19618, 19722. 


. .19888, 


20872. .21000 


Seq. No. 


38668 




Seq. ID 


OJ000207_08.0302.C5 


Gene No. 


79559 




Strand 


+ 


Start 


13019 




End 


21178 


Name 


OJ000207 08. 0302. C5. 


. o5 . gp 


Method 


AAT/GAP 


Start 


18875 




End 


21178 


GI 


16969 1.R1084 




Score 


1290 


Exons 


18875. .18969, 19461, 


, .19618, 


19722. . 19E 


388, 20872. .21178 


GI Descrip. 


'3687251 3.0e-48 (AC005169) 


unknown protein [Arabidopsis 




thaliana] 1 








Seq. No. 


38668 




Seq. ID 


OJ000207_08.0302.C5 


Gene .'No. 


79559 - 




. .._Strand_ 





Start . 1 _ 


. .13.019; _ „ 




. / End., 


'.21178 . " . "„ ~L 


Name- 


OJ000207 08. 0302. C5. 


, ol . np 


Method 


AAT/NAP 


Start 


19471 




End 


20988 


GI 


3687251 




Score 


451 


Exons 


19471. .19618, 19722. 


, .19888, 


20872. .20988 


GI Descrip. 


(AC005169) putative 


ribosomal protein 


L28 [Arabidopsis thaliana 


Seq. No. 


38668 




Seq. ID 


OJ000207_08.0302.C5 


Gene No. 


79560 




Strand 




Start 


1705 




End 


3981 


Name 


OJ000207 08. 0302. C5. 


o2 . gs 


Method 


GENSCAN 


Start 


1705 




End 


3981 


GI 


none 




Score 


.61 


Exons 


1705. .1925, 2434. .2501, 3541 


..3719, 3E 


S27..3893, 3899. .3981 


Seq. No. 


38668 




Seq. ID 


OJ000207_08.0302.C5 


Gene No. 


79561 




Strand 




Start 


11896 




End 


13100 


Name 


OJ000207 08. 0302. C5. 


o4 . gs 


Method 


GENSCAN 


Start 


11896 




End 


13100 


GI 


none 




Score 


.81 


Exons 


'11896. .12038/ 12563". 


.12696, 


12787. .13100' 


Seq. No. 


38668 • 




Seq. "ID 


- OJ000207_08. 0302.C5 


Gene No. 


79561 




Strand 




Start 


11896 




End 


13100 


Name 


- OJ000207 08. 0302. C5. 


o3.gp 


Method 


■ AAT/GAP 


Start 


12244 




End 


12745 


GI 


none 




Score 


754 


Exons 


12244. .12477, 12563. 


. 12745 






Seq. No. 


38668 




Seq. ID 


OJ000207_08.0302.C5 


Gene No. 


79562 




Strand 




Start 


21829 




End 


23011 


Name 


OJ000207 08. 0302. C5. 


o2.tm 


Method 


TBLASTX: Maize 



38365 



Start 
GI 

Exons 



6839 
none 

6839.-6895, 6840. 

7080. .7127, 7206. 

7649. .7735, 7650. 

8093. .8188, 8093. 

8786. .8941, 8786. 

9034.. 9168, 9702. 
9874. .9963 



.6959, 6926. 

,7277, 7211. 

,7754, 7871. 

,8191, 8275. 

,8938, 8787. 

,9791, 9702. 



End 9965 
Score 177 
.6952, 7079. .7117, 7080. 



,7276, 7644. 

,7984, 7875. 

,8346, 8279. 

,8939, 9032. 

,9785, 9704. 



,7733, 7645. 
,8006, 8088. 
,8347, '8784, 
,9163, 9033. 
,9790, 9873, 



,7145, 
,7734, 
,8186, 
8939, 
,9158, 
,9965, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38668 
79562 
21829 . 

OJ000207 08.0302.C5.o2.tc 



OJ000207 08. 0302. C5 



Seq. ID 
Strand 
End 

Method 

6843 ■ End 
none Score 
6843. .6884, 6894. .6959, 7079. .7120, 7080. .7145, 7206. .7277, 
7211. .7267, 7650. .7739, 7875. .7961, 7956. .7988 



23011 

TBLASTX : Cress 

7988 

37 



Seq. No. 
Gene No. 
..§tart_. 

Name 

Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38668 . Seq. ID OJ000207_08 . 0302 . C5 

79562 Strand 

.21829. „„^__J£nd_ _-„2_3JlU,„„ ^ 

.QJ.6,662.67^0.8.. 030.2.. C5..Q.i.,ts .....^...Method , ..TBLASTX: So.ybean___ 

8102 ' End 9791 

none '"Score 106 

8102. .8179, 8106. .8207, 8279. .8380, 8281. .8328, 8784. .8939, 
8792. .'8938, 9030. .9137, 9032. .9157, 9033. .9158, 9702. .9791 



38668 
79562 
21829 

OJ000207_08. 0302.C5.ol.tm 

19459 

none 

19459. .19620, 194 59 .. 19569, 
19720. .198 90, 19721. .19891, 
21005. .21061, 21007. .21060 



Seq. ID 
Strand 
End 

Method 
End 
Score 

19461 

20869 



OJ000207 08. 0302. C5 



23011 

TBLASTX: Maize 
21061 
245 

19619, 19693. .19890, 
20985, 20870. .20983, 



Seq. No. 
Gene No. 
Start 
Name 
.Start 
GI" '■ 
Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38668 
79562 
21829 

OJ000207__08.0302.C5.ol.tw 
19459 

none ' ' 

' 1945$. . 19569, " 19470.'. 19619, 

19720.-. 19890, 19721 19891, 
m 20876!. .2098 9, 20927. .2098 9, 

38668 
79562 • 
21829 

OJ000207_08. 0302.C5.o2. ts 

19462 

none : 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000207 08.0302.C5 



23011 

TBLASTX: Wheat 
21072 . 
185 ' 

19470. .19619," 19471 ;V19'620,' " 
20869. .20985, 20869 . ..'20985, ' 
21046. .21072. 

Seq. ID OJ000207_08.0302.C5 



Strand 
End 

Method 

End 

Score 



23011 

TBLASTX: Soybean 

20997 

186 



19462. .19620, 19470 .. 19619, 19720 .. 19761, 19721 .. 19831 , 
19766. .19891, 1977 4 .. 198 90, 208 69 .. 20997 , 20869 .. 20985, 
20910. .20996 



38366 



Seq. No. 38668 
Gene No. 79562 
Start 21829 

Name OJ000207_08 . 0302 .C5.ol.tc 

Start 19467 
GI none 
Exons 19467. .19619, 19468 

19721. .19807, 19762 

20869. .20985 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000207 08. 0302. C5 



19620, 19470, 
19896, 19766. 



23011 

TBLASTX: Cress 
20985 
224 

19622, 19720. .19800, 
19894, 20863. .20985, 



Seq. No. 38668 

Gene No. 79562 

Start 21829 

Name OJ000207_08 . 0302 . C5 . 06 . gs 

Start 21829 

GI none 
Exons 



Seq. ID OJ000207_08.0302.C5 
Strand 

End 23011 

Method GENSCAN 

End 23011 

Score .87 



21829. .22230, 22654 .. 2288 1 , 23009. .23011 



Seq. No. 
Gene No . 

J?tarjb_ 

Name.//, 

Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID 
Strand 
End 



OJ000207 08. 0302. C5 



'23011. 



38668 
'79562 

.218.29, 

OJQ002a7_Q.8,.X).302 ..C5 .o2...np ... Method 

21916 "End 
5903093 " Score' 

21916. .22230, 22654. .22875 

(AC008017) Similar to jacalin [Arabidopsis thaliana] 



_.AAT./NAP_._ 
' 22875 
386 



38669 Seq. ID 

79563 Strand 
5342 End 
0 J0.00207_08 . 0302 . C7 . o2 . gs Method 
5342 End 
none Score 

5342. .5473, 5504. .5747, 5807. 

6920. .7027, 7134. .7230, 7321, 



OJ000207_08.0302.C7 
+ 

7839 
GENSCAN 
7658 
.75 



.5928, 5974.. 6150, 
,7418, 7517. .7658 



6239. .6342, 



Seq. No. 38669 

Gene No. 79563 

Start 5342 

Name OJ000207_08 . 0302 . C7 . o2 .np 

Start 5345 . . 

GI 24627*48 

Exons ' ' 5345. .5473', "5555.*. 5704, 5807, 

" ' ' 6920 . .70277^7134 : .7230, '7'321. 
GI Descrip, 



Seq. ID 
Strand 
End 

Method 

End 

Score " 
."5869, ' 5974 
.7418, 75 17 



OJ000207_08.0302.C7 
+ 



7839 
AAT/NAP 
7839 
1451 

6150, 
7658,; 



6239/. 6342/ 
~7749/.78~39 



(AC002292) putative". Clathrin Coat Assembly protein * [Arabidopsis 
thaliana]. 



Seq. No. • 

Gene No.' 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



38669 - ' ■■ Seq. ID 

79563 : Strand 
5342 End 
OJ000207_08 .0302.C7 .o3.gp Method 
7203 End 
uC-osflcypl79h05bl . Score 



OJ000207_08.0302.C7 
+ 

7839 
AAT/GAP 
7700 
456 



7203. .7230, 7321. .7418, 7517. .7700 

'2462748 4.0e-51 (AC002292) putative Clathrin Coat Assembly 
protein [Arabidopsis thaliana] 1 



38367 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

.Gene_NQ,._ 

..Start.,!: 

Name 

Start 

GI 

Exons 



38669 Seq. ID 

79563 Strand 
5342 End 
OJ000207_08 . 0302 . C7 . o4 . gp Method 
7301 End 
uC-osflcypl79h05bl Score 
7301. .7418, 7517. .7658, 7749. .7798 

'2462748 4.0e-51 (AC002292) putative Clathrin Coat Assembly 
protein [Arabidopsis thaliana] ' 



OJ000207_08.0302.C7 
+ 

7839 
AAT/GAP 
7798 
520 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000207 08. 0302. C7 



38669 
79564 
1 

OJ000207_08 . 0302 . C7 . ol . np 
1 

4680192 
1. .1483 

(AF111710) hypothetical protein [Oryza sativa subsp. indica] 



2505 
AAT/NAP 
1483 
2006 



38669 

.7 9564 „ - _ 

jf ... . :., . _ ... . . .... 

OJ000207_08 . 0302 . C7 . ol . tm 

280 

none 

280. .1095, 281. .739, 281. .1468, 285. .971, 424. .1095, 779.. 1468, 
1020. .1508 



Seq. ID OJ000207__08.0302.C7 

^Strand... : 

.End 25.05.f_-._-,, _ 

Method TBLASTX': Maize 

End 1508 

Score 571 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

"GI " ' ' 

Exons 



38669 Seq. ID OJ000207_08 . 0302 . C7 

79564 Strand 

1 End 2505 

OJ000207_08 . 0302 . C7 . ol . gp Method AAT/GAP 

281 End 577 

LIB3433-021-P1-K1-A1 Score 514 

281. .577 

■ 4680192/gb|AAD27557.1 |AF111710_3 8.0e-79 (AF111710) 
hypothetical protein [Oryza sativa subsp. indica] 1 



38669 Seq. ID 

79564 Strand 

1 . . . End 

OJ000207_0'8.0302.C7.ol.gs " Method 

323 " - End 

none score 
323. .1483 



OJ000207_08.0302.C7 
2505 

GENSCAN ■ : . 

1'4'83 ' 
.87 " 



Seq. No. 38669 Seq. ID 

Gene No. - 79564 ■ - - Strand 

Start 1 End 

Name OJ000207_08 . 0302 . C7 . ol . ts Method 

Start 401 End 

GI none Score 

Exons 401.. 739, 401.. 817, 438.. 812 



OJ000207_08.0302.C7 
2505 

TBLASTX : Soybean 

817 

209 . 



Seq. No. 
Gene No. 



38669 
79564 



Seq. ID 
Strand 



OJ000207 08. 0302. C7 



38368 



=:==? 

f\ 3 



Start 


1 




End 




Name 


OJ000207 08 . 0302 . C7 . o5 . 


ts 


Method 


TBLASTX : Soybean 


Start 


O 1 o 
bib 




End 


979 


GI 


none 




Score 


1 1 O 
lib 


Exons 


oio an n ooo m 1 

oio..y/y / o^2..y/i 








Seq. No. 


38669 




Seq. ID 


OJ000207_08.0302.C7 


Gene No. 


79564 




Strand 




Start 


1 




bna 


o c n c 


Name 


OJ000207 08.0302.C7.o3. 


tc 


Method 


TBLASTX : Cress 


Start 


888 




End 


1 O A O 

lz4 o 


GI 


none 




Score 


bb 


Exons 


888. .956, 890. .1156, 890. .1111 


, 114b.. 


1^4o, 1 14 y . . LZ 3o 


Seq. No. 


38669 




Seq. ID 


OJ000207_08.0302.C7 


Gene No. 


79564 




Strand 




Start 


1 




End 


2505 


Name 


OJ000207 08.0302.C7.o3. 


ts 


Method 


TBLASTX: Soybean 


Start 


1058 




End 


1469 


GI 


none 




Score 


196 


Exons 


1058. .1441, 1061. .1459, 


1221. . 


1469, 1278. .1448 


Seq. No.. . 


.„ 




..Seq. ID 


T6jodQ2b51bXbTo2^*Qz 


Gene No. 


79564 




Strand 




Start 


1 




End 


2505 


Name 


OJ000207 08.0302.C7.o2. 


gp 


Method 


AAT/GAP 


Start 


1146 




End 


2505 


GI 


47468 1.R1084 




Score 


856 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1146. .1508, 2367. .2505 

, 4680192/gb|AAD27557.1|AF111710_3 1.0e-49 (AF111710) 
hypothetical protein [Oryza sativa subsp. indica] 1 



38669 
79565 
5060 

OJ000207_08.0302.C7.o3.tm 

5060 

none 

5060. .5143, 5140. .5181, 5294. 
5521. .5616, 5543. .5617, 5552. 



Seq. ID OJ000207_08.0302.C7 
Strand 

End 7838 

Method TBLASTX: Maize 

End 5617 

Score 192 

.5323, 5329. .5472, 5357. .5473, 
.5617 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38669 Seq. ID 

79565 ■ ' ' Strand 

5060 " End 

OJ000'207j08."Q302.C7.ol.tc " " Method 
5347/ End - 

none Score 



OJ000207_08.0302.C7 
7838 

TBLASTX: Cress 

6000 - 

180 



5347. .5472, 5360 .. 5473, 5590 .-. 5706, -5591 .. 5710, 5807. .5869, 
5814.. 5861, 5967.. 5999, 5974.. 6000 - ■ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38669 Seq. ID 

79565 Strand 

5060 End 

OJ000207_08 . 0302 . C7 . o4 . ts Method 

5347 End 

none Score 



OJ000207_08.0302.C7 
7838 

TBLASTX: Soybean 

5710 

176 



5347. .5466, 5360. .5473, 5552. .5593, 5581. .5709, 5591. .5710 



383§£! 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38669 
79565 
5060 

OJ000207_08, 

5618 

none 

5618. .5710, 
5967. .6155, 
6918. .7070, 
7134. .7265, 
7515. .7658, 



OJ000207 08. 0302. C7 



0302.C7.o2.tm 



Seq. ID 
Strand 
End 

Method 
End 
Score 

5620.. 5709, 5807. .5869, 5814.. 5867, 5935 
5974.. 6153, 6236.. 6340, 6243.. 6332, 6911 
6918. .7028, 6919. .7071, 7126. .7263, 
7304. .7414, 7306. .7413, 7318. .7416, 



7838 

TBLASTX: Maize 

7838 

146 



7133. 
7514. 



7516. .7659, 7748.-7837, 7748. .7837, 7749. 



.6153, 
.7030, 
,7231, 
,7660, 
,7838 



38669 
79565 
5060 

OJ000207JD8 . 0302 . C7 . o2 . ts 
5819 
none 
5819. 
6236. 
7126. 



.5869, -5935. .6153, 5957. 
.6340, 6236.. 6331, 6917. 



Seq. ID OJ000207_08.0302.C7 
Strand 

End 7 838 

Method TBLASTX : Soybean 

End 7786 

Score 85 

.6151, 5967.. 6155, 5974.. 6153, 
.7021, 6918.. 7070, 6918.. 7064, 



,7263, _7134.. '.7241,. 7 317 73.91;, . ,7318 ...74 16,. 7514. .7,660, 
7.515 . .. 765.a, 75.79 .... 16 65., 7580..... 766.0;,,, ,7.7.4 8.. ..17.78 6, J: 7.74.9 .....77,8-4 . 



Seq. No. 38669 

Gene No. 79565 

Start 5060 

Name OJ000207_08 . 0302 . C7 . o2 . tc 

Start 7321 

GI none 

Exons 7321.. 7416, 7330.. 7413, 7514, 
7749. .7838 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000207_08.0302.C7 
7838 

TBLASTX: Cress 

7838 

128 



,7660, 7515.. 7658, 7748.. 7837, 



Seq. No. 38669 

Gene No. 79565 

Start • 5060 

Name OJ000207_08 . 0302 . C7 . ol . 

Start 7517 

GI none 

Exons 7517.. 7660, 7518.. 7658, 
7749. .7838 



tw 



Seq. ID OJ000207 08. 0302. C7 



Strand 
End 

Method 

End 

Score 



7838 

TBLASTX: Wheat 

7838 

232 



7523. .7660, 7564. .7665, 7748. .7837, 



Seq. No. 
Gene No. 
Start . 
.Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38 670- * Seq." ID 

79566 Strand 

413 " 'End 

OJ000207_08.0302.C8.oi.gs Method .' 

413 ' - ■ r • End 

none • Score 
413. .467, 563. .597, 1847 .. 1979/ 2089 .. 2185, 2231. .2414 



OJ000207_08.0302.C8 
+ 

2414 

GENSCAN ■ . * 
2414 
'.8' 



38670 
79566 
413 

OJ000207_08 . 0302 . C8 . ol . 

1149 

none 

1149.. 1200, 1292.. 1693 



gp 



Seq. ID OJ000207_08.0302.C8 

Strand + 

End 2414 

Method AAT/GAP 

End 1693 

Score 869 



38370 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38670 Seq. ID 

79567 Strand 
6880 End 
OJ000207_08.0302.C8 .o3.gp Method 
6880 End 
8022_1.R1084 Score 
6880. .7110 

'5091496/dbj | AB023482 . 2 | AB023482 3.0e-37 Oryza sativa genomic 
DNA, chromosome 6, clone P0680A03, complete sequence 1 



OJ000207_08.0302.C8 
+ 

7110 
AAT/GAP 
7110 
302 



38670 .Seq. ID 
79568 . Strand 

3254 End 

OJ000207JD8 . 0302 . C8 . o2 . gs Method 

3254 End 

none Score 
3254. .4384 



OJ000207_08.0302.C8 

4505 
GENSCAN 
4384 
1 



Seq. No. 38670 Seq. ID 

Gene No. 79568 Strand 

Starts 3254 - ... _ . End.. • 

Name.. . _ .OJ0002Q7_08 ..03.02 .CB. . o2 . gp . . Method.. 

Start 4080 ■ ■ - End 

GI 1631486 Score 

Exons 4080.. 4505 



OJ000207_08.0302.C8 

4 505_._. ; ; 

AAT/GAP _ . 

4505 
756 



Seq. No. 38671 

Gene No. 79569 

Start 129 

Name OJ000207_08 . 0302 . C9 . ol . gs 
Start • 129 

GI none 
Exons 



Seq. ID OJ000207_08.0302.C9 

Strand + 

End 4242 

Method GENSCAN 

End 4242 

Score .49 



129. .407, 546. .728, 2936. .3069, 3486. .3533, 4095. .4242 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI' Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38671 Seq. ID 

79569 Strand 

129 End 

OJ000207_08 . 0302 . C9 . ol . np Method 

129 End 

3075399 Score 

129.. 407, 501.. 728, 1862.. 1981, 2062. 



OJ000207_08.0302.C9 
+ 

4242 
AAT/NAP 
2634 
497 
2634 • 



(AC004484 ) putative SF16 protein : { Helianthus annuus } 
[Arabidopsis thaliana] 



38671 ' 
7 9569 
129 ■ 

OJ000207JD8 . 0302 . C9 . ol . tm 

1860 

none 



Seq. ID OJ000207_08.0302.C9 



Strand 
End 

Method 

End 

Score 



+ 

"4242 

TBLASTX: Maize 

2307 

163 



I860.. 1973, 1862..1975-, 1862.. 2035, 1863.. 2012, 2061.. 2306, 
2070. .2210, 2110. .2307 



Seq. No. 
Gene No. 
Start 



38671 
79569 
129 ' 



Seq. ID OJ000207_08.0302.C9 
Strand + 
End 4242 



38371 



Name OJ000207JD8 . 0302 . C9 . o2 . gp Method AAT/GAP 

Start 1864 End 2416 

GI LIB3434-028-P1-K1-G10 Score 859 
Exons 1864. .1975, 2062. .2416 

GI Descrip. '3413697 8.0e-ll (AC004747) SF16-like protein, 5 ff partial 
[Arabidopsis thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 

.GI _ 

. Exons, J 



38672 
79570 
1 

OJ000207JD8. 0302. C10. ol.np 
1 

4455345 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1..90, 198. .366, 1073. .1172, 1301. .1371, 1486. .1633, 2557. .2591 
(AL035522) putative protein [Arabidopsis thaliana] 



OJ000207JD8. 0302. C10 
+ 

2591 
AAT/NAP 
2591 
414 



38672 
79570 
1 

OJ000207JD8. 0302. C10. ol.gs 

238 
none . 



Seq. ID OJ000207_08. 0302. C10 

Strand + 

End 2591 

Method GENSCAN 

End 1806 

Score... .79 



23.8. .335,„ 50,3.. ..581,.. .1.073. .1172, 1301 ..... 1371,. ' 1486 . ..1629, 
1711. . 1806 * 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38672 
79570 
1 

OJ000207_08. 0302. C10. ol.gp 

1554 

none 

1554. .1627, 1708. .2071 

38672 
79571 

2261 : 

OJ000207_08 . 0302 .C10. ol.tm 

238 

none 



Seq. ID OJ000207_08 . 0302. C10 

Strand + 

End 2591 

Method AAT/GAP 

End 2071 

Score 814 



Seq. ID OJ000207_08. 0302. C10 
Strand 

End 2502 

Method TBLASTX : Mai ze 

End . 1815 

Score 128 



238. .342, 238. .336, 1070. .1174, 1070. .1168, 1072. .1173, 
1263. .1373, 1300. .1371, 1312. .1389, 1480. .1629, 1481. .1627, 
14 8 6. .162 9, .1698. .1775, 1708.. .1815, - 1710. .1781 



38672 
79571 
2261 ' 

OJ000207_08. 0302. C10. ol.ts 

253 

none 



Seq. ID OJ000207_08 .0302. C10 
'Strand 

End 2502 

Method TBLASTX : Soybean 

End 1773 

Score 111 



253. .342, 1070. .1174, 1072. .1173, 1303 .. 1362 ,. 1305 .. 1367 , 
1312. .1389, 1481. .1513, 1482. .1514, 1486. .1518, 1522. .1629, 
1557. .1628, 1708. .1773 



Seq. No. 38672 Seq. ID 

Gene No. 7 9571 Strand 

Start 2261 End 

Name OJ000207 08 . 0302 . C10 . ol . tc Method 



OJ000207_08. 0302. C10 
2502 

TBLASTX: Cress 



38372 



Start 
GI 

Exons 



1312 
none 

1312. .1389, 1486. .1629 



End 
Score 



1629 
99 



Seq. No. 


38672 




Seq. ID 


OJ000207 08 , 


. 0302 . C10 


Gene No. 


79571 




Strand 






Start 


22 61 




End 


o c n o 

2502 




Name 


OJ000207 08 . 0302 . CIO . o2 . 


gs 


Method 


GENSCAN 




Start 


2261 




End 


2502 




GI 


none 




Score 


.7 




Exons 


2261 . . 2502 










Seq. No. 


38673 




Seq. ID 


OJ000207 08 , 


. 0302 . Cll 


Gene No. 


79572 




Strand 


+ 




Start 


189 




End 


37 5 




Name 


OJ000207 08.0302.Cll.ol. 


gs 


Method 


r* ruin i\ xt 

GENSCAN 




Start 


189 




End 


375 




GI 


none 




Score 


.92 




Exons 


189. .375 










Seq. No. 


38673 




Seq. ID 


OJ000207_08 , 


.0302. Cll 


Gene_No..„ •;; _.; 


„ 7.9.57 3_.__ „.., _ ..... ... ... . 




Strand. _ 


„ + _ , .... _ 




Start. „ ...... 


. 4.60.6 . ...... . ..... . . '., 




.., End,.,. _ 


".4 91.8 „T.:"f . 




Name 


OJ000207 08.0302.Cll.ol. 


gp 


Method 


AAT / GAP 




Start 


4606 




End 


4918 




GI 


77434 1.R1084 




Score 


100 




Exons 


4606. .4627, 4865. .4918 










GI Descrip. 


'2827528/emb|CAA16536.1 | 


2-0e-10 (AL021633) predicted prote. 




[Arabidopsis thaliana] 1 










Seq. No. 


38673 




Seq. ID 


OJ000207_08. 


.0302. Cll 


Gene No. 


79574 




Strand 


+ 




Start 


8279 • 




End 


8779 




Name 


OJ000207 08.0302.Cll.o3. 


gs 


Method 


GENSCAN 




Start 


8279 




End 


■ 8779 




GI 


none 




Score 


.52 




Exons 


8279 . .8779 










Seq. No. 


38673 




Seq. ID 


OJ000207_08. 


.0302. Cll 


Gene No. 


79575 




Strand 






Start 


3201 




End 


5616 




Name 


.OJ000207_08.. 0302.Cll.o2. 




Method 


GENSCAN . 




Start 


3201 / . ■ ' ' 




; ..End, " 


5616 




GI' " ' 


' none * : ~ ■ ' " ~ ' ' 




Score 






Exons 


3201". .3344, '4267'; .4318, 


54 53 


'..5616 






Seq. No. 


38674 




Seq. ID 


OJ000207_08, 


, 030-2, Cl-2 


Gene No. 


. 79576 




Strand 


+ ' 




Start 


1 - 




End 


476 




Name 


OJ000207 08.0302.C12.ol. 


np 


Method 


AAT /NAP 




Start 


1 




End 


461 




GI 


6523044 




Score 


253 




Exons 


1..56, 93. .461 










GI Descrip. 


(AL132976) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


38674 




Seq. ID 


OJ000207_08. 


,0302. C12 


Gene No. 


79576 




Strand 


+ 





38373 






i 
l 


T7 -J 

bna 


A H tZ 






Name 


. UJUUUzU / uo . UoUz . Liz . 01 . gs 


Method 


GENSCAN 






Start 




End 


4 / D 






bl 


none 


Score 


c o 
. OZ 






Exons 


1 0 . . H I b 










Seq. No. 


38674 


Seq. ID 


OJ000207_ 


_08.0302 


.C12 


Gene No. 


79577 


Strand 








otart 


4 Dl 1 


bna 


bU bl 






Name 


ujuuuzu / uo . u juz . Liz . . gs 


Method 


GENSCAN 






btart 


4 oi 1 


End 


H O C T 

oU bl 






LI 


none 


Score 


. 63 






Exons 


ylCII COQC cyicc Cf\C1 

4 bl 1 . . j jyo, j4 j j . .bUbl 










Seq. No. 


386.7 4 


Seq. ID 


OJ000207_ 


08.0302 


.C12 


Gene No. 


79578 


Strand 


+ 






b z am 




End 


16028 






Name 


UJUUUzU/ Uo . UoUz . Liz . 04 . gs 


Method 


GENSCAN 






Start 


1zUo4 


End 


15646 








none 


Score 


.82 






Exons 


iono/1 ioooo i o n o c: 1/0/1/1 
IzU J4 . . lz juo , 1 J y Jo . . 1 4 z 4 4 , 


15410. .15487, 15596. 


.1564 6 




- • — : 

Seq,. „No . . 


^ 00 D./ 4 ..... . _ 


Seq. ID_ 


QJ0„00i07_ 


_Q8 . 030.2. 


— ™ 
. .C.12 . 


Gene No. 


79578 


Strand 


+ 






Start 


12034 


End 


16028 






Name 


OJ000207 08.0302.C12.o2.np 


Method . 


AAT/NAP 






Start 


12097 


End 


15643 






GI 


6006854 


Score 


250 






Exons 


12097. .12222, 13915. .14238, 


15329. .15487, 15593. 


.15643 




GI Descrip. 


(AC009540) hypothetical protein [Arabidopsis thaliana] 




beq. No. 


38674 


Seq. ID 


OJ000207 


08.0302 


. C12 


Gene No . 


79578 


Strand 


+ 






Start 


12034 


End 


16028 






Name 


OJ000207 08.0302.C12.ol.gp 


Method 


AAT/GAP 






b tar l 


12237 


End 


16028 






GI 


47276 1.R1084 


Score 


1630 






Exons 


12237. .12308, 13935 .. 1424 4 , 


15410. .15487, 15596. 


. 16028 




GI Descrip. 


, 304 6695/emb|CAA18257. 1 | 4. 


Oe-22 (AL022224) putative protein 




[Arabidopsis thaliana] 1 










Seq. No. 


38674 


Seq. ID 


OJ000207_ 


08.0302 


.C12 


Gene No . 


- 79579 ' " 


Strand' 








Start - 


7 471 


* End' 


10488' 






Name 


OJ000207 08.0302.C12.ol.tw 


Method' 


TBLASTX: Wheat 




Start 


5687 


' End . 


8737 






GI 


none 


Score 


190 






Exons 


5687. .5902, 5692. .5811, 5762. .5911, 8605. .8712, 


8611. ;8 


694, 





8624. .8737 










beq. no. 


38674 


Seq. ID 


OJ000207_ 


08.0302 


.C12 


Gene No. 


79579 


Strand 








Start 


7471 


End 


10488 






Name 


OJ000207 08.0302.C12.o3.gs 


Method 


GENSCAN 






Start 


7471 


End 


10488 






GI 


none 


Score 


. 64 






Exons 


7471. .7523, 8382. .10235, 10470. .104 88 









38374 



Seq. No. 38674 

Gene No. 79580 

Start 14049 

Name OJ000207_08 . 0302 . C12 . ol . tm 

Start 14049 

GI none 

Exons 14049. .14243, 14 050 14 232 , 
15412. .15486, 154 13 154 69, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
14071. .14244, 
15593. .15646, 



OJ000207 08.0302.C12 



15646 

TBLASTX: Maize 
15646 
95 

14076. . 14240, 
15595. . 15645 





C 1 ^ y» M/\ 

Seq. No. 


38675 






oeq . i. jj 


uu uuuzu / 




Gene No . 


79581 






Strand 


+ 




Start 


51 








1 "7 9 A 
± f ZQ 




Name 


OJ000207 08.0302. 


,C13.ol 


.gs 


Method 


bbNoUAN 




Start 


51 






bna 


1 / Z *i 




GI 


none 






Score 


. JO 




Exons 


51. .603, 895. .1724 










Seq. No. 


38675 






oeq . id 


n to 009 m 




Gene No . 


79581 






btrana 


+ 




Start 


51 






17 t-s *A 

bna 


1 TO/1 

1 / Z 4 




_JName_-__ .. 


- . . OJ0 0020 7. 08,,0 30X 


,C12 ; ol. 




, M ejbh o d 






Start. . . . 


."634 .-. : .: 






.. bna _ 


i n 1 q 




GI 


none 






Score 


"7 ^ 9 


- "1 


Exons 


634. .1019 










ti s 


Seq. No. 


38675 






Car, T n 

oeq . i u 


Pi TO 009 0*7 
Uu UUU^U / 


f : I 


Gene No . 


79582 






btrana 


4* 




Start 


18622 






hna 


i q r\ f\ o 




Name 


OJ000207 08.0302, 


,C13.o6 


,gs 


Method 


bbJNo^AIN 




Start 


18622 






bna. 


1 Q009 




GI 


none 






Score 


a a 


fy 


Exons 


18622. .19002 












Seq. No. 


38675 






Seq. ID 


OJ000207 


f 3 ^ ■ 


Gene No . 


79583 






Strand 






Start 


1596 






End 


1939 




•Name 


OJ000207 08.0302' 


!ci3.o2 


. gp 


Method 


AAT/GAP 




Start 


1596 






End 


1939 




GI 


none 






Score 


660 


l i 




1596. .1939 










~ EST 


■ Seq." "No. ■ 


38675 - ■ • - 






Seq-. iD 


OJ000207 




Gene No . 


• 79584 






Strand 






Start . 


' " 2070 ~: 






End 


7618 . 




Name 


OJ000207 .08.0302, 


,C13.o2 


.gs 


Method 


GENSCAN 




Start 


2070 






End 


6286 




■ GI 


none 






Score 


.84 




Exons ; . 


■2070.. 2684, 2729. 


,.3602, 


4599. 


.4645, 4859.-4967, 






5391. .5475, 5547. 


, .5666, 


5962. 


.6027, 6221. .6286 




Seq. No. 


38675 






Seq. ID 


OJ000207 




Gene No. 


79584 






Strand 






Start 


2070 






End 


7618 




Name 


OJ000207 08.0302. 


,C13.o3 


.gp 


Method 


AAT/GAP 




Start 


3703 






End 


5592 




GI 


18981 1.R1084 






Score 


1249 



5196. .5277, 



38375 



Exons 3703. .3944, 4440. .4494, 4599. .4645, 4725. .4781, 4859. .4967, 

5196.. 5277, 5391.. 5475, 5547.. 5592 
GI Descrip. '3047083 2.0e-55 (AF058914) similar to FLAP endonuclease-1 . ' 

(SW:P39748) [Arabidopsis thaliana]' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



38675 
79584 
2070 

OJ000207_08 .0302 .C13.ol.np 
4713 
3047083 

4713. .4781, 4859.-4967, 5196. 
5747.. 5797, 5962.. 6027, 6221. 
7167. .7415 

(AF058914) similar to FLAP endonuclease-1 
[Arabidopsis thaliana] 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000207 08.0302.C13 



7618 
AAT/NAP 
7415 
947 

5277, 5391.. 5475, 5547.. 5666, 
6290, 6504.. 6583, 6658.. 6750, 



(SW:P39748) 



Seq. No. 
Gene No. 
Start 
Name 

_Start_._ 

.GL__. „.../ 
Exons ' >.., ' 

GI Descrip. 



38675 
79584 
2070 

OJ000207_08.0302 .C13.o4 . gp 

. 620.3.-.- ™ 

,J4308.JL,iUQ8JL 



"Seq. ID OJ000207__08.0302.C13 
Strand 

End 7618 

Method AAT/GAP 

,„;_End_,_ ^„..7 6.18„ „, . 

Score.. . _ 77,4, . _ ... _____ 



6203. .6268, 6375 .. 64 19, 6528 .. 6583, 6658. .6717, 6799. .6857, 
7287. .7403, 7539. .7618 

f 2924773 3.0e-28 (AC002334) putative mitochondrial chaperonin 
HSP60 precursor [Arabidopsis thaliana] ' 



Seq. No. 38675 

Gene No. 79585 

Start 9440 

Name OJ000207_08 . 0302 . C13 . o5 . gp 

Start 9435 

GI 286778 

Exons 9435.. 9545, 9634.. 9712, 9878. 
GI Descrip. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000207_08.0302.C13 

13729 
AAT/GAP 
10103 
597 



.9983, 10066.. 10103 



2924773 3.0e-28 (AC002334) putative mitochondrial chaperonin 
HSP60 precursor [Arabidopsis thaliana] 



Seq. No. 38675 Seq. ID 

Gene No. 79585 Strand 

Start 9440 End 

Name OJ000207_08 . 0302 . C13 . o4 . gs Method 

Start.. '.\ "'■ '944 0- ' ' "End - 

•GI - 'none " * Score 

Exons 9440., 

10478. 

11101. 

12121. 

13372. 



.9545/' 9634 . \ 9712, ' 9878..'. 9983, 10066 
.10573, 10686. .10763, 10825. .10893, 
.11157, 11238. '.11327, 11414. .11500, 
.12216, ' 12443. .12618, 128 67 .. 12893, 
.13518, 13614. .13679 



OJ000207_08.0302.C13 

13729 
GENSCAN • 

13679 ' ' : - 
.85 

.10169, 10291. .10390, 
10988. .11068, 
11912. .12016,- 
13068. .13227, 



Seq. No. 38675 

Gene No. 79585 

Start 9440 

Name OJ000207_08 . 0302 . C13 . o2 . np 

Start 9443 

GI 2506275 

Exons 9443.. 9545, 9634.. 9712, 9878. 



Seq. ID OJ000207_08.0302.C13 
Strand 

End 13729 

Method AAT/NAP 

End 13679 

Score 1556 

.9983, 10066. .10169, 10291 .. 10390, 



38376 



10478. . 10573, 10686 .. 10763, 10825 10893, 10988 .. 11068 , 
11238. .11327, 11414. .11500, 11912 .. 12016, 12 121 .. 12216, 
12443. . 12618, 13068 .. 13227 , 13372 134 94 , 13602.. 13679 
CHAPERONIN CPN60-1, MITOCHONDRIAL PRECURSOR (HSP60-1) 



GI Descrip. 

Seq. No. 38675 
Gene No. 79585 
Start 9440 

Name OJ000207_08 . 0302 . C13 . 06 . gp 

Start 10361 
GI LIB3432-032-P2-K1-D5 
Exons 10361. . 10390, 10478 . .10573, 

10988. .11068, 11238. .11341 
GI Descrip. 1 4 61735/sp I Q0504 5 I CH61_CUCMA 2.0e-22 CHAPERONIN CPN60-1, 

MITOCHONDRIAL PRECURSOR (HSP60-1) >gi_4 7 8785_pir S29315 

. chaperonin 60 - cucurbit >gi_1254 4_emb_CAA50217_ (X70867) 

chaperonin 60 [Cucurbita sp.]' 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000207_08.0302.C13 

13729 
AAT/GAP 
11341 
785 



1068 6. .107 63, 10825. .108 93, 



Seq. No. 38675 Seq. ID OJ000207_08 . 0302 . C13 

Gene No. 79585 Strand 

Start 9440 End 13729 

„N;ame__ _;„... 0^000207^0.8^030.2- C13,..o7 JU gp Method AAT/GAP^_ _ ; ^ 

Start,. ... 1.3137... _ _ ^ End. ,1 37 2.SL "..„ " S. ,~.Z~S 7. 

GI 2431137 Score 578 

Exons 13137. . 13227, 13372 .. 13518 , 13618.. 13729 

GI Descrip. 2506275/sp | P29185 | CH61_MAIZE 3.0e-13 MITOCHONDRIAL CHAPERONIN 
HSP60-1 PRECURSOR 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start ■ 
GI 

Exons 



38675 Seq. ID 

79586 Strand 

14853 End 

OJ000207_08. 0302.C13.o3.np Method 

14751 End 

461736 Score 



OJ000207_08.0302.C13 

18541 
AAT/NAP 
18541 
87 



14751. . 14785, 17 17 1 . . 17338 , 18503. . 18541 

CHAPERONIN CPN60-2, MITOCHONDRIAL PRECURSOR (HSP60-2) 

gi I 478786 | pir | IS29316 chaperonin 60 - cucurbit... 

gi | 1254 6 | emb | CAA50218 | (X70868) chaperonin 60 [Cucurbita sp. 



38675 Seq. ID 

79586 Strand 

14853 , . End . 

.■OJ000207_08.0302.Cl3.o5.gs - : Method 

14853 ' ' * " " End 

none . ' " Score 

14853. . 16484' 



OJ000207_08.0302.C13 
18541 

GENSCAN.'- ' * ; "'" "■ "•" - 
16484 ~ r 

.98 .' ".' "'" . " * 



Seq. No. 38675 Seq. ID OJ000207JD8 . 0302 . C13 

Gene No. 79586 Strand 

Start 14853 End 18541 

Name OJ000207_08 . 0302 . C13 . 08 . gp Method AAT/GAP 

Start 17168 End 17286 

GI 3106516 Score 176 

Exons 17168.. 17286 

GI Descrip. 4 61735/sp | Q05045 | CH61_CUCMA 2.0e-22 CHAPERONIN CPN60-1, 

MITOCHONDRIAL PRECURSOR (HSP60-1) >gi_478785_pir S29315 

chaperonin 60 - cucurbit >gi_12544 emb CAA50217 (X70867) 



38377 




chaperonin 60 [Cucurbita sp.] 





Seq. No. 


38675 


Seq. ID 


OJ000207__08 . 0302 


.C13 




Gene No. 


79587 


Strand 


- 






Start 


19718 


End 


21406 






Name 


OJ000207 08.0302.C13.o2.ts 


Method 


TBLASTX : Soybean 






Start 


69 


End 


622 






GI 


none 


Score 


678 






Exons 


69. .620, 101. .622, 494. .622 








Seq. No. 


38675 


Seq. ID 


OJ000207_08.0302 


.C13 




Gene No. 


79587 ■ 


Strand 








Start 


19718 


End 


21406 






Name 


OJ000207 08.0302.C13.ol.tm 


Method 


TBLASTX : Maize 






Start 


116 


End 


941 






GI 


none 


Score 


1171 






Exons 


116. .874, 117. .875, 615. .88 


7, 869. .937, 888. .938, 894.. 


941 




Seq. No. 


38675 


Seq. ID 


OJ000207_08.0302 


.C13 




Gene No. 


79587 


Strand 








Start 


19718 


End 


21406 




-r 




0 JO 00 2 07.. 08,. 0302 . C13 . ol v ts„ 


Method 


TBLASTX : Soybean 






. .Start ; .... 




„_End 


.157.9. 


-^..-^ 




GI 


none 


Score 


' 836 




w 


Exons 


765.. 1535, 873.. 1097, 932.. 


1534, 1155. 


. 1535, 1524 . . 1577 




u * 




1529. .1579 








i y 


Seq. No. 


38675 


Seq. ID 


OJ000207_08.0302 


.C13 




Gene No. 


79587 


Strand 








Start 


19718 


End 


21406 






Name 


OJ000207 08.0302.C13.o2.tm 


Method 


TBLASTX: Maize 




f 1 1 


Start 


941 


End 


1385 






GI 


none 


Score 


736 






Exons 


941. .1384, 942. .1385, 942.. 


1385 








Seq. No. 


38675 


Seq. ID 


OJ000207_08.0302 


-.C13 




Gene No. 


79587 


Strand 








Start 


19718 


End 


21406 






Name 


OJ000207 08.0302.C13:o4.tm 


Method 


TBLASTX: Maize 






Start 


1388 


End 


1741 






GI 


none 


Score 


545 






Exons 


1388. .1741, 1395. .173.9 










Seq. No. 


' 38 675 " ""'•"* ' ' 


■ Seq. ID 


"OJ000207_08.0302 


-C13 




Gene No . 


79587" ' 


Strand' 








Start • 


19718 


End - 


•21406 






Name 


' OJ00.0207 08.0302.C13. o2.tw 


Method' 


TBLASTX: Wheat 






Start 


2431 


. End 


20249 






GI 


none 


Score 


55 






Exons 


2431. .2538, 2433. .2471, 2452. .2631, 2466. .2675, 2469.-2693, 






2711. .274 3, 1514 4. .15359, 15235. .15351 


, 18514. .18609, 








18596. .18787, 18622 .. 18810, 


18627. .188 


21, 18628. .18807, 








20009. .20248, 20087 .. 20185, 


20100. .20249 






Seq. No. 


38675 


Seq. ID 


OJ000207_08. 0302 


.C13 




Gene No. 


79587 


Strand 








Start 


19718 


End 


21406 





38378 



• • 

Name OJ000207_08 . 0302 . C13 . 06 . tm Method TBLASTX : Maize 

Start 2953 End 8768 

GI none Score 131 

Exons . 2953. .3069, 7942. .8034, 7942. .8055, 7964. .8125, 8599. .8739, 

8603. .8749, 8607. .8768, 8607. .8741, 8657. .8767 

Seq. No. 38675 Seq. ID OJ000207__08 . 0302 . C13 

Gene No. 79587 Strand. 

Start 19718 End 21406 

Name OJ000207_08 . 0302 . C13 . o5 . tm Method TBLASTX : Mai ze 

Start 4438 - - End 5643 

GI none Score 65 

Exons 4438. .4497, 4440. .4496, 4593. .4658, 4598.-4645, 4722. .4784, 

4723. .4782, 4847. .4969, 4860. .4970, 4860. .4970, 4861. .4971, 

5185. .5265, 5190. .5279, 5195. .5293, 5196. .5279, 5197. .5280, 

5385. .5477, 5386. .5478, 5386. .5484, 5544. .5636, 5545. .5643 

Seq. No. 38675 Seq. ID OJ000207 _08 . 0302 . C13 

Gene No. 79587 Strand 

Start 19718 End 21406 

Name OJ000207_08 . 0302 . C13 . o5 . ts Method TBLASTX : Soybean 

S t a r ;t_ „ 5 5 84__ ... _ ^. _ End 74J33_ . _„ / 

. G3L.„ — ,aone.„ _ ._.Scor,e_ .95 . _ . 

Exons 5584'.. 5670, 5586.. 5651, 5962.'. 6030, 5963.. 6028, 6532.. 6582, 

6548.. 6583, 6655. .6720, 6657. .6719, 6799. .6858, 6801. .6857, 
7284. .7403, 7288. .7398 

Seq. No. 38675 Seq. ID OJ000207__08 . 0302 . C13 

Gene No. 79587 Strand 

Start 19718 End 21406 

Name OJ000207_08 . 0302 . C13 . 08 . tm Method TBLASTX : Maize 

Start 5960 End 7404 

GI none Score 98 

Exons 5960.. 6028, 5962.. 6030, 5963.. 6028, 6212.. 6292, 6213.. 6293, 

6213. .6293, 6220. .6294, 6392. .6418, 6396. .6419, 6527. .6556, 

6529. .6615, 6532. .6582, 6654. .6722, 6655. .6717, 6657. .6719, 

6658. .6747, 6799. .6858, 6801. .6857, 7284. .7403, 7288. .7398, 
7288.. 7404 

Seq. No. 38675 Seq. ID OJ000207_08 . 0302 . C13 

Gene No. 79587 Strand 

Start 19718 End- . 21.406 

Name v . , . _ OJ000207_08 .0302 ."Ci3 . o2 . tc" .Method' ' TBLASTX :Cress ' ---V""' 
'Start " " 6532 " ' ' ~ " " End -7403 ^~ 

GI ■ ' none . - Score 37 

Exons 6532. .6582, 6557. .6580, 6657. .-6719, 6658. .67 20, 67 99. .6858, 

6801. .6857,. 7284. .7403, 7288. .7398 

Seq. No. . 38675 .. .. - - Seq. ID 0 J000207_08 . 0302 . C13- 

Gene No. 79587 Strand 

Start 19718 End 21406 

Name OJ000207___08 . 0302 . C13 . ol . tw Method TBLASTX : Wheat 

Start 8619 End 8781 

GI none Score 207 

Exons 8619.. 8741, 8626.. 8781 

Seq. No. 38675 Seq. ID OJ000207_08 . 0302 . C13 



38379 



Gene No. 79587 
Start 19718 

Name OJ000207_08 . 0302 . C13 . o3 . tm 

Start 9435 
GI none 
Exons 9435.. 9548, 

9871. .9984, 

10268. . 10417 

10475. . 10576 



Strand 
End 

Method 

End 

Score 



21406 

TBLASTX: Maize 

12151 

103 



9440. .9547, 9625. .9714, 9636. .9713, 9859. .10005, 
9876. .10004, 10064. .10192, 10065 .. 10184 , 
, 10272. .10337, 1028 9 10396, 10333 .. 104 10, 
10577, 10479. .10577, 10486. 



10687. 
10824. 
10983. 
11414. 
12119. 



, 10764, 
,10904, 
,11066, 
11500, 
12151, 



10479, 
10688. 
10831. 
10984 . 
11414 . 
12124 . 



,10765, 10813. .10896, 10815. 
,10896, 10970. .11068, 10972. 



,11067, 11217. 
,11500, 11901. 
, 12150 



,11333, 11218, 
,12017, 11912. 



,10596, 
,10895, 
,11079, 
,11334, 
12016, 



r rs 



Seq. No. 38675 
Gene No. 79587 
Start 19718 

Name OJ000207_08 . 0302 . C13 . ol . tc 

Start 9615 
GI none 

. Exoq.s 9.6 1 5u .JL7 lj3,_ 

% . 10067... 101.7.1 

10289. .10396 

10683. .10766 

10973. .11068 

11912. . 12019 

12438. .12620 

13366. .13485 



9634.,.., £717 98_7 1 
1 0.2 5. 4 . ,. 10 391, . 



10333. 
10813. 
11217. 
12124. 
13055. 



10416, 
10896, 
11333, 
12225, 
13228, 



13367. .13471, 



Seq. ID OJ000207_08 .0302.C13 
Strand 

End 21406 

Method TBLASTX : Cress 

End 17261 

Score 84 
... ,.£38.7* ~9 87 6,.;..J..QSA 4 10 L0 66,^1 0 1 7 0^ 
102.68. ...,10417, 1022Z. a033.7,_. ........ 

104 75. .1057 6, 104 85 .. 10577 , 
10823. .10885, 10953 .. 11063, 
11414. .11500, 11910. . 12017, 
12125. .12217., 12437. . 12619, 
13066. .13263, 13066. .13227, 
17167. .17259, 17169. .17261 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38675 Seq. ID 

79587 Strand 

19718 End 

OJ000207_08 . 0302.C13.o3. ts Method 

9891 End 

none Score 



OJ000207_08.0302.C13 
21406 

TBLASTX : Soybean 

10715 

79 



9891. .10004, 9910. .10005, 10066 .. 10170, 10072 .. 10170, 
10268. .10417, 10272. .10337, 1028 9 .. 10396, 10475 .. 1057 6, 
10479. .10577, 10683. .10715 



Seq. No. 38675 
Gene No. 79587 - 

Start;' 19718 ' ' ■ v 

Name' - OJ000207_0'8 .0302 . 6i'3\ o4 its" 

Start 10985 ' 

GI none 
Exons 10985. 

11414. 

■ - -12125. 

13066. 
17163. 



,11068, 10988. 

11500, 11910. 

12220, 12437. 

13239, 13066. 

17258, 17167. 



.11071, 
,12017, 
, 12619, 
, 13227, 
, 17259, 



Seq. ID 
Strand. 
";- End 
Method 
End 
Score 

11217 

11912 

12438 

13366 

17169 



OJ000207 08.0302.C13 



21406 . _ 
TBLASTX : Soybean ' 
17261 
84 

11333, 11218. .11322, 
12016, .12121. . 12225, 
12620, 13055. . 13228, 
13500, 13367. . 13471, 
17261 



Seq. No. 38675 

Gene No. 79587 

Start 19718 

Name OJ000207_08 .0302 . C13 . o7 . tm 

Start 12152 



Seq. ID OJ000207_08.0302.C13 
Strand 

End 21406 

Method TBLASTX : Mai ze 

End 17337 



38380 



GI 

Exons 



none 

12152. 

12154 . 

13066. 

13363. 

17287. 



12220, 12152. 

,12225, 12440. 

,13239, 13066. 

,13458, 13367. 

17337, 17295. 



,12220, 12153, 

12619, 12441. 

13227, 13088. 

,13468, 17167. 

,17336 



Score 112 

12221, 12154. .12222, 
12620, 13055. .13228, 
13228, 13360. .13467, 
,17259, 17169. .17261, 



Seq. No. 38675 Seq. ID 

Gene No. 79587 Strand 

Start 19718 End 

Name OJ000207_08 . 0302 . C13 . o7 . gs Method 

Start 19718 End 

GI none Score 

Exons 19718. .21406 



OJ000207_08.0302.C13 

21406 
GENSCAN 
21406 
.93 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons ■ 



38676 
79588 ■ 
785 

OJ000207_08.0302.C14 .ol.gs 

785 

none 



Seq. ID 
Strand 
End 

Method 
End 
Score 

785 . . 1222, 1502_. . 1561,_ 1653 ..aZ18,;_222P ... 227 9,^2363,... 2419, 
27.1.9. . .28.4.8, „33.69.. ...3.436, ..3.531 .... 3.623/ ...3728., .3775, 4 137 . . .4.2.7 4., . ; 



OJ000207_08.0302.C14 
+ 

4775 
GENSCAN 
4274 
. 62 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start ■ 
Name 
Start 
GI 

Exons 



38676 . Seq. ID 

79588 Strand 

785 End 

OJ000207_08.0302.C14 .ol.gp Method 

1356 End 

426286 Score 
1356. .1561, 1653. .1775 

2275199 1.0e-12 (AC002337) hypothetical protein [Arabidopsis 
thaliana] 



OJ000207_08.0302.C14 
+ 

4775 • 
AAT/GAP 
1775 
547 



38676 
79588 
785 

OJ000207_08.0302.C14 .ol.np 

1439 

2275199 



Seq. ID OJ000207_08.0302.C14 



Strand 
End 

Method 

End 

Score 



+ 

4775 
AAT/NAP 
4775 
602 



1439. .1561, 1653. .1745, 2074. .2139, 2220. .2279, 2363. .2419, 
2719. .2848,.. 3369. .3623, 3.728 .... 3787 , 4137.. 4330, 4711.. 4.775 



GI Descrip . . (AC002337)' hypothetical protein [Arabidopsis thaliana] 



Seq: ~No. 38 67 6 " ~ '." 

Gene No. • 79588' 

Start • ■ 785 

Name . . OJ000207_08 . 0302 . C14 . ol . tm 

Start * -1447 

GI none 

Exons 1447.. 1563, 1448.. 1564, 1650. 
1652. .1738 



Seq. ID' "OJ000207_081'030'2.C14 

Strand + - - 

End -4775 

Method TBLASTX: Maize 

End • 1738 

Score 170 

.1733, 1650. .1724, 1652. .1735, 



Seq. No. ,38676 Seq. ID 

Gene No. 79588 Strand 

Start 785 End 

Name OJ000207 08 . 0302 . C14 . ol . ts Method 



OJ000207_08.0302.C14 

+ 

4775 

TBLASTX: Soybean 



38381 



Start 1447 End 2428 

GI none Score 83 

Exons 1447. .1494, 1448. .1507, 1501. .1563, 1502. .1564, 1650. .1676, 

1652. .1672, 1677. .1730, 2065. .2142, 2073. .2144, 2219. .2278, 

2220. .2315, 2360. .2428, 2370. .2417 



Seq. No. 


38 676 




Seq. ID 


OJ000207_08.0302.C14 


Gene No. 


7 9588 




Strand 


+ 


Start 


785 




End 


4775 


Name 


OJ000207 08.0302. 


C14 . o2 . tm 


Method 


TBLASTX: Maize 


Start 


j jyi 




End 


3814 


GI 


none 




Score 


71 


Exons 


3391. .3474, 3392. 


.3460, 3528 


..3623, 3529.. 3624, 3542.. 3622, 




3720.. 3773, 3725. 


.3814, 3727 


. .3774 




Seq. No. 


38676 




Seq. ID 


OJ000207_08.0302.C14 


Gene No. 


79588 




Strand 


+ 


Start 


785 




End 


4775 


Name 


OJ000207 08.0302. 


C14 . o2 . gp 


Method 


AAT/GAP 


Start 


3398 




End 


4775 


GI 


11124 1.R1084 




Score 


' 642 


Exons _ _ 


■..3:398 ...343.6, ■•3.53.1.. 


.....3623, ;3728 


^.J775,. 4137. .4274, 4731. .4775; 


GI .De scrip.. . 


.'.22751.99. .1. be- 4.2 


(ACQ 023.3*7) 


hypothetical protein [ Arab ijdop sis _ 




thaliana] 1 








Seq. No. 


38677 




Seq. ID 


OJ000207_08.0302.C15 


Gene No. 


79589 




Strand 


+ 


Start 


1 




End 


705 


Name 


OJ000207 08.0302. 


C15.ol.np 


Method 


AAT/NAP 


Start 


1 




End 


705 


GI 


5902387 




Score 


249 


Exons 


1..213, 361. .514, 


595. .705 






GI Descrip. 


(AC009322) Similar to polygalacturonases [Arabidopsis thaliana] 


Seq. No. 


38677 




Seq. ID 


OJ000207_08.0302.C15 


Gene No. 


79589 




Strand 


+ 


Start 


1 




End 


705 


Name 


OJ000207 08.0302. 


C15 . ol . gs 


Method 


GENSCAN 


Start 


46 




End 


695 


GI 


none 




Score 


.73 


Exons 


46. .213, 361. .477 


, 549. .695 






Seq. No. ' 


■ 38677 




Seq. ID 


OJQ00'2d7_08 . 0302 .'C15 


Gene No. 


79589 




Strand * 


+ 


Start 


1 




End 


705 " '•' 


Name 


OJ000207 08.0302. 


C15.ol.tm 


. Method 


TBLASTX : Maize 


Start 


369 ' 




End " ' 


704 "'. ' ' 


GI • 


none. 




Score 


101 


Exons 


369. .476, 369. .476, 370. .477 


,- 382. .477 


, 600. .668,- 602. .670, 




638. .703, 641. .670, 672. .704 






Seq. No. 


38678 




Seq. ID 


OJ000114_21.0216.C2 


Gene No. 


79590 




Strand 


+ 


Start 


263 




End 


324 


Name 


OJ000114 21.0216. 


C2 .ol .gs 


Method 


GENSCAN 


Start 


263 




End 


324 


GI 


none 




Score 


.63 



38382 



Exons 263. .324 

Seq. No. 38678 Seq. ID OJ000114_21 . 0216 . C2 

Gene No. 79591 Strand 

Start 1 End 568 

Name OJ000114_21 . 0216 . C2 . ol . np Method AAT/NAP 

Start 1 End 510 

GI 4544451 Score 108 

Exons .1..88, 219. .352, 442. .510 

GI Descrip. (AC006592) unknown protein [Arabidopsis thaliana] 

Seq. No. 38678 Seq. ID OJ000114_21 . 0216 . C2 

Gene No. 79591 Strand 

Start 1 End 568 

Name OJ000114_21 . 0216 . C2 . ol . gp Method AAT/GAP 

Start 237 End 511 

GI 3548958 Score 308 

Exons 237.. 352, 442.. 511 

GI Descrip. 4 54 4 451/gb | AAD22359 . 1 | AC0065 92_16 1.0e-41 (AC006592) unknown 
protein [Arabidopsis thaliana] 

Sjeci^o-^^^JA&IA „ „-._/_.••_..._ Seq.^^ID. ; , . Ojp00nj^21^0216^_.,^ 

./.Gene.. No.-. _ .7 9591 .„..._... _ _ 1 .--Strand . . . . /.. 

Start 1 . End 568 

Name OJ000114_21 . 0216 . C2 . ol . tm Method TBLASTX : Maize 

Start 237 End 568 

GI none Score 166 

Exons 237. .374, 238. .345, 239. .376, 439. .510, 440. .568, 440. .511 

Seq. No. 38679 Seq. ID OJ000114_21 . 0216 . C3 

Gene No. 79592 Strand 

Start 167 End 721 

Name OJ000114_21 . 0216 . C3 . ol . gp Method AAT/GAP 

Start 167 End 695 

GI 13690JL.R1084 Score 918 

Exons 167.. 695 

GI Descrip. f 2352925 1.0e-44 (AF012864) plastidic 

3-deoxy-D-arabino-heptulosonate 7 -phosphate synthase 2 
[ Petroselinum crispum] 1 

Seq. No. 38679 Seq. ID OJ0001 14_21 . 021 6 . C3 

Gene No 79592 ■ . Strand . - 

Start' " ' 167 ■ ' End 721 

Name - OJ0001 14_21 . 0216 . C3 . ol . tm . - Method TBLASTX : Maize 

Start " * 359 " " End . 648 " ' ' ~ 

GI none • Score 110 

Exons- ' 359. .394, 395. .490, 396 . . 4 91, 487 . . 64 5 , 488.'. 646, 516./647, 
517. .648 . 

Seq. No. 38679 Seq. ID ' OJ000114_21 . 0216 . C3 

Gene No. 79592 Strand 

Start 167 End 721 

Name OJ000114_21 . 0216 . C3 . ol . ts . ' Method TBLASTX : Soybean 

Start 375 " End ' 651 

GI none Score 105 

Exons 375. .452, 407. .490, 408. .491, 485. .649, 487. .651, 488. .649 



38383 




Seq. No. 


38679 


Seq. ID 


OJ000114_21. 0216.C3 


Gene No. 


79592 


Strand 




Start 


167 


End 


721 


Name 


OJ000114 21.0216.C3.ol.np 


Method 


AAT/NAP 


Start 


389 


End 


721 


GI 


2352925 


Score 


362 


Exons 


389. .721 






GI Descrip. 


(AF012864) plastidic 3-deoxy- 


D-arabino- 


-heptulosonate 7-phos 




synthase 2 [Petroselinum crispum] 




Seq. No. 


38679 


Seq. ID 


OJ000114_21.0216.C3 


Gene No. 


79592 


Strand 




Start 


167 


End 


721 


Name 


OJ000114 21.0216.C3.ol.tc 


Method 


TBLASTX: Cress 


Start 


413 


End 


649 


GI 


none 


Score 


73 


Exons 


413. .490, 426. .491, 487. .648, 


488. . 649 




Seq. No. 


38680 


Seq. ID 


OJ000114_21.0216.C5 


Gene No. 


79593 


Strand 


+ 


Start 


372 


End 


854 


„Name 


OJ000114 21.0216.C5.ol.gs 


„ M.ethqd 


GENSCAN • - ■ ■ 


Start . .„ 


.. 372 _ ... 


".End' 


..85.4. , 


GI 


none 


Score 


. 56 


Exons 


372. .625, 739.-854 






Seq. No. 


38681 


Seq. ID 


OJ000114_21. 0216.C6 


Gene No . 


^79594 


Strand 


+ 


Start 


427 


End 


4656 


Name 


OJ000114 21.0216.C6.ol.gs 


Method 


GENSCAN 


Start 


427 


End 


4656 


GI 


none 


Score 


.57 


Exons 


427. .761, 1147. .1200, 1296. .1382, 1465 


..1535, 2110. .2303, 




3197. .3289, 3826. .4124, .4129. 


.4248, 4253. .4340, 4360. .4656 


Seq. No. 


38681 


Seq. ID 


OJ000114_21.0216.C6 


Gene No. 


79595 


Strand 




Start 


5021 


End 


5430 


Name 


OJ000114 21.0216.C6.o2.gs 


Method 


GENSCAN 


Start 


5021 


End 


5430 


GI 


none 


Score 


.88 


Exons 


5021.. 5025, 5124.. 5430 






Seq. No. 


38682 ' 


Seq. ID 


OJ000114_2 1.0216. C7 


Gene No. 


79596 " 


Strand 


+ 


Start 


841 


End • 


1732 


Name 


OJ000114 '21.0216.C7.o'l.gs 


Method 


GENSCAN 


Start 


841 • 


End 


1732 ' 


GI 


none 


Score 


.4 . .. 


Exons 


841. .993, 1094. .1257, 1346. .1582, 1622, 


1732 


Seq. No. 


38682 


Seq. ID 


OJ000114_21.0216.C7 


Gene No. 


79596 


Strand 


+ 


Start 


841 


End 


1732 


Name 


OJ000114 21.0216.C7.ol.gp 


Method 


AAT/GAP 


Start 


1373 


End 


1582 


GI 


1799 1.R1084 


Score 


389 



38384 



Exons 


1373. . 1582 








GI Descrip. 


'3608147 3.0e-18 (AC005314) 


putative chloroplast 31 kDa 






ribonucleoprotein precursor 


[Arabidopsis thaliana] ' 




Seq. No. 


38683 


Seq. ID 


OJ000114_21.0216. 


C8 


Gene No. 


79597 


Strand 


+ 




Start 


118 


End 


669 




Name 


OJ000114_21.0216.C8.ol.gp 


Method 


AAT/GAP 




Start 


118 


End 


413 




GI 


1799_1 .R1084 


Score 


501 




Exons 


118 . . 413 








GI Descrip. 


f 3608147 3.0e-18 (AC005314) 


putative chloroplast 31 kDa 






ribonucleoprotein precursor 


[Arabidopsis thaliana] 1 




Seq. No. 


38683 


Seq. ID 


OJ000114_21.0216. 


C8 


Gene No. 


79597 


Strand 


+ 




Start 


118 


End 


669 




Name 


OJ000114 21 . 0216.C8 . ol . gs 


Method 


GENSCAN 




Start 


118 


End 


641 




GI 


none 


Score 


.98 




Exons 


118 . . 399, 522 . . 641 








_„.„„™ 

Seq... No. ..... 


— 

. 38.683. . 


.._Seq.. _I D. 


"^jooo IIOiTo 21 6^ 


— '.- 


Gene No. 


79597 


Strand 


4- 




Start 


118 


End 


669 




Name 


OJ000114 21.0216.C8.ol.np 


Method 


AAT/NAP 




Start 


188 


End 


669 




GI 


3608147 


Score 


108 




Exons 


188. .399, 522. .669 








GI Descrip. 


(AC005314) putative chloroplast RNA binding protein precursor 




[Arabidopsis thaliana] 








Seq. No. 


38683 


Seq. ID 


OJ000114_21.0216. 


C8 


Gene No. 


79598 


Strand 


+ 




Start 


1181 


End 


1586 




Name 


OJ000114 21.0216.C8.o2.gp. 


Method 


AAT/GAP 




Start 


1181 


End 


1586 




GI 


5004078 


Score 


710 




Exons 


1181. .1586 








Seq. No. 


38683 


Seq. ID 


OJ000114_21.0216. 


C8 


Gene .No; . 


.79599 ... 


. .Strand 






Start 


- 1626 


End 


'2910 ' 




Name 


OJ000114 21.0216.C8-.ol.tm 


' Method 


TBLASTX : Maize 




Start 


228 


End 


619 




GI 


. none 


Score 


242 - - . 




Exons 


228.. 395, 229,. 402, 229 . . 4 02, . 51 9 . . 584 


, 520. . 603, 521. .619 


Seq. No. 


38683 


Seq. ID 


OJ000114_21.0216. 


C8 


Gene No. 


79599 


Strand 








1626 


End 


2910 




Name 


OJ000114 21.0216.C8.o2.gs 


Method 


GENSCAN 




Start 


1626 


End 


2910 




GI 


none 


Score 


. 64 




Exons 


1626. .1751, 2207. .2245, 2411 


..2544, 27 


42. .2910 




Seq. No. 


38684 


Seq. ID 


OJ000114__21.0216. 


C9 



38385 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



79600 Strand + 

1 End 9906 

OJ000114_21 . 0216 .C9.ol .np Method AAT/NAP 

1 End 9751 

1076205 Score 92 

1..21, 3899. .4007, 5784. .5882, 6447. .6700, 9653. .9751 

hypothetical protein WP6 - Chlamydomonas eugametos gi | 530878 

(L29028) amino acid feature: N-glycosylation sites, aa 4 1 .. 43, 

46 . . 48, 51 .. 53, 72 .. 74, 107 .. 109, 128 .. 130, 132 .. 

134, 158 160, 163 .. 165; amino acid feature: Rod protein 

domain, aa 169 . . 340; amino acid feature: globular pro. . . 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38684 Seq. ID 

79600 Strand 

1 End 

OJ000114_21. 0216.C9.ol.gs Method 

140 End 

none Score 
140. .571 



OJ000114_21.0216.C9 
+ 

9906 
GENSCAN 
571 
.69 



Seq. No. 

.Gene JPj 
Start. . 
Name 
Start 
GI 

Exons 



38684 

„7 9600.„. _ 

i . . ; 

OJ000114_21.0216.C9.ol. tm 

236 

none 



Seq. ID OJ000114__21 .0216.C9 

„ S t r a nd , . _ +_ „ : , . A , „ . . „_ _ 

End .9906.. _ _ ... 

' Method TBLASTX : Maize 
End 582 
Score 173 



236. .409, 366. .422, 374. .421, 523. .582, 524. .568 



Seq. No. 38684 

Gene No. 79600 

Start 1 

Name OJ000114_21 . 0216 . C9 . o3 . gs 

Start 5688 

GI none 
Exons 



Seq. ID OJ000114_21.0216.C9 

Strand + 

End 9906 

Method GENSCAN 

End 9906 

Score .54 



5688. .5817, 6255. .6637, 6774. .6883, 9591. .9906 



Seq. No. 38685 
Gene No. 79601 
Start 1 

,Name OJ000114_21 . 021 6 . C10 . ol . gp 

Start 1 
GI . .-5988_1.R10.84 

Exons ' 1 . . 702 * * ' 

GI Descrip. • 24 93318 /sp I Q4 1001 | BCP_PEA 3.0e-17 BLUE COPPER PROTEIN PRECURSOR 
>gi_562779_emb_CAA80963_ (Z25471) blue copper protein [Pisum 

sativum] >gi_10982 64_prf 2115352A blue Cu protein [Pisum 

sativum] 1 • ^ 



Seq. ID OJ000114_21 . 0216. C10 

Strand + 

End 702 

Method AAT/GAP 

End 7 02 

Score 1263 ... 



Seq. No. 38685 - - 

Gene No. 79601 

Start 1 

Name OJ000114_21 . 02 16 . C10 . ol . gs 

Start 50 

GI none 

Exons 50.. 432 



Seq. ID- OJ000114_21.0216.C-K)- 

Strand + 

End 702 

Method GENSCAN 

End . 432 

Score 1 



Seq. No. 



38685 



Seq. ID OJ000114 21. 0216. C10 



38386 



Gene No. 79601 Strand + 

Start 1 End 702 

Name OJ000114_21 . 0216 . CIO . ol . np Method • AAT/NAP 

Start 57 End 447 

GI 2493318 Score 168 

Exons 57 . . 447 

GI Descrip. BLUE COPPER PROTEIN PRECURSOR gi | 56277 9 | emb | CAA80963 | (Z25471) 
blue copper protein [Pisum sativum] gi I 1098264 | prf | | 2115352A 
blue Cu protein [Pisum sativum] 



Seq. No. 
Gene No. 
Start 
Name 
Start 
•GI 
Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start _ 
. Name"„ „ „ 
Start 
GI 

Exons 



Seq. ID OJ000114_21.0216.C12 

Strand + 

End 1010 

Method AAT/NAP 

End 1004 

Score 377 



38686 
79602 
1 

OJ000114_21.0216.C12.ol.np 
1 

4309727 
1..47, 699. .1004 

(AC006439) putative ribosomal protein L6 [Arabidopsis thaliana] 



38686 
79602 

„.l „ ; ,. 

. 0 JO. 6.6 il.4_21.. .0.2 1.6 f .C12. ..oL.gs. 

699 

none 

699. .1010 



Seq. ID OJ000114_21.0216.C12 
Strand + 

End,.; :„^101jQ;^_._„__„ _ 

.Method.. GEN SCAN , 



End 
Score 



1010" 
.73 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
.Start 
Name 
Start 
GI 

Exons , 

Seq. No. 

Gene No'. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



38686 
79603 
2525 

OJ000114_21.0216.C12.ol.tm 

679 

none 



Seq. ID OJ000114_21.0216.C12 
Strand 

End 3781 

Method TBLASTX: Maize 

End 1006 

Score 459 



679. .966, 690. .977, 697. .1005, 698. .1006, 699. .974, 797. .1006 



38686 
7 9603 
2525 

OJ000114_21.0216.C12.ol.tw 

683 

none 



Seq. ID OJ000114_21.0216.C12 
Strand 

End 3781 

Method TBLASTX: Wheat 

End 910 

Score 205 



683.. 904, 686.. .75.7, 690... 908, 690.. 90.8, 797.. 910 



"38686 • - 

79603 

2525 

OJ000114_21.0216-C12.o2.tc. 
692 

none - 



Seq. ID OJ000114_21.0216.C12 

Strand - 

End 3781 

Method TBLASTX: Cress 

End 997 ' 

Score - 144 ' 



692. .754, 699. .806, 699. .815, 786. .977, 812. .997 



38686 
79603 
2525 

OJ000114_21.0216.C12.o2.gs 

2525 
none 



Seq. ID OJ000114_21.0216.C12 
Strand 

End 3781 

Method GENSCAN 

End 3781 

Score 1 



38387 



Exons 



2525. .3781 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38686 
79603 
2525 

OJ000114_21.0216.C12.o2.np 

2616 

6729030 



Seq. ID OJ000114_21.0216. 
Strand 

End 3781 

Method AAT/NAP 

End 3744 

Score 422 



C12 



2616. .3017, 3075. .3446, 3485. .3744 

(AC009177) putative RING-H2 zinc finger protein ATL6 
[Arabidopsis thaliana] 



38686 
79603 
2525 

OJ000114_21. 0216.C12.o2.tw 

3200 

none 



Seq. ID OJ000114_21.0216. 
Strand 

End 3781 

Method TBLASTX : Wheat 

End 3442 

Score 126 



C12 



3200. .3442, 3201. .3359, 3251. .3391 



Seq. No. 38686 

,.Gene_ No^____. 7,9603,,___, ... 

St.ar.t. ..2.525 _.„. . . . 

Name O.J000114_21 . 02 16 . C12 . o2 . tm 

Start 3203 

GI none 

Exons 3203.. 3352, 3204.. 3356, 3251. 

Seq. No. 38686 

Gene No. 79603 

Start 2525 

Name OJ000114_21 . 0216 . C12 . ol . tc 

Start 3209 

GI none 

Exons 3209.. 3439, 3210.. 3437, 3542. 

Seq. No. . 38686 

Gene No. 79603 

Start 2525 

Name OJ000114_21 . 0216 . C12 . ol . ts 

Start 3242 

GI . none .'. • 

Exons ' 3242v. 3460,' 3243. .3461, 3542, 

Seq. No. 38687 

Gene No. 79604 

Start 118 

Name ' OJ000114__21 . 0216 . CI 3 . ol . gs ■ 

Start ' 118 

GI none 

Exons 118.. 174 



C12 



C12 



Seq. ID OJ000114_21.0216. 

.S,trand_ . . ; _ _ 

End, _ '.. .3781 . 

Method TBLASTX : Mai ze 

End 3358 

Score 128 

.3358 ■„ ' 

Seq. ID OJ000114_21.0216. 
Strand 

End 3781 

Method TBLASTX : Cress 

End 3664 

Score 159 
.3664 



Seq. ID OJ000114_21.0216.C12 
Strand 

End 3781 

Method TBLASTX : Soybean 

End 3643 

.Score .165 

.3643 \ ~* " .. 

Seq. ID " OJ000114_21.0216.C13 
Strand 

End 174 ••* " 

Method GENSCAN 

End 174 

Score . 4 



Seq. No. 38688 

Gene No. 79605 

Start 45 

Name OJ000114_21 . 0216 . C16 . ol . gs 

Start 45 



Seq. ID OJ000114_21.0216. 

Strand + 

End 1219 

Method GENSCAN 

End 1135 



C16 



38388 




\3 1 


ilvJi 1C 




Score 


£9 




TT von Q 


4S "34S 400 R94 

4 J • . J/ 4UU..JJ/, O Z. 4 . . 


1 1 *3S 

ii jj 








Seq. No. 


38688 




Seq. ID 


OJ000114_21.0216 


.C16 


Gene No. 


79605 




Strand 


+ 




Q+- a >-+• 
O Lai L 


4- J 






1 91 Q 
l^l j 




Name 


o.toooi 1 4 91 09i m 6 ni 

UUUUU114 ^1 . U^XD . . OI . 


-t-TYl 

L.IU 


^ 4— V-i /"N/*] 

ixte Luoa 






CJ-h a -r r 
O LciX L 


9 4 ? _ 




iijna 


7 4 £ 
/ 4 0 




r-T 


none 




Score 


4 1 
4 J. 




Exons 


94^ "^R 4^1 R^ft 4^9 


R R7 
. J J / , 


4 4 4 R4 R 
444. . j 4 0 


cn i 7 9 7 CIO 


7 A £ 
f 4 D 


OC^ i IN <J . 


^RfiRR 
j o u o o 




Otr LJ . 1U 


D.70001 1 4 91 091 £ 

UUUUvll4 £l . u£lO 


PI £ 
. LID 


Gene No. 


79605 




Strand 


+ 




Start 


45 




End 


1219 




Name 


0,70001 1 4 91 091 6 PI r>9 


np 


Method 


AAT/NAP 




J Ldl L 


^ Q1 ~~ 
j .? J. 




End 


1219 




o i 


OJO / O J ZJ 




Score 


281 ■ 




Exon s 


^Q1 R44 679 Rfi9 QR^ 


. 1219 








ol ucoLiipi 




protein [Arabidopsis thaliana] 




Seq. No. 


38688 




Seq. ID 


OJ000114_21.0216 


-C16 


Gene. _Np,.._, 


. .79605; : 




.Strand, 


f _ 






4 5 




, End .... ,.._„ 


.1219._"7 "17 ** ""'"7 




Name 


nThnni 1 4 91 ri9i£ ri ^ ni 


ts 


Method 


TBLASTX : Soybean 






4 ^9 _ 




End . 


734 






none 




Score 


i 




DAUIlo 


4^9 SS7 4^4 SRQ 4RR 

4 JZ. . . JJ / , 4 J4 . .JO?/ 4 JJ . 


.559, 


653. .727 


, 671. .727, 672.. 


7^4 

/ J4 


Seq. No. 


38688 




Seq. ID 


OJ000114_21.0216 


.C16 


Gene No. 


79605 




Strand 


+ 




Cfa v--|- 


4 R 

4 j 




End 


1219 




Name 


n.ioooi i 4 9i 091 6 n 6 a9 

UUUUU114 Z1.UZJLO.V-/.LO.OZ. 


tm 


Method 


TBLASTX: Maize 




O Lai L 


Q?R _ 




End 


1120 




riT 
o ± 


none 




Score 


39 






Q^R Q64 Q64 1110 QfiR 

JJO . . ?D4/ 3D4 . , IX J.U/ 50j 


..1120, 1064.. 


1120 




Seq. No. 


38688 




Seq. ID 


OJ000114_21.0216 


:C16 


Gene No. 


79605 




Strand 


+ 




o Lai L 


4 S 




End 


1219 




Name 


H70001 1 4 91 091 Plfi n9 
UUUUU114 ^I.U^ID.LIO.OZ. 


ts 


Method 


TBLASTX : Soybean 




C4-a >~f- 
O Lcll C 


Q4 1 _ 

^4 1 




End 


1134 




GI 


iivji.it; . . 




Score 


199 




Hi A tjl 1 O 


Q41 11^9 Qfi1 11^4 

"41 .. llJi/ " D 1 . . 11 J4 










Seq. No. 


38689 




Seq. ID 


OJ000114_21.0216 


.C18 


Gene No. 


79606 




Strand 


+ 




O L. dl L 


1 601 




End 


2609 




Name 


O TO 00114 91 091 ^ n Q A 1 


gp 


Method 


AAT/GAP 




O Ldl L 


. .i a n 1 ■ — 

1DU1 




End 


1912 




O 1 


9 ^1 1 9Q4 




Score 


■ 543 




Exons 


i^m 1 qi o 










Seq. No. 


38689 




Seq. ID 


OJ000114_21.0216 


.C18 


Gene No. 


79606 




Strand 


+ 




Start 


1601 




End 


^609 




Name 


OJ000114 21.0216.C18.ol. 


gs 


Method 


GENSCAN 




Start 


1614 




End 


2609 





38389 




C T 
bl 


none 






Score 


1 
i 




Exons 


lbl4 . . zouy 












oeq. no. 


Jo bo y 






beq. 1U 


a Tnnm 1 a 
UJUUU1 14 


O 1 'ATI /" /"'•TO 

2 1 . \J2 1 b . CI o 


Gene No. 


79606 






Strand 


+ 




Start 


1601 






End 


2609 




Name 


UJUUU114 zl.UZlo. 


C18.ol 


.np 


Method 


7\ 7\ m / \t 7\ rj 
AA1 / NAF 




b tart 


lb^y 






End 


2 bU b 




bl 


o / jy lb 4 






Score 


TOT 

f 2o 




Exons 


i COD 1 QCQ 1 QflC 

Ib^y. . loDo f lOOD. 


.2179, 


2207 








GI De scrip. 


(ADUio^yxj pni-i 


[Nicotiana 


tabacum] 






Seq. No. 


38689 






Seq. ID 


OJ000114 


_21.0216.C18 


Gene No. 


79607 






Strand 


+ 




otarc 


"7 A G 1 

/ 4 y i 








/you 




Name 


UJUUU114 Zl.UZlo. 


C18 .o3 


,gs 


Method 


b_NbLAN 




o care 


/ 4 y i 






bna 


/ y*£ i 




bl 


none 






Score 


. o y 




Exons 


1 A CM TC^O -J C Aft 

/ 4 y l . . / b do , / b y y . 


.7921 










Seq. No. 


38689 






Seq. ID 


OJ000114 


_21.0216.C18 


.Gene JSLo , 


..;7.9607 ._ 






gtrand_ 


_± 


— 


bxa.ru . . „ „ _ 


i a m 

/.4 y 1 _ . . _ .. . . 








"7 o a c\ 

! y b u . 




Name 


OJUU0114 ^l.U21b. 


C18 .o3 


.gp 


Method 


AAT / GAP 




Start 


1 bbb 






End 


/ y bu 




bl 


ZjI lUb b 






Score 


bb 1 




Exons 


1 bbb . . / y bU 












Seq. No. 


oo bo y 






Seq. ID 


OJU0U114 


21 . 021 b . Clo 


Gene No. 


79608 






Strand 






Start 


2398 






End 


2837 




Name 


OJ000114 21.0216. 


C18.o2 


• gp 


Method 


AAT/GAP 




b tart 


2398 






End 


2837 




bl 


82785 1.R1084 






Score 


746 




Exons 


2398. .2837 












GI Descrip. 


'4107001/dbj |BAA36299| 


0.0e+00 (D82035 


) OSK4 [Oryza sativa] ' 


beq. No. 


38689 






Seq. ID 


OJ000114 


_21.0216.C18 


Gene No . 


79609 






Strand 






Start 


3934 






End 


7051 




Name 


OJ000114 21.0216. 


C18 .ol 


. tm 


Method 


TBLASTX: 


Maize 


btan 


1550 






.End 


2603 




bl 


none - 






Score 


35 ■' 




Exons 


1550. .1582, 1683. 


.1844, 


1713 


..1850, 1962.. 2090, 


1970. .2095, 




2067.. 2138, 2201. 


.2398, 


2202 


. .2405, '2400. .2492, 


2408 .'.2488,- 




2472. .2603 












Seq. No. 


38689 






Seq. ID 


OJOO'0114 


_21.0216.C18. 


Gene No . ■ 


79609 






Strand -- 






Start 


3934 






End 


7051 ■ 




Name 


OJ000114 21.0216. 


CI8.-0I 


. tc 


Method 


TBLASTX: 


Cress 


Start 


1713 






End 


2609 




GI 


none 






Score 


136 




Exons 


1713. .1850, 1920. 


.2138, 


2211 


..2489, 2219. .2488, 


2529. .2609, 




2561. .2605 












Seq. No. 


38689 






Seq. ID 


OJ000114 


_21.0216.C18 



38390 



Gene. No. 
Start ■ 
Name ... / =/ 
Start" ' 
GI 

Exons 



79609 Strand 

3934 End 

OJO:00114_21.0216:'Cl8.ol.ts- Method 

1737 End 

none- Score 



7051 

TBLASTX : Soybean 

2 609. 

118 



1737. .1838, 1746.. 1850, 1962.. .2048, 2061 .. 2138 , 2069 .. 2137, 
2;195':. ..2:512,' 2196'/. 2603, 2343.'. 2609 ' - 



Seq. No. 
Gene No. 
Start " 
Name 
Start 
GI , " 
Exons 

Seq. No." 

Gene No; 

Start 

Name 

Start 

GI 

Exons 



.38 68 9 
7.96"0-9 
•3934 

/OJ000114_21.0216.*C18.ol.tw 

,2-067." 
none 



Seq. ID OJ000114_21.0216.C18 
Strand 

End 7051 

Method TBLASTX : Wheat 

End . 2399 

Score 88 . * 



g£;-2'067. .2138, .2069. ...2137, -2201:. 2398, 2202.. 2399 



^•38 68 9' 
T "^'7-9609 • " 
, 3934 ' 
OJ000114_21.0216.C18 .o2.gs 
3934 
none 

.3934..... 3978, 6830.. 7051 

t^m-- - ■ 



Seq. No.;;^^<3'8 690 ■■ ^: 

Gene No. 796IO" . 

•-.Start .,#159.1, ,\ i 

Name ' ^6jdo6li4j21 ;0216.C19 . ol .gs > 
. Start '|| : 1591 -i 

GI ■ ■ " none 

Exons 1591... 17.64 



Seq. ID OJ000114_21.0216.C18 

Strand - 

End 7051 

Method GENSCAN 

End 7051 

Score . 66 



Seq. ID 

Strand* 

End 

Method 

End 

Score 



OJ000114_21.0216.C19 

1-7 64 
GENSCAN 
1764 
.45 



Seq. No.. 
Gene No'A 
Start : :.X 
Name • ~r ; 'S 
Start-. V\ 

gi " ■■•;•> 

Exons 



^ ,38 691 
'ff: 79611 

<#%250*\ ' . ■* ' " " 
a 0 J 0 0 0 1 1 4 _ 2 1 0 2 1 6 . C 2 0 . o 1 . g s . 

/-r2-5o ; v . . ■. ; • 

: none " '. 

.2 5 Q.,; 40 2," 1551. .18 92 



Seq. ID OJ000114_21.0216.C20 
Strand 

End 2307 

Method GENSCAN 

End • 18 92. 

Score ' 69'"' 



Seq. No. '38691 • - 

Gene No. 79611 
Start 250 

Name OJ000114_21 . 0216 . C20 . ol . gp 

Start . <t 1752 
GI . ; -\V . none 

Exons ^Vv/;( : 1752. .2001, 2103. .2307 



Seq. No.,;^.V38692 
Gene No . ; ':-^i. v 79fe;12 
Start 
Name 
Start 
GI 

Exons :■■ 



-\S£:351 • 

'" : 'i;">- O J0 00114 _21. 0216. C21.ol.np 
351; ■ 
• 5042454 • 

\-.351. .404, 652. .827 



Seq. ID OJ000114_21.0216.C20 
Strand 

End 2307 

Method AAT/GAP 

End 2307 

Score 859 



Seq. ID OJ000114_21.0216.C21 

Strand 

End 827 

Method AAT/NAP 

End 827 

Score 244" 



GI De'scripVr. (AC007789) putative polyprotein [Oryza sativa] 



Seq. . Nq . 


38692 


Seq. ID 


OJ000114_21.0216.C21 


Gene No;; 


79613 


Strand 




Start 


3486 


End 


3633 


Name 


OJO'00114 21. 0216.C21 ,o2.gp 


Method 


■ AAT /GAP 


Start 


3486 ~ 


End 


3633 


GI 


2312588 


Score 


273 


Exons 


3486. .3633 •* 






Seq. No. 


38693 


Seq. ID 


OJ000114_21.0216.C22 


Gene No. 


79614 


Strand 


+ 


Start 


54 ' 


End 


1577 


Name 


OJ000114 21.0216.C22.ol.gs 


Method 


GENSCAN 


Start 


54 ~ 


End 


157.7 


GI 


none 


Score 


.54 


Exons 


54. .199, 277. .322, 887. .988, 


1015. .1092, 1356. .1577 


Seq. No. 


38693 


Seq. ' ID 


OJ000114_21.0216.C22 


Gene No. 


79615 . 


Strand 




Start 


1 


End 


1950 


Name 


OJ000114 21.0216.C22.ol.np 


Method 


AAT /NAP 


Start 


1 


End 


1950 


GI 


81286 


Score 


155 


Exons 


1..245, 890. .1129, 1850, .1950 






GI Descrip. 


extensin - Volvox carter! (fragment) gi | 2 1992 | emb | CAA4 6283 | 




(X65165) extensin. [Volvox carteri] 




Seq. No. 


38 694 . 


Seq. ID 


OJ000114_21.0216.C23 


Gene No. 


7 9.616' 


Strand 




Start 


1 


• End 


■ 881 


Name 


OJ000114 21.0216.C23.ol.gp 


Method 


AAT /GAP 


Start 


1 


End 


881 


GI 


177 2.R1084 


Score 


981 


Exons 


1..334, 712. .881 






GI Descrip. 


• M10.7001/dbj |BAA36299| 1 . Oe-170 ■ (D82035) OSK4 [Oryza sativa; 


Seq. No. 


38694 


Seq. ID 


OJ000114_21.0216.C23 


Gene No. 


79616 ■ 


Strand 




Start 


■ 1. >v 

"6jO0'0114 21.0216.C23.ol.tirT 


End 


881 


Name " *" ' '. 


Method 


TBLASTX: Maize 


Start 


37 


End 


777 


GI 


none 


Score 


44 


Exons 


37. .81, 56. .82, 105. .179, 110 


...187, 120. .179, 127. .180, 




209. .337, 219. .311, 219. .371, 


220. .390 


, 221. .340, 67S..767, 




679.'. 768, 697.. 777 






Seq. No. 


38694 


Seq. ID 


OJ000114_21.0216.C23 


Gene No. 


79616 


Strand 




Start 


1 • . ■■ 


'End 


881 


Name 


OJ000114 21.0216.C23.ol.gs ' 


Method 


GENSCAN 


Start 


221 • 


End. 


852 


GI 


none 


Score 


.87 


Exons 


221. .334, 712. .852 






Seq. No. 


38694 • ■ ^" 


•Seq. ID 


OJ000114_21.0216.C23 


Gene No. 


79616 


Strand 




Start 


1 


End 


881 


Name 


OJ000114 21.0216.C23.ol.np 


Method 


AAT /NAP 



38392 



Start 
GI 

Ex oris * 

GI Descrip'. 

.Se.q. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons " 

GI Descrip. 

Seq. No. 

Gene No. ■ 

Start 

Name 

Start 

GI 

Exons 



224 

4107001 

224.. , 334,., 712. .881 

(D82035) OSK4 [Oryza - sativa] 



End 
Score 



881 
453 



38695 
79617 
1 

OJ000114_21.0216.C24 .ol.gp 
1 

4107000 
1..151, 242. .424, 863. .1048 

4107001/dbj IBAA36299I 0.0e+00 (D82035) OSK4 [Oryza sativa] 



Seq. ID OJ000114_21.0216.C24 
Strand 

1175 
AAT/GAP 
1048 
939 



End 

Method- 
End 
Score 



38695 
79617 
1 

OJ000114_21.0216.C24 .ol.np 
1 

1477684 



Seq. ID OJ000114_21.0216.C24 
Strand 

End 1175 

Method AAT/NAP 

End 1175 

Score 738 



1..151, 242. .424, 863. .1047, 1112. .1175 

(U55768) SNFl-related protein kinase [Oryza sativa] 



38-6.95- 
79617 
1 

OJ000114_21. 0216.C24 .ol. tc 
18 

none 



Seq. ID OJ000114_21.0216.C24 
Strand 

End 1175 

Method TBLASTX : Cress 

End 104 9 

Score 193 



18. .152, 20. .154, 21. .152, 220. .408, 227. .439, 235. .432, 

239. .439, 240. .440, 857. .1045, 860. .1042, 864. .1043, 882. .1049 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38695 
79617 
■1 

OJ000114_21.0216.C24 .ol. tm 
18 

•none 



Seq. ID OJ000114_21.0216.C24 
Strand 

End 1175 

Method TBLASTX : Mai ze 

End. 104 5 

Score 193 



18. .152, 20. .154, 21. .152, 239. .436, 240. .428, 240. .437, 
241. .429, 857. .1045, 863. .1042, 864. .1043 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38695 
79617 
1 

OJ000114_21.0216.C24 .ol.ts 
18 

none 



Seq. ID OJ000114__21.0216.C24 
Strand 

End 1175 

Method TBLASTX : Soybean 

End 1045 

Score 187 



18. .152, 20: .154, 21. .152, 220. .417, 239. .439, 240... 428, 
242.. 439, 857.. 1045, 864.. 989 



38695 
79617 
1 

OJ000114_21 . 0216 . C24.-ol.-gs 
20 

none 



Seq. ID OJ000114_21.0216.C24 
Strand 

End ' 1175 

Method . GENSCAN 

End 1047 

Score . 66 



20. .151, 242. .395, 723. .814, 863. .1047 



38393 



Seq. No. 
.Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No, 

Gene No., 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38696 

79618 . ; . 

1 " " 

OJ000114_21.0216.C26.ol.np 
1 

2398679 



Seq. ID OJ000114_21.0216.C26 

Strand - . " 

End~ 1377 

Method AAT/NAP 

End 1373 

Score * 1130 



1..65, 2&1..554, 692. .967, 1094. .1373" 

( Y147 97 ) 3-deoxy-D-arabino-heptulosonate 7 -phosphate synthase 
[Morinda ci.trifolia] 



38696 
79618 
1 

OJ000114_21.0216.C26.ol.gp 
298 

LIB34 33-021-P1-K1-F3 
298. .554, 692. .853 

'2352925 2 . 0e-51 (AF012864) plastidic 

3-deoxy-D-arabino-heptulosonate 7 -phosphate synthase 2 
[Petroselinum crispum] 1 



Seq. ID OJ000114_21.0216.C26 
Strand 

End 1377 

Method AAT/GAP 

End 853 

Score 656 



■38696 
•79618 
1 - 

OJ000114_21.0216.C26.ol.tc 
309 
none 



Seq. ID OJ000114_21.0216.C26' 
Strand 

End 1377 
Method TBLASTX : Cress 
End 1377 
Score 55 

309. .353, 313. .354, 343. .504, 348. .560, 355. .555, 664. .897, 
677. .931, 678. .935, 907. .972, 911. .970, 922. .984, 1078. .1371, 
1091. .1372, 1093. .1377, 1124. .1372 



38696 
.79618 
1 

OJ000114_21.0216.C26.ol.tm 

309 v; 

none 



Seq. ID OJ000114_21.0216.C26 
Strand 

End .1377 

Method TBLASTX-: Mai ze 

End- . 1374 

Score 164 :<■*'••■ . 



309. .527, 309. .560, 310. .555, 678. .902, 686. .904, 689. .937, 
907. .972, 911. .970, 922. .972, 1078. .1371, 1091. .1372, 
1093. .1374, 1289. .1372 



38696 
79618 
1 

OJ000114_21.0216.C26.ol.ts 

312 t . 

none . 



Seq. ID OJ000114_21.0216.C26 
Strand 

End 1377 

Method TBLASTX : Soybean 

End 1374 

Score - 70 



312. .386, 312. .560, 319. .561, 340. .561, 678. .902, 681. .902, 
685. .903, 686. .904, 689. .934, 903.. 950, 907.. 972, 911.. 970, 
1078.. 1371, 1091.. 1372, 1093.. 1374, 1100.. 1372 



Seq. No. , 38696 
Gene No. 79618 
Start 1 

Name OJ000114_21 . 0216 . C26 . ol . tw 

Start 312 



Seq. ID OJ000114_21.0216.C26 
Strand 

End 1377 

Method TBLASTX : Wheat 

End 561 



38*394 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none Score 97 

312. .554, .318. .479, 320. .547, 331. .561 



38696 
79618 
1 

OJ000114_21.0216.C26.ol.gs 
365 

none ... . 

365.-554, 692. .917, 1094. .1362 



Seq. I.D OJ000114_21.0216.C26 
Strand 

End 1377 

Method ■ GENSCAN 

End 1362 

Score . 62 



Seq. ID OJ000114_21.0216.C26 
Strand 

1377 
AAT/GAP 
1373 
248 



38696 
79618 
1 

OJ000114_21.0216.C26.o2.gp 
1237 

29229_1.R1084 
1237.. 1373 

1 254 6988 /emb | CAA7538 6 | 5.0e-53 (Y15113) 

2-dehydro-3-deoxyphosphoheptonate aldolase [Morinda citrifolia 



End 

Method 

End 

Score 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI . Descrip. 



Seq. No. 

Gene No, 

Start 

Name 

Start. 

GI 

Exons 



38697 
79619 
15 

OJ000114_21.0216.C27.ol.gs 
15 

none 

15. .173, 328. .507 

38698 
79620 
3159 

OJ000114_21. 0216.C29.ol.np 

3159 

5295971 

3159.. 3585, 4'240..5184, 521E 



Seq. ID OJ000114_21.0216.C27 

Strand 

End 507 

Method" GENSCAN 



End 
Score 



507 
. 69 



Seq. ID OJ000114_21.0216.C29 
Strand + 

6532 
AAT/NAP 
6532 
1572 



End 

Method 
End 
Score 
.6532 



(AB026295) EST D24 315 ( R17 18 ) corresponds- to a region of the 
"predicted gene .;' Similar to Tobacco DNA for retroviral-like 
transposon Tnt 1-94 . (X13777 ) [Oryza sativa] 



38698 
79620 
3159 

OJ000114_21.0216.C29.o3. tw 

4471 

none 

4471.. 4821. 



Seq. ID OJ000114_21.0216.C29. 

Strand + 

End 6532 

Method TBLASTX : Wheat 

End . 4821 

Score 180 



Seq. No. . 38 698 

Gene No. 79620 

Start 3159 

Name OJ000114_21 . 0216 . C29 . o2 . ts 

Start 4477 

, GI . none 

Exons 4477.. 4857, 5359.. 5499 



Seq. ID OJ000114_21.0216.C29 

Strand + 

End 6532 

Method TBLASTX : Soybean 

End- 5499 

Score 204- 



Seq. No. 



38698 



Seq. ID OJ000114_21.0216.C29 



38395 



Gene No. 


79620 








rt- 

J Lai L 


11 5 9 








LN alLLC? 


ojonnn 4 91 

v_/o v 1 1*1 ^ j. 


021 6 

. \J I \J 


P9Q ol 


• L.UI 


■ o Lai t 


4 54 6 ~ 








VJJ. 


none 








F.xon 


4546 4872 








OCL[ • LN L> • 


J O \J Z/ 0 








Gene No. 


79620 








Start 


3159 








Name 


OJ000114 21 


.0216 


. C29 . o2 


. tm 


Cf art" 


5114 ~ 

>J -J I *i 








0 1 


1 nji it; 








P vnn c 
LiAUll O 


sn 4 ^400 


S 17 


S S S9 


S17 6 




5691 5780 








Seq. No. 


38698 








Gene No. 


79620 








Start 


3159 








IN C1.ULC 


o.toooi 14 ?i 


091 


P9Q o9 




O Ldl L 


S1Q7 "~ 
0 j y f 








0 X 










Pynn c 


5397 5615 


5398 


. .5763, 


54 40 


Seq. No. 


38698 








Gene No. 


79620 








Start 


3159 








Name 




091 


P9 Q n1 


L. w 


O Ldl L 


-) 0 0 0 








(IT 
\j I 










i_i *\ w 1 1 


5888 5944 


594 9 


6115 


6086 


Seq. No. 


38698 








Gene No. 


79620 








Start 


3159 








Name 


o.toooi 14 91 

VUUUUI14 Z, I t 


091 

jL, X U 


09 Q ol 


LIU 


O L. a J- L. 


6077 _ 








CT 
O -L . 


none 










6077 6451 


6081 


649R 


64 IS 


Seq. No. 


38698 








Gene No. 


79620 








u Lai L 


11 SQ 








in a me 


o.toooi 14 91 


091 f, 


r*9 Q ol 


L L. 




60QQ ~ 

O \J _7 _7 








(IT 


i 1Lv>1 1C 








R von 


6099 6518 


6147 


6284 


69 61 


Spa No 


38698 








Gene No. 


79620 








Start 


3159 








Name 


OJ000114 21. 


0216 


C29.ol. 


ts 


Start 


6108 








GI 


none 








Exons 


6108. . 6518, 


6113 


.6403 





Strand 
End 

Method 

End 

Score 



+ 

6532 

TBLASTX : Maize 

4872 

239 



Seq. ID OJ000114_21.0216.C29 

Strand + 

End 6532 

Method- TBLASTX : Mai ze 

End 5784 

Score 40 

.5516, 5377. .5784, 5386.. 5598, 



Seq. ID OJ000114__21.0216.C29 

Strand + 

End 6532 

Method ' TBLASTX: Wheat 

End 5843 

Score 298 

.5646, 5764. .5838, '5766. .5843 

." .• 

Seq. ID OJ000114_21.0216.C29 
Strand + 
End 6532 
Method TBLASTX : Wheat 
End 6434 
Score 57 
.6337, 6339.-6434 

Seq. ID OJ000114_21.0216.C29 
Strand + 

6532 

TBLASTX: Maize 
6500 
398 



End 

Method 
End 
Score 
.6500 



Seq. ID OJ000114_21.0216.C29 

Strand + 

End 6532 . 

Method TBLASTX : Cress 

End 6518 

Score 239 
.6406, 6461. .6502 

Seq. ID OJ000114_21.0216.C29 

Strand + 

End 6532 

Method TBLASTX : Soybean 

.End 6518 

"'Score 361 



Seq. No. 



38699 



Seq. ID OJ000114 21.0216.C30 



38396 



Gene No. 
Start 
Name . 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



.79621 Strand + 

1 - End 1559 

OJ000114_21.02I6.C30.ol.np Method. AAT/NAP , • 
1 ' End . . . 1559 

5295971 Score 1465 

1. .1559 

(AB026295) EST D24 315 ( R17 18 ) corresponds to a regiori^of the 
predicted gene.; Similar to Tobacco DNA for retroviral-like 

transposon Tnt 1-94 . (X13777 ) [Oryza sativa] 



38699 Seq. ID 

79621 Strand 

1 End 
OJ000114_21.0216.C30.ol.gs Method 

50 End 

none Score 

50. .76, 118. .798 



Seq. No. 38699 Seq. ID 

Gene No. 79621 . Strand 

Start 1 End 

Name OJ000114_21 . 0216 . C30 . ol . ts Method 

Start 127 End 

GI 55092 . Score 

Exons 127. .639, ' 234. -.443, 474. .566 
GI Descrip. 

Seq. No. 38699 Seq. ID 

Gene No. 79621 Strand 

Start 1 End 

Name OJ000114_21 . 0216 . C30 . o2 . tm Method 

Start 184 End 

GI none Score 

Exons 184.. 501, 240.. 500 



OJ000114_21.0216.C30 
+ 

1559 
GENSCAN 
798 
.94 



OJ000114_21.0216".C30 

.+ 

1559 

TBLASTX: Soybean 

639 

462 



OJ000114_21.0216.C30 
+ 

1559 

TBLASTX: Maize 

501 

418 



Seq. No. 38699 Seq. ID 

Gene No. '■■ 79621 Strand 

Start 1 End 

Name . OJ000114_21 . 0216 . C30 . o2 . tc Method 

Start 270 End 

GI none Score 

Exons 270. .521, 271. .540 



OJ000114_21.0216.C30 
1559 

TBLASTX: Cress 

540 

253 



Seq. No. 38699 ^ Seq. ID 

Gene No. 79621 ' Strand 

Start 1 End 
Name . OJ000114_21 . 021 6 . C30 . ol . tw Method 

Start 321 ■ End- 

GI none Score 

Exons 321. .452, 322. .666, 475. .642, 

Seq. No. 38699 Seq. ID 

Gene No. 79621 Strand 

Start 1 End 

Name OJ000114_21 . 0216 . C30 . o3 . tm ' Method 

Start 703 End 

GI none Score 



OJ000114_21.0216.C30 
+ 

1559 

TBLASTX: Wheat 

873 : ' 
328 



652. .873, 654. .854 



OJ000114_21.0216.C30 
+ 

1559 

TBLASTX: Maize 

966 

269 ' 



38397 




Exons 


1 U j . . y bb, /ob. .0 


OA 1 Q "7 
O 4 , / O / 


. . ybb 






Seq. No. 


*d 0 c n 0 






Seq. ID 


/"V T A A A *1 T A A *1 A A -1 /*" "~\ ir\ 

OJ000114_21- 0216 . C30 


Gene No. 


79621 






Strand 




Start 


1 






End 


1559 


Name 


UJUUU114 zi.UZlb 


.C30.ol 


. tm 


Metnoa 


TBLASTX : Mai ze 


-Start 


y / u - 






End 


1425 


GI 


none 






Score 


245 


Exons 


y / u . . 120 0, y/u.. 


1182, 1005.. 


1 A A C 1 A "1 *5 

1205, 1213 


. . 1425 , 1234 . .1422, 




1 O £T £ 1 ^ n/ 
IzbD. . 1 4 ^ .4 










Seq. No. 


00 <c fin 

Jo by y 






Seq.' ID 


OJ000114_21.0216.C30 


Gene No. 


79621 






Strand 


+ 


Start 


1 






End 


1559 


Name 


Ainnm 1 / 01 001 c 
UJUUU114 Zl.U^lb 


. CoU . OX 


. tc 


Method 


TBLASTX: Cress 


Start 


1 A 1 C 

10 Id 






End 


1557 


GI 


none 






Score 


156 


Exons 


1 A T C 1 1 O A 1 

1U10..1J.OZ, 1ZU1 


1 O A Q 


13Ud 


..1425, 1305. .1424, 1422. .1556, 




LhZd . . 1 DO / 










Seq. No. 


38699 






Seq.' ID 


OJ000114_21.0216.C30 


Gene No. 


79621 






Strand 


+ 


Start 


1 






End 


1559 


Name 


/-\ t A A A 1 1 A A 1 A O 1 

OJ000114 21.0216 


POO _ 0 

. C 30 . o2 


. ts 


Method 


TBLASTX: Soybean 


Start 


1030 






End 


1554 


GI 


none 






Score 


.138 


Exons 


1 n 0 n t a a a. 1 01 n 

i(jju..i2uy / lziy 


. . 1dd4 , 


1 O ~7 A 

12 /2 


..1400, 1494. .1547 


Seq. No. 


38699 






Seq. ID 


OJ000114_21.0216.C30 


Gene No. 


79621 






Strand 


+ 


Start 


1 






End 


1559 


Name 


A inn n 1 t / 01 a 0 1 /~ 

OJUU0114 21.0216 


. C30 . o2 


. tw 


Method 


TBLASTX -.Wheat 


Start 


1 A A 1 

1201 






End 


1551 


GI 


none 






Score 


150 


Exons 


1 A A 1 1 /I A O 1 o a a 

lzU1..14zo, lozy 


1 /I A O 

. .14 03, 


14 65 


. .1551 




Seq. No. 


38700 






.. Seq. ID 


OJ000114_21.0216.C31 


Gene No. 


' 79622 






Strand 




Start 


c c n 
D bU 






End 


775 


Name 


^iTAAAII/l OT A A 1 

OJ000114 21.0216 


.C31.ol 


. gs 


Method 


GENSCAN 


Start 


c r a 

ddO 






End 


775 


Orl 


none 






Score 


.88 


ExOns 


ooU . . / /d 










Seq. No. 


O O T A A 

Jo /UU 






Seq. ID 


OJ000114_21.0216.C31 


Gene No. 


79623 






Strand 




Start 


995 






End 


1106 


Name 


OJUUUli4 zl.Uzlb 


.C31.01 


• gp 


Method 


AAT/GAP 


Start 


995 






End 


1106 


GI 


T E O A A 1 ni AO /I 

1532b 1.R1084 






Score 


193 


LiAUilO 


ZJ Z> *J . . X X u u 










GI Descrip. 


'3747044 9.0e-22 


(AF093537) blue copper protein [Zea mays] 1 


Seq. ' No. 


38'€)1 






Seq. ID 


OJ000114_21.0216.C32 


Gerie No. 


79624 






Strand 


+ 


Start 


63 






End 


158 


Name 


OJ000114 21.0216 


.C32.ol 


. gs 


Method 


GENSCAN 



38398 



Start 
GI 

Exons 

Seq. No. 
Gene 'No . 
Start * 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
.Start 
Name 
Start 
GI 

Exons 



63 

none 
63. .158 

38701 
79625 
1011 

OJ000114_21.0216.C32.ol.gp 

1011 

287130 

1011. .1120, 1203.. 1442 



End 
Score 



158 
.46 



Seq. ID OJ000114_21.0216.C32 

Strand + 

End 1442 

Method AAT/GAP 

End 1442 

Score 551 



38702 
7 9626 
1 

OJ000114_21.0216.C34 .ol.gp 
1 

15328_1.R1084 
1. .451 

f 3747044 9.0e-22 (AF093537)' blue copper protein [Zea mays] 1 



Seq. ID OJ000114_21.0216.C34 
Strand + ■ 
End 451 
Method AAT/GAP 
End 451 
Score " 891 



38702 
79626 
1 

OJ000114_21. 0216. C34.ol. rip 
1 

3399767 
1..280, 422. .451 

(U76298) uclacyanin I [Arabidopsis thaliana] 

gi I 3831466 | gb | AAC69948.il (AC005700) putative uclacyanin I 

[Arabidopsis thaliana] 



Seq. ID OJ000114_21.0216.C34 

Strand + 

End . 451 

Method AAT/NAP- . 

End 451 

Score 80 



38702 
79627 
52 

OJ000114_21.0216.C34 .ol.gs 
52' ' ' 
none 
52. .382 



Seq. ID OJ000114_21.0216.C34 
Strand 

End 382 

Method GENS CAN 

End - 38-2 

Score .49 



38703 
79628 
1 

OJ000114_21.0216.C35.ol.np 
1 

4544451 
1..230 

(AC006592) unknown protein [Arabidopsis thaliana] 



Seq. ID OJ000114_21.0216.C35 
Strand 

End 230 

Method AAT/NAP 

End 230 

Score 105 . , 



38703 
79628 
1 

OJ000114_21.0216.C35.ol.tm 
76 

none 

76. .228, 81. .230, 81. .230 



Seq. ID OJ000114_21.0216.C35 
Strand 

End 230 

Method TBLASTX : Maize 

End . 230 1 

Score 136 



38399 



Seq. No. 38704 

Gene No. 7"962'9 

-Start 1 

Name OJ000114_21 . 0216 . C36 . ol . np 
Start • 1 

GI 4544451 ' 

Exons 1..180, 437.. 616 

GI Descrip. (AC006592) unknown protein [Arabidopsis thaliana] 



Seq. ID OJ000114_21.0216.C36 
Strand 

££nd-- •- 6.82 

■Method AAT/NAP 

End 616 

Score 156 



Seq. No. 38704 

Gene No. 79629 

Start 1 

Name OJ000114_2 1 . 021 6 . C36 . ol . gp 

Start 92 

GI .3548958 

Exons 92.. 180, 436.. 682 

GI Descrip. 4544 451/gb | AAD22359 . 1 | AC006592_16 1.0e-41 (AC006592) unknown 
protein [Arabidopsis thaliana] 



Seq. ID OJ000114_21.0216.C36 
Strand 

End 682 

Method AAT/GAP 

End 682 

Score 605 



Seq. No. 38704 

Gene No. 79629 

Start 1 

Name OJ000114_21 . 0216 . C36 . ol . gs 

Start 92 

GI none 

Exons 92.. 180, 437.. 653 



Seq. ID OJ000114_21.0216.C36 
Strand 

End 682 

Method GENSCAN 

End 653 

Score .88'' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



38705 
79630 
1031 

OJ000114_21.0216.C37.ol.gp 
1031 

29229_1.R1084 
1031. .1117 

, 2546988/emb|CAA75386| 5.0e-53 (Y15113) 

2-dehydro-3-deoxyphosphoheptonate aldolase [Morinda citrifolia] f 



Seq. ID OJ000114_21.0216.C37 

Strand + 

End 1117 

Method AAT/GAP 

End 1117 

Score 139 



38705 
79631 
1034 

OJ000114_21.0216.C37.ol.np 
1034 
2546988 
1034.. 1117 

(Y15113) 2-dehydro-3-deoxyphosphoheptonate aldolase [Morinda 
citrifolia] 



Seq. ID OJ000114_21.0216.C37 
Strand 

End 1117 

Method AAT/NAP 

End 1117 

Score 101 



Seq. No. 38706 . 

Gene No. 79632 
Start 1 

Name OJ000114_21 . 021 6 . C38 . ol . np 

Start 1 
GI 5922634 
.Exons 1. . 123, 366. .467 

GI Descrip.' "(AP000492) hypothetical protein [Oryza sativa] 

gi I 6016867 |dbj IBAA85210. 1 1 (AP000570) hypothetical protein 
[Oryza sativa] 



Seq. ID OJ000114_21.0216.C38 
Strand 

End 4 67 

Method AAT/NAP 

End 4 67 

Score 95 



38400 




Seq. No. 


38706 




Seq. ID 


OJ000114_21.0216.C38 


bene ino . 


/ ypJJ 




otrana 




btart 






bna 


1 COO 
1 DO Z 


Name 


UJUUUX14 Zi . UZID.LjO .Oi 


.gs 


Method 




Of n vf 


i cno 




U 1 -r\ s4 

bno 


1 CO o 




none 




Score -. 


Q *3 
.•OJ 


Exons 


i cno i coo 








Seq. No. 


38707 




Seq. ID 


O.TD001 1 4 ?1 0?*lfi P^Q 


Gene No. 


79634 




Strand 


+ ~ 


Start 


1 




End 


1142 


Name 


OJ000114 21.0216.C39.ol 


• gp 


Method 


AAT/GAP 


Start 


1 




End 


1142 


GI 


177 2.R1084 




* Score 


438 


Exons 


1..157, 1063. .1142 








GI Descrip. 


, 41O7001/dbj |BAA36299| 


l.Oe- 


170 (D82035 


>) 0SK4 [Oryza sativa 



Seq. No. 


38707 


Seq. ID 


OJ000114_21.0216.C39 


Gene No. 


79635 


Strand 


+ 


Start 


1068 


End 


1142 


Name 


OJ000114 21.0216.C39.ol.np 


Method 


AAT/NAP 


Start 


1068 


End 


1142 


GI - 


4107001 ■ 


Score 


132 


Exons 


1068. .1142 






GI Descrip. 


(D82035) 0SK4 [Oryza sativa] 






Seq. No. 


38708 


Seq. ID 


OJ000114 21.0216.C41 


Gene No. 


79636 


Strand 


+ 


Start 


437 


End 


599 


Name 


OJ000114 21.0216.C41.ol.gp 


Method 


AAT/GAP 


Start 


340 


End 


599 


GI 


5988 1.R1084 


Score 


477 


Exons 


340. .599 






GI Descrip. 


'2493318/sp|Q41001|BCP PEA 3. 


.Oe-17 BLUE COPPER PROTEIN PRECURSOR 



>gi_5627 79_emb_CAA80963_ (Z25471) blue copper protein [Pisum 

sativum] >gi_1098264_prf 2115352A blue Cu protein [Pisum 

sativum] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



38708 
79636 
437 

OJ000114_21 .0216.C41.ol.np 



Seq. ID 

Strand 

End 

Method 
End 
Score 



OJ000114_ 
+ 

599 

AAT/NAP 
599 
108 



21.0216.C41 



431 

2493318 
431. .599 

BLUE COPPER PROTEIN PRECURSOR gi | 5 627 7 9 | emb | CAA80 963 | .(Z25471) 
blue -copper protein [Pisum sativum] gi | 1098264 | prf || 2115352A 
blue Cu protein [Pisum sativum] 



Seq. No. 38708 Seq. ID 

Gene No. 79636 Strand 

Start 437 End . 

Name OJ0001 14_21 . 0216 . C4 1 . ol . gs Method 

Start 437 End 

GI none Score 

Exons 437. .599 



OJ000114_21.0216.C41 
+ 

599 

GENSCAN 

599 

.95 



38401 




Seq. No. 


38709 






Seq. ID 


OJ000114 


_21.0216 


.C42 


VJ CL J. ~ IN U • 


t Z> \) ~J 1 






OLI Ctl 1U 








OlCti L 


11^ 

X X 0 






EjiILI 


90-7 

Z \J 1 






NT rs rn o 


0,70001 1 4 


91 091 6 P49 r>1 

Z X ■ UZX\J.V~>4Z . \J 1. 


. gs 


Mo *t~ Vi o^t 


0 Cj LN 0 L^ralN 






qf 0 y~t 


x-x 0 . . 








907 
Z U / 








none 






Score 










11? 907 

X X O • • z u / 














Seq. No.' '■ 


38710 






Seq. ID 


OJ000114 


_21.0216 


.C43 


UC11C . IN W • 


/ ^ u 0 






qi~ nH 


+ 






Cf arf 

O Ldl L 


1 ft 9 








4 09 






Name 


njnnm i 4 


91 091 6 ol 


. gs 


L v je LIIOU. 








O Lai c 


1 QO 

IOl 






nil in. 


4 09 






CT 

O -L 


non 0 






Score 








Exons 


1 QO OCC. 


"399 409 

_>Z Z . . 4 UZ 












Seq. No. 


38710 






Seq. ID 


OJ000114 


_21.0216. 


.C43 




79639" 






qt- v-anH 

OLI dl 1LI 








Of- a -r-f- 
O Ldl L 


858 






HinQ 


1 9 £4 






Name 


OJ000114 


_21.0216.C43.o2 


. gs 


J\A q "f - V% /"^ /~i 


LjUiINoL^HIN 






O LdX L 


858 






ono 


1 9 £4 
1 Z O 4 






O 1 


none 






Score 


ft f, 






TP V /~\T1 0 

LiAUI lo 


858. .1135, 1210. .1264^ 












Seq. No. 


38711 






Seq. ID 


OJ000114 


_21.0216. 


.C44 




79640 






OLI al lU 








q+- a -r-t- 


85 






TT-n W 

i^na. 


4 7 1 

4 / X 






Name 


OJ000114 


_21.0216.C44.ol 


. LS 


neinoa 


TRT 21 QTY • 


ooyDean 




O Ldl L 


10 






Id 


4 £7 
4 O / 




kjl 


none 






Score 


1 90 
X z u 






Exons 


10. . 138, 


279.. 413, 283. 


4 4 7 
.44/, 


9ft 7 4 R7 
Z 0 / . .40/, 


9ft ft 4 67 
ZOO. .40/ 






Seq. No. 


■ 38711 






Seq. ID 


OJ000114 


_21.0216. 


.C44 


ucijc is \j ■ 


79640 






O L X dl in 


-1- 






O Ldl L 


85 






Hi 11 Li 


4 71 

4 / X 






Name 


OJ000114 


_21.0216.C44 .ol 


. LIU 




TRT A CTY • 






J Ldl L 


- 34 * ' 








4^7 

4 0/ * 






VJJ X 


none 






Score 










34. . 138, 


287. .463, 288. 


4 £7 
.40/ 










Seq. No. 


38711 






Seq. ID 


OJ000114 


__21.0216. 


.C44 


0 n 0 Mo 


79640 






0L1 dllLl 








O Ldl L 


85 








4/1 






Name 


OJ000114- 


21.0216.C44.ol, 


. gs 


ixie Lnoa 


oEjLn oL^/\LN 






q+- a 
oLdi L 


85 






.una 


4 7 1 
4/1 








none 






Score 


Q9 

. yz 






Exons 


85. .136, 


295. .471 












Seq. No. ' 


38712 






Seq. ID 


OJ000114 


_21.0216. 


C46 


Gene No. 


79641 






Strand 








Start 


379 






End 


523 






Name 


OJ000114 


21.0216.C46.ol, 


.gs 


Method 


GENSCAN 






Start 


379 






' End ' 


523 






GI 


none 






Score 


.72 






Exons 


379. .523 















38402 






Seq. No. 


38713 


Seq. ID 


OJ000114_21.0216.C48 




Gene No. 


79642 


Strand 


+ 




Start 


31 


End 


729 




Name 


n.Tonm i 4 n^ifi P4fl ni 


Mo Y HnH 

L1C L. 1 1 ^ ^-A 


TRT.A9TX • ^nvhp^n 

1 LJ JjriU J. x\ • ou y Ucdll 






1 ^ _ 


End 


729 




\D X 


1 IU1 1™ 


Score 


111 




UAUl 1 O 


1 "3 ?Sft 14 ?71 fiR? 7?Q 

X J . t 6 JO / XI. ' X , UUl • ■ 1 c~ y 








Seq. No. 


38713 


Seq. ID 


OJ000114_21.0216.C48 




Gene No. 


79642 


Strand 


+ 




91- art- — 


J X 


End 


729 




Naitie 1 


D.Tnnm 14 91 0?1fi P4PI nl 

UUUUU114 Ll.V6l0tL40.Ul.yo 


Mo t" H oH 


O Ej LN O <-/rtlN 




C-t- -a r +- 
OLdl L 


O X 


CjI 1VJ. 


li,U 




OX 


. none 


Con re* 


4 S 




LiAUIlO 


*3i i ?n 

O X ■ . X VJ 








Seq. No. • 


38714 


Seq. ID 


OJ000114_23.0218.C1 




Gene No. 


79643 


Strand 


+ 




Of- a v-f- 


1139 


End 


1599 




Name 


OJ000114 23.0218.Cl.ol.gs 


Method 


UIj IN O LrtlN 




Of- a rr 


1139 


End 


X *J Zf Zf 




ox 


none 


Score 






Exons 


1139.. 1183, 1348.. 1485, 1487.. 1599 




f 


Qon* Ma 
iJCtj^ IN {J . 


38714 


Seq. ID 


ojnoni i 4 ?^ n?ift n 


Fj 


fZ*o n ^ TO n 


79644 


Strand 




i s 


Start 


1 


End 


2058 


If 


Name 


OJ000114 '23.0218.Cl.ol.np 


Method 


AAT/NAP 


_J 


Start 


1 


End 


2058 


u 


GI 1 


6539553 


Score 


2510 




IT y on q 

LAUUij 


1..1524, 2000. .2058 










(AP000836) Similar to Oryza 


australiensis retrotransposon RIRE1 


y 




(D85597) [Oryza sativa] gi | 


6539590 |dbj I BAA88206.il (AP000837) 






Similar to Oryza australiensis retrotransppson RIRE1 (D85597) 






[Oryza sativa] 








Seq. No. : 


38714 


Seq. ID 


OJ000114_23. 021*8. CI 




Gene N6-I' 


■79644 


Strand 






O Ldl L 


1 


End 


2058 




name 


OJ000114 23.0218.Cl.ol.ts 


Method 


TBLASTX: Soybean 


— 


O LcLl l_ 


2 


End 


286 




O X 


none 


Score 


38 




r von Q 


2. .61, 15. .53, 62. .286, 77. 


.244 






Con Kin 


38714 


Seq. ID 


OJ000114_23.0218.C1 




Gene No. 


79644 


Strand 






Start 


1 


End 


.2058 




Name 


OJ000114 23. 0218. CI. ol. tw 


Method 


TBLASTX: Wheat 




o i_ai l. 


35 


End 


433 




ui 


none 


Score 


100 




Lxons 


35. .208, 36-.. 206, 73. .219, 


182. .430, 198. .296, 214. .303, 






215. .433 








Seq. No. 


38714 


Seq. ID 


OJ000114_23.0218.C1 




Gene No. 


79644 


Strand 






Start 


1 


End 


2058 




Name 


OJ000114 23.0218.Cl.o2.tm 


Method 


TBLASTX: Maize 



38403 



Start 
GI 

Exons. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



74 

none 

74. .454, 483. .509 



End 509 
Score 41 



38714 Seq". ID 

79644 Strand 

1 End v 

OJ000114_23.0218.Cl.ol.tm Method 

627 End 

none Score 

627. .689, 646. .690, 701. .847, 705. .1034, 712. .987, 1125. .1166 



OJ000114_23.0218.C1 
2058 

TBLASTX: Maize 

1166 

44 



Seq. No. 38715 Seq. ID 

Gene No. 7 964 5 Strand 

Start 398 . End 

Name OJ000114_23 . 0218 . C2 . ol . gs Method 

Start 398 End 

GI none Score 

Exons 398 . . 601 



OJ000114_23.0218.C2 
+ 

601 

GENSCAN 

601 

.97 



Seq. No. 38715 

Gene No. 79646 

Start 7885 

Name OJ000114_23 . 0218 . C2 . o2 . np 

Start * ' 7885 • . . " 

GI 4417306 

Exons 7885.. 8053, 13839 .. 1427 6, 
GI Descrip. 



Seq. ID 
Strand 
End 
. Method 
End * 
Score 
14346. .14507, 



OJ000114_23.0218.C2 
+ 

41566 
AAT/NAP 
26100 
248 

26023. .26100 



(AC006446) putative Athila retroelement ORF1 protein 
[Arabidopsis thaliana] 



Seq. No. 38715 

Gene No. 7 964 6 

Start 7885 

Name OJ000114_23 . 0218 . C2 . o5 . gs 

Start 10014 

GI none 

Exons 10014. .10338/ 10361 .. 104 83, 
11501. .11683 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000114_ 
+ 

41566 
GENSCAN 
11683 
.82 



23. 0218. C2 



10988. .1102 9, 11153... 11196, 



Seq. No. 


38715 




Seq. ID 


OJ000114 


_23.0218.C2 


Gene No. 


79646 




Strand 


+ 




Start 


7885 




End 


41566 




Name 


OJ000114 23. 0218. C2, 


. 06 . gs 


Method 


GENSCAN 




Start 


13755 




End 


14775 




GI 


none 




Score 


.65 




Exons 


13755. . 13966, 14022. 


. .14401, 


14456. .14775 




Seq. No. 


38715 




Seq. ID 


OJ000114 


_23.0218.C2 


Gene No. 


79646 ' 




Strand 


+ 




Start 


7885 




End 


41566 




Name 


OJ000114 23. 0218. C2. 


. o3 . np 


Method 


AAT/NAP 




Start 


17191 


End 


41566 




GI 


5922636 




Score 


553 




Exons 


17191. .17266, 23274, 


. .23522, 


23548. .23671, 27242 


. .27504, 




27549. .27715, 30890, 


. .31141, 


31356. .31446, 41490 


. .41566 


GI Descrip. 


(AP000492) ESTs C99517 (E20319) , AU078130 (E20319) 


correspond 



region of the predicted gene.; hypothetical protein [Oryza 



•384 04 



sativa] gi | 6016869 | dbj i BAA85212 . 1 | (AP000570) ESTs 

C99517 (E20319) , AU078130 (E20319), correspond to a region of the 

predicted gene . /"'''hypothetical protein [Oryza sativa] 





Seq. No. 


38715 


Seq. ID 


OJ000114 


_23. 


0218 


.C2 




Gene No . 


79646 


Strand 


+ 










Start 


7885 


End 


41566 ' 










Name 


OJ000114 23.0218.C2.o5.gp 


Method 


AAT/GAP 










Start 


31340 


End 


32971 










GI 


16982 1.R1084 


Score 


1492 










Exons 


31340. .31889, 32019 .. 32240 , 32940.. 32971 










GI Descrip. 


, 50424 37/gb|AC00778 9. 1 IAC0077 


89 8.0e-24 Oryza sativa BAC T49B20 






genomic sequence, complete sequence' 












Seq. No. 


38715 


Seq. ID 


OJ000114 


_23. 


0218 


.C2 




Gene No . 


79646 


Strand 


+ 










Start 


7885 


End 


41566 










Name 


OJ000114 23.0218.C2.o6.gp 


Method 


AAT/GAP 










Start 


34924 


End 


36564 










GI 


12067 1.R1084 


Score 


900 ' 










F.xon 


34924. .34970, 36136. .36564 














GI Descrip. 


'5803242/dbj IAP000399. 1 IAP000399 0.0e+00 Oryza 


sativa genomic 






DNA, chromosome 6, clone : P0535G04 ' 












Seq. No. 


38715 


Seq. ID 


n innm i a 

\JU u U U 1 1 f± 


9 1 




CO 




Genp No 


79647 


Strand 










i y 


Start 
Name 


885 

OJ000114 23.0218.C2.ol.np 


End 

Method 


AAT /NAP 










Start 


885 


End 


2419 










GI 


6539588 


Score 


119 








Exons 


885. .937, 2159. .2419 














GI Descrip . 


(AP000837) hypothetical protein [Oryza 


sativa] 








= 


Seq. No. 


38715 


Seq. ID 


OJ000114 


_23. 


0218 


.C2 




Gene No . 
Start 


79647 
885 


Strand 
End 


2935 










Name 


OJ000114 23.0218.C2.o2.gs 


Method 


GENS CAN 










Start 


2169 ' 


End 


2935 










GI 


none 


Score 


.53 










Exons 


2169. .2392, 2779. .2935 














Sea. No. 


38715 


Seq. ID 


OJ000114 


_23. 


0218 


C2 




Gene No . 


79648 


Strand 












Start 


6701 


End 


9292 










Name 


OJ000114-23.0218.C2 .ol.gp 


Method 


AAT/GAP 










Start 


6481 


End 


7146 










GI 


none 


Score 


978 










Exons 


6481. .6951, 7077. .7146 














Seq. No. 


38715 


Seq. ID 


OJ000114_ 


_23. 


0218 


C2 




Gene No. 


79648 


Strand 












Start 


6701 


End 


9292 










Name. 


OJ000114 23.0218.C2.o4.gs 


Method -. 


GENSCAN 










Start 


6701 


End :■ 


9276 










GI 


none 


Score 


.81 










Exons 


6701. .6951, 7077. .7326, 7427.. 


8962, 89 


68. .9276 









38405 



Seq. No. 38715 Seq. ID 

Gene No. 79648 - Strand 

Start -6701 End 

Name OJ000114_23 . 0218 . C2 . o2 . gp Method 

Start 8826 End 

GI none Score. 

Exons 8826.. 8976," 9016.. 9292 



OJ000114_23.0218.C2 

9292 
AAT/GAP 
9292 
661 



Seq. No. 38715 Seq. ID 

Gene No. 79649 Strand 

Start 14855 . End 

Name OJ000114_23 . 0218 . C2 . o7 . gs • Method 

Start 14855 End 

GI none Score 

Exons 14855. .15051, 15160.. 15439 



OJ000114_23.0218.C2 

15439 
.GENSCAN 
15439 
. 63 



Seq. No. 38715 Seq. ID 

Gene No. 79650 Strand 

Start 18521 End 

Name OJ000114_23 . 02 18 . C2 . 08 . gs Method 

Start 18521 End 

GI none Score 

Exons 18521. . 18678, 18730.. 18766 



OJ000114_23.0218 . C2 

18766 
GENSCAN 
18766 
.82 



Seq. No. 38715 Seq. .ID 

Gene No. 79651 Strand 

Start 18704 . End 

Name OJ000114_23 . 0218 . C2 . o3 . gp Method 

Start 18704 End 

GI none Score 

Exons 18704. .19173 



OJ000114_23.0218.C2 

19173 
AAT/GAP 
19173 
812 



Seq. No. 38715 

Gene No. 79652 

Start 24588 

Name OJ000114_23 . 0218 . C2 . olO . gs 

Start 2.4588 

GI none 

Exons 24588. .24787, 25873 .. 2 602 6, 
28094 . .28227, 29990.. 29997 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000114_23.0218.C2 

29997 
GENSCAN 
29997 
.44 



26557. -.27370, 27404 .. 27 632 , 



Seq. No. 38715 ■ Seq. ID 

Gene No. 79652 Strand 

Start 24588 End , 

Name OJ000114_23 . 02 18 . C2 . o4 . gp Method 

Start -27080 End 

GI none Score 
Exons , 27080. .27548 



OJ000114_23.0218.C2 

29997 
AAT/GAP 
27548 
879 



Seq. No. 38715 Seq. ID 

Gene No. 79653 Strand 

Start 39749 End 

Name OJ000114_23 . 0218 . C2 . o2 . tw Method 

Start .14 053 v .\ End 

GI none Score 

Exons 14053. .14268 



OJ000114_23.0218.C2 
40915 

TBLASTX: Wheat 

14268 

179 



38406 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38715 Seq. ID 

79653. Strand 

39749 End 

OJ000114_23.0218.C2.ol.tc Method 

14 068 End 

none Score 
14068. . 14376 



OJ000114_23.0218.C2 
40915-. 

TBLASTX: Cress 

14376 

193 



Seq. No. 38715 

Gene No. 79653 

Start 39749, 

Name OJ000il4_23 . 0218 . C2 . o2 . tm 

Start 20906 

GI none 

Exons 20906. 

21164 . 



Seq. ID 

Strand 

End 

Method 

End 

Score 



,21046, 20909. .21046, 20934 .. 2104 7 , 21044 
,21271, 27036. .27068, 27082 .. 27306, 27088 



OJ000114_23.0218.C2 
40915 

TBLASTX: Maize 

27312 

116 

21106, 
27312 



Seq. No. 38715 
Gene No. 79653 
Start 39749 

Name OJ000114_23 . 02 18 . C2 . o3 . tm 

Start 29558 
GI none 
Exons 29558 , 

37855, 

39917. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



,29596, 37648. .37755, 3766.6 .. 37758, 37740 
,37935, 37969. .38052, 397 61 .. 398 95, 39767 
,40135, 39929.. 40297 



OJ000114_23.0218.C2 
40915 

TBLASTX: Maize 
40297 
.65 

37841, 
39931, 



Seq. No. 38715 

Gene No. 79653 

Start 39749 

Name OJ000114_23 . 0218 . C2 . ol2 . gs 

Start 39749 

GI none 

Exons 39749. .40915 



Seq. ID OJ000114_23.0218.C2 
Strand 

End 40915 

Method GENSCAN 

End 40915 

Score .52 



Seq. No. 38715 

Gene No. 79653 

Start 39749 

Name OJ000114_23 . 0218 . C2 . ol . tw 

Start 40145 

GI none 
Exons 



Seq. ID OJ000~114_23.0218.C2 
Strand 
End 

Method 
End 
Score 



40915 

TBLASTX: Wheat 

40520 

175 



40145. .40450, 4014 5 .. 4 04 80 , 40278. .40520 



Seq. No. 38715 Seq. ID 

Gene No. 79653 Strand 

Start 39749 End 

Name OJ000114_23 . 0218 . C2 . o7 . gp Method. 

Start 40222 ' " End ' • ■ 

GI none Score 

Exons 40222. .40798 



OJ000114_23.0218.C2 

40915 
. % AAT/GAP 
^407 98 
* 1121 



Seq. No. 38715 Seq. ID 

Gene No. 79653 Strand 

Start-", • 39749 End 

Name OJ000114_23 . 0218 . C2 . ol . tm Method 

Start 40310 End 

GI none Score 



OJ000114_23.0218.C2 
•40915 

TBLASTX: Mai ze' : 

40817 

57 



38407 



Exons 



40310. .40519, 40322. .40-468, 40508 .. 4 07 92 , 40587.. 40817 



Seq. No'. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38716 
79654 
3420 

OJ000114_23 . 0218 . C3 . o2 . gs 

3420 

none 



Seq. ID OJQ00114_23.0218.C3 

Strand + 

End 9303 

Method GENSCAN 

End 9303 

Score .47 



3420. .3487, 5892. .6063, 6424. .6505, 6838. .7488, 9167. .9303 



Seq. No. 38716 

Gene No. 79655 

Start 1488 

Name OJ000114_23 . 02 18". C3 . ol . gs 

Start 1488 

GI none 

Exons 1488.. 2864 



Seq. ID OJ000114_23.0218.C3 
Strand 

End 7587 

Method GENSCAN 

End 28 64 

Score' .99 



Seq. No. 


38716 








Seq. ID 


OJ000114_23.0218.C3 


Gene No. 


79655 








Strand 




Start 


1488 








End 


7587 


Name 


OJ000114 23. 


0218 


.C3.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


1500 ~~ 








End 


7587 


GI 


none 








Score 


58 


Exons 


1500 . . 1637, 


1505 


. . 1582, 


1513. 


.1635, 1635.. 1874, 1636.. 1755 




1638 . . 1880, 


1980 


. .2237, 


2244 . 


.2303, 7011. .7064, 7070. .7174 




7129. . 7173, 


7167 


. . 7586, 


'7199. 


.7453, 7386. .7463, 7507. .7587 




7514. .7585, 


7515 


. .7586 








Seq. No. 


38716 








Seq. ID 


OJ000114_23.0218.C3 


Gene No . 


79655 








Strand 




Start 


1488 








End 


7587 


Name 


OJ000114 23. 


0218 


.C3.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


2454 








End 


2732 


GI 


none 








Score 


79 


Exons 


2454. .2648, 


2455 


. .2649, 


2658. 


.2732, 2659.. 2730 


Seq. No. 


. 38717 








Seq. fb 


OJ000114 23. 0218. C4 


Gene No. 


79656 








Strand 


+ 


Start 


169 








End 


1347 


Name 


OJ000114 23. 


0218 


.C4 .ol. 


gs 


Method 


GENSCAN 


Start 


169 








End 


1347 


GI 


none 








Score 


1 


Exons 


169'. .1347 












Seq. No. 


38717 








Seq. ID 


OJ000114 23. 0218. C4 


Gene No. 


79.656 








Strand 


+ 


Start ■ • 


169 








End 


1347 


Name 


OJ000114 23. 


0218 


.C4 .o2 . 


tm 


Method 


TBLASTX: Maize 


Start 


309 








End 


735 


GI 


none 








Score 


.216 


Exons 


309.. 569, 310.. 504, 583 


. .735, 


583. .735 




Seq. No. 


38717 








Seq. ID 


.OJ000114_23.0218.C4 


Gene No. 


79656 








Strand 


+ 


Start 


169 








End 


1347' 


Name 


OJ000114 23. 


0218 


.C4.ol. 


tw 


Method 


TBLASTX: Wheat - 



38408 



Start 
GI. 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



717 
none 

717. .968, 717. .1100, 718.. 

38717 
79656 
169 

OJ000114_23. 0218.C4 .ol.tm 

736 

none 



End 
Score 



1101 

75 " 



1101 



Seq. ID OJ000114_23.0218.C4 

Strand ... + 

End' 134 7 

Method TBLASTX: Maize 

End 1333 

Score ■ 53 



736. .801, 811. .1329, 829. .1329, 1031. .1333, 1136. .1330 



38717 
79656 • 
169 

OJ000114_23.0218.C4.ol.ts 

973 

none 

973. .1302 



Seq. ID OJ000114_23.0218.C4 

Strand + 

End 1347 

Method TBLASTX : Soybean 

End 1302 

Score 187 



Seq. No. 38718 

Gene No. 79657 

Start 1084 

Name OJ000114_23 . 0218 . C5 . ol . gp 

Start 675 

GI 6255_1.R1084 

Exons 675.. 1477, 1815.. 2012, 2092. 
GI Descrip. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000114_23.0218.C5 

7671 
AAT/GAP 
2767 
2312 



.2264, 2727. .2767 



'3242709 1.0e-53 (AC003040) putative guanine nucleotide-binding 
protein [Arabidopsis thaliana] ? 



Seq. No. 38718 

Gene No. . 79657 

Start 1084 

Name / OJ000114_23 . 02 18 . C5 . o3 . tm 

Start 1073 

GI none 

Exons 1073. .1138, 
1181. .1321 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000114_23.0218.C5 
7671 

TBLASTX: Maize 

1329 

70 



1084. .1179, 1084. .1143, 1153. .1302, 1153. .13.29, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GT 

Exons 



38718 
79657 
1084 

OJ000114 

1081 

none 



23.0218.C5.ol.ts 



Seq. ID OJ000114_23.0218.C5 
Strand 
End 

Method 
End 
Score 



7671 

TBLASTX: Soybean 

1486 

50 



1081. .1176, 1082. .1126, 1108. .1482, 1109. .1486, 1256. .1486 



38718 
79657 
1084 

OJ000114_23.0218.C5.ol.gs 

1084 

none 

.1084. .1477, 1815. .2012, 2092, 
3614. .3796, 3894. .3998, 4657. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000114 23. 0218. C5 



7671 
GENSCAN 
6038 
.91 

2264, 2727.. 2971, 3050. 
4794, 4882. .5898, 5960. 



,3227, 
,6038 



Seq. No. 



38718 



Seq. ID OJ000114 23. 0218. C5 



38409 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



79657 Strand 
1084 End 7671 

OJ000114_23 . 0218 . C5 . ol . np Method AAT/NAP 

1102 End 7671 

3242709 Score 1512 

1102. .1477, 1815. .2090, 2140. .2264, 2727. .3007, 3081. .3227, 
3614. .3796, 3894. .3998, 4657. .4794, 4882, .5505, 7615. .7671 
(AC003040) putative GTP-binding protein (extra large) 
[Arabidopsis thaliana] 



O C CJ • LN O . 


38718 










Seq. ID 


OJ000114 


9 "3 HOTQ PC 




79657 










Strand 








1084 










End- 


7671 




Name 


OJ000114 23 


fl9 1 


C R nl 


uc 


Method 


TBLASTX : 


Cress 


Start 


1168 










End 


5733 




GI 


none 










Score 


107 




Exons 


1168. 


.1353, 




1 4R9 
. . X 4 o Z , 


X jj o . 


.1504, 1817. .1858, 


i qqc onor\ 
xo . . z uzu , 




1896. 


.2030, 


91 £^ 


9 9 £7 


9 7 97 
Z / Z / . 


.2921, 2727.. 2963, 


0-70/1 OQ/in 

z / 04 . . z y4 u , 




3084. 


.3203, 






^£1 4 
O OX 4 . 


.3712, 3701.. 3805, 


0 yuu . . 4 UU4 , 




3900. 


.3998, 


A £ R A 


d 7 QA 


4 DD4 . 


.4798, 4672. .4809, 


40 / o. . ^yj / , 




4880. 


.5263, 


/OQ9 
4 O 0 Z 


. . oz d y , 


c c 7 i 
JO / i . 


.5733 






Seq. No. 


38718 










Seq. ID 


OJ000114 


_23.0218.C5 


Gene No. 


..79657 










Strand 






OLdXL 


1084 










End 


7671 




Name 


OJ000114 23 


uzio 


r*R ^ n 
L-0 .Ol . 


cm 


Method 


TBLASTX: 


Maize 




1375' 










End 


3191 




oX 


none 










Score 


156 




P von c 


1375. 


.1485, 


1 ^7 £ 
X O / D 


"I A R £ 
. X 4 o 0 , 


1 R 1 Zl 
X 0 X 4 . 


.2020, 1815. .2015, 


ZUo 0 . . zz o4 , 




2089. 


.2265, 


Z U JL 


9 9 £7 
. Z Z O / , 


9 7 9 £ 
Z / Z 0 . 


.2971, 2727. .2972, 


z/zo..zy/j, 




3044. 


.3160, 


3045 


.3191, 


3054 . 


.3191 








38718 










Seq. ID 


OJ000114 


Z 0 . Uz X 0 . L-D 


bsne lno . 


79657 










■ Strand 








1084 










End 


7671 




Name 


OJ000114 23. 


uz xo 


Lj . Oj . 


T-S 


Method 


TBLASTX: 


Soybean 


Of ayf 


• 1814 










End 


2015 




oX 


none 










. Score 


113 




Exons 


1814. 


.1876, 


lODO. 


9 n i ^ 

. Z U X 4 , 


1 Q 7 Q 
X 0 / O . 


.2015 






O C • IN ■ 


38718 










Seq. ID 


OJ000114 




Gene No. 


79657 










Strand 






Start. 


• 1084 










End 


7671 




Name 


OJ000114 23. 


0218. 


C5.o4. 


ts 


Method i 


TBLASTX: 


Soybean 


Start 


2088 










End 


2267 


GI 


none . 










Score 


85 




Exons 


2088. 


,2261, 


2089. 


.2265, 


2091. 


.2267 






Seq. No. 


38718 










Seq. ID 


OJ000114 


_23.0218.C5 


Gene No. 


79657 










Strand 






Start 


1084 










End 


7671 




Name 


OJ000114 23. 


0218. 


C5.o3. 


ts 


Method 


TBLASTX: 


Soybean t 


Start 


2817 










End 


4749 




GI 


none 










Score 


113 




Exons 


2817. 


.2987, 


2818. 


.2988, 


3012. 


.3230, 3145. .3228, 


3605. .3727, 




3615. 


.3713, 


3725. 


.3811, 


3750. 


.3797, 3861.. 3995, 


3892. .3993, 




3900. 


.3998, 


3904 . 


.4002, 


4652. 


.4744, 4654. .4746, 


4655. .4747, 



38410 



4657. .4749 



Seq. No. 


38718 


Seq. ID 


OJ000114_23.0218.C5 ' 


Gene No. 


79657 


Strand 




Start 


1084 


End 


7671 


Name 


OJ000114 23.0218.C5.o2.gp 


Method 


AAT/GAP 




2909- - .... ... 


End 


4905' 


\3 X 


5003539 


Score 


1213 




2909.. 2971, 3050.. 3227, 3614. 


.3796, 3894. .3998,' 4657. .4794, 




4882. .4905 






fl T Hp^rri n 


3242709 1.0e-53 (AC003040) putative guanine nucleotide-binding 




protein [Arabidopsis thaliana 


] 




JCU i IM \J * 


jo / lO 


Seq. ID 


OJ000114_23.0218.C5 ' 


Can a Mo 


7 q c. c 7 


Strand 




u Lai L 


1 OR 4 

IUOt 


End 


7671 


Name 


DTnnm 1 4 o~< fi9ift o? -t-c 

\J0 UUU114 Zj.UZ10.Uj.UZ.L5 


Method 


TBLASTX: Soybean 


Start 


/loon ~~ 
400U 


End 


5248 


\J X 


none 


Score 


181 


Exons 


4880. .5245, 4882. .5247, 5107. 


.5247, 5138. .5248 




38718 


Seq. ID 


OJ000114_23.0218.C5 




79657 


Strand 




OLai L 


1084 


End 


7671 


Name 


OJ000114 23.0218.C5.o2.tm 


Method 


TBLASTX: Maize 


Of a -rf- 


5071 


End 


5346 


O X 


none. 


Score 


148 


LAU1 lO 


5071.'. 5250, 5071. .5346, 5075. 


.5323 




Seq. No. 


38718 


Seq. ID 


OJ000114_23.0218.C5 


Gene No. 


79657 


Strand 




Start 


1084 


End 


7671 


Name 


OJ000114 23.0218.C5.o3.gp 


Method 


AAT/GAP 


O L- G X t_ 


5555 


End 


6058 


v3 X 


uC.-osroM2Q2016d06bl 


Score 


1000 


Li AUl 1 0 


5555. . 6058 






f^T Plo «5 o t "i 

UX UCuLJ LU • 


■ >r 5091496/dbj | AB0234 82 . 2 | AB023482 6.. Oe- 


46. Oryza sativa. genomic 




DNA, chromosome 6, clone P0680A03, complete sequence 1 


Seq. No. 


38718 


Seq. ID 


OJ000114_23.0218.C5 


Gene No. 


79657 


Strand 




Start 


1084 


End 


7 671 


Name 


OJ000114 23.0218.C5.o4.tm 


Method 


TBLASTX: Maize 


Start 


5668 


End 


5865 . 


GI 


none 


Score 


206 


Exons 


5668. .5865, 5669. .5842 







Seq. No. 38719 Seq. ID OJ0001 14_23 . 0218 . C6 

Gene No. 79658 Strand 

Start .1 End 503 

Name OJ000114_23 . 0218 . C6 . ol . np Method AAT/NAP 

Start 1 End 503 

GI 6539553 Score 734 

Exons 1..503 

GI Descrip. (AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi | 65395 90 | dbj | BAA88206 . 1 | (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 



38411 





[Oryza sativa] 








Seq.. No. 


38719 


Seq. ID 


OJ000114_23.0218 


.C6 


Gene No. 


79658 


Strand 






OtalL 


i 


Hjnci 


^n *3 

DUO 




Name 


ujuuuiifi zj.uzio.bD.oi, tm 


LYietnoa 


i Esij/\b I a : jxiai ze 






-r,-. .4 1 


bnu 


9QQ 

zoo 






none 


Score 


1 £4 




Exons 


/II 9Qfl A"* OQO >1 *3 OOQ 
4 1 . • Z O U / 4J..ZOO; 4 O, . ^.OO 








Seq. No. 


38719 


Seq. ID 


OJ000114_23.0218 


.C6 


Gene No. 


79658 


Strand 








i 


Cjnu. 


jUj 




Name 


ujuuuiifi zj.uzio.bo.oi.t.s 


ixieunou 


i dlho i a . boyoean 




C 4 , vf 

bear z 


1UD 


tna 


4 CO 
41 OZ 




C T 


none 


Score 






Exons 




OCT /I q 9 

JJ 1 . . *± 3Z 






Seq. No. 


38720 


Seq. ID 


OJ000114_23.0218 


.C7 


Gene No. 


79659 


Strand 






OLait 






X 2? U o 




Name 


(JJUUU114 Z o . UZ 1 o. b / . Ol . gs 


Method 


bfcjINbbfilN 




C \ , -w-4- 

otart 


y / 4 


kna 


i y u o 




bl 


none 


Score 


Q 9 
. o Z 




Exons 


Q7 / ini/l 1 ^70 ITfl^ 1 pfifl 
y/fi..lUj £ ±, 1D/U. tl/Uj f lOUU . ,. 


1 27 U O 






Seq. No. 


38721 


Seq. ID 


OJ000114__23.0218 


.C8 


Gene No. 


79660 


Strand 


+ 




otart 


9 C. 1 A 
Z D 1 4 


- End 


4346 




Name 


ujuuuiifi z o . u z i o . bo . oi . gs 


Method 


GENSCAN 




b car z 


9 c, i a 
Z 0 1 4 


End 


4346 




bl 


none 


Score 


.67 




Exons 


9 c. 1 a 9 c. c, c 9Q9C OQ/^ ooi n 

zoi4. . Zjjj, z yz o . .Zy4J, JZ 1 / . 


.3398, 4198. .4346 




o e q . in o . 


jo / Z 1 


Seq. ID 


OJ000114_23.0218 


pp 
. bo 


Ofe-Ilc IM(J * 


79661 


Strand 


+ 




Q+- -.a -r t- 
OLal L 


4437 


End,. 


4626 




Name . 


" OJ000114 23.0218.C8.ol.np 


Method 


AAT/NAP 




Start 


4437 


End 


4626 




bl 


6721553 


Score 


277 




Exons 


4437. .4626 








GI Descrip. 


(AP001073) hypothetical protein [Oryza 


sativa] 






■ gi | 6815078 | dbj | BAA90364.il (AP001081) 


hypothetical protein 




[Oryza sativa] 








beq. no. 


38722 


Seq. ID 


OJ000114_23.0218 


C9 


bene ino . 


79662 


Strand 


+ 




Start 


12 r 


End 


271 




Name 


OJ000114 23.0218.C9.ol.gp 


Method 


AAT/GAP 






12 


End 


271 




bl 


3761601 


Score 


381 




Exons 


12. .271 








GI Descrip. 


509149-6/dbj IAB023482.2 IAB023482 6.0e-46 Oryza sativa genomic 




DNA, chromosome 6, clone P0680A03, complete sequence 




Seq. No. 


38722 


Seq. ID 


OJ000'114_23.0218. 


C9 


Gene No. 


79663 


Strand 


+ 





38412 



Start 
Name 
Start 
GI 

Exons 



•5492 End 10283 

OJ000114_23. 0218.C9.ol.np Method AAT/NAP 

54 92 V*"' ' End. 10283 

2980798 Score 471 

5492.. 5619, 5912.. 6112, 6326.. 6622, 6717.. 6836, 7015.. 7072, 
7151. .7365, 7481. .7549, 7675. .7769, 10220. .10283 



GI Descrip. (AL022197) putative protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38722 
79663 
•5492 

OJ000114_23. 0218.C9.o2.gp 
~6710 

34690__1.R1084 

6710. .6836, 7024. .7072, 7151., 
'2980798/emb|CAA18174.1| 2 . Oe- 
[Arabidopsis thaliana] 1 

38722 
79664 
2474 

OJ000114_23.0218 .C9.o2.gs 

2474 

none 

2474.. 2628, 2683.. 2758 



Seq. ID OJ000114__23.0218.C9 

Strand + 

End 10283 

Method AAT/GAP 

End 7771 

Score 875 

7365, 7481. .7549, 7675. .7771 
■58 (AL022197) putative protein 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000114_23.0218.C9 

2758 
GEN SCAN 
2758 

:.C.97 



Seq. No.. 38722 

Gene No'. 79665 

Start 7942 

Name OJ000114_23 . 0218 . C9 . o3 . tm 

Start 5542 

GI none 

Exons 5542 
5674 



OJ000114 23. 0218. C9 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

5607, 5543. .5608, 5608. .5637, 5664. .5786, 5665. .5799, 
5781, 5802. .5834, 5803. .5835, 5805. .5834 



9076 

TBLASTX: Maize 

5835 

98 



Seq. No. 

.Gene No. 

Start 

Name 

Start 

GI 

Exons 



38722 
79665 . 
7942 

OJ000114_23.0218.C9.o2.tm 

6118 

none 

6118. .6198, 6119. .6193, 6146. 
6247. .6318, 6248. .6316, 6262. 
6456. .6518, 6457. .6519, 6463. 



Seq. ID 
Strand . 
End 

Method 
End 
Score 



OJ000114 23. 0218, C9 



9076 

TBLASTX: Maize 
6519 
86 

6217, 6202. .6273, 6206. 
6387, 6343.. 6363, 6364. 
6519, 6469.. 6504 



6259, 
6399, 



Seq. No. 38722 

Gene No. 79665 

Start 7942 

Name OJ000114_23 . 0218 . C9 . o2 . ts 

Start 6206 

GI none. 

Exons 6206.. 6316, 6469.. 6522, 6557. 

6715. .6837, 6716. .6844, 6725. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000114 23. 0218. C9 



9076 

TBLASTX : Soybean 
6844 
92 

6622, 6559. .6627, 6714. .6836, 
6844 



Seq. No. 
Gene No. 
Start 



38722 
79665 
7942 



Seq. ID 

Strand 

End 



OJ000114 23. 0218. C9 



9076 



38413 





Name 


OJ000114 23 


.0218. C9.ol. 


tm 


Method 


TBLASTX : 


Maize 




Start 


6704 






End 


7552 






GI 


none 






Score 


223 






Exons 


6704 . . 6838, 


6714 . . 6836, 


6731. 


.6844, 7018. .7071, 


7023 7100, 






7024 . .7071, 


7149. .7361, 


7150. 


.7368, 7159. .7365, 


7468 7551, 






7474 . . 7551, 


7475 . . 7552 












Seq. No. 


38722 






Seq. ID 


OJ000114 


23 0218 C9 




Gene No . 


79665 






Strand 








Start 


•7 942 






End 


9076 






Name 


OJ000114 23 


.0218.C9.ol. 


tc 


Method 


TBLASTX: 


Cress 




Start 


6774 






End 


7767 






GI 


none 






Score 


112 






Exons 


6774 . . 6836, 


6776 . . 6844 , 


7023. 


.7070, 7024. .7071, 


7183 7257 






7185 . . 7256, 


7257 . . 7394, 


7258 . 


.7368, 7474. .7551, 


7475 . . 7552, 






7672 . . 7731, 


7672 . . 7731, 


7708 . 


.7767 








Seq. No. 


38722 






Seq. ID 


OJ000114 


23 0218 C9 




Gene No. 


79665 






Strand 








Start 


7942 






End 


9076 






Name 


OJ000114 23 


. 0218 ,C9 . ol . 


ts 


Method 


TBLASTX: 


S o vh pan 




Start 


7027 ~~ 






End 


7767 






GI 


none 






Score 


96 






Exons 


7027 . . 7071, 


7029 7067, 


7149. 


.7394, 7150. .7368, 


7160 7387 


ST 

w 




7474 . . 7551, 


7475 . . 7552, 


7672 . 


.7731,/::7-672. .7731, 


7732 7767 


rrs 


Seq. No. 


38722 






Seq. ID 


OJ000114 


_23.0218.C9 


r i 5 


Gene No. 


79665 






Strand 








Start 


7942 






End 


9076 






Name 


OJ000114 23 


.0218 C9 o4 




Method 


GENSCAN 






Start 


7942 ~~ 






End 


9076 






GI 


none 






Score 


.51 




\ y 
~ 


Exons 


7942. . 8073, 


8537 . .8674, 


8953 . 


.9076 






O 


Seq. No. 


38723 






Seq. ID 


OJ000114 


_23. 0218. C10 




Gene No. 


79666 






Strand 


+ 






Start 


321 






End 


779 




=. ^ 


Name 


OJ000114 23. 


.0218. C10. ol 




Method 


GENSCAN 






Start 


321 






End 


779 






GI 


none 






Score 


.71 






Exons 


321. .458, 538. .603, 668 


. .779 










Seq. No. 


38723 






Seq. ID 


OJ000114 


23 . 0218 . C10 




Gene No. 


79667 






Strand 








Start 


1662 






End 


6994 






Name 


OJ000114 23. 


.0218. C10. ol 


.np 


Method 


AAT/NAP 






Start 


1662 






End 


6994 - 






GI 


4680183 






Score 


195 






Exons 


1662. . 1751, 


2362. .2474, 


6898. , 


. 6994 








GT Dp Qpr i n 


(AF111709) gag-pol protein [Oryza sativa subsp. 


"i nHi pa 1 

_L 1 1 \-i _L ^ CL J 




Seq. No. 


38723 






Seq. ID 


OJ000114 


_23. 0218. C10 




Gene No. 


79667 






Strand 








Start. 


1662 






End' ' 


6994 






Name 


OJ000114 23, 


,0218. C10. o2 


.np 


Method 


AAT/NAP 






Start 


2778 






End 


6994 






GI 


4416302 






Score 


2277 





38414 






Exons 


2778 2798, 


4863 


. .5594, 


5670. 


.6994 






GI Descrip. 


(AF105716) 


copia-type pol polyprotein 


[ u^a ma y o j 




Spa No 


38723 








Seq. ID 


OJ000114_23. 0218. C10 




Gene No. 


79667 








Strand 






Start 


.1662 








End 


6994 




Name 


OJ000114 23 


.0218, 


.C10.o2 


."gs 


Method ■ 


GENSCAN 




Start 


2786 "~ 








End 


6879 




GI 


none 








Score 


.59 




Exons 


2786 3075, 


4127, 


. .4262, 


4308. 


.4459, 4663.. 4826, 5215.. 5306, 






5409 6269. 


6331 , 


. .6879 










Seq. No. 


38723 








Seq. ID 


OJ000114 23. 0218 .C10 




Gene No. 


79667 








S t r a nd 






Start 


1662 








End 


6994 




Name 


OJ000114 23 


.0218, 


,C10.o2 


,ts 


Met hod 


TBLASTX • Sovhpan 




Start 


4559 _ 








End 


4867 




GI 


none 








Score 


92 




Ex on s 


4559 4867. 


4 SQQ 

*a J _7 .7 i 


4 7 










Seq. No. 


38723 








Seq. ID 


OJ000114 23 0218 C10 




Gene No. 


79667 








Strand 






Start 


1662 








End 


6994 




Name 


O JO 001 14 ?3 


.0218. 


,C10.o5 


. tm 


t" h oH 




i _J 


Start 


4573 _ 








End 


4805. 




GI 


none 








Score 


60 " " 


ii \ 

r : ; 


Rvnnq 


4573 4680. 




4 ROS 




.4804 




r ^ 


Seq. No. 


38723 








Seq. ID 


OJ000114_23. 0218. C10 


| . 2 


Gene No. 


79667 








Strand 






Start 


1662 








End 


6994 




Name 


OJ000114 23 


.0218. 


.ClO.ol 


-tc 


Method 


TBLASTX: Cress 


! y 


Start 


4598 _ 








End 


4924 


= 


GI 


none 








Score 


83 




Exon s 


4598 4924. 


4 599 










u • ■ 


Seq. No. 


38723 








Seq. ID 


OJ000114_23. 0218. C10 


[*\ 


Gene No. 


79667 








Strand 






Start 


1662 








End 


6994 




Name 


OJ000114 23 


.0218 . 


ClO.ol 


. tw 


Method 


TBLASTX: Wheat 


~== 


Start 


4869 _ 








End 


5328 




GI 


none 








Score 


151 




Exon s 


4869 5204 


4881. 


.5225, 


4882. 


.5205, 5235.. 5318, 5236.. 5328 




Sea No 


38723 








Seq. ID 


OJ000114_23. 0218. C10 




fZpnp No 


79667 








Strand 






Start 


1662 








End 


6994 




Name 


OJ000114 23 


r 0218. 


ClO.ol 


. ts 


Method 


TBLASTX: Soybean 




Start 


4 881 








End 


5454 




GI 


5509260 

*J -J \J Z? £. \J \J 








Score 


48 




E von 


4 8R 1 4 94 0 


4881 . 


.5228, 


4882. 


.5229, 4998. .5237, 5233. .5454, 






5235. .5453 














GI Descrip. 
















Seq. No. 


38723 








Seq. ID 


OJ000114_23. 0218. C10 




Gene No. 


79667 








Strand 






Start 


1662 








End 


6994 



38415 




Name 


OJ000114 23 


.0218 


.C10.o4 . 


tm 


Method 


TBLASTX: Maize 




Start 


4881 








End 


5159 




GI 


none 








Score 


284 




Exons 


4881. .5159/ 


4882 


.".5157 










Seq. No. 


38723 








Seq. ID 


OJ000114_23.0218 


.C10 


Gene No. 


79667 








Strand 






Start 


1662 








End 


6994 




Name 


OJ000114 23 


0218 


.C10.o2. 


tc 


Method 


TBLASTX: Cress 




Start 


4965 








End 


5246 




GI 


none 








Score 


79 • 




Exons 


4965. .5246, 


5092 


. .5241 










Seq. No. 


38723 








Seq. ID 


OJ000114_23.0218 


.C10 


Gene No. 


79667 








Strand 






Start 


1662 








End 


6994 




Name 


OJ000114 23. 


0218 


C10.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


5161 








End 


5492 




GI 


none 








Score 


320 




Exons 


5161. .5478, 


5161 


.5484, 


5163. 


.5492 







Seq. No. 


38723 








Seq. ID 


OJ000114_23.0218.C10 


Gene No . 


79667 








Strand 




Start. 


1662 








End 


6994 


Name 


' OJ000114 23. 


0218 


. r 6i0 . ol 


. tm 


Method 


TBLASTX: Maize 


Start 


5715 








End 


6490 


GI 


none - 








Score 


311 


Exons 


5715. .5747, 


5796 


. . 6227, 


5839. 


.6225, 5996.. 6232, 6241.. 6417, 




6242. . 6418, 


6416 


. . 6490, 


6418 . 


.6489 




Seq. No. 


38723 








Seq. ID 


OJ000114_23.0218.C10 


Gene No. 


79667 








Strand 




Start 


1662 








End 


6994 


Name 


OJ000114 23. 


0218 


.C10.o3 


. tw 


Method 


TBLASTX: Wheat 


Start 


5805 








End 


6065 


GI 


none 








Score 


85 


Exons 


5805. ..5951/ 


5839 


. .5988, 


5994. 


.6065 




Seq. No. 


38723 








Seq. ID 


OJ000114_23. 0218. C10 


Gene No. 


79667 








Strand 




Start 


1662 








End 


6994 


Name 


OJ000114 23. 


0218 


.C10.o3 


. ts 


Method 


TBLASTX: Soybean 


Start 


5847 








End 


6227 


GI 


none 








Score 


187 


Exons 


5847. .5948, 


5997 


. .6227 








Seq. No. 


38723 








Seq. ID 


OJ000114_23. 0218. C10 


Gene No. 


79667 








Strand 




Start 


1662 








End 


6994 


Name 


OJ000114 23.0218 


.C10.o2 


. tw 


Method 


TBLASTX: Wheat 


Start 


6153 








End 


•6726 


GI 


none 








Score 


57 


Exons 


6153. . 6227, 


6156 


. .6233, 


6239. 


.6340, 6241. .6438, 6440. .6466, 




6446. .6466, 


6478 


.'.6726, 


6497. 


. 6724 




Seq. No. 


38723 








Seq. ID 


OJ000114_23. 0218. C10 


Gene No. 


79667 








Strand 





38416 



Start 
Name 
Start 
GI 

Exons 



1662 End 

OJ000114_23 . 0218 . CIO . o2 . tm Method 

6490 End 

none Score ,. 



6994 

TBLASTX: Maize 
6885 
'224 



6490.. 6768, 6491.. 6760, 6502.. 6768, 6766.. 6885 



Seq. No. 


38724 




Seq. ID 


OJ000114 


28 . 0228 


. CI 


Gene No. 


79668 




Strand 


+ 






Start 


46 




End 


510 






Name 


OJ000114 


_28.0228.Cl.ol.gs 


Method 


GENSCAN 






Start 


46 ■ 




End 


510 






GI 


none 




Score 


.86 






Exons 


46. .189, 


269. .334, 399. .510 










Seq. No. 


38724 




Seq. ID 


OJQ00114 


28 . 0228 


.CI 


Gene No . 


79669 




Strand 








Start 


1 




End 


730 






Name 


OJ000114 


_28.0228.Cl.ol.np 


Method 


AAT/NAP 






Start 


1 




End 


730 






GI 


6815109 




Score 


103 






Exons 


1. .531, 


648. .730 










GI Descrip. 


. (AP001081) hypothetical protein [Oryza 


sativa] 






Seq. No. 


38725 




Seq. ID 


OJ000114 


_28.0228 


.C2 


Gene No. 


79670 " 




Strand 








Start 


12 




End 


2802 






Name" 


OJ000114 


_28.0228.C2.ol.np 


Method 


AAT/NAP , 






Start 


12 




End 


2802 






GI 


4680183 




Score 


188 






Exons 


12. .101, 


712. .781, 2777. .2802 








GI Descrip. 


(AF111709) gag-pol protein 


[Oryza sativa subsp. 


indica] 





Seq. No. 38726 

Gene No. 79671 

Start 1 

Name OJ000114_28 . 0228 . C3 . ol . np 

Start . 1 

GI 6630685 

Exons 1..77, 192.. 1091 

GI Descrip. (AP000969) Similar to copia-type pol polyprotein. (AF105716) 
[Oryza sativa] 



Seq. ID OJ000114_28.0228.C3 
Strand 

End 1091 

Method AAT/NAP 

End 1091 

Score 876 



Seq. No. 38726 

Gene No. 79671 

Start 1 

Name ■ OJ000114_28 . 0228 . C3 . ol . gs 

Start 18 

GI ' none 

Exons 18.. 867 



Seq. ID OJ000114_28 .0228 .C3 
Strand 

End 1091 

Method GENSCAN 

End 8 67 

Score .72 



Seq. No. 38726 

Gene No. 79671 

Start 1 

Name OJ0001M_28 . 0228 . C3 . ol . tm 

Start 307 

GI none 
Exons 



Seq. ID OJ000114_28. 022-8. C3 
Strand 

End 1091 

Method TBLASTX : Mai ze 

End 1082 

Score 311 



307. .339, 388. .819, 431. .817, 588. .824, 833. .874, 834. .872, 



38417 



1014. .1034, 1041. .1082 



Seq. No. 38726 

Gene No. 79671 

Start 1 

Name OJ000114_28 . 0228 . C3 . o2 . tw 

Start 397 

GI none 

Exons 397.. 543, 431.. 580, 586.. 657 

Seq. No. 38726 

Gene No. 79671 

Start 1 

Name OJ000114_28 . 0228 . C3 . ol . ts 

Start 439 

GI none 

Exons 439.. 540, 589.. 819 



Seq. ID 

Strand 

End 

Method 
End ■ 
Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000114_28.Q228.C3 
1091 

TBLASTX: Wheat 

657 

85 



OJ000114_28.0228.C3 
1091 

TBLASTX : Soybean 

819 

187 



Seq. No. 38726 Seq. ID 

Gene No. 79671 Strand 

Start 1 End 

Name OJ000114_28 . 0228 . C3 . ol . tw Method 

Start 676 End 

GI none Score 

Exons' 676.. 819, .679.. 819 



OJ000114_28.0228.C3 
1091 

TBLASTX: Wheat 

819 

80 



Seq. No. 38727 Seq. ID 

Gene No. 79672 Strand 

Start 91 End 

Name OJ000114_28 . 0228 . C4 . ol . tm Method 

Start 18 End 

GI none Score 

Exons 18. .98, 74. .289, 80. .307, 90. .296 



OJ000114__28.0228.C4 
+ 

307 

TBLASTX: Maize 

307 

42 



Seq. No. 38727 Seq. ID 

Gene No. 79672 Strand 

Start 91 . End 
Name - OJ000114_28 . 0228 . C4 . olVgs . ' Method 

Start 91 End 

GI none Score 

Exons 91.. 301 



OJ000114_28.0228.C4 
+ 

307 

GEN SCAN 
301 
. 93 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



38728 
79673 
1 

OJ000114_28.0228.C6.ol.np 
1 

3645898 
1. .436 

(U68408) in-frame stop codon; 
mutation [Zea mays] 

38728 
79673 
1 

OJ000114_28.0228.C6.ol.gs 
74 



Seq. ID OJ000114_28 .0228.C6 
Strand 

End 436 

Method AAT/NAP 

End 4 36 

Score 281 

possibly a post-transposition 



Seq. ID OJ000114_28.0228.C6 
Strand 

End 4 36 

Method GENSCAN 

End 242 



38418 




GI 


none 


Score 


67 


E von s 


74 . .242 






Seq. No. 


38729 


Seq. ID 


OJ000114_28.0228.C7 


Gene No. 


79674 


Strand 


+ 


Start 


273 


End 


- 907 


Name 


OJ000114 28 0228 -C7 ol as 


Mp1" hoH 




O U Cl J- 1— 


273 ~ 


FnH 


907 ' 


GI 


none 


Score 


. 72 




273 408 702 907 






Spa No 


38729 


Seq. ID 


OJ000114 9 ft 099ft CI 




79675 


Strand 




Start 


331 


End 


1149 


Name 


OJ000114 28.0228.C7.ol.np 


Method 


AAT/NAP 


Start 


331 


End 


1149 


GI 


6539553 


Score 


1263 


p, v n n q 

J_) ^ UUU 


331. .1149 






V_J _L O ^» J_ -L- . 


(AP000836) Similar to Oryza 


australiensis retrotransposon RIRE1 




(D85597) [Oryza sativa] gi | 6539590 | dbj 


IBAA88206. 1 | (AP000837) 




Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 




[Oryza sativa] 






Seq. No. 


.38729 ' 


Seq. -ID 


UdUUUJLJLfl Zo . U^!Zo .L / 


Gene No. 


79675 


* Strand 




Start 


331 ' 


End 


1 1 A Q 


Name 


OJ000114 28.0228.C7.ol.tw , 


Method 


TBLASTX: Wheat 


Start 


467 


End 


942 


GI 


none 


Score 


oyi q 
OH Z) 


i_l v^y 1 1 o 


467. .853, 505. .852, 862. .942 


, 868. .942 




Seq. No. 


38729 


Seq. ID 


OJ000114_28.0228.C7 


Gene No. 


79675 


Strand 




Start 


331 


End 


. 1149 


Name 


OJ000114 28.0228.C7.ol.ts 


Method 


TBLASTX : Soybean 


Start 


595 


End 


936 


GI 


none 


Score 




Py on <3 

J—J 1 1 


595.. 837, 674. .811, 823V . 936 






Seq. No. 


38729 


Seq. ID 


OJ000114_28.0228.C7 


Gene No. 


79675 


Strand 




Start 


331 


End 


1149 


Name 


OJ000114 28.0228.C7.ol.tm 


Method 


TBLASTX: Maize 


Start 


800 


End 


1131 


GI 


none 


Score 


173 


P. yon <5 


800. .1123, 811. .1131, 832. .1131 




Seq. No. 


38^3.0 


Seq. ID 


OJ000114_28.0228.C8 


Gene No. 


7 9676 


Strand 




Start 


15 


End 


747 




OJ000114 28.0228.C8.ol.gs 


Method 


GENSCAN 


Start 


15 


End 


747 


GI 


none 


Score 


.42 


Exons 


15. .158, 190. .747 






Seq. No. 


38730 


Seq. ID 


OJ000114_28.0228.C8 


Gene No. 


79676 


Strand 





38419 



Of 3 v-4- 


i r 

1 D 


Cjna. 


747 






Name 


uouuuiJ.fl zo . uzz o . to . oi . tin 


jyietnoa 


TBLASTX : 


Maize 








tina 


607 








none 


Score 


61 






Exons 


i o-5 1 £7 179 17R 




412. .606 




Seq. No. 


38731 


Seq. ID 


OJ000114 


_28.0228. 


,C9 


Gene No. 


79677 


Strand 


+ 






Cf 3 y-+- 


9 9^ 




685 






Name 


nTnnniizi 9P H99P pq oi no 
ujuuuiifi zo . uzzo . by . oi .gs 


LYie LJIOU 


GENSCAN 






C -f i v- f- 

o tar z 




tna 


685 








none 


Score 


.69 






Exons 


99c 9£Q /l^/l R71 R7"3 










beq . iNO . 


JO / Jl 


beq . lu 


OJ000114 


_28.0228. 


by 


bene inu . 


7Qfi7R 
/ z? D / 0 


Cf r3n H 


+ 






Of 3 


1849 


End 


10248 






Name 


OJ000114 28.0228.C9.o2.np 


Method 


AAT/NAP 






Start 


1849 


End 


10248 






H T 


1063684 


Score 


61 






Exons 


1849. .2134, 9302. .9352, 10023 


. .10248 








bi uescnp . 


(U39072) AtGRP2b [Arabidopsis 


thaliana] 










gi|4803937|gb|AAD29810.1|AC006264 18 (AC006264) 


glycine- 


■rich 




protein (AtGRP2) [Arabidopsis 


thaliana] 








beq . INO . 


387'31 


Seq. ID 


OJ000114 


_28.0228. 


by 


Gene No. - 


79679 


Strand 


+ 






Start 


10709 


End 


13704 






Name 


OJ000114 28.0228.C9.o3.np 


Method 


AAT/NAP 






o tar l 


10709 


End 


13704 








6599134 


Score 


80 






Exons 


10709. . 11085, 11326. .11845, 12530 .. 12593, 13660 


. .13704 




ui uescnp. 


(AL133561) hypothetical protein [Homo sapiens] 






beq . jno . 


38731 


Seq. ID 


OJ000114 


_28.0228. 


by 


Gene No . 


79679 


Strand 


+ 






Start 


10709 


End 


13704 






Name 


OJ000114 28.0228.C9.o5.gs . 


Method 


GENSCAN 






Start 


11456 


End 


13125 






GI 


none 


Score 


.82 






Exons 


11456. . 11780, 11803. .11925, 124 30 . . 1247 1 , 12595 


. .12638, 






12943. . 13125 











Seq. No. 38731 Seq. ID OJ000114_28 . 0228 . C9 

Gene No. 79680 ' Strand 

Start 1 End 2062 

Name OJ000114_28 . 0228 . C9 . ol . np Method AAT/NAP 

Start 1 End 2062 

GI 6539553 Score 977 

Exons 1..610, 2025.. 2062 

GI Descrip. (AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597f [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



Seq. No. 
Gene No. 



38731 
79681 



Seq. ID 
Strand 



OJ000114 28. 0228. C9 



38420 



Start 
Name 
Start 
GI 

Exons 



8144 End 10734 

OJ000114__28 . 0228 . C9 . ol . gp Method AAT/GAP 

7924 End 8589 

none Score 978 
7924. .8394, 8520. .8589 



beq. No. 


JO / J I 




beq. ±u 


A th n m 1 A 1 Q 


Gene No . 


/ 9oo 1 




btrana 




o tar u 


Q 1 A A 
O 1 4 H 




Ciiia 


1U / j4 


Name 


OJ000114 28, 


.0228.C9.o4.gs 


Method 


GEN SCAN 


Start 


8144 




End 


10718 


GI 


none 




Score 


' .81 


Exons 


8144 . .8394, 


8520.. 8769, 8870. 


.10208, 


10294. .10718 


Seq. No. 


38731 




Seq. ID 


OJ000114_28 


Gene No. 


79681 




Strand 




Start 


8144 




End 


107.34 


Name 


OJ000114 28. 


.0228.C9.o2.gp 


Method 


AAT/GAP 


Start 


10267 




End 


10734 


GI 


none 




Score 


662 


Exons 


10267. .1041E 


3, 10458.. 10734 







Seq. No. 38732 Seq. ID OJ000114_28 . 0228 . C10 

Gene No. 79682 Strand + 

Start 375 ' End . 2202 

Name ' OJ000114_28 . 0228 . CIO . ol . np Method AAT/NAP 

Start 375 End 2202 

GI ■ 2129618 Score 278 

Exons 375.. 406, 1576.. 2202 

GI Descrip. hypothetical protein 1 - Arabidopsis thaliana retrotransposon 
Athila gi|806535|emb|CAA57397| (X81801) Athila ORF 1 
[Arabidopsis thaliana] 





Seq. No. 


38732 








Seq. ID 


OJ000114_28.022£ 


t .C10 




Gene No. 


79682 








Strand 


+ 






Start 


375 








End 


2202 






Name 


OJ000114 28, 


.0228, 


.ClO.ol. 


• gs 


Method 


GENSCAN 






Start 


1497 








End 


2151 






GI 


none 








Score 


.44 




f 1 


Exons 


1497. .1708, 


1764 , 


. .2151 












Seq. No. 


38732 








Seq. ID 


OJ000114_28.022£ 


t .C10 




. Gene No . 


79682 








Strand 


+ 






Start 


375- 








End 


2202 






Name 


OJ000114 28, 


.0228. 


.ClO.ol. 


. tw 


Method 


TBLASTX: Wheat 






Start 


1795 








End 


2010 






GI 


none 








Score 


17 9 






Exons 


1795.. 2010 















Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38732 
79682 
375 

OJ000114_28 .0228. ClO.ol. tc 

1810 

none 

1810. .2118 



Seq. ID OJ000114_28. 0228. C10 

Strand + 

End 2202 

Method TBLASTX : Cress 

End 2118 

Score 193 



38421 



Seq. No. 38733 Seq. ID 

Gene No. 79683 Strand 

Start 77 End 

Name OJ000114_28 . 0228 . Cll . ol . gs Method 

Start 77 End 

GI none. Score 

Exons 77;. 4 91 



OJ000114_28. 0228. Cll 
491 

GENSCAN 

491 

.9 



Seq. No. 38734 Seq. ID 

Gene No. 79684 Strand 

Start 110 End 

Name OJ000114_28 . 0228 . C12 . ol . gs Method 

Start 110 End 

GI none Score 

Exons 110. . 181 



OJ000114_28.0228.C12 
+ 

181 

GENSCAN 

181 

.71 



Seq. No. 


38734 








Seq. ID 


OJ000114 


Gene No. 


79685 








Strand 




Start 


1044 








End 


3340 


Name 


OJ000114 28, 


.0228, 


.C12.o2, 


.gs 


Method 


GENSCAN 


Start 


1044 








End 


3340 


GI 


none 








Score 


.75 


Exons 


1044. .1201, 


1830, 


. .1893, 


2731. 


.3340 




Seq. No. 


38734 








Seq. ID 


OJ000114 


Gene No. 


79685 








Strand 




Start 


1044 - 








End 


3340 


Name 


OJ000114 28. 


.0228. 


.C12.ol. 


■ gp 


Method 


AAT/GAP 


Start 


1227 








End 


1696 


GI 


none 








Score 


812 


Exons 


1227. . 1696 













Seq. No; 


38735 


Seq. ID 


OJ000114_28 


.0228 


.C13 


Gene No. 


79686 


Strand 


+ 






Start 


515 


End 


5297 






Name 


OJ000114 28.0228.C13.ol.gs 


Method 


GENSCAN 






Start 


515- 


End 


3062 






GI 


none 


Score 


.82 






Exons 


515. .661, 1919. .2267, 3013.. 


3062 








Seq. No. 


38735 


Seq. ID 


OJ000114_28 


.0228 


.C13 


Gene No. 


79686 


Strand 


+ 






Start 


515 


End 


5297 






Name 


OJ000114 28.0228.C13.o2.np 


Method 


AAT/NAP 






Start 


1709 


End 


5297 






GI 


3873550 


Score 


143 






Exons 


1709.. 2130, 3391.. 3633, 5244 


. .5297 








GI Descrip. 


(AL033534) hypothetical serine-rich secreted protein 






[Schizosaccharomyces pombe] 










Seq. No. 


~"'38735 


Seq: ID 


OJ000114_28 


.0228 


.C13 


Gene No. 


79686 


Strand 


+ 






Start 


515 


End 


5297 






Name 


OJ000114 28.0228.C13.ol.np 


Method 


AAT/NAP 






Start 


2072 


End 


2465 






GI 


5922636 


Score 


461 






Exons 


2072.. 2320, 2346.. 2465 











38422 



GI Descrip. (AP000492) ESTs C99517 (E20319) , AU078130 (E20319) correspond to a 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] gi I 6016869 I dbj | BAA85212 . 1 1 (AP000570) ESTs 
C99517 (E20319) , AU078130 (E203-19) correspond to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



Seq. No*. 38735 Seq. ID 

Gene No. 79687 Strand 

Start 3386 End 

Name OJ000114_28 . 0228 . C13 . o2 . gs Method 

Start 3386 End 

GI none Score 

Exons 3386.. 3585, 4671.. 4824 



OJ000114_28.0228.C13 

4824 
GENSCAN 
4824 
.86 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38736 
79688 
2171 

OJ000114_28. 

2171 

none 

217.1. .2328, 
4323. .4457, 



0228.C14.ol.gs 



2370. 
4559. 



.2588, 2621 
.4702 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000114_ 
+ 

4702 
GENSCAN 
4702 
.45 



28.0228.C14 



.2751, 2849. .2934, 3186. .3311, 



Seq. No. ■ 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID. OJ000114_28.0228.C14 

Strand + 

End 4 702 

Method AAT/GAP 

End 4016 

Score 14 92 
4016 

, 5042437/gb|AC007789.1|AC007789 8.0e-24 Oryza sativa BAC T4 9B20 
genomic sequence, complete sequence' 



38736 
79688 
2171 

OJ000114_28.0228.C14.ol.gp 
2385 

16982_1.R1084 

2385. .2934, 3064. .3285, 3985. 



Seq. No. 38737 

Gene No. 79689 

Start 447 

Name OJ0001L4_28 . 0228 . C16 . o2 . tm. 

Start 137 

GI none 

Exons 137.. 436, 138.. 311, 154.. 435 



Seq. ID OJ000114_28. 0228 .C16 
Strand 

End 1023 

Method TBLASTX: Maize ■ 

End 436 

Score 155 



Seq. No. 


38737 






Seq. ID 


OJ000114_28.0228.C16 


Gene No. 


79689 






Strand 




Start 


447 






End 


1023 


Name 


OJ000114 


28.0228.C16.ol 


tw 


Method 


TBLASTX: Wheat 


Start 


370 






End 


745 


GI 


none 






Score 


175 


Exons 


'. 370. .675, 


370.. 705, 503 


.745 






Seq. No. 


38737 






Seq. ID 


OJ000114_28.0228.C16 


Gene No. 


79689 






Strand 




Start 


447 






End 


1023 


Name 


OJ000114 


28.0228.C16.ol 


gp 


Method 


AAT/GAP 


Start- ■ 


447 






End 


1023 


GI 


none 






Score 


1121 


Exons 


447. .1023 











38423 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38737 
79689 
447 

OJ000114_28.0228.C16.ol.tm 

535 

none 



Seq. ID OJ000114_28.0228.C16 
Strand 

End - 1023 

Method TBLASTX : Maize 

End 1018 

Score 57 



535. .744-, 547. .693, 733. .1017, 812. .1018 



38738 
79690 
33 

OJ000114_28.0228.C17.ol.gs 

33 

none 

33. .1170 



Seq. ID OJ000114_28.0228.C17 
Strand 

End 1170 

Method GENSCAN 

End 1170 

Score .78 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



38738 
79691 
1984 

OJ000114_28.0228.C17.ol.tm 

760 

none 



Seq. ID OJ000114_28-. 0228.C17 
Strand 

End 3838 

Method TBLASTX : Maize 

End 1038 

Score 79 



760. .954, 761. .955, 964. .1038, 965. .1036 



38738 
79691 
1984 

OJ000114_28.0228.C17.o2.gs 

1984 

none 



Seq. ID OJ000114_28. 0228 .C17 
Strand 

End- 3838 

Method GENSCAN 

End 3838 

Score . 55 



1984. .2045, 2918. .3049, 3444. .3511, 3678. .3838 



38739 
79692 
16 

OJ000114_28 .0228.C18.ol.gs 
16 

none 



Seq. ID OJ000114_28.0228.C18 

Strand + 

End 3544 

Method GENSCAN 

End 354 4 

Score .54 



16. .204, 611. .647, 980. .1630, 3309. .3544 



38739 
79692 
16 

OJ000114_28.0228.C18.ol.tm 

1153 

none 



Seq. ID OJ000114_28.0228.C18 

Strand + 

End 3544 

Method TBLASTX: Maize 

End 1729 

Score 51 



1153. .1206, 1212. .1316, 1271. .1315, 1309. .1728, 1341. .1595, 
1528. .1605, 1649. .1729, 1657.;i728, 1685. .1729 



38740 
79693 
1 

OJ000114_28.0228.C19.ol.np 
1 

6562304 
1..325 

(AL133421) putative protein [Arabidopsis thaliana] 



Seq. ID OJ000114_28.0228.C19 

Strand + 

End 352 

Method AAT/NAP 

End 325 

Score 145 



38424 



Seq. No. 


38740 




Seq. ID 


OJ000114_28.0228 


.CI 9 


OCllC . LNU ■ 


/ .7 U _? J 




Oil CLiiU 


+ 




o Lai L 


1 
X 






O D 






O.TDnm T 4 9R 0??ft 

\J U \J \J \J X JL *i . \J £*\J 




lit: u ilUU 


V3 Hi LN O ^rtlN 




u Lai L 


47 _ 




FnH 

Jill ILL 


J Jt, 






nonp 






• O J 






47 










Seq. No. 


38740 




Seq. ID 


OJ000114 28.0228 


.C19 


Gene No. 


79694 




Strand 


+ 




Start 


4912 




End 


5080 




Name 


OJ000114 28.0228 


C19.ol.gp 


Method 


AAT/GAP 




Start 


4912 




End 


5080 




GI 


6255 1.R1084 




Score 


309 




Exons 


4912. .5080 










GI Descrip. 


•3242709 1.0e-53 


(AC003040) 


putative 


guanine nucleotide- 


-binding 



protein [Arabidopsis thaliana] 1 





Seq. No. 


38740 






Seq. ID 


OJ000114_28.0228 


.C19 




Gene No. 


79695 






Strand 








Start 


3476 






End 


4091 






Name 


OJ000114 28 


0228. 


C19.ol.tm 


Method 


TBLASTX: Maize 




r ~= 


Start . 


17 






End * • 


338 






GI 


none -■• • 






Score 


261. 




r j r 


Exons 


17. .334, 36 


.338, 


'47. .334, 


141. .335 








Seq. No. 


38740 






Seq. ID 


OJ000114_28.0228 


C19 


? ^ 


Gene No. 


79695 






Strand 








Start 


3476 






End 


4091 






Name 


OJ000114 28 


0228. 


C19.o2.gs 


Method 


GENS CAN 






Start 


3476 






End 


4091 






GI 


none 






Score 


.55 






Exons 


3476. .3597, 


3930. 


.4091 









Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



38741 Seq. ID 

79696 Strand 

1649 ' l .■ .* End 

OJ000114_28 .0228.C20.o2.gp Method 

164 9 End 

5003539 Score 



OJ000114_28.0228.C20 
+ 

2066 
AAT/GAP 
2066 
357 



1649. .1694, 1772. .1954, 2006. .2066 

3242709 1.0e-53 (AC003040) putative guanine nucleotide-binding 
protein [Arabidopsis thaliana] 



Seq. No. 38741 

Gene No. 7 9697 

Start 1 . 

Name OJ000114_28 . 0228 . C20 . ol . gp 

Start 1 

GI 6255_1.R1084 

Exons 1..198, 536. .733, 813.. 985, 

GI Descrip. '3242709 1.0e-53 (AC003040) 



protein [Arabidopsis thaliana] 1 



Seq. ID 
Strand 
End 

Method 

End 

Score 
1448. . 1488 
putative guanine 



OJ000114 28.0228.C20 



2066 
AAT/GAP 
1488 
1139 



nucleotide-binding 



Seq. No. 38741 Seq. ID OJ000114_28 . 0228 . C20 

Gene No. 79697 Strand 

: : ■ 38425 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. ■ No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000114_28.0228.C20.ol.np 
1 

3242709 



End 

Method 

End 

Score 



2066 
AAT/NAP 
2066 
677 



1..198, 536. .811, 861. .985, 1448. .1728, 1802. .1971, 2021. .2066 
(AC003040) putative GTP-binding protein (extra large) 
[Arabidopsis thaliana] 



38741 
79697 
1 

OJ000114_28.0228.C20.ol.ts 
3 

none 

3. .203, 4. .207, 7. .207 

.38741 
79697 
1 

OJ000114_28. 0228.C20.ol.gs 
24 

none 

24. .198, 536. .733, -813. .985, 1448. .1692, 1771. .1948 



•Seq. ID OJ000114_28.0228.C20 
Strand 

End 2066 

Method TBLASTX : Soybean 

End 207 

Score 238 



Seq. ID OJ000114_28.0228.C20 
Strand 

End 2066 

Method GENSCAN 

End 1948 

Score .79 



38741 
79697 
1 

OJ000114 28.0228.C20.ol.tc 



Seq. ID OJ000114_28.0228.C20 
Strand 

End 2066 
Method TBLASTX: Cress 
54 End 1924 

none Score 64 

54. .203, 78. .203, 79. .225, 538. .579, 616. .741, 617. .751, 
884. .988, 1448. .1642, 1448. .1684, 1455. .1661, 1805. .1924, 
1820. .1924 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



38741 
79697 
1 

OJ000114_28. 0228.C20.ol.tm 
96 

none 



Seq. ID OJ000114_28.0228.C20 
Strand 

End 2,066 
Method TBLASTX: Maize 
End 1912 
Score 121 

96. .206, 96. .206, 97. .207, 534. .740, 535. .741, 536. .736, 

810. .986, 810. .986, 812. .988, 814. .987, 1446. .1691, 1447. .1692, 

1448. .1693, 1449. .1694, 1765. .1881, 1766. .1912, 1775. .1912 



38741 
79697 
1 

OJ000114_28.,0228.C20.o3.ts 

535 

none 

535. .597, 589. .735, 599. .736 

38741 
79697 
1 

OJ000114_28. 0228 .C20.o2. ts 
890 



Seq. ID OJ000114_28.0228.C20 
Strand 

End 2066 

Method TBLASTX : Soybean 

End ' 736 

Score 113 



Seq. ID OJ000114_28.0228.C20 
Strand 

End 2066 

Method TBLASTX : Soybean 

End 1924 



38426 



GI 

Exons 



none Score 120 

890. .988, 1433. .1660, 1448. .1645, 1455. .1655, 1820. .1906, 

1820.. T924 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38742 
79698 
1 

OJ000114_28.0228.C21.ol.np 
1 

3242709 



Seq. ID OJ000114_28.0228.C21 
Strand 

End .4071 
Method AAT/NAP 
End 4071 
Score 749 



1..260, 358. .462, 1121. .1258, 1346. .1954, 4024. .4071 
(AC003040) putative GTP-bindihg protein (extra large) 
[Arabidopsis thaliana] 



38742 
79698 
1 

OJ000114_28.0228.C21.o2. ts 
69 

none 



Seq. ID OJ000114_28.0228.C21 
Strand 

End 4071 

Method TBLASTX : Soybean - 

End 1213 

Score 67 



69. .191, 79. .177, 189. .275, 214. .261, 325. .459, 356. .457, 
364. .462, 368. .466, 1116. .1208, 1118. .1210, 1119. .1211, 
1121. .1213 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



38742 
79698 
1 

OJ000114_28 .0228.C21.ol.gp 
77 

5003539 



Seq. ID OJ000114_28.0228.C21 
Strand 

End 4071 
Method AAT/GAP 
End 1367 
Score 811 
77. .260, 358. .462, 1121. .1258, 1346. .1367 

3242709 1.0e-53 (AC003040) putative guanine nucleotide-binding 
protein [Arabidopsis thaliana] 



38742 
79698 
1 

OJ000114_28.0228.C21.ol.tc 
78 

none 



Seq. ID OJ000114_28.0228.C21 
Strand 

End -4071 

Method TBLASTX : Cress 

End 2197 

Score 111 



78. .176, 165. .269, 364. .468, 364. .462, 1118. .1258, 1128. .1262, 
1136. .1273, 1342. .1401, 1344. .1727, 1346. .1723, 2135. .2197 



38742 
79698 
1 

OJ000114_28.0228.C21.ol.gs 

101 

none 



Seq. ID OJ000114_28.0228.C21 
Strand 

End 4071 

Method GENSCAN 

End 2502 

Score . 86 - 



101. .260, 358. .462, 1121. .1258, 1346. .2362, 2424. .2502 



38742 
79698 
1 - 

OJ000114_28.0228.C21.ol. ts 

1344 

none 



Seq. ID OJ000114_28.0228.C21 
Strand 

End 4071 

Method TBLASTX : Soybean 

End 1712 

Score 181 



38427 



Exons 


1344 1709. 1346 1711. 


1571 . 


.1711, 1602. .1712 




Seq. No. 


38742 .... 




Seq. ID 


OJ000114_28.0228 


C21 


Gene No. 


79698 




Strand 


- 




Start 


1 




End 


4071 




Name 


OJ000114 28 0228 C21 ol 


tm 


Method 


TBLASTX : Maize 




Start 


1535 _ 




End 


1810 




GI 


none 




Score 


148 






1535 1714 1535 1810 


-L *J Z? . 


.1787 








38742 




Seq. ID 


OJ000114_28.0228. 


CO 1 


Gene No . 


79698 




Strand 






Start 


1 




End 


4071 




Name 


OJ000114 28.0228.C21.o2. 


gp 


Method 


AAT/GAP 




Start 


2019 




End 


2522 




GI 


uC-osroM202016d06bl 




Score 


1000 




pvAn c 

J — l x\ \— ' 1 1 O 


2019. .-2522 












1 50914 96/dbj | AB023482 . 2 | AB023482 6.0e- 


4 6 Oryza sativa genomi 




DNA, chromosome 6, clone P0680A03, complete sequence' 




Seq. No. 


38742 




Seq. ID 


OJ000114_28.0228. 




Gene No. 


79698 




Strand 






Start 


1 




End 


4071 




M^mf^ * ' - 

IN Clitic f.- 


OJ000114 28.0228.C21.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


2132 


- 


End 


2329 




GI 


none 




Score 


206 




Pvnn o 

J_J llu 


2132. .2329, 2133. .2306 










Seq. No. 


38743 




Seq. ID 


OJ000114_28.0228. 


POO 


Gene No. 


79699 




Strand 






Start 


277 




End 


1157 




Name 


OJ000114 28.0228.C22.ol. 


gs 


Method 


GENSCAN 




Start 


277 




End 


1157 




GI 


none 




Score 


.51 




Fix on 


277. .285, 446. .479, 919. 


.952, 


1049. . 1157 




Seq. No. 


38744 




Seq. ID 


OJ000114_28.0228. 


C23 


Gene No. 


79700 




Strand 






Start 


2255 




End 


3199 




Name 


OJ000114 28.0228.C23.ol. 


gs 


Method 


GENSCAN 




Start 


2255 




End 


3199 




GI 


none ' 




Score 


.69 




Exons 


2255.. 2427, 3073. .3199 










Seq. No. 


38745 




Seq. ID 


OJ000114_28.0228. 


C24 


Gene No. 


79701 




Strand 


+ 




Start 


4 




End 


800 




Name 


OJ000114 28.0228.C24.ol. 


gs 


Method 


GENSCAN 






4 




End 


800 




GI 


none 




Score 


.43 




XT yon 


4. .84, 600. .800 










Seq. No. 


38745 




Seq. ID 


OJ000114_28.0228. 


C24 


Gene No. 


* 79701 




Strand 


+ 




Start 


4 




End 


800 




Name 


OJ000114 28.0228.C24.ol. 


gp 


Method 


AAT/GAP 




Start 


97 




End 


356 





38428 




GI 3761601 Score 367 

Exons 97 . . 356 

GI. Descrip.- 5091496/dbj IAB023482.2 IAB023482 6.0e-46 0ryza sativa genomic 
DNA, chromosome 6, clone P0680A03, complete sequence 



Q e*o Mo 
D C q > IN O • 


38745 




Seq. ID 


OJ000114 28.-0228.C24 


(~* c±r\ es. M o 

bene ino . 


79702 




Strand 


+ 




5574 




End 


10551 


Name 


OJ000114 28.0228.C24.ol 


np 


Method 


AAT/NAP 


otdit 


5574 




End- 


10551 


b± 


2980798 




Score 


471 




5574. .5701, 5994. .6194, 


6408 


..6704, 6799. .6918, 7097. .7154, 




7233. .7447, 7563. .7631, 


7757 


..7851, 10302.. 10551 


GI Descrip. 


(AL022197) putative protein 


[Arabidopsis thaliana] 


Q ^ rf Mo 

oeq. in o . 


38745 




Seq. ID 


OJ000114_28.0228.C24 


bene ino . 


79702 




Strand 


+ 


o car t 


5574 




End 


10551 


Name 


OJ000114 28.0228.C24 .o2 


gp 


Method 


AAT/GAP 


O LdLL 


6792 




End 


7853 


GI 






Score 


875 


Exons 


6792. . 6918, - 7106... 7154, 


7233 


..7447, 7563. .7631, 7757. .7853 


b± uescrip. 


■ 29807 98 /emb|CAA18174.1 


2.0e-58 (AL022197) putative protein 




[Arabidopsis thaliana] 1 








oeq. ln o . 


38745 




Seq. ID 


OJ000114_28.0228.C24 


bene ino • 


79703 ■ 




Strand 




otart 


2556 




End 


2840 


Name 


OJ000114 28.0228.C24.o2 


gs 


Method 


GENSCAN 


Start 


2556 




End 


2840 


GI 


none 




Score 


.97 


Exons 


2556. .2710, 2765. .2840 








Coo* Mo 
o e CJ . LN o . 


38745 




Seq. ID 


OJ000114_28.0228.C24 


pQriQ Mo 

bene ino . 


79704 




Strand 




Of 3r f 
OLdl L 


8024 




End 


9158 


Name 


OJ000114 28.0228.C24.o3 


tm 


Method 


TBLASTX: Maize 




5624 




End 


5917 


bl 


none 




Score 


■ 98 


Exons 


5624. .5689, 5625. .5690, 


5690 


..5719, 57 


47. .5881, 5756. .5863, 




5885. .5917, 5887. .5916 








oeq . lnO . 


38745 




Seq. ID 


OJ000114_28.0228.C24 


bene lno . 


79704 




Strand 




OLdlt 


8024 




End 


9158 


Name 


OJ000114 28.0228.C24.o2 


tm 


Method 


TBLASTX: Maize . 


Start 


6200 




End 


6601 


GI . 


none . 




Score 


86 


Exons ' 


6200. .6280, 6201. .6275, 


6228 


..6299, 6284. .6355, 6288. .6341, 




6329.. 6400, 6330.. 6398, 


6344 


..6469, 6425. .6445, 6446. .6481, 




6538.. 6600, 6539.. 6601, 


6545 


. .6601, 6551. .6586 


Seq. No. 


38745 




Seq. ID 


OJ000114_28.0228.C24 


Gene No. 


'79704 




Strand 




Start 


8024 




End 


9158 


Name 


OJ000114 28.0228.C24.o2, 


ts 


Method 


TBLASTX: Soybean 


Start 


6288 




End 


6926 



38429 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ■ 

Exons 



Seq. No. 

Gene No. 

Start. 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 92 

6288. .6398, 6551. .6604/ 6639. .6704, 6641. .6709, 6796. .6918, 
6797.. 6919, 6798.v6926, 6807.. .6926 



38745 
79704 
8024 

OJ000114_28.0228.C24.ol.tm 

6786 

none 

6786. .6920, 6796. .6918, 6813. 
7105. .7182, 7106. .7153, 7231. 
7241. .7447, 7550. .7633, 7556. 



Seq. ID OJ000114_28.0228.C24 
Strand 

End • 9158 

Method " TBLASTX : Mai ze 

End 7634 

Score 223 

.6926, 7100. .7153, 7105. .7149, 
.7443, 7232. .7450, 7234. .7455, 
.7633, 7557. .7634 



'38745 Seq. ID 

79704 Strand 
8024 End 
OJ000114_28. 0228 .C24 .ol.tc Method 
6856 End 
none Score 

6856.. 6918, 685.8.. 6926, 7105.. 7152, 7106. 

7267. .7338, 7339. .7476, 7340. .7450, 7556. 

7754. .7813, 7754. .7813, 7790. .7849 



OJ000114 28.0228.C24 



9158 

TBLASTX: Cress 
7849 
112 

,7153, 7265. 
.7633, 7557. 



,7339, 
,7634, 



38745 Seq. ID 

79704 Strand 

8024 End 

OJ000114_28.0228.C24.ol. ts Method 

7109 End 

none Score 



OJ000114_28.0228.C24 
9158 

TBLASTX : Soybean 

7849 

96 



7109. .7153, 7111. .7149, 7231. .7476, 7232. .7450, 7242. .7469, 
7556. .7633, 7557. .7634, 7754. .7813, 7754. .7813, 7814 . .7849 



Seq. No. 


38745 




Seq. ID 


OJ000114_28.0228.C24 


Gene No. 


79704 




Strand 




Start 


8024 




End 


9158 


Name 


OJ000114 


_28.0228.C24.o4..gs 


Method 


GEN SCAN 


Start 


8024 




End 


9158 


GI 


none 




Score 


.51 


Exons 


8024. .8155, 8619. .8756, 9035 


. .9158 




Seq. No. 


38746 




Seq. ID 


OJ000114_28.0228.C26 


Gene No. 


79705 




Strand 


+ 


Start 


1 




End 


644 


Name 


OJ000114 


_28.0228.C26.ol.-np 


Method 


AAT/NAP 


Start 


1 




End 


644 


GI 


6539553 




Score 


1040 


Exons 


1. . 644 








GI Descrip. 


(AP000836) Similar to Oryza 


australiensis retrotransposon RIRE1 




. (D85597) 


[Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP000837) 




Similar 


to Oryza australiensis retrotransposon RIRE1 (D85597) 




[Oryza sativa] 






Seq. No. 


38746 




Seq. ID 


OJ000114_28.0228.C26 


Gene No. 


79705 




Strand 


+ 


Start 


1 




End 


644 


Name 


OJ000114 


_28.0228.C26.ol.ts 


Method 


TBLASTX: Soybean 



38430 




Of v~ -t- 

btart 


A O 

4 Z 




End 


506 




bl 


oouyz du 




Score 


T* C O 

358 




Exons 


ao cnc o ac\ o c: c /ioo 
. 4z . . DUO , Z OU . . ODD , 4Z0 . 


.40/ 








GI Descrip. 












Seq. No. 


38746 




Seq. ID 


OJ000114_28.0228 


C2 6 


Gene No. 


79705 




Strand 


+ 




Of -i yf 

otart 


i 




hna 


C A A 

64 4 




Name 




.gs 


Method 


GENSCAN 




otart 


/ Z 




End 


oo/ 






none 




Score 


. O / 




Exons 


1 Z . .jo/ 










Seq. No. 


38746 




Seq. ID 


OJ000114_28.0228 


C26 


Gene No. 


79705 




Strand 


+ 




otart 


i 




hna 


a a a 
04 4 




Name 


ATnnni i a oq hooq coc 
UJUUU114 zo.UZZo.t^b.Ol 


. tc 


Method 


TBLASTX : Cress 




Start 


1 o2 




End 


395 




bl 


none 




Score 


0 c n 

250 




Exons 












Seq. No. 


38746 




Seq. ID 


OJ000114_28.0228. 


C26 


Gene . No . 


79705 




Strand 


+ 




Start 


i 
i 




End 


64 4 




Name 


OJUUU114 z o . Uzzo ,. Cz d . Ol 


. tm 


Method 


TBLASTX :Maize 




Start 


I/O 




End 


64 1 




GI 


none 




Score 


339 




Exons 


1/O..ODO, 1//..D41, OlZ 


A Q A 

. . 4 y4 , 


A OQ COO 

4zo . . ojo 






Seq. No. 


38746 




Seq. ID 


OJ000114_28.0228. 


C26 


Gene No. 


79705 




Strand 


+ 




otart 


1 




hna 


64 4 




Name 


OJUUU114_zb . U2zo.C2o.Ol 


. tw 


Method 


m T^l T 7* /*1 m T. 7 T"_T 1 - — -*— 

TBLASTX : Wheat 




Start 


1 // 




End 


644 






none 




Score 


0 0 n 
zo 9 




Exons 


177. .521, 324. .497, 516 


. . 644 








beq. No. 


Jo /4 / 




Seq. ID 


OJ000114 28.0228. 


C30 


uclie NO . 


7Q7H £ 




Strand 








i 

J. 




End 


254 




Name 


OJ000114 28.0228.C30.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


254 




C T 


C n o 1 Q c o 




Score 


332 




Exons 


• 1 . . zd4 










GI Descrip. 


(APUUlu/3) hypothetical 


protein [Oryza 


sativa] 






gi i boloO /o | abj | BAA90364 


.11 (AP001081) 


hypothetical protein 




[Oryza sativa] 










Seq. No. 


38748 




Seq. ID 


OJ000114_28.0228. 


C31 


Gene No. 


79707 




Strand 


+ 










End 


725 




Name 


OJ000114 28.0228.C31.ol 


.gs 


Method 


GENSCAN 




Start 


42 




End 


633 




GI 


none 




Score 


. 64 




Exons 


42. .81, 202. .416, 490.. I 


533 








Seq. No. 


38748 




Seq. ID 


OJ000114_28.0228. 


C31 



38431 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



79707 Strand 

4 2 End 
OJ000114_28.0228.C31.ol.np Method 

307 End 

4416301 Score 
307. .473 

(AF105716) gag protein [Zea mays] 



+ 

725 

AAT/NAP 

473 

84 



38748 
79707 
42 

OJ000114_28.0228.C31.ol.tm 

384 

none 



Seq. ID OJ000114_28.0228.C31 

Strand + 

End ' 725 

Method TBLASTX : Mai ze 

End 725 

Score' 7 9 



384..437, 387. .437, 389. .451, 445. .672, 453. .476, 498. .725, 
532. .669 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38748 
79707 
42 

OJ000114_28.0228.C31.o2.np 
484 

3645899 
484. .725 

(U68408) 5' end not determined experimentally [Zea' mays] 



Seq. ID OJ000114_28.0228.C31 

Strand + 

End 725 

Method AAT/NAP 

End 725 

Score 263 



38749 
79708 
1 

OJ000114_28.0228.C32.ol.np 
1 

6539553 
1..552 

(AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi I 6539590 | dbj | BAA88206.. 1 1 (AP000837) 
Similar to Oryza australiensis retrotransposon . RIRE1 (D85597) 
[Oryza s^ativa] - . 



Seq. ID OJ000114_28.0228.C32 
Strand 

End 552 

Method AAT/NAP 

End 552 

Score 914 



38749 
79708 

1 

OJ000114_28.0228.C32.ol.tw 
1 

none 



Seq. ID OJ000114_28.0228.C32 
Strand 

End 552 

Method TBLASTX : Wheat 

End 552 

Score 103 



1..87, 2. .124, 3. .155, 3. .551, 175. .552 



38749 
79708 
1 

OJ000114_28 . 0228.C32.ol.gs 
92 

none 
92. .501 



Seq. ID OJ000114_28.0228.C32 
Strand 

End 552 

Method GENSCAN 

End 501 

Score .81 



Seq. No. 
Gene No. 
Start 



38750 
79709 
1 



Seq. ID OJ000114_28.0228.C33 

Strand 

End 659 



38432 



Name 


UJUUU114 Zo . UZZo . o . oi . np 


Method 


AAT/NAP 


b tart 


-t 
1 


End 


612 




4Djoyby 


Score 


114 


Exohs 


1 . . oo , lob. .olz- 






GI Descrip. 


(AJjUfty^oo; putative protein 


[Arabidopsis thalia 


Seq. No.. 


38750 


Seq'. ID 


OJ000114 


Gene No. 


79709 


Strand 


- 


O ■(- —i 4- 

btart 


i 
1 


End 


659 


Name 


OJUUU114 Zo . U22o . CJ 3 . oi . gs 


Method 


GENSCAN 


Start 


J / 


End 


657 


bl 


none 


Score 


. 94 


Exons 


O / . . DO / 






Seq. No. 


38750 


Seq. ID 


OJ000114 


Gene No. 


79709 


Strand 


- 


btart 


l 


End 


659 


Name 


r\Tnnni i a oq nooo r^tio — 1 4- m 
UJUUU114 Zo.U^zbXoj.Ol.tm 


Method 


TBLASTX : 


Start 


a i n 
4 1 / 


End 


657 


GI 


none 


Score 


46 


Exons 


41/. .449, 4o1..d4d, 4do..d57 


, 469. .657 




Seq. No. 


38750 


Seq. ID 


OJ000114 


Gene No. 


797.09 . .. • 


Strand 


_ 


Start 


1 


End 


659 


Name 


0 JUUU 114 2 8 . 022 8 . C33 . ol . gp 


Method 


AAT/GAP 


Start 


4 bl 


End 


659 


GI 


none 


Score 


368 


Exons 


4 bl . . bo y 






Seq. No. 


oo /ol 


Seq. ID 


OJ000204 


Gene No. 


79710 ■ 


Strand 


+ 


Start 


1 


End 


1280 


Name 


OJ000204 28.0222.C2.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1280 


GI 


6539580 


Score 


563 


Exons 


1..54, 164. ,841, 955. .1091, 


1205. .1.280 




GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 


Seq. No. 


38751 


Seq. ID 


OJ000204 


Gene No. 


79710 


Strand 


+ 


Of ^vf 

btart 


1 


End 


1280 


Name 


OJ000204 28.0222.C2.ol.gs 


Method 


GENSCAN 


Start 


652 


End 


1080 


GI 


none 


Score 


.88 


Exons 


652. .793, 889. .1080 






Seq. No. 


38752 


Seq. ID 


OJ000204 


Gene No. 


79711 


Strand 




b tart 


928 


End 


1090 


Name 


OJ000204 28.0222.C3.ol.ts 


Method 


TBLASTX: 


Start 


921 


End 


1090 


GI 


none 


Score 


135 


Exons 


921. .1085, 923. .1090, 925. .1089 




Seq. No. 


38752 


Seq. ID 


OJ000204_ 


Gene No. 


79711 


Strand 





38433 




Start 


928 


End 


1090 


Name 


OJ000204 28.0222.C3.ol.np 


Method 


AAT/NAP 


OLal L. 


928 


End 


1090 


o X 


4454471 


Score 


188 


LiAUllO 


928.. 1090 








(AC006234) hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


38752 


Seq. ID 


OJ000204_28.0222.C3 


Gene No.. 


79711 


Strand 


- 


Of- a r +- 


928 


End 


1090 


Name 


OJ000204 28.0222.C3.ol.tm 


Method 


TBLASTX: Maize 




934 


End 


1090 


O X 


none 


Score 


136 


Exons 


934. .1089, 941. .1090 






O q . IN O • 


38753 


Seq. ID 


OJ000204_28.0222.C4 


Gene No. 


79712 


Strand • 


+ 


Start 


1734 


End 


1818 


Mama 


OJ000204 '28.0222.C4.ol.np 


"Method 


AAT/NAP 




1734 


End 


1818 


OX 


6721547 


Score 


89 


Hi AtJi 1 o 


1734. .1818 






OX UcoLi ip • 


(AP001073) Similar to Oryza sativa gene for Pib. (AB013448) 


Seq. No. 


38753 


Seq. ID 


OJ000204_28.0222.C4 


Gene No. 


79713 


Strand 


+ 




6689 


- End 


7926 


Name 


OJ000204 28.0222.C4.o2.gs 


Method 


GENSCAN 


jLqI L 


6689 


End 


7926 


ox 


none 


Score 


.48 


ljAUI I o 


6689. .6714, 7216. .7414, 7498. 


.7653, 76 


69. .7926 


O " ^ . Vi\J t 


38753 


Seq. ID 


OJ000204_28.0222.C4 


Cpnp Mo 


79714 


Strand 




Start 


1731 


End 


3077 


Name 


OJ000204 28.0222.C4.o2.np 


Method 


AAT/NAP 


Start 


216 


End 


3059 


ox 


6862952 


Score 


179' 


TT vnn o 
CjAUiIo 


216. .241, 2411. .2525, 2629. .2* 


300, 2909 


. .3059 


ox ucoLi t 


(AC019018) putative G protein- 


-coupled 


receptor [Arabidopsis 




thaliana] 






Seq. No. 


38753 


Seq. ID 


OJ000204_28.0222.C4 


Gene No. 


79714 


Strand 




u Lai l. 


.1731 


End 


3077 


Name 


OJ000204 28.0222.C4.ol.gs 


Method 


GENSCAN 


C +- -a v-f- 


1731 


End 


3077 




none 


Score 


.55 


Exons 


1731. .1811, 2566. .2715, 2916. 


3077 




Sea No 


38753 


Seq. ID 


OJ000204_28.0222.C4 


Gene No. 


79715 


Strand 




Start 


9147 


End 


17640 


Name 


OJ000204 28.0222.C4.o2.tm 


Method 


TBLASTX: Maize 


Start 


8340 


End 


9858 


GI 


none 


Score 


47 


Exons 


8340. .8420, 8343. .8417, 8525. 


8611, 8530.. 8613, 8535.. 8609, 



38434 






9162.. 9230, 9166.. 9231, 9505 


..9591, 9506.. 9589, 


9667. .9858, 




9667.. 9858 






- 


Seq. No. 


38753 


Seq. ID OJ000204_ 


28.0222, 


.C4 


Gene No. 


79715 


Strand 






Start 


9147 


End 17640 






Name 


OJ000204_28. 0222.C4 .o3.gs 


Method GENSCAN 






Start 


9147 


End 16768 






GI 


none 


Score .69 






Exons 


9147.. 9227, 9508.. 9591, 9667 


..'9872, 11075.. 11171 


, 11871, 


. .11924, 




12007. .1214 0, 13184. .13247, 


13344 . .13901, 14526. 


.14612, 






14 680. . 14807, 14 961. . 15012, 


15116. .15273, 15465. 


.15675, 






16167. .16643, 16763. .16768 








Seq. No. 


38753 ' 


Seq. ID OJ000204_ 


28.0222. 


.C4 


Gene No. 


79715 


Strand 






Start 


9147 


End 17 64 0 






Name 


, OJ000204 28.0222.C4 .o3.np 


Method AAT/NAP 






Start 


10217 


End 17640 






GI 


4455275 


Score 1524 






Exons 


10217. . 10241, 11075. . 11166, 


11866. .11924, 12007. 


.12140, 






13280. .13901, 14481. .14 609, 


14680. . 14785, 14961. 


.15023, 






15111. .15315, 154 61. .15675, 


16167. .16762, 17595. 


.17640 




GI Descrip. 


(AL035527) putative protein 


[Arabidopsis thaliana] 





Seq. No. 


38753 


Seq. ID 


OJ000204 


_28.0222, 


.C4 


Gene No. 


79715 


Strand 








Start 


9147 


End 


17640 






Name 


OJ000204 28.0222.C4.ol.tm 


Method 


TBLASTX: 


Maize 




Start 


14960 


End 


15272 






GI 


none 


Score 


73 






Exons 


14960. .15022, 14 961 .. 15020, 1< 


4962. .15021, 15113 


. .15265, 






15113. .15271, 15117.. 15272 










Seq. No. 


38754 


Seq. ID 


OJ000204 


_28.0222, 


.C5 


Gene No. 


79716 


Strand 


+ 






Start 


133 


End 


210 






Name 


OJ000204 28.0222.C5.ol.gs 


Method 


GENSCAN 






Start 


133 


End 


210 






GI 


none 


Score 


.77 






Exons 


133. .210 










Seq. No. 


38754 


Seq. ID 


OJ000204 


_28.0222. 


,C5 


Gene No. 


79717 


Strand 


+ 






Start 


9985 


End 


10143 






Name 


OJ000204 28.0222.C5.o3.gs 


Method 


GENSCAN 






Start 


9985 


End 


10143 






GI 


none 


Score 


.72 






Exons 


9985. .10143 










Seq. No. 


38754 


Seq. ID 


OJ000204 


_28.0222. 


,C5. 


Gene No. 


79718 


Strand 








Start 


1691 


End 


9094 






Name - 


. OJ000204 28.0222:C5.o2.gs . 


Method 


GENSCAN 






Start 


1691 


End 


9094 






GI 


none 


Score 


.68 






Exons 


1691.. 1776, 2137.. 2219, 2757., 


.2871, 3099. .3503, 


4070. .4153, 



38435 




( 


4535. .4729, 


4847 


. .4937, 


6657. 


.8038, 8977.. 9094 




Seq. No. 


38754 








Seq. ID 


OJ000204 


28. 0222. C5 


Gene No. 


79718 








Strand 


_ . .i. 




Start 


1691 








End 


9094 




Name 


OJ000204 28 


. 0222 


.C5.o3. 


tm 


Method 


TBLASTX : 


Maize 


Start 


2528 




.--> ■ 




End ■ 


3111 




GI 


none 








Score 


38 




Exons 


2528. .2704, 


2565 


. .2609, 


2717. 


.2755, 2717. .2764, 


2719. .2766, 




2814. .2909, 


2818 


. .2889, 


2821. 


.2913, 2822. .2914, 


2936. .3061, 




2946. .3107, 


2946 


. .3107, 


2947. 


.3111, 2950. .3111 




Seq. No. 


38754 








Seq. ID 


OJ000204 


_28.0222.C5 


Gene No. 


79718 








Strand 






Start 


1691 








End 


9094 




Name 


OJ000204 28 


.0222, 


.C5.ol. 


gp 


Method 


AAT/GAP 




Start 


2672 








End 


2967 




GI 


4714376 








Score 


527 




Exons 


2672. .2967 














Seq. No. 


38754 








Seq. ID 


OJ000204 


28 . 0222 ,C5 


Gene No. 


79718 








Strand 






Start 


1691 








End 


9094 




,Name 


OJ000204 28 


.0222. 


.C5.ol. 


np 


Method 


AAT/NAP 




.Start " 


2840 








End 


7521 




GI 


3236249 








Score 


909' 




Exons 


2840. .3503, 


4070. 


. .4163, 


4248. 


.4330, 4436. .4487, 


4572. .4729, 




4847. .4937, 


6657, 


. .7122, 


7162. 


.7521 






GI Descrip. 


(AC004684) putative WD- 


40 repeat protein [Arabidopsis thaliana 


Seq. No. 


38754 








Seq. ID 


OJ000204 


_28.0222.C5 


Gene No. 


79718 








Strand 






Start 


1691 








End 


9094 




Name 


OJ000204 28 


.0222. 


,C5.o2. 


tm 


Method 


TBLASTX: 


Mai ze 


Start 


3295 








End 


6989 




GI 


none 








Score 


180 




Exons 


3295. .3504, 


3296. 


.3505, 


3296. 


.3505, 4062. .4124, 


4069. .4122, 




4070. .4126, 


4245. 


.4331, 


4245. 


.4331, 4249. .4332, 


4433. .4477, 




4437. .4490, 


4438. 


.4491, 


4565. 


.4723, 4568. .4729, 


4570. .4728, 




4572. .4730, 


4572. 


.4730, 


4576. 


.4731, 4847. .4939, 


4848. .4940, 




4849. .4938, 


6648. 


.6818, 


6657. 


.6818, 6658. .6819, 


6939. .6989 


Seq. No. 


38754 








Seq. ID 


OJ000204 


_28 .0222.C5 


Gene No. 


79718 








Strand 






Start 


1691 








End 


9094 




Name 


OJ000204 28, 


.0222. 


C5.ol. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


3376 








End 


6.782 


GI 


none" 








Score 


114 




Exons 


3376. .3504, 


3398. 


.3505, 


4062. 


.4142, 4069. .4167, 


4069. .4164, 




4248. .4331, 


4437. 


.4484, 


4456. 


.4485, 4570. .4677, 


4571. .4678, 




4572. .4682, 


4572 . 


.4688, 


4576. 


.4686, 4679. . 4723, 


4680. .4730, 




4681. .4731, 


4848 . 


.4940, 


4849. 


.4935, 48 


:49. .4941, 


6648. . 6782, 




6664 . . 6780 














Seq. No. 


38754 








Seq. ID 


OJ000204 


_28.0222.C5 


Gene No. 


79718 








Strand 






Start 


1691 








End 


9094 





38436 



Name 


OJ000204 28 


.0222 


.C5.ol 


tc 


Method 


TBLASTX: Cress 


Start 


4432 








End 


4895 


GI 


none 








Score 


46 


Exons 


4432. .4482/ 


' 4437 


. . 4481, 


4571 


..4723, 4572. .4730, 4572. .4730 




4576. .4731, 


4848 


. . 4895 








Seq. No. 


38754. 








Seq. ID 


OJ000204_28.0222.C5 


Gene No. 


79718 








Strand 




Start 


1691 








End 


9094 


Name 


OJ000204 28 


.0222 


.C5.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


7038 








End 


7463 


GI 


none 








Score 


63 


Exons 


7038. .7106, 


7045 


. .7107, 


7128 


..7304, 7129. .7233, 7350. .7442 




7360. .7458, 


7362 


. .7463 








Seq. No. 


38754 








Seq. ID 


OJ000204_28.0222.C5 


Gene No. 


79718 








Strand 




Start 


1691 








End 


9094 


Name 


OJ000204 28 


.0222 


C5 .o2 . 


ts 


Method 


TBLASTX: Soybean 


Start 


7140 








End 


7458 


GI 


none 








Score 


119 


Exons 


7140. .7325, 


7141 


.7314, 


7360 


..7458, 7362. .7457 


Seq. No. 


38754 








Seq. ID 


OJ000204_28.0222.C5 


Gene No. 


79718 








Strand 




Start 


1691 








End 


9094 


Name 


OJ000204 28 


.0222 


C5.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


7173 








End 


7631 


GI 


none 








Score 


319 


Exons 


7173. .7427, 


7174. 


.7428, 


7417 


..7629, 7419. .7631, 7419. .7631 


Seq. No. 


38755 








Seq. ID 


OJ000204_28.0222.C6 


Gene No. 


79719 








Strand 


+ 


Start 


368 








End 


4210 


Name 


OJ000204 28 


0222. 


C6.ol. 


gs 


Method 


GENSCAN 


Start 


368 








End 


4210 


GI 


none 








Score 


.4 


Exons 


368.-465, 3295. .3371, 3908.. 


4165, 4182 


..4210. 


Seq. No. 


38755 








Seq. ID 


OJ000204_28.0222.C6 


Gene No. 


79720 








Strand 




Start 


6498 








End 


7054 


Name 


OJ000204 28. 


0222. 


C6.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


2945 








End 


3269 


GI 


none 








Score 


196 


Exons 


2945. .3067, 


2949. 


.3161, 


3164 


..3256, 3240.. 3269 


Seq. No. 


38755 








Seq./ ID 


OJ000204_28:0222.C6 


Gene No. 


79720 








Stra'nd 




Start 


6498 








End 


7054 


Name 


OJ000204 28. 


0222. 


C6. ol. 


tm 


Method 


TBLASTX: Maize 


Start 


3164 








End 


3436 


GI 


none 








Score 


153 


Exons 


3164. .3343, 


3181. 


.3258, 


3287 


.3352, 3338. .3436 


Seq. No. 


38755 








Seq. ID 


OJ000204_28.0222.C6 


Gene No. 


79720 








Strand 





38437 




Start 


6498 


End 


7054 


Name 


OJ000204 28 0222 C6 o3 as 


Mpfhod 


GEN SCAN 


Start 


6498 ~~ 


End 


7054 


GI 


none 


Score 


.81 


Exons 


6498. .6529, 6540. .6674, 6985 


. .7054 




Seq. No. 


38756 


Seq. ID 


OJ000204 


Gene No. 


79721 


Strand 


+ 


Start 


795 


End 


2609 


Name 


OJ000204 28.0222.C7.ol.gs 


Method 


GENSCAN 


Start 


795 


End 


2609 


GI 


none 


Score 


.86 


Exons 


795. .963, 1175. .1368, 1433.. 


1605, 2431, 


. .2609 



Seq. No. -38756 Seq. ID 

Gene No. 79722 Strand 

Start 3336 End 

Name OJ000204_28 . 0222 . C7 . o2 . gs Method 

Start 3336 End . 

GI none Score 

Exons 3336.. 3594, 3627 . . 3689, 4 035 . . 4 063 



OJ000204_28.0222.C7 
+ 

4063 
GENSCAN 
4063 
.74 



Seq. No. 38756 ... . Seq. ID 

Gene No. 79723' Strand 

Start ) 8596 End 

Name OJ000204_28 . 0222 . C7 . o4 . gs Method 

Start 8596 End 

GI none Score 

Exons 8596.. 8816 



OJ000204_28.0222.C7 

8816 " 
GENSCAN 
8816 
.58 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



38757 
79724 
1890 

OJ000204_28.0222.C9.o2.gs 

1890 

none 

1890. .1954, -2741. .2928, 
4802. .6179, 6199. . 6357, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000204_ 
+ 

8100 
GENSCAN 
8100 
.51 



28. 0222. C9 



3026. ,.3113, 3427. .3480, 
6866..6946, 7492.. 8100 



4441. .4680, 



38757 
79724 
1890 

OJ000204_28.0222.C9.o2.np 



Seq. ID 
Strand 
End 

_ _ Method 

4 94 0 " End 

4454460 Score 
4940. .5695, 5839. .6041, 6177. .6236 

(AC006234) AP2 domain transcription factor [Arabidopsis 
thaliana] 



OJ000204__28.0222.C9 

+ 

8100 
AAT/NAP 
6236 
351 



Seq. No. 38757 Seq. ID 

Gene No. 79725 Strand 

Start 12969 End 

Name OJ000204_28 . 0222 . C9 . o4 . gs Method 

Start 12969 End 

GI none Score 

Exons 12969. .13032, 13083.. 13627 



OJ000204_28.0222.C9 
+ 

13864 
GENSCAN 
13627 
.98 



38438 



Sea No 


38757 




Seq. ID 


OJ000204 28 0222 


Gene No 


79725 




Strand 


+ - — 


Start.- 


12969 




End 


13864 


Name " 


OJ000204 28.0222.C9.ol. 


gp 


Method 


AAT/GAP 


Start 


13149 




End 


13864 


GI 


58152 1 R1084 




Score 


1395 


Rxon*? 

■LJ V-/ llhj 


1314 9 — 13864 








GT* Desrrir) 


' 1362192/oir 1 1 JT0703' 4 


0e-23 


f erredoxin—thioredoxin re< 




(EC 1 18 - -) variable 


cha in 


- maize 1 




Sea No 


38757 




Seq. ID 


OJ000204 28 0222 


Gene No. 


79725 




Strand 


+ 


Start 


12969 




End 


13864 


Name 


OJ000204 28.0222.C9.o3. 


np 


Method 


AAT/NAP 


Start 


13331 




End 


13621 


GI 


1362192 




Score 


400 


Fxon <=; 


13331 13621 








GI Descrio 


fprredoxin — t hioredoxin 


. reductase (EC 


1.18.-.-) variable 




ma i ze 










38757 




Seq. ID 


OJ000204_28.0222 


Gene No. 


79726 




Strand 


+ 


Start 


21442 




End 


26842 


Name 


OJ000204 28 0222 C9 06 


gs 


Method 


GENSCAN . 


Start 


21442 _ 




End 


26842 


GI 


none 




Score 


.95 


R von *=i 


21442 22467 22563 23 


480, 26068. .26166, 26254 .. 2631 6, 




26735 26842 








Seq. No. 


38757 




Seq. ID 


OJ000204_28.0222 


Gene No. 


79727 




Strand 




Start 


810 




End 


1114 


Name 


OJ000204 28 0222 C9 ol 


gs 


Method 


GENSCAN 


Start 


810 ~~ 




End 


1114 


GI 


none 




Score 


.97 


F.xon s 

1-J *\ \J 11 J 


810 878 929 1114 








Sea No 


38757 




Seq. ID 


OJ000204_28.0222 


Gene No. ■ ■ 


79728 




Strand 




Start 


2550 




End 


3126 


Name 


OJ000204 28.0222.C9.ol. 


np 


Method 


AAT/NAP 


Start 


2550 ~ 




End 


3126 


GI 


5091507 




Score 


315 


F.xon s 


2550 2667 2870 2913 


2964. 


. .3126 




GI DescriD. 


(AB023482) Hvoothetical 


protein [Oryza 


sativa] 


Seq. No. 


38757 




Seq. ID 


OJ000204_28.0222, 


Gene No. 


79729 




Strand 




Start 


16788 




End " 


18201 


Name 


OJ000204 2R 022? o? 


tm 


Method 


TBLASTX: Maize 


o Lai L 


yj J *J / 




End 


5668 


GI 


none 




Score 


299 


Exons 


5357. .5389, 5471. .5668, 


5478. 


, .5666 




Seq. No. 


38757 




Seq. ID 


OJ000204_28.0222< 


Gene No. 


79729 




Strand 




Start 


16788 




End 


18201 



38439 




Name 


OJ000204 28. 0222. C9. 


ol.ts 


Method 


TBLASTX: Soybean 




Start 


5358 




End 


5690 




GI 


none . 




Score 


8 6 




Exons 


5358. .5426, 5366. .5416, 5489.-5668, 5490. .5690, 5547. .5684 


Seq. No. 


38757 




Seq. ID 


OJ000204_28.0222 


,C9 


Gene No. 


79729 




Strand 


- 




Start 


16788 




End 


18201 




Name 


OJ000204 28. 0222. C9. 


ol. tc 


Method 


TBLASTX: Cress 




Start 


5471 




End 


5699 




GI 


none 




Score 


307 




Exons 


5471. .5665, 5472. .5699 








Seq. No. 


38757 




Seq. ID 


OJ000204_28.0222 


.C9 


Gene No. 


79729 




Strand 


- 




Start 


16788 




End 


18201 




Name 


OJ000204 28. 0222. C9. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


5496 




End 


5666 




GI 


none 




Score 


186 




Exons 


5496. .5666 










Seq. No. 


38757 




Seq. ID 


OJ000204_28.0222 


.C9 


Gene No. 


79729 




Strand 






Start 


16788 . 




End 


18201 




Name 


OJ000204 28-.0222.C9. 


ol . tm ' 


Method 


TBLASTX: Maize 




Start 


13104 




End 


13627 




GI 


none 




Score 


82 




Exons 


13104. . 13166, 13110. 


. 13166, 


13229. .13258, 13301 .. 135 94 , 






13312. .13593, 13562. 


. 13627 








Seq. No. 


38757 




Seq. ID 


OJ000204_28.0222 


.C9 


Gene No. 


79729 




Strand 






Start 


16788 




End 


18201 




Name 


OJ000204 28. 0222. C9. 


o2. ts 


Method 


TBLASTX: Soybean 




Start 


13379 




End 


13594 




GI 


none 




Score 


192 




Exons 


J. ^ -J f • * J. J ,J M \J , 1 J JQ1 • 


. 13539, 


13567. .13590, 13568. .135 94 




Seq. No. 


38757 




Seq. ID 


OJ000204_28.0222 


.C9 


Gene No. 


79729 




Strand 






Start 


16788 




End 


18201 




Name 


OJ000204 28. 0222. C9. 


o5 . gs 


Method 


GENSCAN 




Start 


16788 




End 


18201 




GI 


none 




Score 


.84 




Exons 


16788. .17223, 17269. 


.17615, 


18091. .18201 




Seq. No. 


38757 




Seq. . ID 


OJ000204_28.0222 


. C9 


npnp No 


79730 




Strand 






Start 


22709 




End 


23120 \ 




Name 


OJ000204 28. 0222. C9. 


o3. tm 


Method 


TBLASTX: Maize 




Start 


22709 




End 


23120 




GI 


none 




Score 


75 




Exons 


22709. .22.768, 22713. 


.22769, 


22713. .22775, 2274 8 .. 22873, 






22772. .22867, 22773. 


.22877, 


22892. .22996, 22904 .. 22993, 






23091. .23120, 23091. 


.23117 








Seq. No. 


38758 




Seq. ID 


OJ000204_28.0222 


.C1C 



38440 




Gene No. 


79731 


Strand 


+ 


Start 


1 


End 


2393 


Name 


OJ0002Q4 28.0222.C10.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1352 


GI 


6539580 


Score 


259 


Exons 


1..39, 530. .675, 768. .947, 1061. .1144, 


1218 . . 1352 


GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sat i va 1 


Seq. No. 


38758 


Seq. ID 


OJ000204_28. 0222. C10 


Gene No. 


79731 


Strand 


+ 


Start 


1 


End 


2393 


Name 


OJ000204 28.0222.C10.ol.gs 


Method 


GENSCAN 


Start 


177 


End 


2393 


GI 


none 


Score 


.9 


Exons 


177. .302, 391. .686, 776. .947, 


1046. .1144, 1218. .1349, 2232. 


Seq. No. 


38758 


Seq. ID 


OJ000204_28. 0222. C10 


Gene No. 


79732 


Strand 




Start 


1983 


End 


2073. 


Name 


OJ000204 28.0222.C10.ol.gp 


Method 


AAT/GAP 


Start 


1983 


End 


2073 


GI 


5867 1.R1084 


Score 


129 


Exons 


1983. .2073 






GI Descrip. 


M64986/sp|P35132|UBC9 A RATH 


5.0e-58 UBIQUITIN-CONJUGATING 



ENZYME E2-17 KD 9 (UBIQUITIN-PROTEIN LIGASE 9) (UBIQUITIN 

CARRIER PROTEIN 9) (UBCAT4B) >gi_421857_pir S32674 

ubiquitin — protein ligase (EC 6.3.2.19) UBC9 - Arabidopsis 
thaliana >gi_29788 4_emb_CAA787 14_ (Z14990) ubiquitin conjugating 
enzyme homolog [Arabidopsis thaliana] >gi_349211 (L00639) 
ubiquitin conjugating enzyme [Arabidopsis 1 



Seq. No. 38759 Seq. ID 

Gene No. 79733 Strand 

Start 110 End 

Name OJ000204_28 .0222 . Cll . ol . gs Method 

Start 110 End 

GI none Score 

Exons 110. .169, 256. .405, 494. .547 



OJ000204_28. 0222. Cll 
547 

GENSCAN 

547 

.87 



Seq. No. 38760 Seq. ID OJ000204_28 . 0222 . C12 

Gene No. 79734 Strand 

Start 1 - End 1994 

Name OJ000204_28 . 0222 . C12 . ol . np Method AAT/NAP 

Start 1 End 1994 

GI 6539581 Score 1538 

Exons 1..1377, 1483.. 1994 

GI Descrip. (AP0OO837,) Similar to Arabidopsis thaliana DNA chromosome 4, 
clone F20D10; hypothetical protein (AL035538) [Oryza sativa] 



BAC 



Seq. No. 38760 Seq. ID 

Gene No. 79734 Strand 

Start 1 End 

Name OJ000204_28 . 0222 . C12 . ol . gs Method 

Start 22 End 

GI none Score 

Exons 22.. 1953 



OJ000204_28.0222.C12 

1994 
GENSCAN 
1953 
1 



38441 




Seq. No. 38760 

Gene No. 79734 

Start 1. 

Name OJ000204_28 . 0222 . C12 . ol 

Start 400 

GI none 

Exons 400. .468, 556. .714, 760 

Seq. No. 38760 

Gene No.. 79734 

Start 1 

Name OJ000204_28 . 0222 . C12 . ol 

Start 493 

GI none 

Exons 493.. 735, 494.. 739, 736 




Seq. ID OJ000204_28.0222.C12 
Strand 

End .1.994 

.ts Method TBLASTX : Soybean 

End 1105 

Score ' 128 
..1104, 815.. 1105 

Seq. ID OJ000204_28.0222.C12 
Strand 

End 1994 

.tw Method TBLASTX : Wheat 

End 931 

Score 65 
..930, 755. .931 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



38760 Seq. ID 

79734 Strand 

1 End • 
OJ000204_28 . 0222 . C12 . ol . tm Method 

767 End 

none Score 

767. .1063, 781. .1164, 799. .1074 



OJ000204_28.0222.C12 
1994 

TBLASTX: Maize 

1164 

126 



Seq. No. ' 38760 Seq. ID 

Gene No. 79734 Strand 

Start 1 End 

Name OJ000204_28 . 0222 . C12 . ol . tc Method 

Start 847 End 

GI none Score 

Exons 847. .1164, 857. .1141, 937. .1173 



OJ000204_28.0222.C12 
1994 

TBLASTX: Cress 

1173 

70 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38760 Seq. ID 

79734 Strand 

1 End 
OJ000204_28 . 0222 .C12 . o2 . tw ' Method 

1000 End 

none Score 

1000. .1131, 1000. .1314, 1291. .1389 



OJ000204_28.0222.C12 
1994 

TBLASTX .-Wheat 

1389 

56 



Seq. No. 38760 Seq. ID 

Gene No. 79734 Strand 

Start 1 End 

Name OJ000204_28 . 0222 . C12 . o2 . tm Method 

Start 1168 End 

GI none Score 

Exons 1168.. 1386, 1237.. 1386, 1244.. 1393 



OJ000204_28.0222.C12 
1994 

TBLASTX: Maize 

1393 

93 



Seq. No. 38761 Seq. ID OJ000204 

Gene No. 79735 Strand + 

Start 2757 End 6441 

Name OJ000204_28 . 0222 . C13 . o2 . gs Method GENSCAN 

Start 2757 . End 6441 

GI none Score . 5 

Exons 2757. .2762, 3721. .3883, 4166. .4312, 4426. .4901, 
6320. . 6441 



28.0222.C13 



5662. .5839, 



38442 




Q ea rr XI r\ 
OfcsCJ > LNO . 


"3ft 7 fil 
JO f OI 








Seq. ID 


OJ000204 


Oft 0999 PI "3 

z o . uzz z . Li j 




7Q7 








Strand 


+ 




Start 


2757 . 








End 


64 41 




Name 


OJ000204 28 


.0222 


. C13.pl 


.np 


Method 


AAT/NAP 




Of- •*-+- 
jLdl L 


4 1 ft R 

4 J.O J 








End 


6441 




PT 


^QD ^fl fi7 








Score 


801 




Exons 


/i pt; 4*11 o 


4 4 9 

f± H Z O 


. .4901, 


5662. 


.5839, 5982.. 6064, 


CI C.O £9 91 




>9 n 64 4 1 














P.T Hd cpr i r^i 






25 [Arabidopsis thaliana] 




Seq. No. 


38761 








Seq. ID 


OJ000204 


_28.0222.C13 


Gene No. 


79736 








Strand 






Of- -j y-j- 

OLdL L 


74 








End 


1104 




Name 


OJ000204 28 


.0222 


.C13.ol 


.gs 


Method 


GENSCAN 




o u dirt 


74 








End 


1104 




pr 


none 








Score 


.81 




EjAUi lo 


74. .154, 263. .370, 1059 


. .1104 








O s~\ /—t Kl r\ 
OcCj • IN U . 


38761 








Seq. ID 


OJ000204 


o o n99 9 PI 7 


Gene No. 


/ y / o / 








Strand 






Start 


7199 








End 


8129 




Name 


OJ000204 28 


.0222 


.C13.o2 


.ts 


Method 


TBLASTX: 


ooyoean 




4257 








End 


4805 




PT 


none , 








Score 


71 




Exoris 


4257. .4313, 


4258 


. .4314, 


4427. 


.4507, 4428. .4508, 






4548. .4637, 


4719 


. .4805 










oeq. in o . 


38761 








Seq. ID 


OJ000204 


9ft 0999 Pi ^ 
ZO • UZZ Z .LiJ 


Gene No. 


79737 








Strand 






Start 


7 1 QQ 








End 


8129 




Name 


OJ000204 28 


.0222 


.C13.o2 


tm 


Method 


TBLASTX: 




OtdlL 


4638 








End 


5700 




PT 


none 








Score 


49 




Exons 


4638. .4673, 


4712 


. .4750, 


4719. 


.4751, 4755. .4901, 


/ 7 CO Zl ft 7 ft 
4 /DO. . 10 / O, 




4803. .4901, 


4813 


. .4902, 


5661. 


.5699, 5662.. 5700 




Seq. ""'■No. 


38761 








Seq. ID 


OJ000204 


_28.0222.C13 


Gene No. 


79737 








Strand 






Of- -s v-f- 


7199 








End 


8129 




Name 


OJ000204 28 


.0222 


.C13.o3 


gs 


Method 


GENSCAN 






7199 








End 


8125 




PT 


none 








Score 


.5 




C v /"\ c? 


7199. .7341, 


7482 


. .7608, 


7740. 


.7928, 8018.. 8125 




Corr XI r\ 

oeq . lmo . 


38761 








Seq, ID 


OJ000204 


9ft 0999 PI ^ 
ZO • UZZZ . LI J 


bene lno . 


79737 








Strand 






Start 


7199 








End 


8129 




Name" 


OJ000204 28 


.0222 


.C13.pl. 


tm 


Method 


TBLASTX: 


Maize 


C -f- a 


7384 








End 


8129 




PT 


none 








Score 


43 




Exons 


7384. .7431, 


7439 


. .7489, 


7473. 


7523, 7595.-7666, 


7 £0 ^ 7 £7 0 
/DUO. . f O / U , 




7671. .7931, 


7671 


. .7931, 


7675. 


7941, 7792.. 7932, 


8018. .8125, 




8019. .8129 














Seq. No. 


38761 








Seq. ID 


OJ000204 


_28.0222.C13 


Gene No. 


79737 








Strand 






Start 


7199 








End 


8129 





38443 



Name 

Start 

GI 

Exons 



OJ000204_28.0222.C13.ol.tc Method 

7677 End 

none Score 
7'677..7856, 7677. .7847 



TBLASTX: Cress 

7856 

136 



Seq. No. 38761 

Gene No. 79737 

Start 7199 

Name OJ000204_28 . 0222 . C13 . ol . ts 

Start 7785 

GI none 

Exons 7785.. 7931, 7785.. 7931, 7792. 
8018. .8098, 8019. .8114 



Seq. ID OJ000204_28.0222.C13 
Strand 

End 8129 

Method TBLASTX: Soybean 

End • 8114 

Score. 97 

.7944, 7804. .7941, 8010. .8081, 



Seq. No. 38762 Seq. ID 

Gene No. 79738 Strand 

Start 153 End 

Name OJ000114_12 . 0208 . C2 . ol . gs Method 

Start 153 End 

GI none Score 

Exons 153.. 244, 1242.. 1452 



OJ000114_12.0208.C2 
+ 

1452 
GENSCAN 
1452 
.45 



Seq. No. 38762 

Gene No. 79739 

Start 1630 

Name OJ000114_12 . 0208 . C2 . ol . gp 

Start 1630 

GI 511_1.R1084 

Exons ■ 1630.. 2450 

GI Descrip. ' 871931/dbj | BAA06436 | 3.0e-53 
sativa] 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000114__12.0208.C2 

2450 
AAT/GAP 
2450 
1609 



(D30763) ferredoxin [Oryza 



Seq. No. 38762 Seq. ID 

Gene No. 79739 Strand 

Start 1630 End 

Name OJ000114_12 . 0208 . C2 . o2 . gs Method 

Start 1965 End 

GI none Score 

Exons 1965.. 2384 



OJ000114_12.0208.C2 

2450 
GENSCAN 
2384 
1 * 



Seq. No. 


38762 


Seq. ID 


OJ000114 


_12.0208 


.C2 


Gene No. 


79739 


. Strand 








Start 


1630 


End 


2450 






Name 


OJ000114 12.0208.C2.ol.np 


Method 


AAT/NAP 






Start 


1968 


End 


2384 






GI 


871931 


Score 


710 






Exons 


1968.. ,2384 










GI Descrip. 


(D30763) ferredoxin [Oryza 


sativa] 








Seq. No. 


38762 


Seq. ID 


OJ000114 


_12.0208 


.C2 


Gene No. 


79740 


Strand 








Start 


3193 


End 


4649 






Name 


OJ000114 12.0208.C2.ol.ts 


Method 


TBLASTX: 


Soybean 




Start . 


1959 


End 


2276 






GI 


none 


Score 


134 






Exons 


1959. .2276, 1960. .2103, 2149. .2256 









38444 



Seq. No. 


38762 








Seq. ID 


OJ000114 


_12.0208 


.C2 


Gene No. 


79740 








Strand 








Start 


3193 








End 


4 64 9 






Name 


OJ000114 12 


.0208 


. C2 . ol . 


t c 


Mp> t" hoH 


TRT.A9TX • 


Cress 




Start 


1962 ~ 








End 


2348 






GI 


none 








OOU1 " 


1 

x 






P von <3 


1962 2348 


1975 


2109, 


2149 . 


.2256 








Seq. No. 


38762 








Seq. ID 


OJ000114 


_12.0208, 


.C2 


Gene No. 


79740 








Strand 








Start 


3193 








End 


4 64 9 






Name 


OJ000114 12 


. 0208 


. C2 . ol . 


tm 


Mo t* hoH 


TRLA^TX • 
1 DlinO 1 /\ . 


L Id 1lC 




Start 


1 971 ~~ 

X Z* f X 








Pnd 


2 330 






GI 


none 










1 82 






uAVJi 1 0 


1971 2330 


1975 


2109, 


2151 . 


2270 








Seq. No. 


38762 








Seq. ID 


OJ000114 


__12.0208, 


.C2 


Gene No. 


79740 








• Strand 








Start 


3193 








End 


4 64 9 






Name 


OJ000114 12 


. 0208 


. C2 . ol . 


t w 


Mot - hoH 


TRT.A^TX • 


Wheat 




Start 


■ 2145 _ 








Fnd 


9394 
^ j ^ *i 






GI 


none 










1 ?S 






Rvon ^ 


2145 2324 


214 9 


. .2298 












Seq. No. 


38762 - 








Seq. ID 


OJ000114 


JL2.0208. 


,C2 


Gene No. 


79740 








Strand 








Start 


3193 








End 


4 64 Q 






Name 


o.ioooi 14 12 


■ U jL, VJ o 


C? o3 


gs 


l it; L, 1 l wk_i 


\J Cj IN O ^rt.lM 






O LuJ. L 


31 93 ~~ 

*J X Z? *J 








FnH 


4 64 Q 

*J O 1 _? 






GI 


none 
















F von <=? 


3193 3253 


454 6 


. .4649 












Seq. No. 


38763 








Seq. ID 


OJ000114 


_12.0208, 


,C3 


Gene No. 


79741 








Strand 


+ 






Start 


548 








End 


2620 






Name 


OJ000114 12, 


,0208 


.C3.ol. 




Mo t" hnH 


\J Hi LN O V^,rtlN 






Start 


548 








End 


2 620 






GI 


none 








OLUIC 


4 Q 






P von q 


548. .847, 2525. .2620 












Seq. No. 


38763 








Seq. ID 


OJ000114 


12 0208 


, C3 


Gene No . 


79742 * 








Strand 








Start 


2531 








End 


3869 






Name 


OJ000114 12. 


,0208 


.C3.ol. 


np 


Method 


AAT/NAP 






Start 


2531 






End 


3869 






GI 


5922628 








Score 


296 






Exons 


2531. .2787, 


3771, 


. .3869 













GI Descrip. (AP000492) hypothetical protein [Oryza sativa] 

gi I 6016861 1 dbj IBAA85204 .il (AP000570) hypothetical protein 
* [Oryza sativa] 



Seq. No. 38763 

Gene No. 79743 

Start 4126 

Name OJ000114_12 . 0208 . C3 . o2 . gs 

Start 4126 

GI none 



Seq. ID OJ000114_12.0208.C3 

Strand - ■ 

End 5110 

Method GENSCAN 

End 5110 

Score .58 



38445 



Exons 4126. .4318, 4339. .4609, 4906. .5110 



Seq. No. 38764 Seq. ID 

Gene No. 79744 Strand 

Start 1 End 

Name OJ000114_12 . 0208 . C4 . ol . np Method 

Start 1 End 

GI 4455338 Score 

Exons 1..230, 871.. 1449, 1600.. 1782, 1934 
GI Descrip. 



OJ000114_12.0208.C4 
+ 

2635 
AAT/NAP 
2635 

666 * ■ - 

2291, 2457.. 2635 



(AL035525) putative protein [Arabidopsis thaliana] 



Seq. No. 38764 

Gene No. 79744 

Start 1 

Name OJ000114_12 . 0208 . C4 . ol . gs 

Start 18 

GI none 

Exons 18.. 230, 871.. 18.20., 2207.. 2291 



Seq. ID OJ000114_12. 0208.C4 

Strand + 

End 2635 

Method GENSCAN 

End 2291 

Score .94 



Seq. No. 38764 

Gene No. 79744 

Start . 1 

Name OJ000114_12 . 0208 . C4 . ol . tm 

Start 1937 

GI none 
Exons 



Seq. ID OJ000114 12. 0208. C4 



Strand 
End 

Method 

End 

Score 



+ 

2635 

TBLASTX: Maize 

2322 

291 



1937. .2140, 1953. .2087, 1954 .. 2136,' 2135 .. 2293, 2135. .2290, 
2139. .2291, 2140. .2322 



Seq. No. 38764 

Gene No. 79744 

Start 1 

Name OJ0001 14_12 . 0208 . C4 . ol . 

Start 1955 

GI none 

Exons 1955.. 2053, 2069.. 2143, 

Seq. No. 38764 

Gene No. 7 974 4' 

Start 1 

Name OJ000114_12 . 0208 . C4 . ol . 

Start 1955 

GI none 

Exons 1955.. 2053, 2057.. 2155, 
2154. .2300, 2188. .2301 

Seq. No. 38764 

Gene No. 7 9744 

Start 1 

Name OJ000114_12 . 0208 . C4 . o2 . 

Start 2446 

GI none 

Exons 2446.. 2583, 2451.. 2585, 



Seq. ID OJ000114_12.0208.C4 

Strand + 

End 2635 

tc Method TBLASTX : Cress 

End 2333 

Score 85 
2071. .2142, 2146. .2328, 2148. .2333- 

Seq. ID OJ000114JL2. 020,8. C4 

Strand + 

End * 2635 

ts Method TBLASTX : Soybean 

End 2325 

Score 83 
2071. .2142, 2078. .2143, 2146. .2325, 



Seq. ID OJ000114JL2.0208.C4 
Strand + 
End 2635 
tm Method TBLASTX : Maize 

End " 2593 

Score 101 
2451. .2585, 2452. .2586, 2456. .2593 



Seq. No. 38765' Seq. ID OJ0001I4_12 . 0208 . C5 

Gene No. 79745 Strand + 

Start 1 End 2077 

Name OJ000114_12 . 0208 . C5 . ol . gp Method AAT/GAP 



38446 



Start 
GI . 
Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



End 
Score 



125 
250 



11373_1.R1084 
1..125 

'5091620/gb|AAD39608.1|AC007454_7 1.0e-48 (AC007454) Contains 
similarity to gi_836774 FAB1 protein from Saccharomyces 
cerevisiae genome gb D50617. [Arabidopsis thaliana]' 



Seq. ID OJ000114_12.0208.C5 

Strand + 

End 2077 

Method AAT/NAP 

End 565 

Score 524 



38765 
79745 
1 

OJ000114__12.0208.C5.ol.np 
1 

5091620 
1..219, 308. .565 - 

(AC007454) Contains similarity to gi 1836774 FAB1 protein from 
Saccharomyces cerevisiae genome gb|D50617. [Arabidopsis 
thaliana] 



Seq. No. 


38765 






Seq. ID 


OJ000114_12.0208 


,C5 


Gene No . 


79745 






Strand 


+ 




Start 


1 






End 


2077 




Name 


OJ000114 12 0208 C5 ol 


gs 




Method 


GENSCAN 




Start 


7 — 






End 


2077 




GI 


none 






Score 


.63 






7 219 308" 498 1250 


. 1306, 


1715. .18 


03, 2010. .207=7; 




Seq. No. 


38765 






Seq. ID 


OJ000114_12.0208 


.C5 


(2c»rip No 


79746 






Strand 






Start 


2478 






End 


3462 




Name 


OJ000114 12.0208.C5.ol. 


tc 




Method 


TBLASTX: Cress 




Start 


1 






End 


421 




GI 


none 






Score 


216 




LiAUllD 


1..222, 1..204, 6. .215, 


236. . 


415, 275.. 


.421, 316. .420 




Seq. No. 


38765 






Seq. ID 


OJ000114_12.0208 


.C5 


Gene No. 


79746 






Strand 






Start 


2478 






End 


3462 - 




Name 


OJ000114 12.0208.C5.ol. 


tm 




Method 


TBLASTX: Maize 




Start 


1 






End 


891 




GI 


none 






Score 


330 




Exons 


1..219, 3. .218, 4. .219, 


272. . 


655, 275. 


.655, 685.. 720, 713. 




718. .'768, 722. .760, 818 




389, 


819. .890, 820. .891 




Seq. No. 


38765 






Seq. ID 


OJ000114_12.0208 


.C5 


Gene No. 


79746 






Strand 






Start 


2478 






End 


3462 




Name 


OJ000114 12.0208.C5.ol. 


ts 




Method 


TBLASTX: Soybean 




Start 


1 






End ' 


586 




GI 


none 






Score 


213 




Exons 


1..216, 4. .207, 105. .215, 


275 


..586, 302. .580, 307. .585 




Seq. No. 


.38765 






Seq. ID 


OJ000114_12.0208 


,C5 


Gene No. 


79746 






Strand 






Start 


2478 < 






End 


3462 




Name 


OJ000114 12.0208.C5.o2. 


gs 




Method 


GENSCAN 




Start 


2478 






End 


3425 




GI 


none 






Score 


.78 





38447 





2478 3425 














Seq. No. 


38765 








Seq. ID 


OJ000114_12.0208 


.C5 


Gene No. 


79746 








Strand 






Start 


2478 








End 


3462 




INCUllG 


OJ000114 12 


0208 


. C5 . o2 . 


ts 


Method 


TBLASTX : Soybean 




OLal L 


2889 ~ 








End 


3297 




o x 


none 








Score 


94 






2889 2996 


3015 


3089, 


3180 . 


.3296, 3190.. 3297 




Seq. No. " 


38765 








Seq. ID 


OJ000114_12.0208 


.C5 


Gene No. 


79746 








Strand 


- 




Start 


2478 








End 


3462 




Name 


OJ0001 14 12 


. 0208 


. C5 . o2 . 




Method 


AAT/GAP 




O L.OX U 


3119 _ 








End 


3462 




ox 


42 6958 








Score 


556 




p vnn ^ 


3119 3462 














Seq. No. 


38766 








Seq. ID 


OJ000114_12.0208 


.C7 


Gene No. 


79747 








Strand 


+ 




qfarj- 
O Lai U 


1832 








End 


2574 




Name 


o.Tnnm i 4 i ? 


0?f)8 


. C7 . ol . 




Method 


GENSCAN 




O Lai U 


X O _} 








End 


2574 




O X 


none 








Score 


.79 




T* 1 von Q 


18'32 18 92 


2000 

\J \J \J i 


. .2146, 


254 9 . 


.2574 






Seq. No. 


38766 








Seq. ID 


OJ000114_12.0208 


.C7 


Gene No. 


79748 








Strand 


+ 




O Lai L. 


3869 








End 


4429 






o.Tnnm 14 i? 


0208 


Cl ol 




Method 


AAT/GAP 




C-f- a r -|- 


38 69 ~~ 

J O \J z? 








End 


4429 




ox 


none 








Score 


1086 






3869 4429 
















38766 








Seq. ID 


OJ000114_12.0208 


Cl 


Gene No. 


79749 








Strand 






Start 


4212 








End 


5-570. 




in atuc 


OJ000114 12 


.0208, 


,C7.ol. 


np 


Method 


AAT/NAP 




j Lai I 


4212 








End 


5570 




(IT 
O X 


6382505 








Score 


1215 




Pvnn q 


4212. .4427, 


4511, 


. .4742, 


4885. 


.5092, 5227. .5570 




("ST Hp^pri n 

\J J. L/C. i_3 \^ J_ JL . 


(AC010704) unknown protein [Arabidopsis 


i thaliana] 




OCU i LN . 


38766 








Seq. ID 


OJ000114_12.0208 


.C7 


Gene No. 


79749 








Strand 






Start 


4212 








End 


5570 




Name 


OJ000114 12 


.0208. 


,C7 .'ol. 


ts 


Method 


TBLASTX : Soybean. 




Of 3 V-+- 

OLal L 


4239 








End 


5272 ' ■ 




o X 


none 








Score 


129 




Ej A.Ui to 


4239. .4283, 


4296. 


. .4433, 


4297. 


.4428, 4500. .4745, 4508. .4744, 




4665. .4745, 


4879, 


. .5112, 


4887. 


.5111, 522 


8. .5272 




Seq. No. 


38766 








Seq. ID 


OJ000114_12.0208 


.C7 


Gene No; 


,79749 








Strand 






Start 


4212 








End 


5570 




Name 


OJ000114 12 


.0208. 


,C7.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


4296 








End 


4770 





38448 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 

4296.-4394, 4297. .4395, 4299 
4505. .4741, 4506. .4742, 4506, 

38766 
79749 
4212 

OJ000114_12.0208.C7 .ol.tm 
'4956 
none 

4*956. .5096, 4956. .5111, 4957, 
5219. .5479, 5220. .5477, 5224, 



Score 99 
.4394, 4300. .4395, 4408. .4434, 
.4748, 4636. .4770 

Seq. ID OJ000114_12.0208.C7 
Strand 

End 5570 

Method TBLASTX : Mai ze 

End 5479 

Score 137 
.5100, 5202. .5477, 5218. .5478, 
.5478, 5228. .5479 



Seq. No. 38766 

Gene No. 79749 

Start 4212 

Name' OJ000114_12 . 0208 . C7 . o2 . ts 

Start 5273 

G.I none 

Exons 5273.. 5479, 5274.. 5477, 5274. 



Seq. ID OJ000114_12.0208.C7 
Strand 

End 5570 

Method TBLASTX : Soybean 

End 5480 

Score 223 
.5480, 5275. .5478 



Seq. No. 38766 

Gene No. 79749 

Start 4212 

Name . OJ0001 14_12 . 0208 . C7 . o2 . gp 

Start 5297 

GI none 

Exons 5297.. 5485 



Seq. ID OJ000114_12.0208.C7 
Strand 

End 5570 - 

Method AAT/GAP 

End 5485 

Score 302 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



38767 Seq. ID 

79750 Strand 

1 End 

OJ000114_12. 0208.C8.ol.np Method 

1 End 

6382505 Score 
1.-161 

(AC010704) unknown protein [Arabidopsis thaliana] 



OJ000114_12.0208.C8 

6986 
AAT/NAP 
161 
101 



38767 
79750 
1 

OJ000114 
1 

3879797 
1..23, 1 
(Z81120) 
EST yk45 
from thi 
EST yk27 
gi|38817 
domains ) 
cDNA EST 



12.0208.C8.o3.np 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000114_12.0208.C8 

6986 
AAT/NAP 
2418 
84 



17. .161, 2193. .2418 

similar to PHD-finger. (2 domains), SET domain; cDNA 
3a7 . 5 comes from, this gene; cDNA EST yk453a7.3 comes 
s gene; cDNA EST yk27 3e7.3' comes from this gene; cDNA 
3c3.3 comes from this gene; cDNA. . . 

4 4 | emb | CAB05024 . 1 | (Z82094) similar to PHD-finger. (2 
, SET domain; cDNA EST yk453a7.5 comes from this gene 
yk453a7 . 3 



38767 Seq. ID 

79750 Strand 

1 End 

OJ000114_12 . 0208 . C8 . ol . gp Method 



OJ000114_12.0208.C8 

6986 
AAT/GAP 



38449 



Start 


66 






End - 


496 




GI 


none 






Score 


776 




Exons 


66.. 496 












Seq. No. 


38767 






Seq. ID 


OJ000114_12.0208 


.C8 


Gene No. 


79750 






Strand 






Start 


1 






End • 


6986 




Name 


OJ000114 12 


.0208.C8.o2. 


np 


Method 


AAT/NAP 




Start 


1992 






End 


4575 




GI 


3540206 






Score 


415 




Exons 


1992. .2669, 


2709. .2952, 


3317. 


.3406, 4317. .4575 




GI Descrip. 


(AC004260) 


Hypothetical 


, protein [Arabidopsis thaliana] 




Seq. No. 


38767 






Seq. ID 


OJ000114_12.0208 


.C8 


Gene No. 


79750 






Strand 






Start 


1 






End 


6986 




Name 


OJ000114 12 


.0208.C8.o2. 


gs 


Method 


GENSCAN 




Start 


2068 






End 


6986 




GI 


none 






Score 


.46 




Exons 


2068. .2997, 


3087 . . 3131, 


3317. 


.3406, 4317. .4637, 4727. .4930, 




5075. .5183, 


6364 . . 6449, 


6882. 


.6986 






Seq. No. 


38767 






Seq. ID 


OJ000114_12.0208, 


.C8 


Gene No. 


79750 






Strand 


'■" ■"J£-*r.>. .-. 




Start 


.1 






End 


69||:' >v - - . . . 




Name 


OJ000114 12 


. 0208 .C8 .ol . 


tw 


Method 


TBLASTX: Wheat . 




Start 


2126 






End 


2871 




GI 


none 






Score 


296 




Exons 


2126. .2449, 


2143. .2448, 


2387. 


.2449, 2782.. 2871 




Seq. No. 


38767 






Seq. ID 


OJ000114_12.0208, 


.C8 


Gene No. 


79750 






Strand 






Start 


1 






End 


6986 




Name 


OJ000114 12 


.0208.C8.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


2143 






End 


3132 




GI 


none 






Score 


432 




Exons"'' 


2143. .2628, 


2159. .2584, 


2197. 


.2334, 2765. .2866,. 2776. .2i 


365, 




■ 2782. .2871, 


3061. .3132 










Seq. No. 


38767 






Seq. ID 


OJ000114_12.0208. 


.C8 


Gene No. 


79750 






Strand 






Start 


1 






End 


6986 




Name 


OJ000114 12 


.0208.C8.o2. 


gp 


Method 


AAT/GAP 




Start 


6425 






End 


6873 




GI 


3759791 






Score 


740 .' 




Exons 


6425. . 6449, 


6491. .6873 










Seq. No. 


38768 






Seq. ID 


OJ000114_12.0208. 


,C9 


Gene No. 


79751 






Strand 


+ 




Start 


1 






End 


8167 




Name 


OJ000114 12 


.0208.C9.ol. 


np 


Method 


AAT/NAP 




Start 


1 






End 


2055 




GI 


6907086 






Score 


100 




Exons 


1..21, 1212 


..1447, 1542 


, .2055 








GI Descrip. 


(AP001129) hypothetical 


protein [Oryza 


sativa] 





Seq. No. 



38768 



Seq. ID OJ000114_12.0208.C9 



38450 



Gene No. 79751 Strand + 

Start 1 End 8167 

Name OJ000114_12 . 0208 . C9.. o2 . np Method AAT/NAP 

Start 1651 End 8167 

GI 2088666 Score 107 

Exons 1651.. 2045, 8037.. 8167 

GI Descrip. (AF003130) F55A12.6 gene product [Caenorhabditis elegans] 



Seq. No. 38768 

Gene No. 79752 

Start ' 1133 

Name OJ000114_12 . 0208 . C9 . ol . ts 

Start 538 

GI none 

Exons 538.. 966, 549.. 1013, 570.. 

1061. .1165, 1066. .1260 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000114_12.0208.C9 
1515 

TBLASTX : Soybean 

1260 

315 



995, 971. .1036, 990. .1058, 1005. .1247, 



Seq. No. 


38768 


Seq. ID 


0 JO 00114 12. 0208. C9 


Gene No . 


7 97 52 


Strand 




Start 


1133 


End 


1515 


Name 


OJ000114 12.0208.C9.ol.tm 


Method 


TBLASTX: Maize 


Start 


555 


End 


951 


GI 


none 


Score 


240 


Exons 


.555. .833, ;5'56. .825, ' 830-: . 949, 


844. .951 


, ,84£'. . 949, 84 6.-, 950 


Seq. No . 


38768 


Seq. ID 


OJ000114_12.0208.C9 


Gene No. 


79752 


Strand 




Start 


1133 


End 


1515 


Name 


OJ000114 12.0208.C9.ol.gp 


Method 


AAT/GAP 


Start 


1133 


End 


1515 


GI 


3759790 


Score 


664 


Exons 


1133. .1515 






Sea No 


38769 


Seq. ID 


OJ000114_12. 0208. C10 


Gene No. 


79753 


Strand 


+ 


Start 


644 


End 


1130 


Name 


OJ000114 12.0208-C10.ol.gp 


. Method 


AAT/SAP 


Start 


.644 


End 


1130 


GI 


uC-osrocyp015gl0al 


Score 


966 


Exons 


644. .1130 






GI Descrip. 


'5921187/sp|Q43255|C7C2 MAIZE 


1.0e-21 


CYTOCHROME P450 71C2 




>gi 550438 emb CAA57423 (X81829) cytochrome P450 [Zea mays 




>gi_1870201_emb_CAA72208_ (Y11404) cytochrome p450 [Zea may 


Seq. No. 


38769 


Seq. ID 


OJ000114_12. 0208. C10 


Gene No. 


79754 


Strand 




Start 


847 


End 


3626 


Name 


OJ000114 12.0208.C10.ol.gs 


Method 


GENSCAN 


Start 


. 847 


End 


2378 


GI 


none 


Score 


.55 


Exons 


847. .1968, 2133. .2378 






Seq. No. 


38769 


Seq. ID 


OJ000114JL2. 0208. C10 


Gene No. 


79754 


•Strand . 




Start 


847 


End 


3 6&6 • 


Name 


OJ000114 12.0208.C10.ol.np 


Method 


AAT/NAP 


Start 


850 


End 


2441 



38451 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5921189 Score 1376 

850. .2441 

CYTOCHROME P450 71C4 gi | 550542 | emb | CAA57425 | (X81831) cytochrome 
P450 [Zea"mays] gi | 1850903 | emb | CAA72 196 | (Y11368) cytochrome 
p450 [Zea mays] 



38769 
79754 
847 

OJ000114_12 . 0208 . C10 . ol . tm 
850 



OJ000114 12. 0208. C10 



3626 

TBLASTX: Maize 

2271 

40 



Seq. ID 
Strand 
End 

Method 
End 

none Score 
850. .921, 850. .921, 851. .919, 851. .919, 917. .1072, 917. .1039, 
925. .1071, 925. .1038, 1096. .1320, 1096. .1329, 1097. .1330, 
1315. .1536, 1331. .1387, 1337. .1498, 1356. .1505, 1432. .1629, 
1618. .1.845, 1639. . 1869, 1640. .1873, 1871. .1984, 1876. .1953, 
1970. .2155, 1981. .2154, 1983. .2156, 2145. .2258, 2164. .2259, 
2179. .2271 



Seq. No. 


38769 




Seq. ID 


OJ000114_12. 0208. C10 


Gene No . 


79754 




Strand 




Start 


847 




End 


3626 


Name 


. OJ000114 12 


.0208. C10. ol.tw 


Method 


TBLASTX: Wheat 


Start 


.*•■-. -851 ■ 




- End. 


• 1198 


GI • 


■ none 




Score 


•1'42 


Exons 


851. .1051, 


856. .1071, 860. .1075, 1081. 


.1197, 1096.. 1197, 




1097. .1198 








Seq. No. 


38769 




Seq. ID 


OJ000114_12. 0208. C10 


Gene No . 


79754 




Strand 




Start 


847 




End 


3626 


Name 


OJ000114 12 


.0208. C10. ol.ts 


Method 


TBLASTX : Soybean 


Start 


859 




End 


2264 


GI 


none 




Score 


100 


Exons 


^-'•859. .930, 944. .1075, 946. .1077, 1082.. 


1294, 1084. .1326, 




1348. .1509, 


1507. .1653, 1654 


...1752, 1983. .2156, 2148. .2219, 




2217. .2264 








Seq. No. 


38769 




Seq. ID 


OJ000114_12. 0208. C10 


Gene No. 


79754 




Strand 




Start 


847 




End 


3626 


Name 


OJ000114 12 


.0208. C10. ol.tc 


Method 


TBLASTX: Cress 


Start 


946 




End 


1494 


GI 


none 




Score 


104 


Exons 


946. .1077, 


947. .1075, 1084.. 


1284, 1090 


. .1494, 1100. . 1492 


Seq. No. 


38769 




Seq. ID 


OJ000114_12. 0208. C10 


Gene No. 


79754 




Sterand 




Start 


847 




End • 


3626 


Name 


OJ000114 12 


.0208.. C10. o3.tw 


Method 


TBLASTX: Wheat 


Start 


1201 




End 


1503 


GI 


none 




Score 


87 


Exons 


1201. . 1338, 


1202.. 1339, 1354 


. .1503, 1358. .1495 


Seq. No. 


38769 




Seq. ID 


OJ000114_12. 0208. C10 


Gene No. 


79754 




Strand 




Start 


847 




End 


3626 



38452 



Name 


OJ000114 12 


.0208 


.C10.o2 


• n P 


Method 


AAT/NAP 


Start 


1495 








End 


3626 


GI 


1644459 








Score 


97 


Exons 


1495. .1605, 


2090 


. . 2344, 


3243. 


.3626 




GI Descrip. 


(U72522) neural 


variant 


mena++ protein 


[Mus musculus] 


Seq. No. 


38769 








Seq. ID 


OJ000114_12.0208.C10 


Gene No. 


79754 








Strand 




Start 


847 








End 


3626 


Name 


OJ000114__12 


. 0208 


-C10.o2 


.tc 


Method 


TBLASTX: Cress 


Start 


1765 








End 


2261 


GI 


none 








Score 


91 


Exons 


1765. .1980, 


1983 


. .2156, 


2148. 


.2261 




Seq. No. 


38769 








Seq. ID 


OJ000114_12. 0208. C10 


Gene No. 


79754 








Strand 




Start 


847 








End 


3626 


Name 


OJ000114 12 


0208 


.C10.o2 


. tw 


Method 


TBLASTX : Wheat 


Start 


1928 








End 


2252 


GI 


none 








Score 


55 


Exons 


1928. .1981, 


1928 


. .1984, 


1983. 


.2018, 2019. .2156, 2020. .2157, 




2145. .2252, 


2145 


. .2249 









Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



.38769 ' . Seq. ID OJ000114_12 . 0208.. C10. 

7 9754 . Strand • - 

847 End 3626 

OJ000114_12 . 0208 . C10 . o2 . gp Method AAT/GAP 
1988 End 2524 

uC-osrocyp015gl0bl Score 1070 

1988. .2524 

■5921189/sp|Q43257 |C7C4_MAIZE 2.0e-30 CYTOCHROME P450 71C4 
>gi_550542_emb_CAA57425_ (X81831) cytochrome P450 [Zea mays] 
>gi_1850903_emb_CAA72196_ (Y11368) cytochrome p450 [Zea mays] ■ 



38769 
79754 
847 

OJ000114_12. 0208. C10. o2.gs 

3308 

none 

3308. .3543 



Seq. ID OJ000114_12. 0208. C10 
Strand 

End 3626 

Method GENSCAN 

End 3543 

Score .98 



Seq. No. 38770 

Gene No. 79755 

Start 1837 

Name OJ000114_12 . 0208 . Cll . ol . ts 

Start 1828 

GI none 

Exons 1828.. 1938, 1933.. 2079, 1979. 

2240. .2329, 2248.. 2331, 2332. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2059, 2066. .2221, 
.2487, 2339. .2476, 



OJ000114_12. 0208. Cll 
3203 

TBLASTX: Soybean 
3139 
58 

2083. .2208, 
2560. .2733, 



2839. .3138, 2918. .3007, 3071. .3139 



Seq. No. 38770 Seq. ID 

Gene No. 79755 Strand 

Start 1837 End 

Name OJ000114_12 . 0208 . Cll . o2 . gs Method 

Start 1837 End 



OJ000114_12. 0208. Cll 

3203 

GENSCAN 

3165 



38453 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 
1837.. 2316, 2788.. 3003, 3076.. 3165 



OJ000114 12.0208.C11 



38770 Seq. ID 

79755 Strand 
1837 End 3203 

OJ000114_12.0208.Cll.ol.np .Method AAT/NAP 
1849 . End 3203 

5921189 Score 1191 

1849. .3203 

CYTOCHROME P450 71C4 gi | 550542 | emb | CAA57425 | (X81831)' cytochrome 
P450 [Zea mays] gi 1 1850903 | emb | CAA72196 | (Y11368) cytochrome 
p450 [Zea mays] 



38770 
79755 
1837 

OJ000114_12.0208.Cll.ol.tw 

1855 

none 



Seq. ID OJ000114_12.0208.C11 



Strand 
End 

Method 

End 

Score 



3203 

TBLASTX: Wheat 

2182 

50 



1855. .1923, 1859. .1924, 1922. .2059, 1933. .2064, 1936. .2073, 
2065. .2181, 2080. .2181, 2081. .2182 



Seq. No.; 38770 . 

Gene No. 79755 
Start 1837' 

Name OJ000114_12 . 0208 . Cll . ol . tm 

Start 1856 
GI none 
Exons 1856. . 1918, 

2065. .2199, 

2428. .2541, 

2684. .2776 



1858. .1920, 1916. 
2067.. 2327, 2068, 
2512.. 2649, 2530. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000114 12.0208.C11 



3203 

TBLASTX: Maize 
2778 
55 

2038, 1933.. 2064, 1936. 
2322, 2078. .2488, 2248. 
2649, 2641. .2778, 2656. 



.2064, 
.2556, 
.2772, 



Seq. No. 
Gene No. 
Start- 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



38770 

79755 ■ ' 

1837 

OJ000114_12.0208.Cll.ol.tc - 

1913 

none 

1913. .2065, 1933. .2064, 2062, 
2175. .2306, 2248. .2478 

38770 
79755 
1837 

OJ000114_12.0208.Cll.o2.tc 

2767 

none 

2767. .2844, 2857. .3138, 2906. 

38770 
79755 
1837 

OJ000114_12. 0208.Cll.o2.tm 

2782 

none 



Seq. ID OJ000114_12.0208.C11 
Strand 

End 3203 

Method TBLASTX : Cress 

End 2478 

Score 99 

.2268, 2074. .2193, 2084. .2476, 



Seq. ID OJ000114_12.0208.C11 
Strand 

3203 

TBLASTX: Cress 
3139 
107 



End 

Method 
End 
Score 
.3139 



Seq. ID OJ000114_12.0208.C11 
Strand 

End 3203 

Method TBLASTX: Maize 

End 3202 

Score 145 



38454 



Exons 2782.. 3141, 2792.. 3142, 3142.. 3201, 3143.. 3202 



Seq. No. 38770 

Gene No. 79755 

Start 1837 

Name OJ000114_12 . 0208 . Cll . o2 . tw 

Start 2908 

GI none 
Exons 



Seq. ID OJ000114_12. 0208. Cll 
Strand 

End 3203 

Method TBLASTX : Wheat 

End 3202 

Score 71 



2908. .3015, 2915. .2995, 3001. .3165, 3002. .3148, 3145. .3201, 
3149.. 3202 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



38771 Seq. ID 

79756 Strand 

12005 End 

OJ000114_12.0208 .C12.o2.np Method 

12005 End 

5921189 Score 



OJ000114_12.0208.C12 
+ 

14647 
AAT/NAP 
14644 
1570 



12005. . 12128, 13012. . 13893, 14039. .14644 

CYTOCHROME P450 71C4 gi | 550542 | emb | CAA57425 | (X81831) cytochrome 
P450 [Zea mays] gi | 1850903 | emb | CAA72196 | (Y11368) cytochrome 
p450 [Zea mays] 



Seq. No. 


38771 


Seq. ID 


OJ000114 


J. 2 


.0208 


.C12 


Gene No. 


7 9756 


Strand 


■+ 








Start 


12005 


End ' 


14647 








Name 


OJ000114 12.0208.C12.o5.gs 


Method 


GENSCAN 








Start 


12931, 


End 


. 14647 








GI 


none 


Score 


.86 








Exons 


12931. .13893, 14039. .14647 












Seq. No. 


38771 


Seq. ID 


OJ000114 


_12 


.0208 


C12 


Gene No. 


79757 


Strand 










Start 


1400 


End 


14682 








Name 


OJ000114 12.0208.C12.ol.gs 


Method 


GENSCAN 








Start 


1400 


End 


3024 








GI 


none 


Score 


. 67 








Exons 


1400. .1849, 1921. .3024 












Seq. No. 


38771 


Seq. ID 


OJ000114_ 


_12 


0208. 


C12 


Gene No. 


79757 


Strand 










Start 


1400 


End 


14682 








Name 


OJ000114 12.0208.C12.ol.np 


Method 


AAT/NAP 








Start 


1413 


End 


8534 








GI 


5921189 


Score 


1392 








Exons 


1413. .2841, 8340. .8534 













GI Descrip. CYTOCHROME P450 71C4 gi | 550542 | emb | CAA57 425 | (X81831) cytochrome 
P450 [Zea mays] gi | 1850903 | emb | CAA72196 | (Y11368) cytochrome 
p450 [Zea mays] 



Seq. No. 38771 

Gene No. 79757 . 

Start 1400 

Name OJ000114_12 . 0208 . C12 . ol ; tw 

Start 1427 

GI none 

Exons 1427.. 1648, 
6696. .6797, 



Seq. ID 
Strand 
End 

Method 
End ■ 
Score 

1452. .1649, 1655. .1756, 1658 
6792. .6950, 6792. .6950, 6829 



OJ000114 12.0208.C12 



14682 

TBLASTX: Wheat 
14682 
158 

1759, 1659.. 1760, 
6969, 6964.. 7077, 



38455 



6964. .7053, 6966. .7076, 14302 .. 14406, 14 306 .. 14 4 07 , 
14341. .14574, 14 4 14 .. 14 572, 14557 .. 14 682 , 14561. .14635 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38771 
79757 
1400 

OJ000114_12. 

1436 

none 

1436. .1483, 
1487. .1603, 
1876. .2112, 
2191. .2415, 
2707. .2820, 
6798. .6950, 
6974. .7207, 
7725. .7871, 
7990. .8355, 
13116. .13409 
13756. .13893 
14171. .14419 
14411. .14581 



0208.C12.ol.tm 



Seq. ID OJ000114_12.0208.C12 
Strand 

End 14682 
Method TBLASTX : Mai ze 
End 14638 
Score 124 
1445. .1483, 1479. .1613, 1479. .1601, 1487. .1642, 
1511. .1642, 1511. .1603, 1658. .1855, 1659. .1853, 
1898. .2059, 1914. .2168, 2014. .2112, 2178. .2408, 
2234. .2434, 2419. .2718, 2420. .2716, 2436. .2750,. 
2719. .2817, 6726. .6791, 6726. .6791, 6727. .6780, 
6798. .6908, 6838. .6951, 6966. .7106, 6967. .7209, 
7149. .7211, 7218. .7334, 7706. .7867, 7707. .7865, 
7726. .7872, 7872. .7940, 7875. .7958, 7989. .8354, 
8336. .8386, 13090 .. 13191 , 13114 134 7 9, 

13506. .13718, 13507. .13725, 13618 .. 13737 , 
13819. .138 93, 14039. .14185, 14 041 .. 14163, 
14206. .14 406, 14356. .14 553, 14 393. .14554, 
14456. .14554, 14573 .. 14 638 , 14573. .14638 



■Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38771 
79757 
1400 

OJ000114_12. 
1442 
none 
1442. , 
1658. . 
2761. . 
6972. . 
8295. . 
13195, 
14206. 



0208.C12.ol.ts 



1483, 
1855, 
2850, 
7094, 
8357, 
. 13476 
.14634 



1508. 
1901. 
6723. 
7224. 
8314. 



Seq.. ID 
Strand 
End' 
Method 
End 
Score 



OJ00011.4 12.0208.C12 



.1642, 1509. 

.1960, 1909. 

.6986, 6727. 

.7334, 7228. 

.8358, 13144 



14682 

TBLASTX : Soybean 
14638 
67 

1637, 1517.. 1639, 1653.. 1901, 
2073, 2377.. 2718, 2525.. 2719, 
6948, 6732.. 6986, 6970.. 7173, 
7335, 7995. .8246, 8017. .8250, 
.13185, 13194. .13412, 



14 029. .14151, 14039. .14161, 14177. .14 638, 



Seq. No. 38771 Seq. ID 

Gene No. 79757 Strand 

Start 1400 End 

Name OJ000114_12 . 0208 . C12 . ol . tc Method 

Start 1506 End 

GI none Score 

Exons 1506.. 1643, 1508.. 1642, 1652 



OJ000114_12.0208.C12 
14682 

TBLASTX: Cress 

14635 " 

110 



1786, 1652. .1855, 1662. .1853, 

1855. .2055, 6729. .6989, 6750. .6914, 6841. .7002, 6969. .7106, 

6970. .7209, 7149. .7229, 7261. .7332, 14039 .. 14 635, 14174 .. 14473, 
14206. . 14634 



Seq. No. 38771 
Gene No. 79757 
Start 1400 

Name OJ000114_12 . 0208 . C12 . o2 . tc 

Start 2326 
GI : . none. 

Exons 2326.. 2718, 2327.. 2719, 2710 

8238. .8357, 13114 .. 13185, 13195 .. 1347 6, 13209 134 12 , 
13504. .13590 



Seq. ID OJ000114_12.0208.C12 
Strand 

End 14682 

Method TBLASTX : Cress 

End 13590 

Score 131 

2823, 7872.. 8246, 7990.. 8250, 



38456 



Seq. No. 38771 
Gene No. 79757 
Start 1400 • ; 2- 

Name OJ000114_12 . 0208 . C12. o2 . tw 

Start 2488 
GI . none 

Exons 2488. 

2589. 

8020. 



,2595, 2492. .2581, 2492. 
,2633, 2707. .2811, 2719. 
,8112, 8103. .8348, . 8107. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000114 12.0208.C12 



14682 

TBLASTX: Wheat 
.13425 
99 

2605, 2570.. 2719, 2575. 
2787, 8019. .8075, 8019. 



,2718, 
,8111, 



,8349, 13096. .13191, 13114 .. 13332 , 



13116. .13316, 13333. .13425 



Seq. No. 38771 Seq. ID 

Gene No. 79757 Strand 

Start 1400 End 
Name " OJ000114_12 . 0208 . C12 . o2 . gs Method 

Start 4206 End 

GI none Score 

Exons 4206. .4348, 4567. .4648 



OJ000114_12.0208.C12 

14682 
GENSCAN 
4648 
.73 



Seq. No. 38771 

Gene No. 79757 

Start 1400 • 

Name OJ000114_12 . 0208 . C12-. o3 . gs 

Start 6702 

GI none 

Exons 6702.. 7-334, 7518.. 8534 



Seq. ID OJ000114_12.0208.C12 
Strand 

End 14682 

Method GENSCAN 

End 8534 

Score .8 



Seq. No. 38772 Seq. ID 

Gene No. 79758 Strand 

Start 537 End 

Name OJ000114_12 . 0208 . C14 . ol . gs Method 

Start 537 End 

GI none Score 

Exons "537.. 643, 1053.. 1121, 1462.. 1580 



OJ000114_12.0208.C14 
+ 

1580 
GENSCAN 
1580 
.73 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



38772 
79759 
2378 

OJ000114 
2350 
5921189 
2350. .3328, 
CYTOCHROME 



Seq. ID OJ000114_ 

Strand + 

End 4425 

Method AAT/NAP 

End 4416 

Score 1518 

3802. .4416 
P450 71C4 gi|550542|emb|CAA57425 



12.0208.C14 



12i0208.C14.ol.np 



(X81831) cytochrome 



P450 [Zea mays] gi 1 1850903 | emb | CAA721 96 | (Y11368) cytochrome 
p450 [Zea mays] 



Seq. No. 38772 Seq. ID OJ000114 

Gene No. 79759 Strand + 

Start 2378 End 4425 

Name OJ000114_12 . 0208 . C14 . o2 . gs Method GENSCAN 

Start 2378 End 4425 

GI none Score .98 

Exons 2378.. 3328, 3802.. 4425 



12.0208.C14 



Seq. No. 
Gene No. 



38772 
79760 



Seq. ID 
Strand 



OJ000114_ 
+ 



12.0208.C14 



38457 




Start 


9407 




End 


10082 


Name 


OJ000114 12 . 0208 .CI 4 . 


o4 . gs 


Method 


GENSCAN 


Start 


9407 ~ 


End 


9886 


GI 


none 




Score 


.75 


Exons 


9407 . . 9886 








Seq." No. 


38772 




Seq. ID 


OJ000114 12.0208.C14 


Gene No. 


79760 




Strand 


+ ~~ 


Start 


9407 




End 


10082 


Name 


OJ000114 12. 0208. 014. 


ol.gp 


Method 


AAT/GAP 


Start 


9740 




End 


10082 


GI 


LIB34 32-058-P1-K1-E12 




Score 


351 


Exons 


9740. . 10082 








GI Descrip. 


, 5257255/dbj IAP000364 


.1IAP000364 8.0e- 


31 Oryza sativa genomi 



DNA, chromosome 8, clone : P0026F07 ' 



Seq. No. 38772 Seq. ID 

Gene No. 79761 Strand 

Start 5630 End 

Name OJ000114_12 . 0208 . C14 . o3 . gs Method 

Start 5630 End 

GI none Score 

Exons 5630. . 6304 



OJ000114_12.0208.C14 

6304 
GENSCAN 
6304 
.99 



Seq. No. 38772 Seq. ID 

Gene No. 79761 Strand 

Start 5630 End 

Name OJ000114_12 . 0208 . C14 . o2 . np Method 

Start 5636 End 

GI 5051773 Score 

Exons 5636.. 6228, 6254.. 6304 

GI Descrip. (AL078637) putative protein [Arabidopsis thaliana] 



OJ000114_12.0208.C14 

6304 
AAT/NAP 
6304 
536 



Seq. No. 
Gene No. 
Start - 
Name 
Start 
GI 

Exons 



38772 

79762 

12222 

OJ000114 

1499 

none 



12.0208.C14.o2.tw 



Seq. ID OJ000114 12.0208.C14 



Strand 
End 

Method 

End 

Score 



12446 

TBLASTX: Wheat 

2884 

55 



1499. .1606, 2545. .2778, 2561. .2779, 2786. .2884 



Seq. No. 38772 

Gene No. 79762 

Start 12222 

Name OJ000114_12 . 0208 . C14 . o2 . tm 

Start 2554 

GI none 
Exons 



Seq. ID OJ000114_12.0208.C14 
Strand 
End 

Method 
End 
Score 



12446 

TBLASTX: Maize 

3001 

87 



2554. .2637, 2561. .2650, 2608. .3000, 2642. .3001 



Seq. No. 38772 

Gene No. 7 9762 

Start 12222 

Name OJ000114_12 . 0208 .C14 . ol 

Start 2641 

GI none 

Exons 2641.. 2868, 2642.. 2899, 
3922. .4011, 4009. .4176, 



Seq. ID OJ000114_12.0208.C14 
Strand 

End 12446 
ts Method TBLASTX : Soybean 

End 4436 

Score 230 
3802. .3915, 3804. .3908, 3915. .4010, • 
4051. .4173, 4173. .4436, 4174. .4413 



38458 



Seq. No. 


38772 








Seq. ID 


OJ000114 


_12.0208.C14 




79762 








Strand 






Cf art 


19922 








End 


12446 • 




Mrirnp 


O.T0001 14 1 2 

WUUL/L/XX4 X • 


0208 


. C14 . ol 


• LL 


Method 


TBLASTX : 


y*sJL coo 




2642 _ 








End 


4458 




GI 


none 








Score 


196 




F von q 


9642 9991 


3802 


. .4170, 


1919 


.4073, 4179. .4406, 


4 18 9 4 4 Sft 


Cpn Mo 


18779 








Seq. ID 


OJ000114 


1 9 0908 PI 4 

X . U^UO .Li4 


Gene No. 


79762 








Strand 






Start 


12222 








End 


12446 




Name 


OJ000114 12 

UU UUU I 1 1 1 t. • 


0208 


. C14 . ol 


. LIU 


Method 


TBLASTX : 


Lid I 


O Lai L 


1002 _ 








End 


4430 




PT 

\J X 


ilUllt. 








Score 


222 






1002 i2Si 


3004 


3171, 


11 SO 

JI J V • 


.3215, 3182. .3328, 


1944 mi 




3801 4088 


3802 


. .4173, 


38 S3 


.4164, 3860. .4216, 


4 1 88 4 4 1 S 

4 X O O . . 441J/ 




4 189 4416 

4 lO J • ■ IIIU^ 


4203 

4 Z. \J J 


4 410 










Seq. No. 


38772 








Seq. ID 


OJ000114 


_12.0208.C14 


Gene No. 


79762 








Strand 






c+- a rt 

O Lai L 


1 9999 








End 


12446 




Name 


n.innni 1 4 i ? 


0908 


PI 4 n1 

. V-/ X 4 . vj X 


. LW 


Method 


TBLASTX: 


WilcdL 


O Lai L 


4 0 69 — 

4 U U Zf 








End 


4467 




w X 


n on 








Score 


146 




Cj AUIi o 


4 0 69 4 171 


4167 


4 14 0 


4170 


.4346, 4171. .4344, 


4 111 A 4 07 




4 116 4 4 67 














Seq. No. 


38772 








Seq. ID 


OJ000114 


_12.0208.C14 


vJCUC IN U . 


79762 








Strand 






u Lai l 


1 2229 
j. z, z. z. 








End 


12446 




LN aULC 


O.T0001 1 4 1 9 

V»/UL , L'\JXX4 X ^ ■ 


0908 

\J £- \J O 


PI 4 n 1 

. X 4 • LJ -J 


• LIU 


Method 


TBLASTX: 


lid Ilc 


u Lai L 


S661 _ 

.J U U *J 








End 


6170 




GI 


none 








Score 


43 




IiAUllO 


S661 S887 


S916 
w» z? O O 


6on 1 


S 94 1 


.6002, 6071. .6133, 


607P 61 70 


Seq. No. 


"38772 








Seq. ID 


OJ000114 


_12.0208.C14 


(^pnp Nlo 


79762 








Strand 






Start 


12222 








End 


12446 




Name 


OJ000114 12. 


0208 


P1 4 nS 

. \~r X 4 • LJ*J 


. LJ O 


Method 


GENSCAN 




Start 


12222 








End 


12446 




GI 


none 








Score 


.74 






12222. .12446 












Seq. No. 


38773 








Seq. ID 


OJ000114 


_12.0208.C15 


Cleans Mo 


79763 








Strand 


+ 




O Lai L 


73 








End 


571 




LN Cliut. 


OJ000114 12. 


0208 


PI S ol 


. gs 


Method 


GENSCAN 




OLal L 


73 








End 


571 




PT 
ox 


none 








Score 


.99 




Exons 


73. .571 














Seq. No. 


38773 








Seq. ID 


OJ000114 


_12.0208.C15 


Gene No. 


79764 








Strand 


+ 




Start 


828 








End 


3949 




Name 


OJ000114 12. 


0208 


.C15.ol 


.np 


Method 


AAT/NAP 




Start 


828 






End 


3949 





38459 



GI 4680207 Score 404 

Exons 828.. 880, 2936.. 3696, 3928.. 3949 

GI Descrip. (AF114171) disease resistance protein RPM1 homolog [Sorghum 
bicolor] 



Sea No 


38773 


Seq. ID 


OJ000114 1? 0?0R 




Honp No 

\wJ ^ 11^ Ll W • 


79764 


Qf rand 

J Gl 1U 


+ 




Start 


.828 


End 


394 9 




Name 


OJ000114 12 0208 C15 o2 as 


Mp "h hnH 


flFN^PAN 




Start 


2972 


End 


3696 




GI 


none 


Score 


.45 




Exons 


2972. .3034, 3314. .3696 








Seer No 


38774 


Seq. ID 


ojoom 14 i ? o?na 

vU U U u 1 1 i x^..u^.uo. 




fipnp No 


79765 


Strand 






Start 


1 


End 


704 




Name 


OJ000114 12.0208.C16.ol.np 


Method 


AAT /NAP 




Start 


1 


End 


675 




GI 


5091610 


Score 


906 




Fxon s 


1..313, 411. .675 








VJ X L-/ *3 O k ■ _L» . 


(AC007858) 10A19I.15 [Oryza sativa] 






Qprr No 


38774 


Seq. ID 






rip-np No 


79765 


Strand 






Start 


1 


End 


7 04 




Name 


OJ000114 12.0208.C16.ol.gs 


Method 


GENSCAN 




Start 


27 


End 


675 




GI 


none 


Score 


. 53 




Fxon s 


27. .261, 349..67S 








Sea No 


38774 


Seq. ID 




LIU 


VJC11C LNVJ. 


79765 


Strand 






Start 


1 


End 


704 




Name 


OJ000114 12.0208.C16.ol.tm 


Method 


1 D-uriO 1 A . L v lcl-L Zc 




Start 


223 


End 


655 




GI 


none 


Score 


50 




Exons 


223.. 261, 225.. 263, 349.. 654, 


.359. .655 






Spa No 


38774 


Seq. ID 


OJ000114_12.0208. 


C16 




79765 


Strand 






Start 


1 


End 


704 




Name 


OJ000114 12.0208.C16.ol.gp 


Method 


AAT /GAP 




Start 


429 


End 


704 




GI 


LIB34 34-038-P1-K1-B5 


Score 


452 




Exons 


429. .704 








GI Descrip. 


'5091610/gb|AAD39599.1|AC007858 13 6.0e-42 (AC007858) 10A19I 




[Oryza sativa] ' 








Seq. No. 


38775 


Seq. ID 


OJ000114_12.0208. 


C17 


Gene No. 


79766 


Strand 






Start 


1 


End 


1836 




Name 


OJ000114 12.0208.C17.ol.np 


Method 


AAT /NAP 




Start 


1 


End 


751 




GI • 


2191187' 


Score 


289 




Exons 


1..35, i07..361, 450. .751 








GI Descrip. 


(AF007271) contains similarity to a DNAJ-like domain 





[Arabidopsis thaliana] 



38460 : 



Seq. No. 
Gene No. 
Start 
Name 
Start ■ 
GI 

Exons 



38775 
79766 
1 

OJ000114_12.0208.C17.o2.ts 
1 

none 



Seq. ID OJ000114_12.0208.C17 

Strand . - 

End 1836 

Method TBLASTX : Soybean 

End 362 

Score 58 



1..51, 5. .52, 164. .361, 165. .362 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38775 
79766 
1 

OJ000114_12 .0208 .C17.o2. tm 
1 

none 



Seq. ID OJ000114_12.0208.C17 
Strand 

End 1836 

Method TBLASTX: Maize 

End 242 

Score 83 



1. .75/ 2. .109, 5. .106, 132. .242, 132. .239, 133. .240, 134. .241 



Seq. No. 38775 

Gene No. 79766 

Start 1 

Name OJ000114_12 . 0208 . C17 . ol . gs 

Start 136 

GI none 
Exons 



Seq. ID OJ000114_12.0208.C17 
Strand 

End 1836 

Method GENS CAN 

End 1836 

Score . 63 



136. .361, 450. .959, 1222. .1229, 1231. .1532, 1579. .1761, 
1823. .1836 



■Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38775 
79766 
1 

OJ000114_12 .0208.C17 .ol.tm 

242 

none 



Seq. ID OJ000114_12.0208.C17 
Strand 

End 1836 

Method TBLASTX : Mai ze 

End 801 

Score 144 



242. .364, 243. .362, 244. .363, 418. .786, 423. .800, 433. .801 



Seq. No. 38775 

Gene No. 79766 

Start 1 

Name OJ000114_12 . 0208 . C17 . ol . ts 

Start 540 

GI . none 

Exons 540.. 809, 553.. 765, 913.. 954 



Seq. ID OJ000114_12.0208.C17 
Strand 

End 1836 

Method TBLASTX : Soybean 

End 954 

Score 91 



Seq. No. 38776 

Gene No. 79767 

Start 1 

Name OJ000114_12 . 0208 . C18 . ol . np 

Start' 1 

.GI 4680207 

Exons 1..27, 1300.. 2043 

GI Descrip. (AF114171) disease resistance protein RPM1 homolog [Sorghum 
bicolor ] 



Seq. ID OJ000114_12.0208.C18 

Strand + 

End 2043 

Method AAT/NAP 

End 2043 

Score 421 



Seq. No. 38776 

Gene No. . 7 97 67 
Start 1 

Name OJ000114_12 . 0208 . C18 . ol . gs 

Start 401 



Seq. ID OJ000114_12.0208.C18 

Strand". + 

End 2043 

Method GENSCAN 

End 698 



38461 



GI none 

Exons 401.. 420, 629.. 698 

Seq. No. 38776 

Gene No. 79767 

Start 1 

Name OJ000114_12 . 0208 . C18 . o2 . gs 

Start 1363 

GI none 

Exons 1363. . 1972 



Score 



.79 



Seq. ID OJ000114_12.0208.C18 

Strand + 

End 2043 

Method GENSCAN 

End 1972 

Score .46 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ000114_12.0208.C23 
Strand + 

802 

AAT/NAP 
802 
314 



38777 
79768 
1 

OJ000114J.2.0208 .C23.ol.np 
1 

5091620 
1..360, 432. .802 

(AC007454) Contains similarity to gi 1836774 FAB1 protein from 
Saccharomyces cerevisiae genome gb|D50617. [Arabidopsis 
thaliana] 



End 

Method 

End 

Score 



Seq. No. 
Gene No. 
Start 
Name 
Start • 
GI 

Exons 



38777' 

79768 

1 

OJ000114_12.0208.C23.ol.gs 
52 

none 
52. .744 



Seq. ID OJ000114 12.0208.C23 



. Strand 
End 

Method 

End 

Score 



. +' 
802 

GENSCAN 

744 

.8 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38777 
79768 
1 

OJ000114_12.0208.C23.ol.tm 

119 

none 



Seq. ID OJ000114_12.0208.C23 

Strand + 

End 802 

Method TBLASTX : Mai ze 

End 802 

Score 243 



119. .352, 127. .339, 337. .453, 338. .403, 354 . . 44 9, . 4 33 . . 801, 
489. .746, 490. .798, 527. .802 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38777 
79768 
1 

OJ000114_12 . 0208 .C23.ol.gp 
413 

11373_1.R1084 
413. .802 

•5091620/gb|AAD39608.1|AC007454_7 1.0e-48 (AC007454) Contains 
similarity to gi_836774 FAB1 protein from Saccharomyces 
cerevisiae genome gb_D50617. [Arabidopsis thaliana] 1 



Seq. ID OJ000114_12.0208.C23 

Strand + 

End 802 

Method AAT/GAP 

End 802 

Score 735 



38777 
79768 
1 

OJ000114_12.0208 .C23.ol.ts 

573 

none 



Seq. ID OJ000114_12.0208.C23 

Strand + 

End 802 

Method TBLASTX : Soybean 

End 802 

Score 79 



573. .737, 584. .802, 584. .751, 586. .801 



38462 



Seq. No. 38777 

Gene No. 79768 

Start 1 

Name OJ000114_12. 0208 ,C23.ol . tc 

Start 584 

GI none 

Exons 584.. -802," 586.. 801 

Seq. No. 38,778 

Gene No. 79769 

Start 1 

Name OJ000114_12 . 0208 . C24 . ol . np 

Start 1 

GI 4455338 

Exons 1..107, 220.. 688 

GI Descrip. (AL035525) putative protein 

Seq. No. 38778 

Gene No. 79769 

Start 1 

Name OJ000114_12 . 0208 . C24 . ol . gs 

Start 220 

GI none 

Exons 220. .319, 362. .607 

Seq. No. 38779 

Gene No. 79770 

Start 1 

Name OJ000114_11 . 02 17 . CI . ol . np 

Start 1 

GI 4580531 

Exons 1..60, 113.. 422, 917.. 1001 

GI Descrip. (AF036309) scarecrow-like 14 



Seq. ID OJ000114_12.0208..C23 

Strand + 

End 802 

Method TBLASTX : Cress 

End 802 

Score ,;276 



Seq. ID OJ000114_12.0208.C24 

Strand 

End 688 

Method AAT/NAP 

End 688 

Score 266 

[Arabidopsis thaliana] 

Seq. ID OJ000114_12.0208.C24 

Strand 

End 688 

Method GENSCAN 

End 607 

Score .44 



Seq. ID OJ000114_11.0217.C1 
Strand 

End 1001 

Method AAT/NAP 

End 1001 

Score 76 

[Arabidopsis thaliana] 



Seq. No. 38780 . Seq. ID 

Gene No. 79771 Strand 

Start 5997 End 

Name OJ000114_11 . 0217 . C2 . o2 . gs Method 

Start 5997 End 

GI none Score 

Exons 5997.. 6006, 6982.. 7346, 8658.. 8690 



OJ000114_11.0217.C2 
+ 

8690 
GENSCAN 
8690 
.91 



Seq. No. 


38780 


Seq. ID 


OJ000114 


_11 


.0217 


.C2 


Gene No. 


79772 


Strand 










Start 


226 


End 


1481 








Name 


OJ000114 11. 0217. C2 


. ol.gs Method 


GENSCAN 








Start 


226 


End 


1270 








GI 


none 


Score 


.74 








Exons 


226. .395, 596. .917, 


983. .1102, • 1211. . 


1270 








Seq. No. 


38780 


Seq. ID 


OJ000114 


_11 


0217 


C2 


Gene No. 


79772 


Strand 










Start 


226 


End 


1481 








Name 


OJ000114 11. 0217. C2 


ol.gp Method 


AAT/GAP 








Start 


730 


End 


1481 








GI 


3740 1.R1084 


Score- 


1454 









38463 



Exons 730.. 1481 

GI Descrip. '3236248 5.0e-14 (AC004684) unknown protein [Arabidopsis 
thaliana] * 



Seq. No. 38780 Seq. ID 

Gene No. 79772 Strand 

Start 2.2 6 " End 

Name OJ000114_11 . 0217 . C2 . ol . ts Method 

Start 979 End 

GI none Score 

Exons 979.. 1191, 980.. 1201 



OJ000114_11.0217.C2 
1481 

TBLASTX : Soybean 

1201 

259 



Seq. No. 


38780 


Seq. ID 


OJ000114 11.0217 


.C2 


Gene No . 


79772 


Strand 






Start 


226 


End 


1481 




Name 


OJ000114 ll.0217.C2.ol. tc 


Method 


TBLASTX: Cress 




Start 


980 


End 


1258 




GI 


none 


Score 


288 




Exons 


980. .1258, 1024. .1188 








Seq. No. 


38780 


Seq. ID 


OJ000114_11.0217 


. C2 


Gene No . 


79772 


Strand 






Start 


226 


End 


1481 




Name 


OJ000114 11 . 0217 . C2 . ol . tm 


Method 


TBLASTX: Maize 




Start 


1030 


End 


1192 




GI 


none 


Score 


250 




Exons 


1030. .1191, 1031. .1192 








Seq. No. 


38781 


Seq. ID 


OJ000114_11.0217 


.C3 


Gene No. 


79773 


Strand 


+ 




Start 


447 


End 


1957 




Name 


OJ000114 11.0217.C3.ol.gp 


Method 


AAT/GAP 




Start 


447 


End 


1020 




GI 


701156 


Score 


644 




Exons 


447. .639, 875. .1020 








GI Descrip. 


3236248 5.0e-14 (AC004684) 


unknown protein [Arabidopsis 






thaliana] 








Seq. No. 


38781 


Seq. ID 


OJ000114_11.0217 


.C3 


Gene No. 


79773 


Strand 


+ 




Start 


447 


End 


1957 




Name 


OJ000114 11.0217.C3.ol.gs 


Method 


GENSCAN 




Start 


470 


End 


1756 




GI 


none 


Score 


.54 




Exons 


470. .638, 873. .1144, 1239. 


.1275, 1398. 


.1549, 1688. .1756 





Seq. No. . 38781 
Gene No. 79773 
Start 447 

Name OJ000114_11 . 0217 . C3 . ol . ts 

Start 536 
GI none 

Exons 536. .640, 604. .645, 861. .1145, 869. .1147, 871. .1146, 1227. .1286, 

1227. .1271, 1442. .1555, 1447 .. 1560,- 1679 . .-1750, 1687. .1749, 
1733.. 1759 



Seq. ID OJ000114_11.0217.C3 

Strand + 

End 1957 

Method TBLASTX : Soybean 

End 1759 

Score 62 



Seq. No. 



38781 



Seq. ID OJ000114_11.0217.C3 



38464 




Gene No. 


79773 


Strand 


+ 


Start 


447 


End 


1957 


Name 


OJ000114 11 . 0217 .C3Vol .np' 


Method 


AAT/NAP 


Start 


546 


End 


1957 


GI 


3236248 


Score 


590 


Exons 


546. .638, 873. .1144, 1239. 


1307, 1448.. 


1549, 1688. .1752, 




1924.. 1957 






GI Descrip. 


(AC004 684) unknown protein 


[Arabidopsis thaliana] 


Seq. No. 


38781 


Seq. ID 


OJ000114_11.0217.C3 


Gene No. 


79773 


Strand 


+ 


Start 


447 


End 


1957 


Name 


OJ000114 11.0217.C3.ol.tm 


Method 


TBLASTX: Maize 


Start 


604 


End 


1750 


GI 


none 


Score 


60 


Exons 


604. .645, 605. .640, 869. .1147, 871. .1146, 1227. .1286, 




1227. .1280, 1442. .1555, 1450. .1554, 1679. .1750, 1687. .1749 


Seq. No. 


38781 


Seq. ID 


OJ000114_11.0217.C3 


Gene No. 


79773 


Strand 


+ 


Start „ 


447 


End 


1957 


Name 


OJ000114 11.0217.C3.ol.tc 


Method 


TBLASTX: Cress 


Start 


869 


End 


1750 


GI 


none 


Score 


369 


Exons 


869. .1147, 871. .1146, 1227. 


.1286, 1238. 


.1279, 1419.. 1550, 



1442.. 1555, 1450.. 1560, 1678.. 1749, 1679.. 1750 



Seq. No. 38782 Seq. ID OJ000114_11 . 0217 . C4 

Gene No. 79774 Strand 

Start 612 End 2066 

Name OJ000114_11 . 0217 . C4 . ol . np Method AAT/NAP 

Start 609 End 2066 

GI 3236247 Score 1125 

Exons 609. .2066 

GI Descrip. (AC004 684) putative SCARECROW gene regulator [Arabidopsis 
thaliana] 



Seq. No. 38782 Seq. ID 

Gene. No. 79774 Strand 

Start 612 End 

Name OJ000114_11 . 0217 . C4 . ol . gs Method 

Start 612 End 

GI - none Score 

Exons 612.. 911, 1064.. 1945 



OJ000114_11.0217.C4 

2066 
GENSCAN 
1945 
.43 



Seq. No. 38782 

Gene No. 79774 

Start 612 . 
Name s OJ0001 14_11 . 0217~. C4 . ol . tm 

Start 624 

GI none 
Exons 



Seq. ID OJ000114_11.0217.C4 
Strand 

End 2066 

Method TBLASTX : Mai ze 

End 1528 

Score 4 9 



624. .722, 625. .669, 729. .899, 772. .888, 776. .907, 900. .1112, 
911. .1519, 931. .1524, 932. .1528 



Seq. No. 
Gene No. 
Start 



38782 
79774 
612 



Seq. ID OJ000114_11.0217.C4 
Strand 

End 2066 



38465 



Name 

Start 

GI 

Exons 



OJ000114_11 . 0217 . C4 . ol . tw Method TBLASTX: Wheat 

624 End 867 

none Score 62 

624. .866, 625. .669, 684.-866, 739. .867 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38782 
79774 
612 

OJ000114_11 . 0217 .C4 . ol . ts 

627 

none 



Seq. ID OJ000114_11.0217.C4 

Strand - ... 

End 2066 

Method TBLASTX : Soybean 

End 1291 

Score 78 



627. .722, 738. .899, 753. .887, 766. .903, 911. .1288, 911. .1291, 
915. .1289 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38782 
79774 
612 

OJ000114_11.0217.C4 .ol . tc 

810 

none 



Seq. ID OJ000114_11.0217.C4 
Strand 

End 2066 

Method TBLASTX: Cress 

End 1583 

Score 67 



810. .905, 811. .888, 911. .1342, 912. .1355, 1331. .1582, 1353. .1583 



Seq. No. 38782 

Gene. No. 79774 

Start 612 

Name OJ000114_11 . 0217 . C4 . o2 . tw 

Start 959 

GI none 

Exons 959.. 1360 



Seq. ID OJ000114_11.0217.C4 
Strand 

End 2066 

Method TBLASTX : Wheat 

End 1360 

Score 192 



Seq. No. 38782 

Gene No. 79774 

Start 612 

Name OJ000114_11 . 0217 . C4 . o2 . ts 

Start 1292 

GI none 

■'Exons 1292.. 1441, 1299.. 1481, 1301. 



Seq. ID OJ000114_11. 0217 .C4 
Strand 

End 2066 

Method TBLASTX : Soybean 

End 1738 

Score 65 
. 1738 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38782 
79774 
612 

OJ000114_11 . 0217 . C4 . o2 . tm 

1529 

none 



Seq. ID OJ000114_11.0217.C4 
Strand 

End 2066 

Method TBLASTX : Mai ze 

End 1792 

Score 173 



1529. .1792, 1530. .1748, 1535. .1753 



Seq. No. 38783 

Gene No. 79775 

Start 1 

Name OJ000114_11 . 0217 . C5 . ol . np 

Start 1 

GI 3461846 

Exons 1 . . 673 

GI Descrip. (AC005315) putative SCARECROW gene regulator [Arabidopsis 
thaliana] 



Seq. ID OJ000114_11.0217.C5 
Strand 

End 673 

Method AAT/NAP 

End 673 

Score 556 



Seq. No. 



38783 



Seq. ID OJ000114 11. 0217. C5 



38466 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



79775 Strand 

1 End 

OJ000114_11 . 0217 .C5.ol.tc Method 

14 t End 

none Score 



673 

TBLASTX: Cress 

550" 

56 



14. .181, 198. .287, 198. .299, 205. .318, 294. .374, 316. .360, 
383.. 550, 408.. 494 



38783 
79775 
1 

OJ000114_11. 0217 .C5.ol.ts 
14 

none 



Seq. ID OJ000114_11.0217.C5 
Strand 

End 673 

Method TBLASTX : Soybean 

End 371 

Score 69 



14. .181, 21. .290, 174. .371, 232. .360 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38783 
79775 
1 

OJ000114_11. 0217 .C5.ol.tm 
20 

none 



Seq. ID OJ000114_11.0217.C5 
Strand 

End 673 

Method TBLASTX : Mai ze 

End 44 8 

Score 89 



20. .181, 20. .181, 51. .182, 103. .183, 162. .377, 163. .378, 
220. .378, .380. .448 



Seq. No. 38783 

Gene No. 79775 

Start 1, 

Name OJ000114_11 . 0217 .C5 . ol .gs 

Start 53 

GI none 

Exons 53 . .163 



Seq. ID OJ000114_11.0217.C5 
Strand 

End 67 3 

Method GENSCAN 

End 163 

Score .61 



Seq. No. 38783 

Gene No. 79775 

Start 1 

Name / OJ0001 14JL1 . 0217 . C5 . o2 . tm 

Start 465 

GI none 

Exons 465.. 671, 497.. 673 

Seq. No. 38784 

Gene No. 79776 

Start 475 

Name OJ000114_11 . 0217 . C6 . ol . gp 

Start 475 

GI 3768619 

Exons 475.. 902 



Seq. ID OJ000114_11.0217.C5 
Strand 

End 673 

Method TBLASTX : Mai ze 

End 673 

Score " 186 



Seq. ID OJ000114_11.0217.C6 

Strand + 

End 902 

Method AAT/GAP 

End 902 

Score 711 



Seq. No. 38784 

Gene No. 79777 

Start 2284 

Name OJ0001 14_11 . 0217 . C6 . o2 . gp 

Start 2284 

GI LIB3475-001-P1-K2-A2 

Exons 2284.. 2494, 2747.. 2820 

GI Descrip. 1 4 8 95231/gb | AAD328 17 . 1 | AC007 660_18 5.0e-09 (AC007660) putative 



Seq. ID OJ000114_11.0217.C6 
Strand + 

2884 
AAT/GAP 
2820 
464 



End 

Method 

End 

Score 



38467 




RNA helicase [Arabidopsis thaliana] 1 



Seq. No. 


38784 


Seq. ID 


OJ000114_11, 


, 0217 ,C6 


Gene No. 


79777 


Strand 


+ 




Start 


2284 


End 


2884 




Name 


OJ000114 11. 0217 .C6.ol .np 


Method 


AAT/NAP 




Start 


2359 


End 


2884 




GI 


4895231 


Score 


92 




Exons 


2359. .2494/ 2747. .2884 






* 


GI Descrip. 


(AC007660) ATP-dependent RNA 


helicase 


[Arabidopsis 


thaliana] 


Seq. No. 


38784 


Seq. ID 


OJ000114_11. 


0217. C6 


Gene No. 


79778 


Strand 






Start 


169 


End 


2520 




Name 


OJ000114 11.0217.C6.ol.gs 


Method 


GENSCAN 




Start 


169 


End 


2520 




GI 


none 


Score 


.58 




Exons 


169. .180, 612. .659, 2488. .2520 






Seq. No. 


38785 


Seq. ID 


OJ000114JL1. 


0217. C7 


Gene No. 


79779 


Strand 


+ 




Start 


1 


End 


4530 




Name 


OJ000114 11.0217.C7.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


2430 




GI 


4895231 


Score 


1306 




Exons 


1..118, 203. .311, 411. .757, 835. .908, 


1053. .1357, 1743. . 1989, 




2164 . .2430 








GI Descrip. 


(AC007 660) ATP-dependent RNA 


helicase 


[Arabidopsis 


thaliana] 


Seq. No. 


38785 


Seq. ID 


OJ000114JL1. 


0217.C-7'. ' 


Gene No. 


79779 


Strand 


+ 




Start 


1 


End 


4530 




Name 


OJ000114 11.0217.C7.ol.gs 


Method 


GENSCAN 




Start 


73 


End 


4530 




GI 


none 


Score 


.59 




Exons 


73. .118, 203. .311, 411. .757, 


835. .908, 


1053. .1357, 


2133. .2324; 




4020. .4530 








Seq. No. 


38785 


Seq. ID 


OJ000114_11. 


0217. C7 


Gene No. 


79779 


Strand 


+ 




Start 


1 


End 


4530 




Name 


OJ000114 11.0217.C7.ol.gp 


Method 


AAT/GAP 




Start 


243 


End 


756 




GI 


LIB34 33-012-Q6-K1-C6 


Score 


736 




Exons 


243. .311, 411. .756 ' 








GI Descrip. 


1 58067 / emb | X52325 | ARBLSKP 1.0e-33 pBluescript SK(+) 


vector DNA 




phagemid excised from lambda 


ZAP 1 






Seq. No. 


38785 


Seq. ID 


OJ000114_11. 


0217. C7 


Gene No. 


79779 


Strand 


+ 




Start 


1 


End 


4530 




Name 


OJ000114 11.0217.C7.o2.gp 


Method 


AAT/GAP 




Start 


2368 


End 


2684 




GI 


2799039 • 


Score 


590 




Exons 


2368. .2684 








GI Descrip. 


58067/emb|X52325 | ARBLSKP 1 . Oe 


-33 pBluescript SK(+) 


vector DNA, 




phagemid excised from lambda 


ZAP 







38468 



Seq. No. 


38785 






Seq. ID 


OJ000114_ 


11.0217 


• C7 


Gene No. 


79780 






Strand 


+ 






Start 


11144 






End 


13106 






Name 


OJ0001 


14_11.0217.C7. 


o3 . gs 


Method 


GEN SCAN 






Start 


11144 






End 


12584 






GI 


none 






Score 


.49 ^ ■ 






Exons 


11144. 


.11308, 11548. 


.11610, 


11936. .12170, 12295. 


. 12368, 






12465. 


.12584 












Seq. No. 


38785 






Seq. ID 


OJ000114_ 


11.0217 


.C7 


Gene No. 


79780 






Strand 


+ 






Start 


11144 






End 


13106 






Name 


OJ0001 


14_11.0217.C7. 


o'4 . gp 


Method 


AAT/GAP 






Start 


11918 






End 


13106 






GI 


none 






Score 


1382 






Exons 


11918. 


.12170, 12295. 


.12368, 


12465. . 125 


63, 12756. 


.13106 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



_11.0217.C7.o3.gp 



38785 
79781 
2782 

OJ000114 
2782 

1948_1.R1084 
2782. .3056, 3144 
•1911774/bbs|180090 2 
protein {clone Ll-57} 
aa] [Homo sapiens] 1 



Seq. ID OJ000114_11.0217.C7 
Strand 

End 4439 

Method AAT/GAP 

End 4439 

Score 1137' 
.4161, 4261. .4439 



3260, 4051. 

Oe-12 (S83364) putative Rab5-interacting 
[human, HeLa cells, Peptide Partial, 122 



38785 Seq. ID 

79781 Strand 
2782 End 
OJ000114_11. 0217 ,C7 .o2.np Method 
3018 End 
6563214 Score 
3018. .3056, 3144. .3273, 4058. .4273 

(AF112213) putative Rab5-interacting protein [Homo sapiens] 

OJ000114 11. 0217. C7 



OJ000114_11.0217.C7 

4439 
AAT/NAP 
4273 
159 



38785 
79782 
5688 

OJ000114_11.0217.C7.o2.gs 
5688 
none 

5688. .5758, 6124. .6243, 6743 
7583. .7729, 7803. .7934, 8450 

38785 
79783 
13708 

OJ000114_11.0217.C7 .o6.tm 
1 

none 

1..126, 1..123, 2. .124, 3. .125 



Seq. ID 
Strand 
End 

Method 
End 
Score 



8889 
GENSCAN 
8889 
.74 

6871, 6967. .7056, 7301. .7414, 
8764, 8886. .8889 ■ 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000114_11.0217.C7 
15528 

TBLASTX: Maize 

126 

213 



38785 
79783 



Seq. ID OJ000114_11.0217.C7 
Strand 



38469 






Start 


13708 








End 


15528 




Name 


OJ000114 11 


.0217 


.C7.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


670 








End 


1365 




GI • 


none 








Score 


96 




Exons 


670. .756, 671. .757, 682 


..762, 809. .913 


, 813 974 . 832 909 






833. .910, 1042.. 


1230, 1064.. 


1351, 1068 


. . 1358, 1282 . .1365 




Seq. No. 


38785 








Seq. ID 


OJ000114 11 . 0217 . C7 




Gene No. 


79783 








Strand 






Start 


13708 








■ End 


15528 




Name 


OJ000114 11 


.0217 


.C7.o2. 


tc 


Method 


TBLASTX: Cress 




Start 


843 








End 


2331 




GI 


none 








Score 


86 




Exons 


843. .953, 1068.. 


1148, 1136.. 


1351, 1152 


. .1358, 1161. .1355, 






1740 . . 1859, 


1740 


. .1970, 


1741 


..1989, 2169. .2330, 2173. .2331 




Seq. No. 


38785 








Seq. ID 


OJ000114_11.0217.C7 




Gene No. 


79783 








Strand 






Start 


13708 








End 


15528 




Name 


OJ000114 11 


. 0217 


.C7.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


1743 ~~ 








End 


2224 




GI 


none 








Score 


42 




Kxnn s 

LfrJ A V*/ 11U 


1743. .1799, 


1772 


. .1987, 


1774 


..1986, 1795. .1986, 1815. .2024, 






2163. .2222, 


2166 


i .2219, 


2167 


..2223, 2177.. '2224 




Sea No. 


38785 








Seq. ID 


OJ000114_11.0217.C7 


In 


Gene No. 


79783 








Strand 




fy 


Start 


13708 








End 


15528 


tsar 


Name 


OJ000114 11 


. 0217 


.C7 .o4 . 


tm 


Method 


TBLASTX: Maize 




Start 


2836 








End 


3294 




GI 


none 








Score 


42 


^ si 


Exons 


2836. .2868, 


2869 


. .2907, 


2928 


..2960, 2929.. 2964,. 3006.. 3113, 


_ 




3006. .3071, 


3141 


. . 3275, 


3144 


..3272, 31 


45. .3294 




Sea No. 


38785 








Seq. ID 


OJ000114_11.0217.C7 


*"* ^ 


Gene No. 


79783 








Strand 




u 


Start 


13708 








End . 


15528 • 




Name 


OJ000114 11 


.0217 


.C7.o4. 


tc 


Method 


TBLASTX: Cress 


i ^ 


Start 


3018 








End 


4368 


H_ J 


GI 


none 








Score . 


100 




Exons 


3018. .3065, 


3141 


. .3272, 


4021 


. .4164, 4 0 


70. .4162, 4093. .4167, 






4259. .4306, 


4261 


. .4368 










Seq. No. 


38785 








Seq. ID 


OJ000114_11.0217.C7 




Gene No. 


79783 








Strand 






Start 


13708 








End 


15528 




Name 


OJ000114 11 


.0217 


.C7.o5. 


tm 


Method 


TBLASTX: Maize 




Start 


4021 








End 


4368 




GI 


none 








Score 


154 




Exons 


4021. .4170, 


4060 


. .4170, 


4249 


..4305, 42 


61. .4368 




Seq. No. 


38785 








Seq. ID 


OJ000114_11.0217.C7 




Gene No. 


79783 








Strand 






Start 


13708 








End 


15528 




Name 


OJ000114 11 


.0217 


.C7.o2. 


ts 


Method 


TBLASTX: Soybean 




Start 


4057 








End 


4371 




GI 


none 








Score 


99 



38470 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4057. .4164, 4070. .4162, 4259. .4306, 4261. .4371 



38785 - 
79783 ' 
13708 

OJ000114_11.0217.C7.o3.ts 

11240 

none 



Seq. ID OJ000114_11.0217.C7 
Strand 

End 15528 

Method TBLASTX : Soybean 

End 11823 

Score 88 



11240. .11308, 11541. .11609, 11548 .. 11 613, 11719 .. 11823, 
11736.. 11822 



Seq. No. 38785 Seq. ID 

Gene No. 79783 Strand 

Start 13708 End 

Name OJ000114_11 . 0217 . C7 . o3 . tc Method 

Start 11541 End 

GI none Score 

Exons 11541. .11621, 11548 .. 11613, 11719 .. 11823, 11736 .. 11825, 
11933. .12046 



OJ000114_11.0217.C7 
15528 

TBLASTX: Cress 
12046 
83 



Seq. No. 38785 
Gene No. 79783 
Start 13708 

Name OJ000114_11 . 0217 . C7 . o2 . tm 

Start 11734 
GI none 
Exons 11734. 

11933. 
- 12291. 



11823, 11734. .11823, 
12169, 11935. .12168, 
12371 



Seq. ID 
Strand 
End 

Method 
End 
Score 

11736 

12280 



OJ000114 11. 0217. C7 



15528 . 
TBLASTX: Maize 
12371 
127 

11825, 11742. .11825, 
12366, 12290. .12370, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000114_11.0217.C7 

15528 
AAT/GAP 
14420 
1615 



38785 Seq. ID 

79783 Strand 
13708 End 
OJ000114_11.0217 .C7.o5.gp Method 
13375 End 
17066_1.R1084 Score 
13375. .14126, 14329. .14420 ' " ■ 

1 1168 4 70/sp | Q06548 | APKA_ARATH 6.0e-44 PROTEIN KINASE APK1A 
>gi_282'877_pir S28615 protein kinase, 

tyrosine/serine/threonine-specif ic (EC 2.7.1.-) - Arabidopsis 
thaliana >gi_217 829_dbj_BAA02092_ (D12522) protein 
tyrosine-serine-threonine kinase [Arabidopsis thaliana] ' 



38785 
79783 
13708 

OJ000114JL1.0217 .C7.o3.np 
13664 
1168470 
13664. .14126, 
14978. .15254, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000114_11.0217.C7 

15528 
AAT/NAP 
15528 ■' 
1167 



14329. 
15446. 



14534. .14676, 147 66 . . 1 4 901 , 



. 14452, 
. 15528 

PROTEIN KINASE APK1A gi | 282877 | pir | | S28615 protein kinase, 
tyrosine/serine/threonine-specif ic (EC 2.7.1.-) - Arabidopsis 
thaliana gii 217829 | dbj | BAA02092 | (D12522) protein 
tyrosine-serine-threonine kinase [Arabidopsis thaliana] 



Seq. No. 



38785 



Seq. ID OJ000114_11.0217.C7 



38471 




Gene No. 


79783 








Strand 






Qfarj- 


13708 








End 


15528 






OJ000114 11. 0217. C7. 


. o4 . qs 


Method. . 


GEN SCAN 






13708 








End 


15276 




ox 


none 








Score 


.92 






13708. 


.14126, 


14329, 


1 4 67 6 

■ • X 4 \j t V , 


14766. . 14901, 14978 


• • X jZ / D 


Qarr Kin 


38785 








Seq. ID 


OJ000114 


11 ' 09 1 7 

11 . UZl / 


Otrile 1NU . 


79783 








Strand 






Of- a y-4- 
OLdiL 


13708 








End 


15528 




Name 


OJ000114 11. 0217. C7. 


,ol .tc 


Method 


TBLASTX : 


Cress 


Start 


13798 








End 


15242 




ox 


none 








Score 


143 




TP -v /-\ r-i o 


13798. 


.14127, 


13828. 


1 4 1 1 9 

> ■ X 4 X X £. , 


14321. . 14452, 14328 


1 /IK-} 
. . 144 J J, 




14341. 


.14469, 


14534 . 


14 6^0 


14534. .14671, 14538 


1 A c a Q 
. ■ 1 4 O D J , 




14770. 


.14901, 


14776. 


1 4 Q01 

. . X 4 Zf \J X , 


14960. .15217, 14966 


1 S909 




14970. 


.15242 












c rr Kin 


38785 








Seq. ID 


OJ000114 


11 0917 
11 . UZl / 




79783 








Strand 






C -f- -a r- +- 


13708 








End 


15528 




Name 


OJ000114 11. 0217. CI. 


ol.ts 


Method 


TBLASTX: 


Soybean 


Start 


13804 








End 


15257 




O X 


none 








Score 


188 




Exons 


13804 . 


.14127, 


13811. 


1 4 04 1 

. X 4 U 4 f , 


13939. .14124, 14321 


1 A A A Q 




14328. 


.14444, 


14328. 


14 4^ 


14506. .14667, 14534 


1 A 67 1 
. . 1 4 D / 1 , 




14538. 


. 14666, 


14743. 


1 4 Qn 1 
. 1 4 ;? u i , 


14776. .14901, 14924 


. . 1 JZ JO , 




14960. 


.15226, 


14979. 


1 S9S7 

. 1 Jul J / 










38785 








Seq. ID 


OJ000114 


ii n 9 1 7 

11. UZ1 / 


Gene No. 


79783 








Strand 






Start 


13708 








End 


15528 




Name 


OJ000114 11. 0217. C7. 


0 1 • t w 


Method 


TBLASTX : ' 


Wiled L 


Otai L 


13961 








End 


14656 




(IT 
OX 


none 








Score 


73 




F von 5 


13961. 


.14047, 


13963. 




14321. .14.452, 14328 


1 4 4 4 4 




14353. 


.14472, 


14532. 


14 649 

. ■ X 4 \j 4 £. , 


14534. .14650, 14534 


1 4 6R 6 
■ . 14 O J.O 


O XZ . LNU • 


38785 








Seq. ID 


OJ000114 


1 1 091 7 
11 . UZl / 


UCllC LN . 


79783 








" Strand 






Ci- a r +- 
O d X L. 


13708 








End 


15528 




Name 


OJ000114 11. 0217. C7. 


ol . tm 


Method 


TBLASTX:! 


Maize 


Start 


13993 








End 


15308 




o X 


none 








Score 


77 




T7* von o 


13993. 


.14127, 


13997. 


1419ft 
. 1 4 1 Z 0 , 


14004. .14129, 14321 


1 4 4 4 Q 
. . x 4 4 4 Z7 , 




14328. 


.14444, 


14330. 


1 4 4 R 9 


14526. .14666, 14534 


1 4 67 7 
. .140 / / , 




14534. 


.14671, 


14765. 


1 4 on 9 
. 1 ff U L f 


14776. .14901, 14960 


. .15271, 




14979. 


.15233, 


15216. 


i ^nft 

• IJJUO 








Seq. No. 


38785 








Seq. ID 


OJ000114 


_11.0217 


Gene No. 


79783 








Strand 






Start 


13708 








End 


15528 




Name 


OJ000114 11. 0217. C7. 


o3 . tw 


Method 


TBLASTX: Wheat 


Start 


14768 . 








End 


15118 




GI 


none 








Score 


55 




Exons 


14768. 


.14881, 


14776. 


.14880, 


14960. .15031, 14996 


. .15118, 



15030. .15116 



38472 



Seq. No. 38786 Seq. ID 

Gene No. 79784 Strand 

Start 500 End 

Name OJ000114_11 . 0217 . C8 . ol . gs Method 

Start 500 End 

GI none Score 

Exons • 500. . 691 



OJ000114_11.0217.C8 
+ 

691 

GEN SCAN ' 

691 

.99 



Seq. No. 38786 

Gene No. 79785 

Start 25 

Name OJ000114JL1 . 0217 . C8 . ol . gp 

Start 25 

GI uC-osflcyp081f04bl 

Exons 25 . . 550 

GI Descrip. '3236248 5.0e-14 (AC004684) 
thaliana] 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000114_11.0217.C8 
550 

AAT/GAP 

550 

980 



unknown protein [Arabidopsis 



Seq. No. 38787 

Gene No. 79786 

Start 4111 

Name OJ000114_11 . 0217 . C9 . o2 . gs 

Start 4111 

GI none 

Exons 41.11.. 4155, 5744.. 5929 



Seq. ID OJ000114_11.0217.C9 

Strand + 

End 5929 

Method GENS CAN 

End . 5929 

Score .54 



Seq. No. 


38787 


Seq. ID 


OJ000114_11.0217.C9 


Gene No. 


79787 


Strand 


+ 


Start 


7293 


End 


14159 


Name 


OJ000114 11.0217.C9.ol.np 


Method 


AAT/NAP 


Start 


7283 


End 


8746 


GI 


2828288 


Score 


230 


Exons 


7283. .7511, 8185. .8746 






GI Descrip. 


(AL021687) replication A protein-like 


[Arabidopsis thaliana] 


Seq. No. 


38787 


Seq. ID 


OJ000114__11.0217.C9 


Gene No. 


79787 


Strand 


+ 


Start 


7293 


End 


14159 


Name 


OJ000114 11.0217.C9.o3.gs 


Method 


GENSCAN 


Start 


7293 


End 


14159 


GI 


none 


Score 


.49 


Exons 


7293. .7540, 8425 .. 8731, 10267 


. .10395, 


10418. .10818, 12130. .14159 


Seq. No. 


38787 


Seq. ID 


OJ000114_11.0217.C9 


Gene No. 


79787 


Strand 


+ 


Start 


7293 


End 


14159 


Name 


OJ000114 11.0217.C9.o2.np 


Method 


AAT/NAP 


Start 


10533 


End 


14086 


GI 


4584356 


Score 


1379 


Exons 


10533. . 10825, 12130 .. 12362 , 12672. .14086 


GI Descrip. 


(AC006420) putative replication protein Al [Arabidopsis 




thaliana] 






Seq. No. 


38787 


Seq. ID 


OJ000114_11.0217.C9 


Gene No. 


79788 


Strand 




Start 


4363 


End 


4804 



38473 



Name OJ000114_11 . 0217 . C9 . ol . gp - Method 

Start 4363 End 

GI LIB3432-059-P1-K1-D8 Score 

Exons 4363.. 4804 

GI Descrip. 1 5734 616/dbj | AP000391 . 1 | AP000391 0 
DNA, chromosome 6, clone : P0538C01 1 



AAT/GAP 

4804 

705 



0e+00 Oryza sativa genomic 



Seq. No. 38787 

Gene No. 79789 

Start 8489 

Name OJ000114_11 . 0217 . C9 . ol . tm 

Start 8489 

GI none 
Exons' 



Seq. ID OJ000114_11.0217.C9 
Strand 
End 

Method 
End 
Score 



13303 

TBLASTX: Maize 

13303 

178 



8489. .8689, 8492. .8680, 12817 .. 13083, 12818 .. 13051, 
13060. .13239, 13061. .1324 0, 13238. .13303, 13255. .13302 





Cpn Ma 


JO / o / 


Seq. ID 


OJ000114_11.0217.C9 




Gene No . 


79790 


Strand 






Start 


13349 


End 


13939 




Name 


OJ000114 11.0217.C9.o2.tm 


Method 


TBLASTX: Maize 




Start 


13349 


End 


13939 




GI 


none 


Score 


151 




Exons 


13349. . 13525, 13598 .. 13642 , 


13700. .13939, 13780. .13914 




Seq. No. 


38788 


4 Seq. ID 


OJ000114_11. 0217. C10 


"ss? 


Gene No . 


79791 


Strand 


+ 




Start 


84 


End 


1838 


s b? 


Name 


OJ000114 11.0217.C10.ol.gs 


Method 


GENSCAN 




Start 


84 


End 


437 




GI 


none 


Score 


.73 




Exons 


84. .437 








Seq. No. 


38788 


Seq. ID 


OJ000114_11. 0217. C10 




Gene No. 


79791 


Strand 


+ 




Start 


84 


End 


1838 




Name 


OJ000114 11.0217.C10.ol.np 


Method 


AAT/NAP 


L JL 


Start 


108 


End 


1838 




GI 


1841864 


Score 


140 




Exons 


108. .386, 1795. .1838 








GI Descrip. 


(U87108) nucleic acid binding protein 


[Trypanosoma equiperdum] 



Seq. No. -38788 

Gene No. 79792 

Start 3296 

Name OJ000114_11 . 0217 . C10 . o2 

Start 3236 

GI 1370287 

Exons 3236.. 3349, 3444.. 3509, 



GI Descrip. (Z73553) core protein [ 



Seq. ID OJ000114_11. 0217. C10 

Strand + 

End 5826 

.np Method AAT/NAP 

End 5823 

Score 439 
4656.. 4702, 4839.. 4906, 5686.. 5823 
Pisum sativum] 



Seq. No. 38788 

Gene No. 79792 

Start 3296 

Name OJ000114_11 . 0217 . C10 . o3 . gs 

Start 3296 

GI none 
Exons 



Seq. ID OJ000114_11. 0217. C10 

Strand + 

End 5826 

Method GENSCAN 

End 5826 

Score .89 



3296. .3349, 3444. .3495, 4185. .4216, 5686. .5826 



38474 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
' Start 
GI 

Exons 

GI Descrip. 



38788 
79793 
8782 
OJ000 
8700 
281_1 
8700. 
"2497 
PROTE 
[Oryz 
metal 
metal 
(AF04 



114_11. 0217. C10. o2.gp 



Seq. ID OJ000114_11. 0217. C10 
Strand . + 
End 9579 
Method AAT/GAP 
End 9579 
.R1084 Score 1226 

.8846, 8956. .9030, 9146. .9579 

904/sp|P93433|MT22_ORYSA 1.0e-10 METALLOTHIONE IN-LIKE 

IN TYPE 2 >gi_1667588 (U77294) metallothionein-like protein 

a sativa] >gi_2326785_emb_CAA6984 5_ (Y08529) 

lothionein-like protein [Oryza sativa] >gi_4097338 (U57638) 

lothionein-like protein [Oryza sativa] >gi_4105603 

8750) metallothionein [Oryza sativa] ' 



OJ000114_11. 0217. C10 
+ 



38788 Seq. ID 

79793 Strand 
8782 End 9579 

OJ000114_11 . 0217 .C10 .o3 . np Method AAT/NAP 
8782 End 9257 

2497904 Score 438 

8782.. 8846, 8956.. 9030, 9146. .9257 

METALLOTHIONEIN-LIKE PROTEIN TYPE 2 gi 11667588 (U77294) 
metallothionein-like protein [Oryza sativa] 

gi|2326785|emb|CAA69845| (Y08529) metallothionein-like protein 
[Oryza sativa] gi 14097338 (U57638) metallothionein-like protein 
.[Oryza sativa] gi 14105603 (AF048750) metallothionein [Oryza 
sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



38788 
79793 
8782 

OJ000114 

8782 

none 



11.0217.C10.o4.gs 



■ 38788 
79794 
2109 

OJ000114_11. 0217. C10. o2.gs 

2109 

none ■ 

2109.. 2403, 2445.. 2524 

38788 
79795 
5529 

OJ000114_11.0217.C10.ol.tm 

3220 

none 

3220. .3351, 3227. .3352, 3443. 
4681. .4707, 4831. .4905, 4831. 
5685. .5813, 5686. .5823 

38788 
79795 



Seq. ID 

Strand 

End 

Method 

End 

Score 



8782.-8846, 8956.. 9030, 9146. .9260 



Seq. ID 

Strand 
End 

Method 

End 

Score 



OJ000114_11. 0217. C10 
+ 

9579 
GENSCAN 
9260 
.79 



OJ000114_11. 0217. C10 

2524 
GENSCAN 
2524 
.76 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3505, 3444 
.4905, 4832 



OJ000114 11. 0217. C10 



5924 

TBLASTX: Maize 
5823 
187 

3506, 4674. 
4906, 4832. 



4706, 
,4915, 



Seq. ID 
Strand 



OJ000114 11. 0217. C10 



38475 



Start 


5529 








End 


5924 




Name 


OJ000114 11 


.0217. 


ClO.ol 




Method 


AAT/GAP 




Start 


5529 








End 


5924 




GI 


none 








Score 


780 




Exons 


5529. .5924 














Seq. No.. 


38788 








Seq. ID 


OJ000114 


11. 0217 .C10 


Gene No.' 


79796 








Strand 






Start 


8695 








End 


9187 




Name 


OJ000114 11 


.0217. 


C.lO.ol 


. tc 


Method 


TBLASTX: 


Cress 


Start 


8695 








End 


9187 




GI 


none 








Score 


47 




Exons 


8695. .8733, 


8696. 


.8734, 


8745. 


.8786, 8747. .8788, 


8948. . 9031, 




8953. .9030, 


8955. 


.9041, 


9138. 


.9170, 9146. .9166, 


9146. . 9187' 


Seq. No. 


38789 








Seq. ID 


OJ000114 


_11.0217.C12 


Gene No. 


79797 








Strand 






Start 


64 








End 


449 




Name 


OJ000114 11 


.0217. 


C12.ol 


gp 


Method 


AAT/GAP 




Start 


64 








End 


449 




GI 


LIB3477-003 


-Pl-Kl 


-E9 




Score 


116 




Exons 


64. .97, 385 


. .449 













GI Descrip. ' 24 9858 6/sp | Q4 0638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
SI PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



Seq. No. 38790 Seq. ID 

Gene No. 79798 Strand 

Start 243 End 

Name OJ000114_11 . 0217 . CI 3 . ol . gs Method 

Start 243 End 

GI none Score 
Exons 



OJ000114_11.0217.C13 

2431 
GENSCAN 
2431 
.44 



243. .285, 449. .473, 1489. .1559, 1604. .2012, 2164. .2431 



Seq. No. 


38791 






Seq. ID 


OJ000114_11 


.0217 


.C14 


Gene No. 


79799 • 






Strand 


+ 






Start 


42 






End- 


1503 . 






Name " 


OJ000114 11 


.0217. 


C14.ol.gs 


Method 


GENSCAN 






Start 


42 






End 


1503 






GI 


none 






Score 


.86 






Exons 


42. . 89, 477 


. .604, 


686. .804, 


875. .956, 


1042. .1180, 


1363. 


.1503 


Seq. No. 


38792 






Seq. ID 


OJ000114_11 


.0217 


.C15 


Gene No. 


79800 






Strand 


+ 






Start 


2 






End 


1460 






Name 


OJ000114 11 


.0217. 


C15.ol.gs 


Method 


GENSCAN 






Start 


2 






End 


1460 






GI . 


none 






Score 


. 9 






Exons 


2. .58, 132. 


.260', 


336. .518, 


734 . .856, 


L278. .1460 






Seq. No. 


38792 






Seq. ID 


OJ000114_11 


.0217 


.CIS 


Gene No. 


79801 






Strand 


+ 






Start 


3191 






End 


3995 






Name 


OJ000114 11 


.0217. 


C15.o2.gs 


Method 


GENSCAN 






Start 


3191 






End 


3995 






GI 


none 






Score 


.84 






Exons 


3191. .3240, 


3332. 


.3475, 3512. .3637, 3852. .3995 







38476 



Seq. No. 38792 

Gene No. 79802 

Start 2000 

Name OJ000114_11 . 0217 . C15 . ol . 

Start 2000 

GI 3107086 

Exons 2000.. 2419, 2498.-2535 



gp 



Seq. ID 

Strand 

End 

"Method 
End 
Score 



OJ000114_11.0217.C15 

2560 
AAT/GAP 
2535 
781 



Seq. No. 38792 

Gene No. 79802 

Start 2000 

Name OJ000114_11 . 0217 . C15 . o2 , 

Start 2000 

GI 3107086 

Exons 2000.. 2419, 2498.. 2533 



gp 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000114_11.0217.C15 

2560 
AAT/GAP 
2533 
777 



Seq. No. 38792 

Gene No. 79802 

Start 2000 

Name OJ000114_11 . 0217 . C15 . o3 . 

Start 2027 

GI .3107086 

Exons 2027.. 2419, 2498.. 2560 



gp 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000114_11.0217.C15 

2560 
AAT/GAP 
2560 
808 



Seq. No. 38793 

Gene No. -79803 

Start 1 

Name OJ000114_11 . 0217 . CI 6 . ol . np 

Start 1 

GI 4585985 

Exons 1..623 

GI Descrip. (AC005287) Hypothetical 

Seq. No. 38793 

Gene No. 79803 

Start 1 . 

Name OJ000114JL1 . 0217 . C16. ol . gs 

Start 90 

GI none 

Exons 90.. 479 



Seq. ID OJ000114_11.0217.C16 

Strand + 

End 623 

Method AAT/NAP 

End 623 

Score 325 

protein [Arabidopsis thaliana] 

Seq. ID OJ000114_11.0217.C16 

Strand + 

End 623 

Method GENSCAN 

End 479 

Score . 64 



Seq. No. 38793 

Gene No. 79803 

Start 1 

Name OJ000114_11 . 0217 . C16 . ol . 

Start 162 

GI none 

Exons 162. .470, 167. .469, 184. 
566. .598 



• Seq. ID OJ000114_11.0217.C16 

Strand + 

End 623 

tw Method TBLASTX : Wheat 

End 598 

Score 412 
.477, 232. .471, 478. .582, 479. .559, 



Seq. No. 38793 

Gene No. 79803 

Start 1 ■ 

Name OJ0001 14_11. 02 17 . C16 . ol . 

Start 198 

GI none 



tm 



Seq. ID OJ000114_11.0217.C16 

Strand + 

End 623 ■ 

Method TBLASTX : Mai ze 

End 592 

Score 202 



38477 



Exons 



198. .476, 209. .457, 366. .464, 485. .592 



Seq. No. • 38794 
Gene No. 79804 
Start 90 

Name OJ000114_11 . 0217 .C17 . ol , 

Start 90 

GI LIB3477-003-P1-K1-E9 
Exons 90. . 186 

GI Descrip. 1 24 9858 6/sp | Q4 0638 IMP01 
S 1 PRECURSOR (ORY S I)" 
sativa] 1 



gp 



Seq. ID OJ000114_11.0217.C17 
Strand 

End .18 6 

Method AAT/GAP 

End' 186 

Score 119 



ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
~>gi_1173557 (U31771) Ory s 1 [Oryza 



Seq. No. 


38795 






Seq. ID 


OJ000114_11.0217 


.C18 


Gene No. 


79805 






Strand 


+ 




Start 


1 






End 


1618 




Name 


OJ000114 11 


. 0217 .C18 .ol 


.np 


Method 


AAT/NAP 




Start 


1 






End 


1618 




GI 


6862956 






Score 


1228 




Exons 


1. . 1618 












GI Descrip. 


(AC019018) 


hypothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


38795 






Seq. ID 


OJ000114_11.0217 


.C18 


Gene No. 


79806 






Strand 


+ 




Start 


5122 






End 


7920 




Name 


OJ000114 11 


.0217.C18.o3 


.gs 


Method 


GENSCAN 




Start 


5122 






End 


7920 




GI 


none 






Score 


.89 




Exons 


5122. . 6408, 


6934 . .7261, 


7805. 


.7920 






Seq. No. 


38795 






Seq. ID 


OJ000114_11.0217 


X18 


Gene No. 


79806 






Strand 


+ 




Start 


5122 






End 


7920 




Name 


OJ000114 11 


.0217.C18.o2 


np 


Method 


AAT/NAP 




Start 


57.97 . 






End 


7917 




GI 


3927836 






Score 


818 




Exons 


5797. . 6408, 


6695. .6808, 


6997. 


7261, 78 


05. .7917 




GI Descrip. 


(AC005727) 


unknown protein [Arabidopsis thaliana] 




Seq. No. 


38795 






Seq. ID 


OJ000114_11.0217 


C18 


Gene No. 


79806 






Strand 


+ 




Start 


5122 






End 


7920 




Name 


OJ000114 11 


.0217.C18.ol 


gp 


Method 


AAT/GAP 




Start 


6156 




End 


6792 




GI 


LIB3433-048 


-Pl-Kl-Al 




Score 


529 




Exons 


6156. .6408, 


6695. . 6792 










GI Descrip. 


"3047082 2. 


Oe-59 (AF058914) similar, to 


Vigna radiata 






pectinacetylesterase precursor (GB:X99348) [Arabidopsis 






thaliana] f 












Seq. No. 


38795 






Seq. ID 


OJ000114_11.0217. 


C18 


Gene No. 


79807 






Strand 


+ 




Start 


9292 






End 


11267 




Name 


OJ000114 11 


.0217.C18.o4. 


gs 


Method 


GENSCAN 




Start 


9292 






End 


10371 




GI 


none 






Score 


.87 




Exons 


9292. . 9532, 


9585. .9712, 


10242. 


.10371 







38478 



Seq. No. 

Gene No. 

Start' 

Name 

Start 

GI 

Exons 

GI Descrip. 



38795 
79807 
9292 

OJ000114_11.0217.C18.o3.np 

9304 

6478931 



Seq. ID OJ000114 11.0217.C18 



Strand 
End 

Method 

End 

Score 



+ 

11267 
AAT/NAP 
11267 
343 



9304.. 9532, 9630.. 9712, 10242 .. 10371, 10999 .. 11078 , 11164.. 11267 
(AC011436) putative pectinacetylesterase [Arabidopsis thaliana] 



Seq. No; 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



38795 Seq. ID 

79807 Strand 

92 92 End 

OJ000114_11 . 0217 . C18 . o2 . gp Method 

9367 End 

5005352 Score 



OJ000114_11.0217.C18 
+ 

11267 . 
AAT/GAP 
11267 
1013 

10999. .11078, 11164. .11267 



9367. .9532, 9630. .9712, 10242 .. 10371, 
3047082 2.0e-59' (AF058914) similar to Vigna radiata 
pectinacetylesterase precursor (GB:X99348) [Arabidopsis 
thaliana] 



Seq. No. 38795 

Gene No. 79808 

O Start 2194 

;« Name OJ000114_11 . 0217 . C18 . ol . tm 

!f Start 529 

I]] GI none 

fU Exons S29..897, 530.. 916 



Seq. ID OJ000114_11.0217.C18 
Strand - •■• 
3150 ™^.*vYc 



End 
Method 
End 
Score 



TBLASTX: Maize 

916 

306 





Seq. No. 


38795 








Seq. ID 


OJ000114 


_11.0217 


.C18 




Gene No. 


79808 








Strand 








F ; H 


Start 


2194 








End 


3150 








Name 


OJ000114 11 


.0217 


.C18.o3. 


tc 


Method 


TBLASTX: 


Cress 






Start 


1187 








End 


1446 








GI 


none 








Score 


184 








Exons 


1187. .1444, 


1198 


. .1446 














Seq. No. 


38795 








Seq. ID 


OJ000114 


_11.0217 


.C18 




Gene No. 


79808 








Strand 








^ K? 


Start 


2194 








End 


3150 








Name 


OJ000114 11 


.0217 


.C18.o5. 


tm 


Method 


TBLASTX: 


Maize 






Start 


1190 








End 


1510 








GI 


none 








Score 


169 








Exons 


1190. .1429, 


1192 


. .1317, 


1426 


..1509, 14 


36. .1510 








Seq. No. 


38795 








Seq. ID 


OJ000114 


_11.0217 


.C18 




Gene No. 


79808 








Strand 










Start 


2194 








End 


3150 








Name 


OJ000114 11 


.0217 


C18.o3. 


ts 


Method 


TBLASTX: 


Soybean 






Start 


1436 








End 


1618 








GI 


none 








Score 


196 








Exons 


1436. .1618, 


1438 


. 1593 













Seq. No. 38795 Seq. ID OJ000114JL1.. 0217 . C18 

Gene No. 79808 Strand 

Start 2194 End 3150 

Name OJ000114_1 1 . 0217 . C18 . o2 . gs Method GENSCAN 



38479 



Start 


2194 








End 


3150 


GI 


none 








Score 


.89 . 


Exons . 


2194 . .2317, 


2383 


. .2494, 


2889. 


.3150 




Seq. No. 


38795 








Seq. ID 


' OJ000114_11.0217.C18 


Gene No. 


79809 








Strand 




Start 


5791 








End 


5976 


Name 


OJ000114 11 


. 0217 


,C18.o2 


. ts 


Method 


TBLASTX : Soybean 


Start 


5791 








End 


5970 


GI 


none 








Score 


.248 


Exons 


5791. .5970, 


5805 


. .5933 








Seq. No. 


38795 








Seq. ID 


OJ000114_11.0217.C18 


Gene No. 


79809 








Strand 




Start 


5791 








End 


5976 


Name 


OJ000114 11 


.0217 


-C18.o2 


. tc 


Method 


TBLASTX: Cress 


Start 


5799 








End 


5976 


GI 


none 








Score 


252 


Exons 


5799. .5933, 


5800 


. .5976 








Seq. No. 


38795 








Seq. ID 


OJ000114_11.0217.C18 


Gene No. 


79809 








Strand 




Start 


5791 








End 


5976 


Name 


OJ000114 11 


. 0217 


.C18.o4 


. tm 


Method 


TBLASTX: Maize 


Start 


5800 ~ . 








' End 


5970 


GI 


none 








Score 


227 


Exons 


5800 . . 5970, 


5805 


. .5942 








Seq. No. 


38795 








Seq. ID 


OJ000114_11.0217.C18 


Gene No. 


79810 








Strand 




Start 


6730 








End 


7959 


Name 


OJ000114 11 


. 0217 


.C18.ol 


tc 


Method 


TBLASTX: Cress 


Start 


6730 








End 


7911 


GI 


none 








Score 


94 


Exons 


6730. . 6801, 


6731 


. . 6808, 


6984 . 


.7211, 6993.. 7157, 6994.. 7248, 




7855. .7911 












Seq. No. 


38795 








Seq. ID 


OJ000114_11.0217.C18 


Gene No. 


79810 








Strand 




Start 


6730 








End 


7959 


Name 


OJ000114 11 


. 0217 


.C18 .ol 


ts 


Method 


TBLASTX : Soybean 


Start 


6746 








End 


7959 


GI 


none 








Score 


87 


Exons 


•6746. . 6808, 


6993 


. . 7211, 


6994 . 


.7263', 7£ 


i04..7959, 7805. .7921, 




7818 . .7925 












Seq. No. 


38795 








Seq. ID 


OJ000114_11.0217.C18 


Gene No. 


79810 








Strand 




Start 


6730 








End 


7959 


Name 


OJ000114 11 


. 0217 


.C18.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


6755 ~~ 








End 


7919 


GI 


none 








Score 


74 


Exons 


-6755. . 6808, 


6994 


. .7263, 


6996. 


.7211, 7£ 


03. .7919, 7804. .7914 


Seq. No. 


38795 








Seq-. ID 


OJ000114_11.0217.C18 


Gene No. 


79811 








Strand 




Start 


10239 








End 


11256 



38480 




Name 


OJ000114 11.0217.C18.o3.tm 


Method 


TBLASTX: Maize 




Start 


10239 


End 


•11256 




GI 


none " 


Score 


113 




X—i <r\ W 1 1 0 


10239 10367 10241 10372 ' 


10241. .10384, 10242. .10379, 






10966 11079 10987 11055 


10997. .11098, 10998. .11099, 






11157 11252 11157 11255 


11158. .11256 




Sen No 


38796 


Seq. ID 


OJ000114_11.0217 






79812 


Strand 


+ 




Start 


1 


End 


2120 




Name 


OJ000114 11.0217.C19.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


110 




GI 


5005352 


Score 


184 






1. .110 








ul IJCOLi L • 


3047082 2.0e-59 (AF058914) similar to 


Vigna radiata 






pectinacetylesterase precursor (GB:X99348) [Arabidopsis 






thaliana] 








Qprr NO 


38796 


Seq. ID 


OJ000114_11.0217 


.C19 


Gene No. 


79812 


Strand 


+ 




Start 


1 


End 


2120 




Name 


OJ000114 11.0217.C19.ol.np 


Method 


AAT/NAP 




Cf art 


1 


End 


2120 






6478931 


Score • 


529 




Pvon Q 


1..105, 664. .750, 901. .1015, 


1098. .1203, 1295. .1440, 2016. .2120 


f^T np^OTin 

OX UC J L £^ * 


(AC011436) putative pectinacetylesterase [Arabidopsis thaliana] 


Seq. No. 


38796 


Seq. ID 


OJ000114_11.0217 


.C19 


Gene No. 


79812 


Strand 


+ 




Start 


1 


End 


2120 




Name 


OJ000114 11.0217.C19.ol.gs 


Method 


GENSCAN 




O U CI X U 


664 


End 


1460 




GI 


none 


Score 


.65 




R von ^ 


664. .724, 801. .851, 938. .1015, 1428. .1460 




Seq. No. 


38796 


Seq. ID 


OJ000114_11.0217 


.C19 


Gene No. 


79813 


Strand 


+ 




Start 


3744 


End 


4231 




Name 


OJ000114 11.0217.C19.o2.gp 


Method 


AAT/GAP 




Start 


3744 


End- 


4231 




GI 


none 


Score 


928 




R x o n ^ 


3744. .4231 








Qpd Kin 


38796 


Seq. ID 


OJ000114_11.0217 


.C19 


Gene No. 


79814 


Strand 






Start 


4499 


End 


6264 




Name 


OJ000114 11.0217.C19.o3.ts 


Method 


TBLASTX: Soybean 




Start 


46 


End 


1427 




\J X 


none 


Score 


79 






46. .117, 47. .103, 66S..724, 


935. . 1018, 


935. .1018, 1092. 


. 1199, 




1095. .1205, 1297. .1422, 1326 


...1427 






Seq. No. 


38796 


Seq. ID 


OJ000114_11.0217 


.C19 


Gene No. 


79814 


Strand 






Start 


4499 


End 


6264 




Name 


OJ000114 11.0217.C19.o2.tm 


Method 


TBLASTX: Maize 




Start 


626 


End 


1329 





38481 



GI 

Exons 



none - Score 8 6 

626. .724, 672. .725, 796. .849, 797. .850, 798. .851, 934. .1014, 
934. .1017, 935. .1018, 935. .1018, 1092. .1235, 1095. .1205, 
1102. .1209, 1297. .1329 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38796 
79814 
4499 

OJ000114_11.0217.C19.o2.tc 

938 

none 



Seq. ID OJ000114_11.0217.C19 
Strand 

End 6264 

Method TBLASTX : Cress 

End 2102 

Score 93 



938. .1018, 940. .1014, 1092. .1205, 1294. .1437, 2019. .2087, 
2088. .2102 



Seq. No. 38796 

Gene No. 79814 

Start 4499 

Name OJ000114_11 . 0217 . C19 . o3 . tm 

Start * 1293 

GI none 
Exons 



Seq. ID OJ000114_11.0217.C19 
Strand 

End 6264 

Method TBLASTX : Maize 

End 2134 

Score 163 



1293. .1439, 1333. .1440, 2013. .2117, 2015. .2134, 2016. .2132, 
2035.. 2133 



Seq. No. 38796 

Gene No. 79814 

Start 4499 

Name OJ000114_11 . 0217 . C19 . o3 . gs 

Start 4499 

GI none 
Exons 



6264 
GEN SCAN 
6166 
.86 

4499. .4903, 5029. .5290, 5586. .5693, 6045. .6166 



Seq. ID OJ000114_11.0217.C19 
Strand 
End 

Method 
End 
Score 



Seq. No. 38796 
Gene No. 79814 
Start 4499 

Name OJ000114_11 . 0217 . C19 . ol . tm 

Start 4505 
GI none 

Exons 4505.. 4558, 4550.. 4585, 4553. 

4580. .4672, 4713. .4901, 4793. 
5095. .5289, 5180. .5293, 5584. 
5591. .5680, 5612. .5686, 5797. 
5836. .5910, 6044. .6166, 6045. 



Seq. ID OJ000114_11.0217.C19 
Strand 

End 6264 

Method TBLASTX : Mai ze 

End 6167 

Score 41 

.4906, 4557. .4586, 4570. .4671, 
.4906, 5093. .5290, 5095. .5292, 
.5682, 5585. .5692, 5586. .5702, 
.5928, 5806. .5946, 5807. .5947, 
.6167 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000114 11.0217.C19 



38796 
79814 
4499 

OJ000114_11.0217.C19.o2.np 
4508 
3927831 

4508. .4903, 5029. .5290, 5586. 
(AC005727) putative RING zinc finger ankyrin protein 
[Arabidopsis thaliana] 



6264 
AAT/NAP 
6264 
984 



.5693, 5807. .5947, 6045. .6264 



38796 
79814 
4499 

OJ000114 



11.0217.C19.o2.ts 



Seq. ID 

Strand 
End 

Method 



OJ000114_11.0217.C19 
6264 

TBLASTX : Soybean 



38482 



Start 
GI 

Exons 



4550 End 5292 

none Score 98 

4550. .4909, 4684. .4884, 4704. .4904, 5069. .5287, 5077. .5292, 
5086. .5289 



Seq. No. 38796 Seq. ID OJ000114_11 . 0217 . C19 

Gene No. 79814 Strand 

Start 4499 End 6264 

Name OJ000114_11 . 0217 . C19 . ol . tw Method TBLASTX : Wheat 

Start 4694 End 5244 

GI none Score 251 

Exons 4694.. 4915, 4711.. 4905, 5028.. 5129, 5028.. 5216, 5056.. 5244, 
5089.. 5244 



Seq. No. 38796 
Gene No. 79814 
Start 4499 

Name OJ000114_11 . 0217 . C19 . ol . tc 

Start 4805 
GI none 

Exons 4805.. 4909, 4809.. 4904, 4814, 

5077.. 5292, 5086.. 5289, 5165. 
5586.. 5693, 5806.. 5946, 5807. 
6044. .6178, 6051. .6167 . 



Seq. ID OJ000114_11.0217.C19 
Strand 

End 6264 

Method TBLASTX:. Cress 

End 6178 

Score 94 

.4906, 5069.. 5290, 5076.. 5219, 
.5290, 5543. .5686, 5585. .5689, 
.5947, 5836. .5913, 5836. .5910, 



Seq. No. 38796 Seq. ID OJ000114_1 1 . 02 17 . C19 

Gene No. 79814 Strand 

Start 4499 End 6264 

Name OJ000114_11 . 0217 . C19 . o3 . gp Method AAT/GAP 

Start 5056 End 6166 

GI 26024JL. R1084 Score 1141 

Exons 5056.. 5290, 5586.. 5693, 5807.. 5947, 6045.. 6166 

GI Descrip. '3927831 2.0e-98 (AC005727) similar to mouse ankyrin 3 
[Arabidopsis thaliana] 1 



Seq. No. 38796 

Gene No. 79814 

Start 4499 

Name OJ000114_11 . 0217 . C19 . o2 . tw 

Start 5572 

GI none 

Exons 5572.. 5691, 5573.. 5692, 5574, 
5836. .5910 



Seq. ID 

Strand 

End 

Method. 

End 

Score 



OJ000114_11.0217.C19 
6264 

TBLASTX: Wheat 

5910 

170 



,5693, 5750. .5848, 5806. .5847, 



Seq. No. 38796 

Gene No. 79814 

Start 4499 

Name OJ000.114_11 . 0217 . C19 . ol . ts 

Start - 5575 

GI none 

Exons 5575.. 5727, 5579.. 5728, 5585. 



OJ000114_11.0217.C19 
6264 

TBLASTX: Soybean 

6167 

96 



Seq. ID 
Strand 
End . 
Method 
End 
Score 

.5692, 5806. .5946, 5807. .5977, 



"5830. .5931, 5836. .5910, 6044. .6166, 6048. .6167 

Seq. No. 38797 Seq. ID OJ000114 

Gene No. 79815 Strand + 

Start 26 End 702 • 

Name OJ000114_11 . 0217 . C20 . ol . gs Method GENSCAN 



11.0217.C20 



38483 




Start 


26 








End 


702 




GI 


none 








Score 


. 83 




Exons 


26. .91, 688 


. . 702 












Sea. No. 


38797 








Seq. ID 


OJ000114 11 0217 


. C20 


Qene jsjo . 


79816 








Strand 






Start 


1 








End 


186 




Name 


OJ000114 11 


.0217 


.C20.ol 


.gp 


Method 


AAT/GAP 




Start 


1 








End 


186 




GI 


26024 -I. RIO 


84 






Score 


334 




Pvnnc 

i_i lio 


1. .186 














GI Descrip. 


'3927831 2. 


Oe-98 


(AC005727) 


similar to 


mouse ankvri n "3 






[Arabidopsis thaliana] ' 










Seq. No. 


38797 








Seq. ID 


OJ000114 11 0217 


. C20 


Gene No. 


79817 








Strand 






Start 


5760 








End 


7508 




Name 


OJ000114 11 


.0217, 


,C20.ol 


.np 


Method 


AAT/NAP 




Start 










End 


7508 




GI 


2864615 








Score 


1235 




F!x on s 


5736. .7508 














GI Descrip. 


(AL021811) ; 


putative protein 


[Arabidopsis thaliana] 




Seq. No. 


38797 








Seq. ID 


OJ000114_11.0217 


.C20 


Gene No. 


79817 








Strand 






Start 


5760 








End 


7508 




Name 




* U c. x / , 




. gs 


Method 


GEN SCAN 




Start 


5760 








End 


7505 • 




GI 


none 








Score 


1 




Exons 

1—1 ^1 X 1 o 


5760. .7505 














Seq. No. 


38797 








Seq. ID 


OJ000114_11.0217 


.C20 


Gene No. 


79818 








Strand 






Start 


7720 








End 


7826 




Name 


OJ000114 11 


.0217. 


( C20.o2. 


■ gp 


Method 


AAT/GAP 




Start 


7790 








End 


7826 




GI 


none 








Score 


214 




Exons 


7720. . 7826 














Seq. No. 


38797 








Seq. ID 


OJ000114_11.0217 


.C20 


Gene No. 


79819 








Strand 






Start 


8378 








End 


9678 




Name 


OJ000114 11 


.0217. 


,C20.o3, 


.gs 


Method 


GENSCAN 




Start 


8378 








End 


9678 




GI 


none 








Score 


.48 




Exons 


8378. .8400, 


8477. 


, .8482, 


9621 


. . 9678 






Qprr No 


38797 








Seq. ID 


OJ000114JL1. 0217 


.C20 


Gene No. 


79820 








Strand 






Start 


13666 








End 


16480 




Name 


OJ000114 11 


.0217. 


,C20.ol. 


, ts 


Method 


TBLASTX: Soybean 




Start 


5787 








End 


6845 




GI 


none 








Score 


88 




Exons 


5787. . 6005, 


5827. 


.5979, 


6063 


..6299, 6160. .6306, 6306. .6362, 




6570. .6845, 


6655. 


.6840, 


6729 


. .6845 






Seq. No. 


38797 








Seq. ID 


OJ000114_11.0217 


.C20 



38484 




Gene No. 


79820 








Strand 








Start 


13666 








Fnd 


16480 






Name 


OJ0001 14 11 
uuuyuiii xx 


0917 






11C U 1 1UIX 


TRT.A9TY • 


Cress 




Start 


5808 ~~ 








Ljl 1V_4 


U X *J 






GI 


none 








Score 


68 






F.xon s 

■U *\ llu 


5808 6005 


5926 , 


6003, 


6063 . 


. 6215 








Qprt Ma 

O ^ VJ • 1 N m 


38797 








Seq. ID 


OJ000114 


11.0217.C20 




79820 








Strand 








Start 


13666 








End 


16480 






Name 


OJ000114 11 


.0217, 


.C20.ol 


. tm ■ 


Method 


TBLASTX : 


Maize 




Start 


5826 








End 


7520 






GI 


none 








Score 


116 






Exons 


5826. .6005, 


5848. 


. .6003, 


6081. 


.6311, 6172. .6309, 


6291. 


. 6362, 




6417. . 6578, 


6549. 


. .6893, 


6655. 


.6969, 7047. .7148, 


7168. 


.7203, 




7173. .7520, 


7192. 


, .7272, 


7339. 


.7389 









Seq. . No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38797 



Seq. ID OJ000114_11.0217.C20 



79820 Strand 
13666 End 
OJ000114_11.0217 .C20.ol.tw Method 
6291 End 
none Score 
6291.. 6362, 6417.. 6518, 6552.. 6728 



16480 

TBLASTX: Wheat 

6728 

159 



Seq. No. 38797 

Gene No. 79820 

Start 13666 

Name OJ000114_11 . 0217 . C20 . o3 tc 

• Start 6558 

GI none 

Exons 6558 . . 6890, 6*655 . . 6915 

Seq. No. 38797 

Gene No. 79820 

Start 13666 

Name OJ000114_11 . 0217 . C20 . o4 . tc 

Start 7224 

GI none 

Exons ,7224.. 7508, 7339.. 7500 

Seq. No. 38797 

Gene No. 79820 

Start 13666 

Name OJ000114__11 . 0217 . C20 . o3 . ts 

Start 7320 

GI- none 

Exons 7320.. 7502, 7339.. 7500 

Seq. No. 38797 

Gene No. 79820 

Start 13666 

Name OJ000114_11 . 0217 . C20 . o4 . gs 

Start 13666 

GI none 

Exons 13666. . 13784, 15520.. 16480 



Seq. ID OJ000114_11.0217.C20 
Strand 

End 16480 

Method TBLASTX: Cress 

End 6915 

Score 108 



Seq. ID OJ000114_11.0217.C20 
Strand 

End 16480 

Method TBLASTX : Cress . 

End * ' 7508 

Score 91 



Seq. ID OJ000114_11.0217.C20 
Strand 

End 16480 

Method TBLASTX : Soybean 

End 7502 

Score 91 



Seq. ID OJ000114_11.0217.C20 
Strand 

End 16480 

Method GENSCAN 

End 16480 

Score .73 



38485 




C,=i rr Kin 




O t: Lj . ± u 


n.Tnnm ia in i 7 






79820 


Strand 






Start 


13666 


End 


16480 




Name 


OJ000114 11.0217.C20.o3.gp 


Method 


AAT/GAP 




Start 


14284 


End 


14375 




\j ±. 


LIB34 77-003-P1-K1-E9 


Score 


120 




F von c; 


14284 . . 14375 










, 2498586/sp|Q40638 IMP01 ORYSA 2.0e-24 


MAJOR POLLEN ALLERGEN 




S 1 PRECURSOR (ORY S I) >gi 


_1173557 (U31771) Ory s 1 [Oryza 




sativa] 1 








Cpz-r Mo 


38797 


Seq. ID 


OJ000114_11.0217 




fiipnp No 


'79820 


Strand 






Start 


13666 


End 


16480 




Name 


OJ000114 11.0217.C20.o2.np 


Method- 


AAT/NAP 




J Lai. L 


15506 


End 


16351 




CT 
\j ± 


2130125 


Score 


772 




F 1 von q 


15506.. 16351 








(~1 T P)OQOT"TO 


DNA-binding protein Dof3 - 


maize (fragment) 






gi | 1061308 | emb | CAA56288 | (X79935) Dof3 


gene [Zea mays] 




Seq. No. 


38797 


Seq. ID 




.C20 


Gene No. 


79820 


Strand 






O LaL L 


13666 


End 


1 D ft O U 




Name 


OJ000114 11.0217.C20.o2.tc 


Method 


i D J_iM.o 1A • v^Xcoo 




O L a. I. L 


i cnfiR 

lOUO J 


LI1U 


IOjIU 




W i- 


none 


Score 


94 




F vnn 

DAUl 1 O 


16085. . 16309, 16179. .16310 








Seq. No. 


38797 


Seq. ID 


nTnnm 1 / i i n9i*7 

UJUUUll'i 11 . UZl / 


.C20 


Gene No. 


79820 


Strand 






O Lai L 


13666 


End 


16480 




Name 


OJ000114 11.0217.C20.o2.tm 


Method 


TBLASTX: Maize 




O Lul L 


16085 


End 


16295 






none 


Score 


96 




R v on 


16085. . 16258, 16179.. 16295 








Seq. No. 


38797 


Seq. ID 


OJ000114_11.0217 


.'C20 


Gene No. 


79820 


Strand 






Start 


13666 


End 


16480 




Name 


OJ000114 11.0217.C20.o2.ts 


Method 


' TBLASTX : Soybean 




O Lai L 


16094 


End 


16327 






none 


Score 


128 




P v on ^ 


16094 .. 16327, 16179.. 16316 








Seq. No. 


38798 


Seq. ID 


OJ000114_17.0225 


.C3 


Gene No. 


79821 


Strand 


+ 




O Lai L. 


275 


End 


523 






OJ000114 17.0225.C3.ol.gs 


Method 


GENSCAN 




O Lai L 


275 


End 


523 




GI 


none 


Score 


.99 




Exons 


275. .523 








Seq. No. 


38798 


Seq. ID 


OJ000114_17.0225 


.C3" 


Gene No. 


79822 


Strand 






Start 


948 


End 


1935 




Name. 


OJ000114 17.0225.C3.ol.ts 


Method 


TBLASTX: Soybean 





38486 






OLaL L 


94 9 

Z* *i £. 




FnH 


1 1 ft7 

X X o / 






VjX 


n on a 




JLUl C 


SI 






Exons 


94 9 1 1 ft 7 


94 ■ 97ft 1 01 S 

. ZJ I O / XU1 J • 


llftS 1090 


1 1 ft 7 

. ■ X X O / 






JCLJt L\ W • 


38798 




Seq. ID 


O.T0001 1 4 17 099 5 


r ^ 




(Zpnp No 


79822 




Strand 








Start 


948 




End 


1935 






Name 


OJ000114 17 


-0225.C3.ol.np 


Method 


AAT/NAP 






u Lai L. 


94ff 

.7 *i O 




End 


1935 






\j X 


4^4 4^7? 




Score 


453 






Exons 


94 ft 1 93 S 

T O . . X V >J 














^ rlv,/ \J \J U .7 ^. y 


putative retroelement pol polyprotein [Arabidop; 






f ha 1 i anal 












Seq. No. 


38798 




oeq . x u 




. Lj 




Gene No. 


79822 




ot rana 








>D u ax. L. 


948 




FnH 


1 J J J 






IN cUUt; 


O JO 00 114 17 


0 9 9 S C\ a1 


LYie t no a 


qiRT aCTY'TAThoaf 

i DLrto i a . wncdt 






O L Cl X L 


96^ 




End 


1370 






vjX 


none* 




Score 


207 






IT 1 V i^i Tl Q 


Qfi^ 1 ^70 












Seq. No. 


38798 




oeq ■ x ij 


UJUUU114 X/.UZZO 


p*3 


u 


Gene No. 


79822 




o l r ana. 








o u a. x L. 


94 8 




ii.na 


1 QOC 






Name 


o.toooi i 4 i 7 


n 9 9 R r* Q ^ 9 ^ e 

. uzz o . uj . oz . gs 


i v ie LnoQ 


otjlNO^rlLN 




u = 


C +- -q y-f- 


i osq — 




FnH 


1 




f i 1 


CT 
ul 


none 




Score 


.94 




f 1 




1059 1562 












Seq. No. 


38798 




oeq . x u 


n Tnnni i ^ it n99^ 


. 




Gene No. 


79822 




o crana 










948 




ii*na 








Name 


O.T0001 14 17 






i £5XjM.o i a . o oyoean 




~ ~ 


o Lai t 


1 fiSI ~~ 

X U .J X 




T7r>H 

Lna 


i Qon 
1 z) c. U 






PT 






Score 


91 






LAUllO 


1 fiS1 1 9?0 


,1712. '.1828 








%3 


O curt Ma 


387 99 




oeq. lu 


UJUUUxlft I/.Uzzd 




~J 


Gene No. 


79823 




Strand 


+ — 




^ =? 


Start 


1 




End 


14 62 








OJ000114 17 

\J\J \J \J\J X. X/ 


.0225.C4.ol.np 


Method 


AAT/NAP 






Cf ar f 
O Lai L- 


1 ~ 

X 




End 


1462 






LjX 






Score 


516 






Exons 


1 1 4 69 












\J j. UcoLii^. 


f AF04 91 1 0 ^ 


prpol [Zea mays; 










Seq. No. 


38799 • 




Seq. ID 


OJ000114_17.0225 


.C4 




Gene No. 


79823 




Strand 


+ 






Of- -j r-f- 


i 

X 




End 


1462 






Name 


O TO 00114 17 


.0225.C4.ol.tm 


Method 


TBLASTX: Maize 






Start 


24 




End 


485 






GI 


none 




Score 


520 






Exons 


24. .485, 24 


..413, 26.. 484 










Seq. No. 


38799 




Seq. ID 


OJ000114_17.0225 


.C4 




Gene No. 


79823 




Strand 


+ 





38487 



Start 
Name 
Start 
GI 

Exons 



End 

Method 
End 

none Score 
39.-697, 737. .989, 1079. .1357 



OJ000114_17.0225.C4 .ol.gs 
39 



1462 
GENSCAN 
1357 
.49 



Seq. No. 38799 Seq. ID 

Gene No. 7 9823 Strand 

Start 1 End., . 

Name OJ000114_17 . 0225 . C4 .ol . tw Method 

Start 129 End 

GI none Score 

Exons 129. .491, 134. .487, 453. .554 



OJ000114_17.0225.C4 
+ 

1462 

TBLASTX: Wheat 

554 

223 



Seq. No. 38799 

Gene No. 79823 

Start 1 

Name OJ000114_17 . 0225 . C4 . ol . ts 

Start 171 

GI none 
Exons 



Seq. ID OJ000114_17.0225.C4 

Strand + 

•End 1462 

Method TBLASTX : Soybean 

End 641 

Score 215 



171. . 452, 189. .416, 453. .641, 497. .628 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38799 
79823 
1 

OJ000114_17.0225.C4.o2.ts 

792 

none 



Seq. ID OJ000114_17.0225.C4 

Strand + 

End 1462 

Method TBLASTX : Soybean 

End 1189 

Score 154 



792. .929, 794. .934, 950. .1033, 951. .1034, 1010. .1066, 1070. .1189 



Seq. No. 38799 Seq. ID 

Gene No. 79823 Strand 

Start 1 End 

Name OJ000114_17 . 0225 . C4 . o2 . tw Method 

Start 837 End 

GI none Score 

Exons .837.. 926, 966.. 1040, 1070.. 1222 



OJ000114_17.0225.C4 
+ 

1462 

TBLASTX: Wheat 

1222 

74 



Seq. No. 38800 Seq. ID 

Gene No. 79824 Strand 

Start 617 End 

Name OJ000114_17 . 0225 . C5 . ol . ts Method 

Start 540 End 

GI none Score 

Exons . 540. .878 



OJ000114_17.0225.C5 
1010 

TBLASTX : Soybean 

878 

182 



Seq. No. 38800 Seq. ID 

Gene No. 79824 Strand - 

Start 617 End 

Name OJ000114_17 . 0225 .C5.ol.gs Method 

Start 617 End 

GI none Score 

Exons 617.. 1010 



OJ000114_17.0225.C5 

1010 
GENSCAN 
1010 
.5 



Seq. No. 
Gene No. 
Start 



38801 
79825 
3027 



Seq. ID OJ000114_17.0225.C6 
Strand + 
End 3931 



38488- 



Nam© 


OJ000114 17 0225.C6.o2 no 


Method 


AAT /NAP 




3027 ~ 


End 


3931 




*J CJ «J £. X / o 


Score 


4 47 




3027 3327 3359 3463. 3837 


3931 






(AL117265) zhb0008.1 TOrvza 


sativa 1 




Cpn Mo 


38801 


Seq. ID 


OJ000114 17 0225 C6 




79826 


Strand 




Start 


12 


End 


8367 


Name 


OJ000114 17.0225.C6.ol.gs 


■ Method 


GEN SCAN 


O L. d J- L. 


12 


End 


8367 




none 


Score 


.68 




12. .578, 1053. .1135, 1620. .1736, 1979. 


.2081, 2867.. 3608, 




5361. .5528, 6998. .7057, 7087 


..7432, 7453. .7761, 7966. .8233, 




8302. .8367 






O C • LN \ J . 


38801 


Seq. ID 


OJ000114_17.0225.C6 


rz^no Mo 


79826 


Strand 




Start 


12 


End 


8367 


LN emit; 


OJ000114 17.0225.C6.ol.np 


Method 


AAT /NAP 


O L. CI I- U 


700 


End 


2774 


GI 


5922631 


Score 


63 


R v n n s 


700. .921, 2728.-2774 






GI Descrip. 


(AP000492) ESTs C26347 (C12145 ) , AU078074 (C12145 ) correspond • 




region of the predicted gene 


. ; similar 


to prpol; Zea mays 




retrotransposon Cinful-1. (AF049110) [Oryza sativa] 




gi| 6016864 |dbj IBAA85207.il (AP000570) : 


ESTs 




C26347 (C12145) , AU078074 (C12145) correspond to a region of t] 




predicted gene.; Similar to 


prpol; Zea 


mays retrotransposon 




Cinful-1. (AF049110) [Oryza 


sativ 






38801 


Seq. ID 


OJ000114_17.0225.C6 


Gene No. 


79826 


Strand 




Start 


12 


End 


8367 


Name 


OJ000114 17.0225.C6.o3.np 


Method 


AAT /NAP 


<J Ldl L 


3248 


• End 


7825 


\J -L 


6691193 


Score 


258 


rvAri Q 


3248. .3274, 7218. .7825 






f7 T Dpcpti n 

-L LsCO^»J — L • 


(AC007534) F7F22.17 [Arabidopsis thaliana] 


Seq. No. 


38801 


Seq. ID 


OJ000114_17.0225.C6 


Gene No. 


79826 


Strand 






12 


End 


8367 


Name 


OJ000114 17.0225.C6.ol.tw 


Method 


TBLASTX: Wheat 


ulCll L 


7433 


End 


7789 


O J. 


none 


Score 


113 


IT v on Q 


7433. .7603, 7646. .7789 






Cpn Mo 


38802 


Seq. ID 


OJ000114_17.0225.C7 


rici Tl O MO 


79827 


Strand 


+ 


Start 


111 


End 


679 


Name 


OJ000114 17.0225.C7.ol.gp 


Method 


AAT /GAP 


Start 


111 


End 


679 


GI 


4879016 


Score 


852 


Exons 


111. .679 






GI Descrip. 


6041757/gb|AC011806.1 IAC011806 0.0e+00 


Genomic Sequence For 




Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 



38489 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



complete sequence 

38803 
79828 
44 

OJ000114_17.0225.C8.ol.gs 
44 

none 

44. .84, 1142. .1195, 1294. .1445, 1885. .1991 



Seq. ID OJ000114JL7.0225.C8 
Strand + 

1991 
GENSCAN 
1991 
.85 



End 

Method 

End 

Score 



Seq. ID OJ000114_17.0225.C8 



38803 
79828 
44 

OJ000114_17.0225.C8.ol.np 
1292 
4680186 
1292. .1492 

(AF111709) unknown [Oryza sativa subsp. indica] 



Strand 
End 

Method 

End 

Score 



+ 

1991 
AAT/NAP 
1492 
339 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000114 17. 0225. C8 



38803 
79829 
1044 

OJ000114_17.0225.C8.ol.gp 
1044 

uC-osflcyp033a04bl 
1044. .1425 

' 6016845/dbj | AP000570. 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P07 1 1E10 1 



1425 
AAT/GAP 
1425 
655 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



38803 

79830 

1884 

OJ00011 

1884 

6907087 

1884 . .1 

(AP0011 

region 

sativa] 



Seq. ID OJ000114_17.0225.C8 
Strand 

End 3631 
Method AAT/NAP 
End . 3631 

Score 934 
3210, 3255.; T 3631 
29) ESTs- C72771 (E2215) ,AU082313 (E2215) correspond to 
of the predicted gene.; hypothetical protein" [Oryza 



4_17.0225.C8.o2.np 



985, 2525. 



Seq. No. 38804 

Gene No. 79831 

Start 387 

Name OJ000114_17 . 0225 . C9 . ol . gs 

Start 387 

GI none 
Exons 



Seq. ID OJ000114 17. 0225. C9 



Strand 
End 

Method 

End 

Score 



+ 

14506 
GENSCAN 
8568 
.68 



387. .503, 580. .666, 1909. .2060, 2813. .4307, 4404. .5270, 
5541. .5890, 5901. .6386, 6401. .6616, 6727. .7199, 8456. .8568 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ■ 

Exons 

GI Descrip. 



38804 
79831 
387 

OJ000114 

1494 

5295971 



17.0225.C9.ol.np 



Seq. ID OJ000114_17.0225.C9 

Strand + 

End 14506 

Method AAT/NAP 

End 7237 

Score 3194 



1494. .1516, 2966. .3921, 3970. .7237 

(AB026295) EST D24 315 {R1718 ) corresponds to a region of the 



38490 




predicted gene.; Similar to Tobacco DNA for retroviral-like 
transposon Tnt 1-94 . (X13777 ) [Oryza sativa] 



Sprr Mo 


38804 




Seq. ID 


OJ000114_ 


17 099^ 


PQ 




79831 




Strand 


+ 






St-a rt 

u Lai i- 


387 




End 


14506 






Name 


OJ000114 17.-0225.C9. 


o2 .np 


Method 


AAT/NAP 






Q-f- o rf 
ULal L 


8214 




End 


10577 






PT 


5852180 




Score 


648 






F von ^ 


8214. .8267, 9251. .9368, 9419 


. .9828, 10534. .10577 






GI Descrip. 


(AL117265) zhbOOOlO. 


1 [Oryza 


sativa] 








S*=»o- No 

ij C ^ • L\KJ t 


38804 




Seq. ID 


OJ000114_ 


17 099 c > 


PQ 


OCllC IN ^ » 


79831 




Strand 


+ 






qi- a r f- 


387 




End 


14506 






LN CllUC 


OJ000114 17. 0225. C9. 


o3.np 


Method 


AAT/NAP 








10475 




End 


14503 






PT 
<j x 


6815052 




Score 


534 






r yon Q 


10475. .10519, 13727. 


.13946, 


14028. . 14102, 14385. 






GI Descrip. 


(AP001080) hypothetical protein [Oryza 


sativa] 






Qpn Mn 


38804 




Seq. ID 


OJ000114_ 


17 D 99 S 


PQ 


fZo r*i O Mo 


79831 




Strand 


+ 






uLall 


387 




End 


14506 






Name 


OJ000114 17. 0225. C9. 


o3 . gs 


Method 


GENSCAN 








13173 




End 


14506 






o x 


none 




Score 


.55 






Hi A\J 1 1 0 


13173. .13295, 13306. 


.13520, 


13727. .13946, 13952. 


1 A 1 Pi 9 

. X 4 X U Z , 






14385. . 14506 












cjprr Mo 


38804 




Seq. ID 


OJ000114_ 


17 099 R 


PQ 


rio n o Mo 


79832 




Strand 


+ 








21140 




End 


21554 






Name 


OJ000114 17. 0225. C9. 


o4 . np 


Method 


AAT/NAP 






Start 


21140 




End 


21554 






KD X 


6539570 




Score 


191 






Exons 


21140. .21341, 21488. 


.21554 










GI Descrip. 


(AP00Q836) hypothetical protein [Oryza 


sativa] 








38804 




Seq. ID 


OJ000114_ 


1 7 


PQ 


(?onP Mo 


79833 




Strand 


+ 






Start 


26896 




End 


28124 








OJ000114 17. 0225. C9. 


o7 . gs 


Method 


GENSCAN 






Start 


26896 




End 


28124 






PT 

bl 


none 




Score 


.68 






Exons 


26896. .27004, 27534. 


.27623, 


28012. .28124 






Seq. No. 


38804 




Seq. ID 


OJ000114_ 


17.0225 


C9 


Gene No. 


79834 




Strand 








Start 


8116 




End 


8498 






Name 


OJ000114 17. 0225. C9. 


ol.gp 


Method 


AAT/GAP 






Start 


8116 




End 


8498 






GI 


uC-osf Icyp033a04bl 




Score 


684 






Exons 


8116. .8498 ' 













GI Descrip. ? 6016845/dbj | AP000570 . 1 1 AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P07 11E10 1 



38491 




Seq. No. 


38804 


Seq. ID 


OJ000114_ 


17.0225 


.C9 


Gene No. 


79835 


Strand 








Start 


8930 


End 


11440 






N3ine 


OJ000114 17.0225 C9 o2 as 


Method 


GENSCAN 






J Lai L 


8930 ~~ 


End 


11327 






GI 


none 


Score 


.48 






F 1 von 


8930 9015. 9333 9482 9S76 


.9813, 10963. .11064 


1 1 "39^ 

, 11 JlJ 


1 1 ^97 
. . ii j£ / 




38804 


Seq. ID 


OJ000114_ 


17 D 9 9 s 


pq 


Gene No. 


79835 


Strand 








Start 


8930 


End 


11440 






Name 


OJ000114 17.0225.C9.o3.gp 


Method 


AAT/GAP 






Start 


11168 


End 


11440 






GI 


61605 1.R1084 


Score 


474 






Exons 


11168. . 11440 










GI Descrip. 


' 5852170/emb|AL1172 65.1 IOST17804 l.Oe- 


137 Oryza 


sativa 





indica (GLA4 )■ genomic • DNA, chromosome 4, BAC clone : t 17804 1 



Seq. No. 38804 

Gene No. 79836 

Start 15853 

Name OJ000114_17 . 0225 . C9 . o4 . gs 

Start 15853 

GI none . 

Exons 15853. .15923, 16135 .. 1 651 6, 
18435. .18537 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000114_17.0225.C9 

18537 
GENSCAN 
18537 
.47 



16958. .17063, 17923'. .17956, 



Seq. No. 38804 

Gene No. 79837 

Start 28371 

Name OJ000114_17 . 0225 . C9 . 06 . tm 

Start 1534 

GI none 

Exons 1534.. 1635, 1642.. 2055, 1671. 
15612. .15719 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000114_17.0225.C9 
30465 

TBLASTX: Maize 

15719 

43 



,1724, 1720.. 2043, 154 01 .. 154 99, 



Seq. No. 38804 . Seq. ID 

Gene No. 7 9837 Strand 

Start 28371 End 

Name OJ000114_17 . 0225 . C9 . o5 . tw Method 

Start 3129 End 

GI none Score 

Exons 3129.. 3524 



OJ000114_17.0225.C9 
30465 

TBLASTX: Wheat 

3524 

200 



Seq. No. 38804 Seq. ID 

Gene No. 79837 Strand 

Start 28371 End 

Name OJ0001 14^17 . 0225 . C9 . o7 . tm Method 

Start 3222 End 

GI none Score 

Exons 3222.. 3530, 3224.. 3475, 3231.. 3506 



OJ000114_17.0225.C9 
30465 

TBLASTX: Maize 

3530 

220 



Seq. No. 38804 Seq. ID 

Gene No. 79837 Strand 

Start 28371 End 

Name OJ000114_17 . 0225 . C9 . o5 . tm Method 

Start 4014 End 



OJ000114_17.0225.C9 
30465 

TBLASTX: Maize 
4484 



38492 



P T 


none 










4 01 4 4 OR 9 

4 U J_ 4 • ■ 4 U Q Z , 


4 090 

*i UZU 


4 OR S 


4077 

4 1/// 


Seq. No.. 


38804 








Gene No. 


79837 








rt" 


t. O J / X 








Name 


o.toooi 1 a m 

vUUUUlii X f 


f) O O C 
. UZZ J 


PQ r\*\ 




o Lai L. 


A OQR ~~ 








P T 


none 








Exons 


40Qft 44 fi^ 

4 U .7 O • . 4 4 U O , 


4 X X 0 


4 4 6R 

• •44 DO / 


4 4 64 
4 4 0 4 


Seq. No. 


38804 








Gene No. 


79837 










9fl ^7 1 

ZOO / 1 








Name 


pi to nn 1 14 17 
Uu UUU1 1^ x / 


0 9 9 R 
. UZZ 3 




US 




4 4 ft R _ 
4 4 0 0 










none 










4 4ft ft 47 Qfi 

4400..4 /-/U, 


4 SI 4 


4 67 ft 
• • 4 0 1 0 f 


4 SR4 

4 O O 4 


Seq. No. 


38804 








Gene No. 


• 79837 








OLdl L 


9R ^71 

ZO J / l 








Name 


a to nn 1 i /i 17 


0 9 9 R 

. uzzo 


PQ ^1 

.uy .01 . 


tw 




A £ "3 o 








P T 


none 








Exons 


4 6^9 ROft 7 
4DjZ . .DUO/, 


4 ft ^ ft 
4 0 O 0 


R 07 7 


RO Q4 
JU y 4 


Seq. No. 


38804 








Gene No. 


79837 










9ft ^7 1 
zoo / 1 








Name 


Pi Tfi n n i i a 17 

Uu U U U X X 4 1/ 


UzzD 


PQ r\ ^ 

. ty . 00 . 


f m 
LIU 


jLaiL 


A ft ^9 
4 0 JZ 








P T 


none 








17 von c 


4 ft "39 M R9 

4 O JZ . . J1JZ; 


4 ft 

4 O O O 


si 7 1 


R1 

O 1 jO 


Seq. No. 


38804 








Gene No-. 


79837 








Of a -rf- 
oLdlL 


9ft ^7 1 

ZOO / 1 








Name 


UJ U U U X X 4 X/. 


UzzD 


P Q 0 ^ 
. u y . OO . 


LC 


Of a Y-f- 


4 ft 4 ft ~~ 
4 0 4 0 








P.T 


none 








Exons 


4 R4 ft R^l ft 
4040 . .OOJ.0 








Seq. No. 


38804 








Gene No. 


79837 








Of a >~f- 


9 ft "37 1 
ZOO / I 








Name 


Pi to nni 1 yi 1 7 


Uzzj 


P Q ^ T 

. uy . 00 . 


4- <-< 

ts 


Qf 2 v-f- 

JldLL 


A Q R 7 
4 0 0/ 








P T 


none 








Exons 


400/. .OOOO, 


A Q £ O 


CI CO 

. . oioz 




Seq. No. 


-38804 








Gene No. 


79837 








Start 


28371 








Name 


OJ000114 17. 


0225 


.C9.o2. 


ts 


Start 


5595 








GI 


5509260 









Score 51 
.4484, 4091. .4279 



Seq. ID OJ000114_17.0225.C9 
Strand 

30465 

TBLASTX: Wheat 
4544 
267 



End 

Method 
End 
Score 
.4544 



Seq. ID OJ000114_17.0225.C9 
Strand 

30465 

TBLASTX : Soybean 
4796 
216 



End 

Method 
End 
Score 
.4664 



Seq. ID OJ000114_17.0225.C9 
Strand 

30465 

TBLASTX: Wheat 
5183 
342 



End 

Method 
End 
Score 
.5183 



Seq. ID OJ000114_17.0225.C9 
Strand 

End 304 65 

Method TBLASTX : Maize 

End 5255 

Score 373 
.5255, 5196.. 5255 

Seq. ID OJ000114_17.0225.C9 
Strand 

End 304 65 

Method * TBLASTX: Cress 

End 5318 

Score 253 



Seq. ID OJ000114_17.0225.C9 
Strand 

End 30465 

Method TBLASTX : Soybean 

End 5333 

Score 401 



Seq. ID OJ000114__17.0225.C9 
Strand 

End 30465 

Method TBLASTX : Soybean 

End 6183 

Score 34 



38493 




Exons 


5595. .5657, 


5670, 


, .5894, 


5807, 


..5893, 5887.. 6183, 6006.. 6080, 




6114. .6179 












GI Descrip. 














Seq. No. 


38804 








Seq. ID 


OJ000114_17.0225.C9 


Gene No. 


79837 








Strand 




Start 


28371 








End 


30465 


Name 


OJ000114 17 


.0225. 


,C9.o4. 


tm 


Method 


TBLASTX: Maize 


Start 


5712 








End 


6030 


GI 


none 








Score 


231 


Exons 


5712. .5894, 


5714. 


.5890, 


5887. 


..6030, 5905. .6018, 5907. .6029 


Seq. No. 


38804 








Seq. ID 


OJ000114_17 . 0225.C9 


Gene No. 


79837 








Strand 


— 


Start 


28371 








End 


30465 


Name 


OJ000114 17 


.0225. 


C9.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


.5721 








End 


6168 


GI 


none 








Score 


49 


Exons 


5721. .5792-, 


5850. 


.6164, 


5887. 


, .6168 




Seq. No. 


38804 








Seq. ID 


OJ000114_17 . 0225.C9 


Gene No. 


79837 








Strand 


— 


Start 


28371 








End 


30465 


Name 


OJ000114 17 


. 0225. 


C9.o4 . 


tc 


Method- 


TBLASTX: Cress 


Start 


' 5805 








End 


6069 


GI 


none 








Score 


105 


Exons 


5805. .5894, 


5887. 


.6069 








Seq. No. 


38804 








Seq. ID 


OJ000114_17.0225.C9 


Gene No. 


79837 








Strand 




Start 


28371 








End 


30465 


Name 


OJ000114 17 


.0225. 


C9.o4 . 


tw 


Method 


TBLASTX: Wheat 


Start 


6357 








End 


6713 


GI 


none 








Score 


93 


Exons 


6357. .6509, 


6533. 


.6709, 


6537. 


.6713 




Seq. No. 


38804 








Seq. ID 


OJ000114_17.0225.C9 


Gene No. 


79837 








Strand 




Start 


28371 








End 


30465 


Name 


OJ000114 17, 


.0225. 


C9.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


6498 








End 


6955 


GI 


none 








Score 


252 


Exons 


6498. .6698, 


6501. 


.6692, 


6512. 


.6709, '6753. .6914, 6758. .6955, 




6763. .6954 












Seq. No. 


38804 








Seq. ID 


OJ000114_17.0225.C9 


Gene No. 


79837 








Strand 




Start 


28371 








End 


30465 


Name 


OJ000114 17. 


.0225. 


C9.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


6528 








End 


7204 


GI 


none 








Score 


154 


Exons 


6528. .6719/ 


6549. 


.6638, 


6724. 


.6822, 6746.. 6838, 6829.. 6954, 




6830. . 6955, 


6953. 


.7204, 


6994. 


.7200 




Seq. No. 


38804 ■ 








Seq. ID 


OJ000114_17.0225.C9 


Gene No. 


79837 








Strand 




Start 


28371 








End 


30465 



38494 




Name 


OJ000114 17.0225.C9.o4.ts 


Method 


TBLASTX: Soybean 




u Lai L 


6558 


End 


7213 




GI 


none 


Score 


128 






6558.. 6689, 6758.. 7213, 6760.. 7002, 7024.. 7161 




Seq. No. 


38804 


Seq. ID 


OJ000114_17.0225 


.C9 


Gene No. 


79837 


Strand 


- 




Start 


28371 


End 


30465 




Name 


OJ000114 17.0225.C9.o8.tm 


Method 


TBLASTX: Maize 




Start 


6956 


End 


7201 




GI 


none 


Score 


191 




von 


6956. .7201, 6961. .7083 








Seq. No. 


38804 


Seq. ID 


OJ000114_17.0225 


.C9 


Gene No. 


79837 


Strand 






Start 


28371 


End 


30465 




Name 


OJ000114 17.0225.C9.o8.gs 


Method 


GEN SCAN 






. 28371 


End 


29601 




GI 


none 


Score 


.47 






28371 28509 28681 28784 


28833. .29601 




Qpn No 


38804 


Seq. ID 


OJ000114_17.0225 


. C9 


Hpnp Mo 

UC11C LNU • 


79837 


Strand 






Start 


28371 


End 


30465 




Name 


OJ000114 17.0225.C9.o6.gp 


Method 


AAT/GAP 




Start 


28470 


End 


28776 




r;T 


286807 


Score 


614 




FvAn c; 


28470 28776 








CZ T ripc!PT"i n 


118241/sp|P26259|DAPA MAIZE 


2.0e-10 DIHYDRODIPICOLINATE 


CYMTMA9F 




PRECURSOR (DHDPS) 








Seq. No. 


38804 


Seq. ID 


OJ000114_17.0225 


.C9 


Gene No. 


79837 


Strand 






Start 


28371 


End 


30465 




Name 


OJ000114 17.0225.C9.ol.tc 


Method 


TBLASTX: Cress 




Start 


28674 


End 


29654 




GI 


none 


Score 


515 






28674. .29654, 28674 29603, 


29189. .29647 




t_) vzr • lm ■ 


38804 


Seq. ID 


OJ000114_17.0225 


. ^ y 


Gene No. 


79837 


Strand ■ 






Start 


28371 


End 


30465 




Name 


OJ000114 17.0225.C9.ol.ts 


Method 


TBLASTX : Soybean 




Start 


28674 


End 


29612 




GI 


none 


Score 


39 






28674. .29612, 28 685 287 17 , 


28738. .29334, 29378 29431, 






29380. .29439, 29489. . 29557, 


29491. .29604 




Sea. No. 


38804 


Seq. ID 


OJ000114_17.0225 


.C9 


Gene No. 


79837 


Strand 






Start 


28371 


End 


30465 




Name 


OJ000114 17.0225.C9.o5.np 


Method 


AAT/NAP 




Start 


28677 


End 


30465 




GI 


118236 


Score 


1544 




Exons 


28677. .29601, 30207 .. 30296, 


30429. .30465 





GI Descrip. DIHYDRODIPICOLINATE SYNTHASE 1 PRECURSOR (DHDPS) 

gi I 68224 Ipir MWZWTH7 dihydrodipicolinate synthase (EC 4.2.1.52) 



38495 



precursor (clone pDA17)' - wheat gi 1170680 (M60598) 
ciihydrodipicolinate synthase [Triticum aestivum] 



Seq. No. 38804 

Gene No. 79837 

Start 28371 

Name OJ000114_17 . 0225 .C9 . ol . tm 

Start' 28761 

GI none 

Exons 28761. .29603, 28767 .. 29603, 
30201. .30281, 30206.. 30286 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000114_17.0225.C9 
30465 

TBLASTX: Maize 

30286 

790 



29489. .29611, 301 97 .. 30280, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38805 Seq. ID 

79838 Strand 

1901 End 
OJ000114_17. 0225. C10. ol.np Method 

1901 End 

6721516 Score 
1901. .2068 

(AP001072) hypothetical protein [Oryza sativa] 



OJ000114_17. 0225. C10 

2068 
AAT/NAP 
2068 
78 



38806 Seq. ID 

79839 Strand 

5514 ' ' End 

OJ000114_17 .0225.Cll.o2.np Method 

4368 . End 

5852181 Score 
4368. .4513, 5706. .5770 

(AL117265) zhbOOll.l [Oryza sativa] 



OJ000114_17.0225.C11 
+ 

. 6309 
AAT/NAP 
5770 
134 



38806 
79839 
5514 

OJ000114_17.0225.Cll.o2.gs 

5514 

•none 

5514. .5564, 6172.". 6309 



Seq. ID OJ000114_17.0225.C11 

Strand + 

End 6309 

Method GENSCAN 

End 6309 

Score .65 



Seq. No. 38806 * Seq. ID OJ000114_17 . 0225 . CI 1 

Gene No. 79840 Strand + 

Start 6915 End 11838 

Name OJ000114_17 . 0225 . Cll . o3 . np Method AAT/NAP 

Start 6879 End 11838 

GI 6815097 Score 500 

Exons 6879.. 7786, 11803.. 11838 

GI Descrip. (AP001081) Similar to putative copia polyprotein (AC006248) 
[Oryza sativa] 



Seq. No. . 38806 Seq. ID 

Gene No. 79840 Strand 

Start 6915 End 

Name OJ000114_17 . 0225 .Cll . o3 . gs Method 

Start 6915 End 

GI none Score 

Exons 6915.. 7766 



OJ000114_17. 0225. Cll 
+ 

11838 
GENSCAN 
7766 
. 97 



Seq. No. 



38806 



Seq. ID OJ000114_17. 0225. Cll 



38496 




Gene No. 


79841 






Strand 










91 9 

^ X ^ 






Fnd 


£. £~ O *i 






Name 


o.Tnnm i 4 i 7 


022S P11 ol 




Moi* h o<H 


\J Cj LN O IN 






U Lfli L 


Q1 Q _ 

J X ^ 






Fnri 


Z. U I 






GI 








O ^ v_/ X <3 








F" y on q 


Z> X ZJ • • X X J J , X 




?rni 










OCU • LNU • 


JOOUU 






Seq. ID 


OJ000114_ 


17 n 9 9 ^ 


n 1 


o ri o M o 


7 QR 4 9 






Strand 








O C CtX u 


f _7 J D 






End 


24319 






LN ciute 


O.TOOm 14 17 

\J\J \J \J \J X X *i x / • 




. gs 


Method 


GENSCAN 






O Lai L. 


7QS6 ~~ 
/ .? j \> 






End 


' 24319 






O -L 


n on o 
1 1UI 1C 






Score 


.41 






Exons 


iQCf; o n £^ 
/rjD. . OUDj/ 


pool Q979 


0 D 4 D 


..8754, 10196. .10321 




1 OOI 1 

> . IZZ 1 X , 




12321. .12407 


, 12461. .12 


488, 


14165. .14188, 14529. 


.14625, 






15393. .15464 


, 16889. .17 


021, 


17067. .17159, 17252. 


.17428, 






17766. .17917 


, 18380. .18 


678, 


19633. .20025, 20107. 


.20182, 






20210. .20469 


, 20581. .21 


186, 


21214. .21446, 21654. 


.21758, 






21972. .22560 


, 22639. .22 


773, 


22922. .22967, 23992. 


.24089, 






24146. .24319 















Seq. No. 38806 Seq. ID OJ0001 14__17 . 0225 . Cll 

Gene No. 79842 Strand 

Start 7956 End 24319 

Name ' OJ000114_17 . 0225 . Cll . ol . gp Method AAT/GAP 

Start 12717 End 12975 

GI 61605_3.R1084 Score 412 

Exons 12717. .12975 

GI Descrip. * 14 02920/emb | CAA66965 | 2.0e-20 (X98321) peroxidase [Arabidopsis 
thaliana] ' 



Seq. No. 38806 Seq. ID OJ000114_17 . 0225 . CI 1 

Gene No. 79842 Strand 

Start 7956 End 24319 

Name OJ000114_17 . 0225 . Cll . o3 . gp Method AAT/GAP 

Start 13963 End 14207 

GI 101153_1.R1084 . Score 350 

Exons , 13963. . 14207 

GI Descrip. ' 5852170/emb | AL117265 . 1 | OST17804 1.0e-115 Oryza sativa 

indica {GLA4 ) genomic DNA, chromosome 4, BAC clone : 1 17804 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ000114_17. 0225. Cll 
Strand 



38806 
79842 
7956 

OJ000114__17. 0225. Cll. o4 . np 
18188 
4680179 
18188.. 22773 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



End 

Method 

End 

Score 



24319 
AAT/NAP 
22773 
6290 



Seq. No. 38806 Seq. ID 

Gene No. 79842 Strand 

Start 7956 End 

Name OJ000114_17 . 0225 . Cll . o4 . gp Method 

Start 23569 End ' 

GI 61605_1.R1084 Score 

Exons 23569. .23649 



OJ000114_17. 0225. Cll 

24319 
AAT/GAP 
23649 
116 



'38497 



GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



, 5852170/emb|AL117265.1|OST17804 1.0e-137 Oryza sativa 
indica (GLA4 ) genomic DNA, chromosome 4, BAC clone : t 17804 ' 



38806 Seq. ID 

79843 Strand 

24811 End 
OJ000114_17.0225.Cll.o2.tc Method 

6945 End 

none Score 

6945. .7217, 7028. .7198 



OJ000114_17.0225.C11 
25489 

TBLASTX: Cress 

7217 

187 



Seq. No. 38806 Seq. ID 

Gene No. 79843 Strand 

Start 24811 End 

Name OJ0001 14_17 . 0225 . Cll . 06 . tw Method 

Start 18233 End 

GI none Score 
Exons 



OJ000114_17. 0225. Cll 
25489 

TBLASTX: Wheat 

18565 

78 



18233. .18361, 18364 .. 18564 , 18428. .18565 



Seq. No. 38806 

Gene No. 79843 

Start 24811 

Name OJ000114_17 . 0225 . Cll . ol . tm 

Start 18424 

GI none 
Exons 



Seq. ID OJ000114_17. 0225. Cll 
Strand 

End 25489 

Method TBLASTX : Mai ze 

End 19011 

Score 158 



18424. .18693, 18425 .. 18 685 , 18754 18852 , 18755 .. 18850, 
18850. .19011, 18857. .19003 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38806 Seq. ID 

79843 Strand 

24811 End 

OJ000114_17. 0225. Cll. o3.tw Method 

18565 End 

none Score 



OJ000114_17. 0225. Cll 
25489 

TBLASTX: Wheat 

19191 

333 



18565. .18693, 18566 .. 19135 , 18754. 



38806 . , ■ Seq. ID 

79843 Strand 

24811 End 
OJ000114_17 . 0225 . Cll . o3 . tm Method 

19060 End 

none Score 

19060. .19350, 19064. .19351 



19191 

OJ000114 17.0'225;-:C11 



25489 

TBLASTX: Maize 

19351 

237 



Seq. No. 38806 Seq. ID 

Gene No. 79843 Strand 

Start 24811 End 

Name OJ000114JL7 . 0225 . Cll . o2 . ts Method 

Start 19150 End 

GI none Score 

Exons 19150. . 19410, 19151.. 19405 



OJ000114_17. 0225. Cll 
25489 

TBLASTX : Soybean 

19410 

165 



Seq. No. 38806 Seq. ID 

Gene No. 79843 Strand 

Start 24811 End 

Name OJ000114_17 . 0225 . Cll . ol . tc Method 

Start 19174 End 



OJ000114__17. 0225. Cll 
25489 

TBLASTX: Cress 
19500 



38498 



GI none Score 97 

Exons 19174 . .19317, 19175 .. 19315, 19318 19500 . 



Seq. No. 


38806 






Sea. ID 


OJ000114 17.0225 


. Cll 


Gene No . 


79843 






Strand 






Start 


■ 24811 






End 


25489 




Name 


OJ000114 17.0225.C11 


. ol . tw 


Method 


TBLASTX : Wheat 




Start 


19198 






End 


19725 




GI 


none 






Score 


336 




Exons 


19198 


.19725, 19199. 


.19696 








Seq. No. 


38806 






Seq. ID 


OJ000114_17.0225 


. Cll 


Qene No . 


79843 






Strand 






Start 


24811 






End 


25489 




Naine 


OJ000114 17.0225.C11 


. o2 . tm 


Method 


' TBLASTX: Maize 




Start 


19760 






End 


20118 




GI 


none 






Score 


161 




Exons 


19760. 


.20095, 19765. 


.20118, 


19780. .20067, 19850. .20116 




Seq. No. 


38806 






Seq. ID 


OJ000114_17.0225 


. Cll 


fionp No 


79843 






Strand 






Start 


24811 






End 


25489 




Name 


OJ000114 17.0225.C11 


. o2 . tw 


Method 


TBLASTX: Wheat 




Start 


19765 






End 


20190 




GI 


none 






Score 


298 




Exons 


19765. 


.20190, 19771. 


.20157, 


19847. .20158 




Spa No 


38806 






Seq. ID 


OJ000114_17.0225 


. Cll 


(2p*ne No 


79843 






Strand 






Start 


24811 






End 


25489 




Name 


OJ000114 17.0225.C11 


.06. tin 


Method 


TBLASTX: Maize 




Start 


20125 






End 


20461 




GI 


none 






Score 


114 




J—J HO 


20125. 


.20457, 20204. 


204 61 








Seq. No. 


38806 






Seq. ID 


OJ000114_17.0225 


.Cll 


Gene No . 


79843 






Strand 






Start 


24811 






End 


25489' 




Name 


OJ000114 17.0225.C11 


ol . ts 


Method 


TBLASTX: Soybean 




Start 


20197 






End 


20601 




GI 


none 






Score 


109 




Exons 


20197. 


.20460, 20206. 


20457, 


20207. .20494, 20226 .. 20501 , 






20423. 


.20563, 20488. 


20565, 


20521. .20565, 2054 0 .. 20572 , 






20557. 


.20601, 20569. 


20601 








Sea No 


38806 






Seq. ID 


OJ000114_17.0225 


. Cll 




79843 






Strand 






Start 


24811 






End 


25489 




Name 


OJ000114 17.0225.C11. 


o5 . tw 


Method 


TBLASTX: Wheat 




Start 


20201 






End 


20493 




GI 


none 






> Score 


241 




Exons 


20201. 


.20329, 20206.. 


20454, 


20207. .20491, 202 18 .. 204 93, 






20411. 


.20482, 20412.. 


20483 








Seq. No. 


38806 






Seq. ID 


OJ000114_17.0225 


.Cll 


Gene No. 


79843 






Strand 






Start 


24811 






End 


25489 





38499 



Name 


OJ000114 17.0225.C11. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


20518 




End 


20959 




GI 


none 




Score 


118 




Exons 


20518. .20955, 2052i.. 


20925, 


20714.. 20959 




Seq. No. 


38806 




Seq. ID 


OJ000114_17 . 0225 


.Cll 


Gene No. 


79843 




Strand 






Start 


24811 




End 


25489 




Name 


OJ000114 17.0225.C11. 


o4 . tw 


Method 


TBLASTX: Wheat 




Start 


20542 




' End 


21028 




GI 


none 




Score 


305 




Exons 


20542. .21024, 20585.. 


21028 








Seq. No. 


38806 




Seq. ID 


OJ000114 17.0225 


.Cll 


Gene No. 


79843 




Strand 






Start 


24811 




End 


25489 




Name 


OJ000114 17.0225.C11. 


08 . tw 


Method 


TBLASTX: Wheat 




Start 


21205 




End 


21552 




GI 


none 




Score 


55. 




Exons 


21205. .21552, 21226.. 


21369 








Seq. No. 


38806 




Seq. ID 


OJ000114_17 . 0225 


.Cll 


Gene No. 


79843 




Strand 


— 




Start 


24 811 




End 


25489 




Name 


OJ000114 17.0225.C11. 


08 . tm 


Method 


TBLASTX: Maize 




Start 


21286 




End 


21606 




GI 


none 




Score 


200 




Exons 


21286. .21606 










Seq. No. 


38806 




Seq. ID 


OJ000114__17 . 0225 


Cll 


Gene No. 


79843 




Strand 






Start 


24811 




End 


25489 




Name 


OJ000114 17.0225.C11. 


o7 . tm 


Method 


TBLASTX: Maize 




Start 


21961 




End 


22257 




GI 


none 




Score 


87 




Exons 


21961. .22257, 21973.. 


22167, 


22070 . . 222 


40 




Seq. No. 


38806 




Seq. ID 


OJ000114 17.0225 


Cll 


Gene No. 


79843 




Strand 


— 




Start 


24811 




End 


25489 




Name 


XDJ000114 17.0225.C11. 


o7 . tw 


Method 


TBLASTX : Wheat 




Start 


22138 




End 


22498 




GI 


none 




Score 


93 




Exons 


22138. .22497, 22139.. 


22372, 


22397. .224 


98 




Seq. No. 


38806 




Seq. ID 


OJ000114_17 . 0225 . 


Cll 


Gene No. 


79843 




Strand 






Start 


24811 




End 


25489 




Name 


OJ000114 17.0225.C11. 


o5 . np 


Method 


AAT/NAP 




Start 


24811 




End 


25196 




GI 


6721515 




Score 


235 




Exons 


24811. .25196 










GI Descrip. 


(AP001072) Similar to 


mudrA. 


(M76978) 


[Oryza sativa] 




Seq. No. 


38806. 




Seq. ID 


OJ000114_17 .0225. 


Cll 


Gene No. 


79843 




Strand 






Start 


24811 




End 


25489 





38500 



Name 

Start 

GI 

Exdns 



OJ000114_17.0225.Cll.o5. tm Method TBLASTX : Maize 

24826 End 25489 

none Score 4 5 

24826. .24963, 24 973 25131 , 24 985 .. 25125, 25109 .. 25189, 

25228.-25488, 25232 25378 , 25234 .. 25389, 25423 .. 25485, 

25430. .25489 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38807 
79844 
1 

OJ000114_17.0225.C12.ol . np 
1 

479357 
1. .56, 414. .1392 

hypothetical protein 612 - maize transposon MuA2 
gi|22375|emb|CAA44165| (X62251) ORF [Zea mays] 



Seq. ID OJ000114_17.0225.C12 
Strand 

End ' 1392 

Method AAT/NAP 

End 1392 

Score 597 



38807 Seq. ID 

79844 Strand 

1 End 

OJ000114_17. 0225.C12.ol . gs Method 

13 End 

none Score 
13.. 290, 633.. 824, 1050.. 1071 

38807 Seq. ID 

79844 Strand 

1 End 

OJ000114_17 . 0225 . C12 . o2 . tm Method 

481 End 

none Score 
481. .669, 506. .670" 

38807 Seq. ID 

79844 Strand 
1 End 
OJ000114_17.0225.C12.ol.tm . Method 
671 End 
none Score 
671. .928, 673. .957, 679. .930 

38808 Seq. ID 

79845 Strand 
288 End 
OJ000114_17 . 0225.C13.ol.gs Method 
288 End 
none Score 
288. .509 



OJ000114_17.0225.C12 

1392 
GENSCAN 
1071 
.84 



OJ000114_17.0225.C12 
1392 

TBLASTX: Maize 

670 

126 



OJ000114_17.0225.C12 
1392 

TBLASTX: Maize 

957 

213 



OJ000114_17.0225.C13 
+ 

509 

GENSCAN 

509 

.69 



Seq. No. 38809 Seq. ID 

Gene No. 79846 Strand 

Start 1 End 

Name OJ000114_16 . 0225 . CI . ol . np Method 

Start 1 End 

GI 4538896 Score 

Exons 1..849 

GI Descrip. (AL049482) putative protein [Arabidopsis thaliana] 



OJ000114_16.0225.C1 
+ 

1008 
AAT/NAP 
849 
754 



38501 



Seq. No. 38809 Seq. ID OJ000114 

Gene No. 7984 6 Strand + 

Start 1 End 1008 

Name OJ000114_16 . 0225 . CI . ol . gs Method GENSCAN 

Start 181 End 1008 

GI none Score .47 

Exons 181. . 1008 



16. 0225. CI 



Seq. No. 38809 Seq. ID OJ000114_16 . 0225 . CI 

Gene No. 79847 Strand + 

Start 16721 End 16825 

Name OJ000114_16 . 0225 . CI . ol . gp Method AAT/GAP 

Start 16721 End 16825 

GI LIB3477-003-P1-K1-E9 Score 175 

Exons 16721. .16825 

GI Descrip. 1 24 98586/sp | Q40638 | MP01 J3RYSA 2 . 0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) ->gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Q piz-T Ma 


38809 








Seq. ID 


OJ000114 


_16.0225 


.CI 


("^ pin pi No 


79848 








Strand 








Start 


1393 








End 


4942 






Name 


OJ000114 16. 


0225 


.CI 


. o2 . gs 


Method 


GENSCAN 






Start 


1393 








End 


4942 






GI 


none 








Score 


.51 








1393. .1633, 


2552, 


..2644, 3291 


. .3552, 4031. .4078, 


4130. .4274 




4447. .4636; 


4791, 


. .4942 










Sea No 


38809 








Seq. ID 


OJ000114 


_16.0225, 


.CI 


OCUC LNU . 


79849 








Strand 








Start 


5787 








End 


9275 






Name 


OJ000114 16. 


0225, 


.CI. 


. o3 . gs 


Method 


GENSCAN 






Start 


5787 








End 


9275 






GI 


none 








Score 


.47 






Exons 


5787. .5816, 


6909. 


..7037, 9138 


. .9275 








Seq. No. 


38809 








Seq. ID 


OJ000114 


_16.0225, 


.CI 


Gene No . 


79850 








Strand 








Start 


10272 








End 


16041 






Name 


OJ000114 16. 


0225. 


■ CI. 


. ol . tm 


Method 


TBLASTX: 


Maize 




Start 


520 








End 


939 






GI 


none 








Score 


158 






Exons 


520.. 753, 663.. 857, 


823. .939 










Seq. No. 


38809 








Seq. ID 


OJ000114 


_16.0225. 


,C1 


Gene No. 


79850 








Strand 








Start 


10272 








End 


16041 






Name 


OJ000114 16. 


0225. 


.CI. 


, o4 . gs 


Method 


GENSCAN 






Start 


10272 








End 


16041 






GI 


none 








Score 


.58 






Exons 


10272. . 10312, 116 


355 . 


, .12147, 


12696. . 12771, 13073 


. . 13118, 






13511. .13594, 13E 


182. 


, .14167, 


14408. . 14459, 14591 


. . 14680, 






14841. .15187 


, 16001. 


. .16041 










Seq. No. 


38810 








Seq. ID 


OJ000114 


_16.0225. 


.C2 


Gene No . 


79851 








Strand 


+ 







38502 




Start 


2964 






End 


5658 






Name 


OJ000114 16.0225 


.C2.ol 


.np 


Method 


AAT/NAP 






Start 


1586 






End 


4344 






GI 


1272347 






Score 


201 






Exons 


1586.. 1666, 1703 


. .1817 


, 1986. .2529, 4306. .4344 






GT Dpsfric 

VJ *J -L. -1- k-/ * 


(U51739) secreted glycoprotein 2 [Ipomoea trifida] 






Sea No 


38810 






Seq. ID 


OJ000114_16. 


0225 


. C2 


Gene No . 


79851 






Strand 


+ 






Start 


2964 






End 


5658 






Name 


OJ000114 16.0225 


.C2.ol 


• gp 


Method 


AAT/GAP 






Start 


2895 






End 


3397 






GI 


71587 1.R1084 






Score 


860 






Exons 


2895. .3397 














GI Descrip. 


'4176420/dbj IBAA37167 | 


2.0e 


-11 (AB008097) cytochrome P450 




[Arabidopsis thaliana] 












Seq. No. 


38810 








o.Tnnni i 4 i fi 


099 S 


CO 


Gene No. 


79851 






Strand 


+ _ 






Start 


2964 






End 


5658 






Name 


OJ000114 16.0225 


.C2.o2 


.gs 


MpfhoH 


\J Lj L\ Lw? V^/iiLN 






Start 


2964 






End 


JU JO 






GI 


none 








f>9 






Exons 


2964. .4262, 5590 


. .5658 












Seq. No. 


38810 






Qprr T D 


njnnni i 4 i 6 


099^ 

VJ c* c~ «J 


C9 


Gene No. 


79852 








-|- 






Start 


7657 






End 


7863 






Name 


OJ000114 16.0225 


,C2.o3 


.gs 


Method 


GENSCAN 






Start 


7657 






End 


7863 






GI 


none 








. 69 






R von 

J—J V/l 1 h_> 


7657. .7863 














Seq. No. 


38810 








OJ000114_16. 


0225 


CO 


Gene No. 


79853 














Start 


5589 








5924 






Name 


OJ000114 16.0225 


C2.o2 


.gp 


Method 


AAT/GAP 






Start 


5589 






End 


5924 






GI 


1631515 






Score 


585 






F.xon s 


5589. .5924 














Sea No 


38810 






Seq. ID 


. OJ000114_16. 


0225 


.C2 


Gene No. 


79854 - 






Strand 








Start 


5879 






End 


6101 






Name 


OJ000114 16.0225. 


C2.o3 


.gp 


Method 


AAT/GAP 






Start 


5879 






End 


6101 






GI 


3273 1.R1084 






Score 


376 






F. von <^ 


5879. .6101 














V_J -i- i— ' s^J O J- -l_ . 


'2199574 3.0e-09 


(AF004293) 


aquaporin 


[Brassica rapa] ? 






38810 






Seq. ID 


OJ000114_16. 


0225 


.C2 


Gene No. 


.79854 






Strand 








Start 


5879 






End 


. 6101 






Name 


OJ000114 16.0225. 


C2.o2 


.np 


Method 


AAT/NAP 






Start 


594 6 






End 


6101 






GI 


6721176 






Score 


148 






Exons 


5946. .6101 















38503 



GI Descrip. (AC016829) hypothetical protein [Arabidopsis thaliana] 



Seq. No. 


38810 


Seq. ID 


OJ000114 


_16.0225 


.C2 


Gene No. 


79855 


Strand 








Start 


9949 


End 


11258 . 






Name 


OJ000114 16.0225.C2.ol.tm 


Method 


TBLASTX: 


Maize 




Start 


5945 


End 


11258 






GI 


none 


Score 


150 






Exons 


5945.. 6097, 5970.. 6098, 5985 


..6101, 5986. .6102, 


9948. . 10100 




9950. .10102, 9973. .10101, 9988. .10104, 


10013. .10105, 






11 02 5. . 112 58, 11 02 9.. 11256, 


11103. . 11258 






Seq. No. 


38810 


Seq. ID 


OJ000114 


_16.0225 


.C2 


Gene No. 


79855 


Strand 








Start 


9949 


End 


11258 






Name 


OJ000114 16. 0225 .C2 .ol . ts 


Method 


TBLASTX: 


Soybean 




Start 


6004 


End 


11258 






GI 


none 


Score 


100 






Exons 


6004.. 6102, 6006.. 6101, 6039 


. .6104, 9945. .9986, 


9988. .10008 




10 007.. 10105, 10009.. 10104, 


10042. . 10107, 11025 


. .11258, 






11029 . . 11256 










Seq. No... 


38810 


Seq. ID 


OJ000114 


_16.0225 


.C2 


Gene No . 


79855 • 


Strand 








Start 


9949 . 


End 


11258 






Name 


OJ000114 16.0225.C2.o4.gp 


Method 


AAT/GAP 






Start 


9646 


End 


11258 






GI 


3273 1.R1084 


Score 


1339 






Exons 


964 6. .10104, 11025. .11258 










GI Descrip. 


•2199574 3.0e-09 (AF004293) 


aquaporin 


[Brassica 


rapa] 1 




Seq. No. 


38810 


Seq. ID 


OJ000114 


_16.0225 


. C2 


Gene No. 


79855 


Strand 








Start 


9949 • 


End 


11258 






Name 


OJ000114 16.0225.C2.o3.np 


Method 


AAT/NAP 






Start 


9949 


End 


11258 






GI 


"6721176 


Score 


401 






Exons 


994 9. .10104, 11025. .11258 










GI Descrip. 


(AC016829) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


38810 


Seq. ID 


OJ000114 


_16.0225 


.C2 


Gene No m 


'79855 


Strand 








Start 


9949 


End 


11258 






Name 


OJ000114 16.0225.C2.o4.gs 


Method 


GENSCAN 






Start 


9949 


End 


11255 






GI 


none 


Score 


. 99 






Exons 


9949. .10104, 11025. ,11255 










Seq. No. 


38811 


Seq. ID 


OJ000114 


_16.0225 


.C3 


Gene No. 


79856 


Strand 


+ 






Start 


401 


End 


2753 






Name 


OJ000114 16.0225.C3.ol.gs 


Method 


GENSCAN 






Start 


401 


End 


2753 






GI 


none 


Score 


.81 






Exons 


401. .551, 1781. .1859, 2024.. 


2753 








Seq. No. 


38811 


Seq. ID 


OJ000114_ 


_16.0225 


.C3 



38504 




Gene No. 


79857 




Strand 






DLal U 


4 QR9 






5280 - 




Name 




D99S P^ d 9 rrd 




\J Cj LN ij ^,f"lLN 




oUal L 


4 _ 




End 


5280 






none 




Q /-\ -i^o 


. 73 




DAUl 1 0 


4Qt;o S280 










Seq. No. 


38812 




Seq. ID 


OJ000114_16.0225 


.C4 


Gene No. 


79858 




Strand 


+ 






JOl J 




FnH 


5017 




Name ■ 


o.Tonni 14 i c 

wOUUUiJ.4 lu 


099^ P4 n9 rrd 


Mo 1~ h r^H 


w Hi IN O V^rtlN 




Q+- a -r f- 


JOl J 






5017 




r- t 


none 






. 6 




I? v o n a 


3R1 3 3980 


4 393 4 47 3 4 94 6 


.5017 






Otr(-J * LNvJ • 


38812 




Seq. ID 


OJ000114_16.0225 


P4 


Gene No. 


79859 




Strand 






Start 


398 




End 


4053 




Name 


OJ000114 16 


.0225.C4 .ol.gs 


Method 


GENSCAN 






398 




End 


2300 




P T 


none 




Score 


.84 




HiXOIlo 


398. .526, 590. .616, 744. .965, 


1046. .1241, 1343. .1581, 






1 £7 Q 1 ft ft4 
±D/j3. .J.004, 


2189. .2300' 








O fc: LJ . LN (J » 


-3Q01 O 




Seq. ID 


OJ000114_16.0225 


P4 


Gene No. 


7 qo c q 




Strand 






Start 


O -? o 




End 


4053 




Name 


pi tood 1 1 4 16 


.0225.C4 .ol .np 


Method 


AAT/NAP 




jldi L. 






End 


4053 




P T 


4883612 




Score 


196 




EjXOIIo 


665. . 1241, 


1418. .1581, 1679. . 


1744, 3958.. 4053 






(AC006922) 


hypothetical protein [Arabidopsis thaliana] 




Corr Kir** 


38812 




Seq. ID 


OJ000114_16.0225 


P4 


Gene No. 


79859 




Strand 






Start 


398 




End 


4053 




Name 


. OJ000114 16 


.0225.C4.ol.tm ' 


Method 


TBLASTX: Maize 




CH- a -r f- 


893 




End 


1470 




PT 


none 




Score 


63 




H X (J 1 1 o 


893. .961, 8 


94. ,968, 1059. .1256, 1065.. 


1241, 1073.. 1252, 






1330. .1470, 


1346. .1468 








Seq. No. 


38812 




Seq. ID 


OJ000114_16.0225 


.C4 


Gene No. 


79859 




Strand 






OLaiL 


398 




End 


4053 




Name 


OJ000114 16 


.0225.C4.ol.ts 


Method 


. TBLASTX : Soybean 






1336 




End 


1735 




P T 


none 




Score 


150 






1336. .1575, 


1337.. 1573, 1342. 


.1578, 1682. .1735 




o e q . in o . 


38813 




Seq. ID 


OJ000114_16.0225 


p^ 


Gene No. 


79860 




Strand 


+ 




Start 


435 




End 


507 




Name 


OJ000114 16 


. 0225. C5. ol.gs 


Method 


GENSCAN 




Start 


435 




End 


507 




GI 


none 




Score 


.61 




Exons 


435. .507 











38505 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI • • 

Exons 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



38814 Seq. ID OJ000114_1 6 . 0225 . C7 

79861 • Strand + 

6920 End 29282 

OJ0001 14_1 6 . 0225 . C7 . o4 . np Method AAT/NAP 

6920 End 28821 

2462828 Score 586 

6920.. 6941, 23462. .23716, 24046 24087 , 24 4 33 .. 24 609, 

24765. .24978, 25050 .. 25136, 25877 .. 26004 , 281 96 .. 28314 , 

28631. .28821 

(AF000657) hypothetical protein [Arabidopsis thaliana] 



38814 Seq. ID 

79861 Strand 
6920 End 
OJ000114_16. 0225.C7.o2.gp Method 
12981 End 
36935_1.R1084 Score 
12981. .13100, 13529. .13870 

'5902359/gb| AAD55461.il AC009322_1 2.0e-30 (AC009322) Heat-shock 
protein [Arabidopsis thaliana] ' 



OJ000114_16.0225.C7 
+ 

29282 
AAT/GAP 
13870 
878 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



38814 
79861 
6920 

OJ000114_16. 0225.C7.o2.np 

13578 

5902359 

13578. .14747, 15620. 
16923. .17117, 17191. 
18072. .18126, 18181. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000114_16.0225.C7 
+ 



15829, 15936. 
17337, 17417. 
18282 



29282 
AAT/NAP 
18282 
2882 
16031, 16128. 
17566, 17856. 



,16349, 
,17986, 



(AC009322) Heat-shock protein [Arabidopsis thaliana] 

gi| 6453873 | gb | AAF09057 . 1 |AC011717_24 (AC011717) putative 

heat-shock protein [Arabidopsis thaliana] 



-is* 



Seq. No. 38814 Seq. ID 

Gene No. 7 98 61 Strand 

Start 6920 End 

Name OJ000114_16 . 0225 . C7 . o3 . gs Method 

Start 13578 End 

GI none Score 
Exons 



OJ000114_16.0225.C7 

+ 

29282 
GENSCAN 
18288 
.88 



13578. .14747, 15620 .. 15829, 15936 16031, 16128 .. 16241, 
16923. .17117, 17191. . 17337, 174 17 .. 17566, 17856 .. 17986, 
18072. .18288 



Seq. No. 38814 Seq. ID OJ000114_16 . 0225 . C7 

Gene No. 79861 Strand + - 

Start 6920 End 29282 : 

Name OJ000114_16 . 0225 . C7 . o3 . gp Method AAT/GAP 

Start 14271 End 14754 

GI uC-osroM202006f05bl Score 903 

Exons 14271. . 14754 

GI Descrip. 1 14 95251/emb | CAA94389 | 1.0e-67 (Z70314) heat-shock protein 
[Arabidopsis thaliana] 1 



Seq. No. 
Gene No. 



38814 
79861 



Seq. ID OJ000114_16.0225.C7 
Strand + 



38506 



Start 
Name 
Start 
"GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6920 

OJ000114_16.0225.C7.o4.gp 
16241 

18323JL.R1084 
16241. .16349, 16923 
17856. .17986, 18072 
, 3080439/emb|CAA18756.1 
[Arabidopsis thaliana] 1 



End 

Method 

End 

Score 



29282 
AAT/GAP 
18721 
2557 



17117, 17191. .17337, 174 17 .. 17566, 
18721 

2.0e-14 (AL022605) putative protein 



16. 0225. C7 



38814 Seq. ID OJ000114_ 

79861 Strand + 

6920 End 29282 

OJ000114_16.0225.C7.o3.np Method AAT/NAP 

19012 End 21198 

6721519 Score 78 

19012. .19112, 19319. . 19442, 21164. .21198 

(AP001072) EST AU0821 1 6 (E4 026) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



Seq. No. 38814 Seq. ID 

Gene No. 79861 Strand 

Start 6920 End 

Name ' OJ000114_16. 0225 . C7 . o4 . gs Method 

Start 23276 End - 

GI none Score 
Exons 



OJ000114_16.0225.C7 
+ 

29282 
GENSCAN 
29282 
.75 



23276. .23710, 24040 24087 , 24433 .. 24 609, 24765 24 921 , 
25053. .25136, 25880 26004 , 268 94 .. 27024 , 27184 27391 , 
29199.. 29282 



Seq. No. 38814 

Gene No. 79862 

Start 1 

Name OJ000114_16 . 0225 . C7 . ol . np 

Start 1 

GI 4775578 

Exons 1..179, 616. .711, 1221. .2414 
GI Descrip. (AJ238786) MUS2 protein [Zea mays] 



Seq. ID OJ000114_JL6.0225.C7 
Strand 

End 3495 

Method AAT/NAP 

End 2414 

Score 97 9 



Seq. No. 38814 

Gene No. 79862 

Start 1 

Name OJ000114__16 . 0225 . C7 . ol . gs 

Start 124 

GI none 
Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



124. .179, 616. .711, 1221. .2316, 3314 



Seq. ID OJ000114_16.0225.C7 
Strand 

End 34 95 

Method GENSCAN 

End 3495 

Score .96 
3495 



38814 
79863 
4807 

OJ000114_16. 0225.C7.o2 . gs 

4807 

none 

4807. .5425, 5788. 
7003. .7109, 7243. 
8704. .8841 



Seq. ID 

Strand 
End 

Method 

End 

Score 



OJ000114_16.0225.C7 
8841 

GENSCAN . 

8841 

.85 



.5830, 6266. .6377, 6556'.. 6645, 6719. .6881, 
.7324, 7408..7445, 7528. .7614, 8452. .8562, 



Seq. No. 



38814 



Seq. ID OJ000114_16.0225.C7 



38507 






Gene No. 


79863 






Strand 












4807 






LHU 


ft ft A 1 

O 0 *i 1 








Name 


OJ000114 16. 0225. CI. 


ol.gp 


Method 


n a T /CH "D 








Qi- a r-f- 

O L.O..L U 


5063 








Rft ^n 
JO JU 










none 






Score 










Exons 


5063. . 


5404, 5788.. 5830 












oeq. ln o . 


38814 






Seq. ID 


OJ000114 


1 a n 0 O c: 


. U / 




ijene lno . 


79864 






Strand 










Start 


13539 






End 


18090 








Name 


OJ000114 16. 0225. C7. 


ol . tw 


Method 


TBLASTX : 


Wheat 






uLdi L 


13539 






End 


17120 








ol 


none 






Score 


365 










13539. 


.14132, 13589. 


.13873, 


14160. . 14642, 14160 










14197. 


.14283, 14261. 


.14641, 


14636. . 14 


719, 14637 


i a i o n 








16983. 


.17120 














Seq. No. 


38814 






Seq. ID 


OJ000114 


_16.0225, 


.C7 




Gene No. 


79864 






Strand 












13539 






End 


18090 








Name 


OJ000114 16. 0225. C7. 


o2.tm 


Method 


TBLASTX: 


Mai ze 






C -h o v*+- 
OlaiL 


13564 






End 


13895 








p t 


none 






Score 


81 








HiXOIlO 


13564. 


.13653, 13568. 


. 13873, 


13569. .13895 








Seq. No. 


38814 






Seq. ID 


OJ000114 


_16.0225. 


.C7 




Gene No. 


79864 






Strand 








i | 


Cf a r 4- 


13539 






End 


18090 






3 


Name 


OJ000114 16. 0225. CI. 


o2. ts 


Method 


TBLASTX: 


Soybean 




w 




13569 






End 


13855 






bl 


none 






Score 


417 






u 


Exons 


13569. 


.13853, 13569. 


i ^ft ^n 

. 1 JO JU , 


13571. .13855 








oeq. ln o . 


38814 






Seq. ID 


OJ000114 


1 to . UZZ 3 . 


. U / 


ss5 


bene lno . 


79864 






Strand 










OLaiL 


13539 






End 


18090 








Name 


OJ000114 16. 0225. C7. 


ol . tc 


Method 


TBLASTX: 


Cress 




=: 


Start 


13571 






End 


17989 








GI 


none 






Score 


. 1754 






~ 


LAUllO 


13571. 


.14749, 13578. 


.14762, 


15566. . 15685, 15680 


1 cpoo 








15739. 


.15840, 15936. 


.16028, 


15938. .16039, 15939 










16920. 


.17120, 16925. 


. 17119, 


16935. .17123, 17167 


i TO/I o 
. . 1 / j4 D t 








17188. 


.17340, 17195. 


. 17353, 


17414. .17575, 17415 


. . 1 / JO // 








17416. 


.17616, 17837. 


.17989, 


17853. .17987 








C /~> rr KT/-^ 
jc(Ji LN CJ . 


38814 






Seq. ID 


OJ000114 


1 to . U^^j . 


"7 




C* d v\ a NT 
belle LNO . 


79864 






Strand 










o car L 


13539 






End 


18090 








Name 


OJ000114 16. 0225. C7 . 


ol.ts 


Method 


TBLASTX: 


Soybean 






C +- v*+- 

btalL 


13872 






End 


18026 










none 






Score 


1325 








Exons 


13872. 


.14750, 13913. 


. 14749, 


14647. . 14763, 15584 


. . 15661, 








15619. 


.15660, 15665. 


.15778, 


15680. . 15751, 15777 


. .15821, 








15779. 


.15832, 15938. 


.16039, 


15939. .16034, 16185 


. .16247, 








16224. 


.16352, 16920. 


.17120, 


16920. . 17117, 16922 


. .17119, 








17164. 


.17343, 17188. 


. 17337, 


17419. . 17577, 17420 


. .17575, 








17853. 


.18026, 17867. 


. 17989 











38508 




Seq. No. 


38814 








Seq. ID 


OJ000114 


_16.0225 


flan o Ma 










Of- r anH 






O Co. IT L 










r nr i 

EjUU 


1 ft 0 on 

1 0 U 3 u 






UU UU vl 


14 16. 0225. C7 


0 j . tm 


Mot" Vi r^rf 
Lie LI1UU 


1 LJ J_irtO 1 A . 


"id l^c 


OLdl L 


1 JO J J 








PnH 


1 A 07 ft 






none 








Score 


9ft 0 




Exons 


1 ^ft QR 


.14077, 


13896 


1 A 07 ft 








Con Mr, 


*3ftft1 4 








Seq. ID 


OJ000114 


*i cl 09 9 R 
ID. UZZ J 


rnnQ NT ^ 

Ucllc LnU . 


/ jOvt 








Strand 








xJ Jj 3 








End 


18090 




Name 


U U VJ J. 


14 16. 0225. C7 


- 

0 X . tm 


Method 


TBLASTX: 


YJa.1 Zc 


OLaX L 


1 Z107Q 








End 


18090 




OT 


none 








Score 


1065 




Exons 


1 a 07 q 


.14750, 


14080. 


1 

. JL H H J J , 


14088. .14747, 14120 


T /! 7 i4 Q 




1 A A ft 9 


.14763, 


15566. 


. 1 JO jZ , 


15618. .15827, 15619 


. . 1 jo4l U , 




15938. 


.16039, 


15939. 


.16028, 


16172. .16252, 16181 


. .16252, 




16182. 


.16256, 


16195. 


.16269, 


16309. .16350, 16310 


. .16351, 




16311. 


.16352, 


16835. 


.16909, 


16920. .17 


120, 16920 


. . 17117, 




16922. 


.17128, 


17006. 


.17122, 


17164. .17 


340, 17188 


. . 17340, 




17414. 


.17533, 


17414 . 


.17512, 


17419. . 17 


529, 17509 


. . 17577, 




17517. 


.17579, 


17519. 


. 17575, 


17853. . 18 


026, 17855 


. . 17983, 




18064. 


.18090 













Seq. No. 38814 

Gene No. 79865 

Start 23504 

Name OJ000114JL6 . 0225 . C7 . o3 . ts 

Start 23504 

GI none 
Exons 



28252 

TBLASTX : Soybean 
25120 
53 

23504 . .23557, 23567 .. 23665 , 24 427 .. 24 612 , 24432 24608 , 
24753. .24839, 24843 .. 24923, 25058. .25120 



Seq. ID OJ000114_16.0225.C7 
Strand 
End 

Method 
End 
Score 



Seq. No. 


38814 








Seq. ID 


OJ000114 


JL6.0225 


Gene No. 


79865 








Strand 






Start 


23504 








End 


28252 




Name 


OJ000 


114 16. 0225. C7. 


o4 . tm 


Method 


TBLASTX: 


Maize 


Start 


23507 








End 


28252 




GI 


none 








Score 


53 




Exons 


23507 


..23557, 


23581. 


.23661, 


23582. .23689, 24415 


. .24612, 




24429 


. .24611, 


24472. 


.24618, 


24753. .24839, 24845 


. .24865, 




25051 


. .25116, 


25052. 


.25120, 


25875. .26006, 25877 


. .26017, 




25878 


. .26006, 


25879. 


.26007, 


28154 . .28252 





Seq. No. 38814 Seq. ID 

Gene No. 79865 Strand. 

Start 23504 End 

Name OJ000114_16 . 0225 . C7 . o2 . tc Method 

Start 24430 End 

GI none Score 

Exons 24430. .24621, 24444. .24596 



OJ000114_16.0225.C7 

28252 

TBLASTX: Cress 

24621 

190 



Seq. No. 38815 Seq. ID 

Gene No. 79866 Strand 

Start 3303 End 

Name OJ000114_16 . 0225 . C8 . o3 . np Method 



OJ000114_16.0225.C8 
+ 

11320 
AAT/NAP 



38509 




Start 


3303 


End 


11320 




GI 


5821151 


Score 


156 




Exons 


3303. .3534, 4069. .4500, 7706. 


.7789, 10486. . 10875, 11262 


11320 


GI DescriD. 


(AB016091) RNA binding protein [Homo sapiens] 




*Seq. No. 


38815 


Seq. ID 


OJ000114_16.0225 


. C8 


Gene No. 


79866 


Strand 


+ 




Start 


3303 


End 


11320 




Name 


OJ000114 16.0225.C8.o2.np 


Method 


AAT/NAP 




Start 


3457 


End 


10351 




GI 


6063557 


Score 


364 




Exons 


3457. .3477, 6553. .6746, 6995. 


.7146, 10319. .10351 




GI Descrip. 


(AP00Q615) similar to dJ522J7 


.2 (Z9888 


5) [Oryza sativa] 




Seq. No. 


38815 


Seq. ID 


OJ000114 16 0225 


.C8 


Gene No. 


79867 


Strand 






Start 


102 


End 


3549 




Name 


OJ000114 16.0225.C8.ol.gs 


Method 


GENSCAN 




Start 


102 


End 


3549 




GI 


none 


Score 


.87 




Exons 


102. .399, 575. .621, 1249. .1424, 2400.. 


3549 




Seq. No. 


38815. 


Seq. ID 


OJ000114JL6.0225 


C8 


Gene No. 


* 79867 


Strand 






Start 


102 


End 


3549 




Name 


OJ000114 16.0225.C8.ol.gp 


Method 


AAT/GAP 




Start 


1266 


End ■ 


1631 




GI 


none 


Score 


692 




Exons 


1266. .1631 








Sea No 


38815 


Seq. ID 


OJ000114_16.0225 


C8 


Gene No. 


79867 


Strand 






Start 


102 


End 


3549 




Name 


OJ000114 16.0225.C8.ol.np 


Method 


AAT/NAP 




Start 


1945 


End 


2167 




GI 


2239136 


Score 


130 




Exons 


1945. .2167 








GI Descrip. 


(Y13730) NDH-A protein [Hordeum vulgare] 




Seq. No. 


38815 


Seq. ID 


OJ000114_16.0225 


C8 


Gene No. 


79867 


Strand 






Start 


102 


End 


3549 




Name 


OJ000114 16.0225.C8.o2.gp 


Method 


AAT/GAP 




Start 


2501 


End 


2992 




GI 


none 


Score 


952 




E von <5 


2501.. 2992 








Seq . No . 


38815 


Seq. ID 


OJ000114_16.0225, 


C8 


Gene No . 


79868 


Strand 






Start 


5227 


End 


5349 




Name 


OJ000114 16.0225.C8.o3.gp 


Method 


AAT/GAP 




Start 


5227 


End 


5349 




GI 


21070 1.R1084 


Score 


• 142 




Exons 


5227. .5349 








GI Descrip. 


, 4928460/gb!AAD33596.1|AF133127 1 6.0e 


-28 (AF133127) thioredoxin 




h [Hevea brasiliensis] * 









38510 




O e CJ . LN O . 


38815 




Cart T n 

oeq ■ i u 


OJ000114_16.0225 


.C8 


Gene No. 


79869 




Strand 






Start 


8976 




End 


10859 




LN diiiti 


OJ000114 16 


.0225.C8.o2.tm 


LiC L.I1UU 


TBLASTX: Maize 




O t a. IT L. 


574 




IMlvJ. 


2557 




P T 


none ■ 




Score 


140 




Exons 


574. .621, 1249. .1431, 1264.. 




..2557, 2399. .2542, 




9404 










Seq. No. 


JOOl J 




Seq. ID 


OJ000114_16.0225 


.C8 


Gene No. 


79869 




Strand 








8976 






10859 




Name 


OJ000114 16 


0225 C8 ol tm 


i v ie Liiou. 


TBLASTX: Maize 




o Lai t 


4 770 ~~ 




LjIICI 


6374 




PT 
ul 


i L(JL 1c 




Score 


74 




Exons 


4770 4 8 9 6 


4770 4fl9^ fii m 


6976 fi1 


09.. 6324, 6279.. 6374 


Seq. No. 


J O O X J 




Seq. ID 


OJ000114_16:0225 


.C8 


Gene No. 


79869 




Strand 






O Lai L 


8976 




Ej i 1U 


10859 




iName 


OJ000114 16, 


.0225.C8.o4.gp 




AAT/GAP 




DLail 


8976 




IjIIU 


10859 




P T 


none 




.S core 


655 




XT' -IT y-N V% O 

HiXOIlo 


8976. . 9221, 


10746. .10859 








Seq. No. 


38816 




Seq. ID 


OJ000114_16.0225 


.C9 


Gene No. 


79870 




Strand 


+ 




OLait 


178 . 




End 


2229 




Name 


OJ000114 16, 


.0225.C9.ol.gs 


Method 


GENSCAN 




OLait 


178 




End 


2188 




PT 


none 




Score 


.66 




Exons 


178. .314, 659. .758, 1014. .1141, 1462.. 


1561, 1997.. 2188 




oeq. ln o . 


38816 




Seq. ID 


OJ000114_16.0225 


.C9 


Gene No. 


79870 




Strand 


+ 




Start 


178 




End 


2229 




Name 


OJ000114 16, 


■0225.C9.ol.np 


Method 


AAT/NAP 




Q-t- a -r+- 
OLail 


1367 




End — 


2229 




PT 
ol 


4538896 




Score 


525 




Hi AU1 1 o 


1367. .1399, 


1472.. 1892, 2001 


. .2229 






PT Hoc P T* 1 r> 
Ul UcoLL ip . 


(AL04 9482) putative protein 


[Arabidops 


is thaliana] 




Seq. No. 


38816 




Seq. ID 


OJ000114_16.0225 


.C9 


Gene No. 


79870 




Strand 


+ 






178 




End 


2229 




Name 


OJ000114 16, 


.0225.C9.ol.tm 


Method 


TBLASTX: Maize 






1475 




End 


1819 




PT 
ul 


none 




Score 


56 




T7 1 t*i tr* 

iijXons 


1475. .1606, 


1477.. 1605, 1628 


..1675, 1663. .1818, 1679. .1819 


Q o rr KT/^i 
JCtji LN (J . 


38817 




Seq. ID 


OJ000114_13.0224 


.CI 


Gene No. 


79871 




Strand 


+ 




Start 


1878 




End 


3183 




Name 


OJ000114 13. 


.0224 .Cl.o2.np 


Method 


AAT/NAP 




Start 


1878 




End 


3183 




GI 


6815099 




Score 


89 




Exons 


1878. .1924, 


3032. .3183 









38511 



GI Descrip. (AP001081) hypothetical protein [Oryza sativa] 



Seq. No. 38817 -Seq. ID OJ000114_13 . 0224 . CI 

Gene No. 79872 Strand 

Start 16 End 7261 

Name OJ000114_13 . 0224 . CI . ol . np Method AAT/NAP 

Start 16 End 2871 

GI 5902136 Score 483 

Exons 16.. 268, 1037.. 1287, 1422.. 1538, 1817.. 1893, 1993.. 2207, 

2632. .2707, 2792. .2871 
GI Descrip. TATA box binding protein (TBP) -associated factor, RNA polymerase 

II, D, lOOkD gi|1491718|emb|CAA64777| (X95525) hTAFIHOO [Homo 

sapiens] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38817 
79872 
16 

OJ000114_13. 

1007 

none 

1007. . 1021, 
2507. .2546, 
4979. .5088, . 



0224.Cl.ol.gs 



1060.. 1287, 1422, 
2708.. 2732, 2792, 
5205.. 5292, 5644, 



Seq. ID OJ000114_13.0224.C1 
Strand 
End 

Method 
End 
Score 



7261 
GENSCAN 
7261 
.73 

.1538, 1817.. 1893, 1993, 
.2902, 4153. .4304, 4672, 



,2157, 
,4788, 



;5784, 6452. .6533, 7092. .7261 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ000114 13. 0224. CI 



38817 

79873 Strand 

8352 * End 11989 

OJ000114_13 . 0224 . CI . o3 . gs Method GENSCAN 

8352 End 11918 

none Score . 56 

8352. .8 621, 10024. .10130, 11506. .11721, 11822. .1191* 



38817 
79873 
8352 

OJ000114_ 
9785 

6756_3.R1084 
9785. .10130, 



13.0224.Cl.ol. 



gp 



Seq. ID 

Strand 

End 

Method 
End 
Score . 



OJ000114_13 . 0224 . CI 

11989 
AAT/GAP 
11989 
1292 



10833. . 10880, 11564. .11721, 11822. 



11989 

• 1351357/sp| P48502 |UCR6_S0LTU 1.0e-41 UBIQUINOL-CYTOCHROME C 
REDUCTASE COMPLEX 14 KD PROTEIN (CR14) >gi_633681_emb_CAA558 63_ 
(X79276) ubiquinol — cytochrome c reductase [Solanum tuberosum] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



38817 Seq. ID OJ000114_13 . 0224 . CI 

79873 Strand 

8352 End 11989 

OJ000114_13 . 0224 . CI . o3 . np Method AAT/NAP 

10065 , End 11918 

1351357 Score 415 

10065. .10130, 10833. .10880, 1 1564 .. 11721 , 11822. .11918 

UBIQUINOL-CYTOCHROME C REDUCTASE COMPLEX 14 KD PROTEIN (CR14) 

gi|633681|emb|CAA55863| (X79276) ubiquinol—cytochrome c 

reductase [Solanum tuberosum] 



Seq. No. 
Gene No. 
Start 



38817 
79874 
12289 



Seq. ID 

Strand 

End 



OJ000114 13. 0224. CI 



28896 



38512 



Name 

Start 

GI 

Exons 



OJ000114_13.0224 .Cl.o2.ts 

1022 

none 

1022. .1234, 1024. .1287, 1027. 
1066.. 1260, 1092.. 1298, 1423. 
1437. .1523, 1811. .1897, 1817. 



Method TBLASTX : Soybean 
End 1913 
Score 296 

.1284, 1028. .1285, 1039. .1251, 
.1536, 1432. .1554, 1437. .1541, 
.1900, 1821.. 1913 



Seq. No. 38817 
Gene No. 79874 
Start ' 12289 

Name OJ000114_13 . 0224 . CI . o3 . tm ' 

Start 1039 
GI none 

Exons 1039.. 1227, 1045.. 1284, 1171. 

1423. .1533, 1437. .1541, 1437. 
1817. . 1891 



Seq. ID OJ000114_13 . 0224 . CI 
Strand 

End 28896 
Method TBLASTX : Mai ze 
End 1891 
Score 154 

.1287, 1172. .1285, 1422. .1562, 
.1523, 1810. .1887, 1816. .1887, 



Seq. No. 38817 

Gene No. 79874 

Start 12289 

Name OJ000114_13 . 0224 . CI . o4 . ts 

Start 1992 

GI none 

Exons 1992.. 20-84, 2027.. 2122, 2520, 
2639. .2701,' 2791. .2895, 2792, 



Seq. ID OJ000114_13 . 0224 . CI 
Strand 

End 28896 

Method TBLASTX : Soybean 

End 2905 

Score 98 

.2546, 2525. .2551, 2638. .2706, 
.2905 



Seq. -No. 38817 
Gene No. 79874 
Start 12289 

Name OJ000114_13 . 0224 . CI . o4 . tm 

Start 5003 
GI none 

Exons 5003.. 5089, 5004.. 5102, 5205. 

5452. .5514, 5627. .5698, 5629. 
5845. .5901, 5850. .5933, 5855. 
6452. .6535, 6460. .6549, 7175. 



Seq. ID OJ000114_13. 0224 .CI 
Strand 

End 28896 
Method TBLASTX : Mai ze 
End 7255 
Score 92 

.5300, 5210.. 5293, 5433.. 5519, 
.5697, 5698.. 5736, 5705.. 5764, 
.5932, 6416.. 6535, 6417.. 6533, 
.7255 



Seq. No. 38817 

Gene No. 79874 

Start 12289 

Name OJ000114_13 . 0224 . CI . o2 . tm 

Start 10053 

GI none 

Exons 10053. . 10130, 10060 .. 10131 , 
11555. .11722, 11555. .11677, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000114 13. 0224. CI 



28896 

TBLASTX: Maize 
11945 
98 

10061. . 10138, 10830. .10883, 
11823. .11945, 11824 . . 11919 



Seq. No. 38817 
Gene No. 79874 
Start 12289 

Name OJ000114_13 . 0224 . CI . o4 . gs 

Start 12289 
GI none 

Exons 12289. .12351, 13373 .. 134 51 , 

147.99. .15080, 164 07. .16536, 
17411. .17539, 17712. .17868, 
19533. .19606, 19987 .. 20059, 
21089. .21283, 22759 .. 22829, 



Seq. ID OJ000114_13 . 0224 . CI 
Strand 

End 28896 

Method GENSCAN 

End 28896 

Score . 64 
13991. . 14 099, 14 536. . 14 670, 
16742. . 16906, 17103. .17175, ' 
18310. .18550, 187 91. .188 95, 
20387. .20521, 20696 .. 20826, 
25389.-25492, 2564 7 .. 25689, 



38513 



26116. .26240, 28843.. 28896 



Seq. No. 


38817 


Seq. ID 


OJ000114_13.0224 . 


CI 


.Gene No. 


79874 


Strand 






Start 


12289 


End 


28896 




Name 


OJ000114 13.0224 .CI. o4 .np 


Method 


AAT/NAP 




Start 


13395 


End 


15235 




GI 


5932545 


Score 


117 




Exons 


13395. .13451, 14 017. . 14095, 


14532. .146( 


51, 14744. .14915, 






15193. .15235 








GI Descrip. 


(AC009465) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


38817 


Seq. ID 


OJ000114_13.0224. 


CI 


Gene No. 


79874 


Strand 






Start 


12289 


End 


28896 




Name 


OJ000114 13. 0224 .Cl.o2.gp 


Method 


AAT/GAP 




Start 


15810 


End 


18213 




GI 


10723 1.R1084 


Score 


2497 




Exons 


15810. .16536, 16742. . 16906, 


17103. .17175, 17411. .17539, 






17712. .178 68, 1794 3. . 17 985, 


18135. . 18213 




GI Descrip. 


, 2924 363/emb|CAA12062 | 3.0e- 


-25 (AJ224683) zeta-carotene 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 



desaturase [Narcissus pseudonarcissus] ' 



38817 

79874 

12289 

OJ0001 

16124 

none 

16124. 

16372. 

16741. 

17102. 

17702. 

17944. 

18126. 

18306. 

19530. 

20374. 



14 13.0224.Cl.ol'.tm 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000114 13. 0224. "CI 



16150, 
16539, 
16911, 
17176, 
17893, 
17988, 
18224, 
18539, 
19607, 
,20478, 



16256 
16372 
16742 
17394 
17706 
17944 
18131 
18779 
19531 
20384 



.16387, 
.16539, 
.16909, 
.17540, 
. 17897, 
.17985, 
.18235, 
.18898, 
.19608, 
.20485, 



28896 

TBLASTX: Maize 
20485 
48 

16333. .16395, 16371 .. 16538 , 
164 07. .16544, 1674 0. .16910, 
17077. .17175, 17100. .17183, 
17410. .17541, 17411. .17542, 
17706. .17870, 17720 .. 178 93, 
18124. .18234, 18125 .. 18235 , 
18302. .18550, 18304 .. 18561 , 
18789. .18824, 18874 .. 188 97 , 
19988. .20071, 19989. .20060, 
20385. .20483 

Seq. ID OJ000114_13.0224.C1 
Strand 

End 28896 
Method AAT/NAP 
End 21245 
Score 2267 
17103. .17175, 17411. .17539, 
18135. .18222, 18306 .. 18550 , ■ 
19987. .20059, 20387. .20521, 



38817 
79874 
12289 

OJ000114_13.0224 .'Cl.oS.np 
16381 
4105563 

16381. .16536, 16742. .16906, 
17712. .17868, 17943. .17985, 
18791. .18895, 19533. .19606, 
20627. .20751, 21089. .21245 

(AF047490) zeta-carotene desaturase precursor [Zea mays] 

OJ000114 13. 0224. CI 



38817 
79874 
12289 
OJ000114 
16435 



13.0224.Cl.ol.tc 



Seq-. ID 
Strand 
End 

Method 
End 



28896 

TBLASTX: Cress 
20759 



38514 



GI 

Exons 



none 

16435. .16539, 16683 16913, 

16742. .16912, 17100 17183, 

17720. .17893, 17721 17885 , 

18129. .18224, 18305 .. 18550 , 

18340. .18561, 18779. . 18892, 

19988. .20071, 19989 .. 20060, 

20386. .20523, 20602 .. 20691 , 



Seq. No. 38817 

Gene No. 79874 

Start 12289 

Name OJ000114_13 . 0224 . CI . 

Start 16435 

GI none 

Exons 16435. .16539, 16435. 

16737. .16808, 16740. 

17101. .17172, 17408. 

17706. .17870, 17706. 

17944. .17985, 18124. 

18306. .18539, 18779. 

19988. .20071, 19989. 



ol.ts 



.16539, 
. 16910, 
. 17542, 
. 17873, 
.18234, 
.18892, 
.20060, 



Score 206 

16737. .16910, 16741. .16923, 

17410. .17541, 17417.. . 17542, 

17948. . 17992, 18124 18216, 

18306. . 18539, 18311 .. 18562 , 

19533. .19607, 19534 19608 , 

20384 . .20524, 20385 .. 20522 , 

20624. .20758, 20625. .20759 

Seq. ID OJ000114_13 . 0224 . CI 
Strand 

End 28896 

Method TBLASTX : Soybean 

End 20524 

Score 73 
164 66. .1654 0, 164 67 . . 1654 1 , 
16742. .16909, 17100. .17183, 
17408. .17536, 17410 17541, 
17711. .17893, 17717. .178 93, 
18129. . 18224, 18302 18550, 
19534. .19608, 19536 .. 19607 , 
20384. .20524, 20385. .20522 



o e q . in o . 


38817 


Seq. ID 


OJ000114_13.0224 , 




an a NT r\ 

L^ene lno . 


7 9874 


Strand 






OtaiL 


12289 


End 


28896 




Name 


OJ000114 13.0224.Cl.o3.gp 


Method 


AAT/GAP 




o tar l 


18130 


End 


19613 




GI 


702000 


Score 


813 




Exons 


18130. .18219, 18304. .18550, 


18791. .18895, 19533. .19613 




GI Descrip. 


4105563/gb|AAD02462.1| 2.0e 


-64 (AF047490) zeta-carotene 






desaturase precursor [Zea mays] 






Seq. No. 


38817 


Seq. ID 


OJ000114_13.0224, 


.CI 


Gene No. 


79874 


Strand 






Start 


12289 


End 


2-8896 




Name 


OJ000114 13.0224.Cl.o4.gp 


Method 


AAT/GAP 




Start 


20431 


End 


21324 




GI 


2310981 


Score 


706 




Exons 


20431. .20521, 20627 20751 , 


21089. .21324 




GI Descrip. 


2 924 363/emb|CAA12062 | 3.0e- 


25 (AJ224683) zeta-carotene 






desaturase [Narcissus pseudonarcissus] 






Seq. No. 


38817 


Seq. ID 


OJ000114_13.0224 . 


.CI 


Gene No. 


79874 


Strand 






Start 


12289 


End 


28896 




Name 


OJ000114 13.0224.Cl.o3.ts 


Method 


.TBLASTX: Soybean 




Start 


20624 


End 


•20759 




GI 


none 


Score 


205 




Exons 


20624 . .20758, 20625. .207 59 








Seq. No. 


38817 


Seq. ID 


OJ000114_13.0224 . 


,C1 


Gene No. 


79874 


Strand 






Start 


12289 


End 


28896 




Name 


OJ000114 13.0224.Cl.o6.np 


Method 


AAT/NAP 




Start 


22096 


End 


23735 




GI 


6539571 


Score 


72 





38515 



Exons 

GI Descrip. 

Seq.' No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



-22096. .22184, 22476 22571, 23714.. 23735 
(AP000836) hypothetical protein [Oryza sativa] 



38817 
79874 
12289 

OJ000114_13.0224 .Cl.o5.gp 

24579 

none 

24579. .24946, 25389. .25501 

38817 
79874 
12289 

OJ000114_13.0224.Cl.o6.gp 

26043 

none 

26043. .26545 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000114_13 .0224 .CI 

28896 
AAT/GAP 
25501 
885 



Seq. ID OJ000114_13 . 0224 . CI 
Strand 

End 28896 

Method AAT/GAP 

End 26545 

Score 954 



38818 
79875 
603 

OJ000114_13.0224 .C2.ol.np 

603 ■ 

6815062 " . 



Seq. ID OJ000114_13.0224.C2 
Strand + 
End 4770 
Method AAT/NAP . . 
End '4770 
Score 1846 

603. .1413, 1567. .1612, 1704. .2558, 2644. .2884, 2943. .3252, 

3329. .3427, 3499. .3549, 3656. .3873, 4722. .4770 

(AP001080) Similar to Arabidopsis thaliana chromosome II BAC 

F16P2 genomic sequence ;mudrA like protein (AC004561) [Oryza 

sativa] 



Seq. No. 38818 

Gene No. 79875 

Start 603 

Name OJ000114_13 . 0224 . C2 . o3 . tm 

Start 628 

GI none 

Exons 628.. 798, 629.. 895 

Seq. No. 38818 

Gene No. 79875 

Start 603 

Name OJ000.114_13 . 0224 . C2 . ol . gs 

Start 683 

GI none 
Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ000114_13.0224 . C2 

Strand + 

End 4770 

Method TBLASTX: Maize 

End 8 95 

Score 183 • 



Seq. ID OJ000114_13.0224 . C2 

Strand + 

End 4770 

Method GENSCAN 

End 3872 

Score .49 



683. .989, 1178. .1193, 1540. .1612, 1704.. 2062, 2267. .2558, 
2759. .2852, 2958 .. 2967, ■ 3111 .. 3252, 3499. .3872 



38818 
79875 
603 

OJ000114_13. 0224 . C2 .ol. tm 

1904 

none 



Seq. ID OJ000114_13.0224.C2 

Strand + 

End 4770 

Method TBLASTX : Mai ze 

End 2408 

Score 91 



1904. .2029, 1905. .2039, 2070 .. 2408, . 2070 2324 , 2099. .2404 



Seq. No. 



38818 



Seq. ID OJ000114 13. 0224. C2 



38516 




Gene No. 


79875 


Strand 


+ 






End 


4770 


Name 




Method 


TBLASTX: Maize 


bt art 


o CL A A 


End- 


3252 


C T 


none 


Score 


219 


Exons 


0£AA OQ c;^ 9£>QA 98^9 9Q^n 


.3027, 3067.. 3252 


beq. iNo . 


■5QQ1 Q 

Jooiy 


Seq. ID 


OJ000114__13.0224.C3 


Gene No. 


79876 


Strand 


+ 


Start - 


5284 


End 


11099 


Name 


OJ000114 13.0224.C3.o2.gs 


Method 


GENSCAN 


Oh — 1 v+- 

bt art 


5284 


End 


11099 




none 


Score 


.5 


Exons 


. 5284.-5445, 6694.. 6739, 6806. 


.7101, 8514.. 8557, 9823.. 9976, 




•10065. . 10235, 10667. .10735, 11085.. 11099 


beq. no. 


38819 


Seq. ID 


OJ000114_13.0224.C3 


belle LNCJ . 


79876 


Strand 


+ 


Start 


5284 


End 


11099 


Name 


OJ000114 13.0224.C3.ol.gp 


Method 


AAT/GAP 


Oh — i v 4- 

bt art 


6871 


End 


8991 




uC-osflm202110e01bl 


Score 


903 


Exons 


6871.. 7101, 8118.. 8212, 8321. 


.8388, 8514. .8557, 8925. .8991 


GI Descrip, 


■2244850/emb|CAB10272.1| 3.0e 


-34 (Z97337) hypothetical prot 




[Arabidopsis thaliana] 1 






beq. wo. 


38819 


Seq. ID 


OJ000114_13.0224.C3 


Gene No . 


79876 


Strand 


+ 


Start 


5284 


End 


11099 


Name 


OJ000114 13.0224.C3.ol.np 


Method 


AAT/NAP 


otart 


6950 


End 


10084 




2244850 


Score 


378 


Exons 


6950. .7119, 8096. .8212, 8321. 


.8392, 8518.. 8563, 8846.. 9017, 




9832. .10084 






GI Descrip. 


(Z97337) hypothetical protein 


[Arabidopsis thaliana] 


Seq. No. 


38819-- : - 


Seq. ID 


OJ000114_13.0224.C3 


Gene No. 


79876 


Strand 


+ 


btart 


5284 


End 


11099 


Name 


OJ000114 13.0224 .C3.o2.gp 


Method 


AAT/GAP 


Of -j v-4- 

btart 


9900 


End 


10924 


H T 


none 


Score 


695 


Exons 


9900.. 9976, 10065 .. 10235, 10667 .. 10735, 


10842. . 10924 


beq. wo. 


38819 


Seq. ID 


OJ000114_13.0224.C3 


Gene No. 


79877 


Strand 




Start 


1154 


End 


3965 


Name 


OJ000114 13. 0224 .C3.ol.gs 


Method 


GENSCAN 


btart 


1154 


End 


3965 


T 

bi 


none 


Score 


.45 


Exons 


1154. .1399, 1483. .1561, 1799. 


.1956, 3239.. 3313, 3589.. 3784, 




3919. .3965 






Seq. No.' 


38819 . 


Seq. ID 


OJ0001-14_JL3.0224.C3 


Gene No. 


79878 


Strand 




Start 


12352 


End 


13246 


Name 


OJ000114 13.0224.C3.o4.tm 


Method 


TBLASTX: Maize 



38517 



Start 
GI 

Exons 



6988 End 8558 

none Score 173 

6988. .7101, 6989. .7102, 8095. .8214, 8115. .8213, 8117. .8218, 

8128. .8214, 8312. .8,401, 8319. .8402, 8319. .8402, 8320. .8406, 

8323. .8403, 8510. .8557, 8512. .8556, 8514. .8558 



Seq. No. 38819 Seq. ID 

Gene No. 79878 Strand 

Start 12352 End 

Name OJ000114_13 . 0224 . C3 . o2 . tm Method 

Start 8925 End 

GI none Score 
Exons 



OJ000114_13.0224.C3 
13246 

TBLASTX: Maize 

10939 

86 



8925. .9008, 8928. .9008, 8929. .9009, 9821. .9982, 9824. .9976, 
10047. .10193, 10048. .10209, 10048 .. 10206, 10050 .. 10238 , 
10064 . .10237, 10203. .10253, 10662 .. 10736, 10 667 .. 10747 , 
10838. .10939, 10842 .. 10910, 10844. .10939 



Seq. No. 38819 

Gene No. 79878 

Start 12352 

Name OJ000114_13 . 0224 . C3 . ol . ts 

Start 11712 

GI none 
Exons 



Seq. ID OJ000114_13.0224.C3 
Strand 

End 13246 

Method TBLASTX : Soybean 

End 12374 

Score 53 



11712. .11978, 
12057. .12374 



11718. .11834, 11905. .12363, 11918. .12208, 



Seq. No.. 38819 Seq. ID OJ0001 14_13 . 0224 . C3 

Gene No. 79878 Strand 

Start 12352 End -13246 

Name OJ000114_13 . 0224 . C3 . o2 . np Method AAT/NAP 

Start 11733 End 13246 

GI 4388829 Score 1289 

Exons 11733. .13246 

GI Descrip. (AC006528) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. No. 


38819 






Seq. ID 


OJ000114_13.0224 


,C3 


Gene No. 


79878 






Strand 






Start 


12352 






End 


13246 




Name 


OJ000114 13. 0224. C3. 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


11748 






End 


12374 




GI 


none 






Score 


55 




Exons 


11748. 


.11984, 11905. 


. .11973, 


12060. .12374, 12061. .12312 




Seq. No. 


38819 






Seq. ID 


OJ000114_13.0224 


.C3 


Gene No. 


79878 






Strand 






Start , 


12352 






End. 


13246 




Name 


OJ000114 13. 0224. C3, 


,o2.tw 


Method 


TBLASTX: Wheat 




Start 


12156 






End 


12540 




GI 


none 






Score 


42 




Exons 


12156. 


.12374, 12162. 


, .12200, 


12271. . 12363, 12421. .12540 




Seq. No. 


38819 






Seq. ID 


OJ000114_13.0224 


.C3 


Gene No. 


79878 






Strand 






Start 


12352 






End 


13246 




Name 


OJ000114 13. 0224. C3. 


. o3.gs 


Method 


GEN SCAN 




Start 


12352 




End 


13212 





38518 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



none 

12352. .13212 



Score 



.75 



38819 
79878 
12352 

OJ000114_13.0224 .C3.o3.ts 

12418 

none 

12418. .12597, 12452. .12595 

38819 
79878 
12352 

OJ000114_13.0224.C3.o2.tc 

12454 

none 

12454. .12693 



Seq. ID OJ000114_13.0224 . C3 
Strand 

End 13246 

Method TBLASTX : Soybean 

End 12597 

Score 115 



Seq. ID- OJ000114_13.0224.C3 
Strand 

End 13246 

Method TBLASTX: Cress 

End 12693 

Score 189 



38819 
79878 
12352 

OJ000114_13.0224.C3.ol.tw 

12550- 
none 

12550. .12759, 12587 .. 12691, 
12983. .13096 



Seq. ID OJ000114_13.0224.C3 
Strand 

End 13246 

Method TBLASTX : Wheat 

End 13096 

Score 57 
12751. . 13095, 12806. .12937, 



38819 
79878 
12352 

OJ000114_13.0224 .C3.o3. tm 

12664 

none 

12664. .13095, 12776. . 12937, 



Seq. ID OJ000114_13. 0224 .C3 
Strand 

End 13246 

Method TBLASTX : Maize 

End 13096 

Score 93 
13004. .13096 



38819 
79878 
12352 

OJ000114__13.0224.C3.o2.ts 

12776 

5509260 

12776. .12937, 12781. .13245, 



Seq. ID OJ000114_13.0224.C3 
Strand 

End 13246 

Method TBLASTX : Soybean 

End 13246 

Score 105 
12983. . 13246 



38819 Seq. ID OJ000114_13 . 0224 . C3 

79878 Strand 

12352 End 13246 

OJ000114_13.0224 .C3.ol.tc Method TBLASTX : Cress 

12877 End 13146 

none Score 138 

12877. .13146, 12886. . 13125, 12905. .13132 

38820 Seq. ID OJ000114_13 . 0224 . C4 

79879 Strand + 
2901 End 3123 
OJ000114_13.0224 .C4.ol.gp Method AAT/GAP 



38519 



otart 


£ yui 


T7 _ J 

hnd 






none 


Score 


J / 0 


Exons 








oeq . 1NO . 




Cq« t Pi 

oeq. ±u 


UJ U U U 1 1 4 


Gene No. 


79880 


Strand 




Start 


1 


End 


1415 


Name 


OJ000114 13.0224.C4.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1415 


GI 


421954 


Score 


728 


Exons 


1. .196, 230. .1415 







GI Descrip. hypothetical protein 3 - potato transposon Tstl 

gi|21433|emb|CAA36615| (X52387) ORF3 [Solanum tuberosum] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No-. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38820 
79880 
1 

OJ000114__13.0224 ,C4 .ol . tm 

225 

none 



Seq. ID OJ000114__13.0224.C4 
Strand 

End 1415 

Method TBLASTX : Mai ze 

End 899 

Score 70 



225. .821, 235. .495, 517. .753, 600. .797, 831. .899 

OJ000114 13. 0224. C4 



38820 Seq. ID 

79880 Strand 

1 End 

OJ000114_13.0224.C4 .ol .tc Method 

261 End 

none Score 

261.. 710, 511.. 708 



1415 

TBLASTX: Cress 

710 

85 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

•Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI " 

Exons 

Seq. No. 
Gene No. 
Start 



38820 
79880 
1 

OJ000114_13.0224.C4.ol.ts 

264 

none 

264. .725, 424. .651 

38820 
79880 
1 

OJ000114_JL3.0224.C4 .ol.tw 

282 

none 



Seq. ID OJ000114__13.0224.C4 
Strand 

End 1415 

Method TBLASTX : Soybean 

End 725 

Score 81 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000114_13.0224.C4 
1415 

TBLASTX: Wheat 

890 

62 



282. .404, 399. .488, 412. .489, 504. .890, 508. .873 

OJ000114 13. 0224. C4 



38820 
79880 
1 

OJ000114_13.0224 .C4 .o2. tm 

909 

none 

909. .1115, 914. .1033, 915 

38821 
79881 
1 



Seq. ID 
Strand 
End 

Method 
End 
Score 
1151, 1182. 



1415 

TBLASTX: Maize 

1253 

84 

,1253, 1189.. 1233 



Seq. ID OJ000114_13.0224 .C5 
Strand + 
End 2984 



38520 



Ma mo 

LNCUUC 


OJ000114 13.0224 .C5.ol.np 


Method 


AAT/NAP 






OLdl L 


1 


End 


2984 








6721516 


Score 


434 






P 1 von c; 


1..32, 784. .991, 1405. .1765, 


2946. .2984 








(AP001072) hypothetical protein [Oryza 


oaLlvaj 






Seq. .No. 


38821 


Seq. ID 


n.Tnnni 1 a 


13. 0224 


.C5 


Gene No. 


79881 


Strand 


_i_ 
i 








1 


End 


9 Qft A 






Name 


OJ000114_13.0224 .C5.ol.gs 


Method 


\j Cj LN O UriiN 






O LciX L 


1 A Q 7 
1 H 0 1 


End 


2410 






r-r 


none 


Score 


.82 






Exons 


1487. .1753, 2156. .2410 










Con M /-\ 

o e q . ln u . 


38821 


Seq. ID 


OJ000114_ 


X j . UZ Z H 




Gene No. 


79882 


Strand 


+ 






Start 


19190 


End 


21508 






Name 


OJ000114 13.0224.C5.o4.gs 


Method 


GENSCAN 








19190 


End 


21508 






C T 
Lj J. 


none 


Score 


.76 






Exons 


19190. .19195, 19887. .20221, 


20226. .20319, 20433. 








20827. .20931, 21080 .. 2 1 17 9, 


21435. .21508 






Seq. No.. 


38821 


Seq. ID 


OJ000114_ 


13.0224 


.C5 . 


Gene No.' 


79883 


Strand 


_ 






O Lai L 


6655 


End 


11807 






Name 


OJ000114 13.0224.C5.o2.gs 


Method 


GENSCAN 






Qf 3 -y~4- 


6655 


End 


11635 








none 


Score 


.71 ' 








6655. .6696, 10987 .. 11423, 11503. .11635 








Seq. No. 


38821 


Seq. ID 


OJ000114_ 


13.0224 


.C5 


Gene No. 


79883 


Strand 








OLdlL 


6655 


End 


11807 






Name 


OJ000114 13.0224 .C5.ol.gp 


Method 


AAT/GAP 








11158 


End 


11807 








none 


Score 


1210 






T7* v /"\ n o 


11158.. 11807 










Seq. No. 


38821 


Seq. ID 


OJ000114_ 


13.0224 


.C5 


Gene No. 


79884 


Strand 










15807 


End 


16607 






Name 


OJ000114 13.0224.C5.o3.gs 


Method 


GENSCAN 






C -j- a ■v-f- 


15807 


End 


16607 








none 


Score 


.92 






Exons 


15807. .16607 










O ?-\ /-r K\r\ 

oeq. ln o . 


38821 


Seq. ID 


OJ000114__ 


i o 0 9 9 A 
.1 J> . U Z Z ft 




Gene No . 


79884 


Strand 








Start 


15807 


End 


16607 






Name 


OJ000114 13.0224.C5.o2.np 


Method 


AAT/NAP 






Start 


15810 


End 


16556 






GI 


2281647 


Score 


340 






Exons 


15810. .16556 










GI Descrip. 


(AF003104) AP2 domain containing protein RAP2.11 


[Arabidopsis 



thaliana] 



38521 




Seq. No. 


38821 






Seq. ID 


OJ000114_13.0224 


.C5 


Gene No. 


79885 






Strand 






uLdlL. 


99na r 






End 


25614 




Name 


UU UUU1 


14 1 ? H994 PS 


nl hp 


Method 


TBLASTX: Cress 




Of 3 v--h 
OtaiL 


1 £9R4 






End 


16522 




P T 
^1 


none 






Score 


140 




Exons 


1 £9 R 4 


1 QQ 1 6*39 *3 


1 6R09 


16406. .16522 - 




Seq. No. 


38821 






Seq. ID 


OJ000114_13.0224 


.C5 


Gene No. 


79885 






Strand 


- 




Olait 


99Dft R 






End 


25614 




Name 


p) Tfinni 


14 1*3 0994 PR 

±4 U.UZZfi.UJ 




Method 


TBLASTX: Soybean 












End 


16490 




PT 


none 






Score 


112 




Exons 




1 64 7 R 1 6*390 

. 104 ' 3 f lOJ^U 


i fid Qn 








oeq . no . 


"3ft ft91 






Seq. ID 


OJ000114_13.0224 


PR 


bene no . 


7 Qft ft R 
/ zJ O O O 






Strand 






Start 


22085 






End 


25614 




Name 


OJ0001 


14_13.0224.C5 


. o3 . np 


Method 


AAT/NAP 




Of 3 y-4- 


9 90ft R 






End 


25554 • 




P T 
(al 


fi H D / X O 


fi 




Score 


459 




Exons 


9 9 Oft R 


ooi co 9*3914 
•ZZXOZ/ Z JZ 11 


. .23320, 


23698. .237 


37, 24000. .24080, 






o 4 7 £ o 
Z fi / D J . 


94 ft Rft 9R06Q 


. .2524 4, 


25485. .255 


54 




oi uescrip. 


/at n R 


C yl n ^ y-\ v~ 4— t « 

o ** u ) proccin 


kinase like protein 


[Arabidopsis thaliana] 


beq . no . 


o oo z i 






Seq. ID 


OJ000114_13.0224 


.C5 


Gene No. 


79885 






Strand 






Start 


22085 






End 


25614 




Name 




14 1*3 0994 PR 

X ft lO.UZZft.UJ 


. o5 . gs 


Method 


GENSCAN 






99 Q7 4 
Z Z / ft 






End 


25614 




PT 


none 






Score 


.69 




Exons 


9 9 Q7 4 

Z Z Z7 / ft . 


9 *30 *30 9 *3ft 6 r 


. .23900, 


24000. .240 


80, 24739. .24858, 






9 r n £Q 


9 R 94 4 9 R4 ft R 

. Z O Z fi ft , Zj40 J 


. .25614 








oeq. no. 


*3 ft ft 9 1 






Seq. ID 


OJ000114_13.0224 


.C5 


bene no . 


7QOOC 






Strand 








9 9Hft R 






End 


25614 




Name 


OJ0001 


14_13.0224.C5 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


23211 






End 


25554 




PT 
LjI 


none 






Score 


73 




XT' V /"V T~\ C» 


9*391 1 


9*3*394 9*391 £ 
. Z JJZ4 , Z jZID 


. .23326, 


23219. .23320, 23220 .. 23321 , 






9 *39 R7 


9*3*340 947 £0 
. Z JJ4U/ Z fi / OU 


. .24858, 


24763. .248 


61, 25066. .25251, 






9 RH£7 


OCOC1 9 R 4 *30 
. ZjZOI, Zj4 jU 


. .25552, 


25488. .25553, 254 8 9.-25554, 






9 R4 ft Q 


9 R R R4 

. ZJJJ4 










beq . no.. 








Seq. ID 


OJ000114JL3.0224 


.C5 


Gene No. 


79885 






Strand 






Start 


22085 






End 


25614 




Name 


n mn n i 


14 1*3 D994 PR 
Ifl lO.UZZfl.UO 


.o2.tm 


Method 


TBLASTX: Maize 




btart: 


DO X 






End 


24083 




GI 


none 






Score 


63 




Exons 


23681. 


.23746, 23694 


. .23747, 


2385 6. .2390 6, 23857. .23901, 






23858. 


.23902, 23991 


. .24080, 


24 000. .24 083, 24 004. .24081 




Seq. No. 


38821 






Seq. ID 


OJ000114_13.0224 


.C5 


Gene No. 


79885 






Strand 







38522 



Start 
Name 
Start 
GI 

Exons 



22085 

OJ000114_13.0224.C5.ol.ts 

23859 

none 

23859. .23903, 23862 23903, 

24747. .24842, 247 60 .. 24 858 , 

25066. .25251, 25067 .. 25270, 



End 25614 

Method TBLASTX : Soybean 

End 25536 

Score *59 
23991. .24080, 23998 .. 24081, 
24764 . .24859, 25061 .. 25252 , 
25489. .25536 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38821 
79885 
22085 
OJ000114 
23997 
none 
23997 
25062 



13.0224.C5.o2.tc 



.24101, 24760. .24858, 
.25247, 25066. .25251, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

24760 

25066 



OJ000114 13. 0224. C5 



25614 

TBLASTX: Cress 
25554 
96 

24858, 25061. .25246, 
25260, 25489. .25554, 



25493. .25549 



Seq. No. 38822 

Gene No. 79886 

Start 4288 

Name OJ000114_13 . 0224 . C6 . o2 . gs 

Start 4288 

GI none 
Exons 



Seq. ID OJ000114_13.0224 .C6 

Strand + 

End * 16212 

Method GENS CAN 

End 14367 

Score .73 



4288. .4606, 4709. .4776, 5427. .5561, 5682. .5761, 7267. .7355, 
7500. .7635, 7733. .8565, 8690. .9630, 11481 .. 11791 , 12284 .. 12569, 
13134. .13289, 13388 .. 13526, 13940 .. 14 016, 14338. .14367 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38822 Seq. ID 

79886 Strand 

4288 End 

OJ000114_13. 0224 .C6.o3.np Method 

4333 End 

6671952 Score 

4333. .4533, 5427. .5524, 



OJ000114_13.0224 .C6 
+ 

16212 
AAT/NAP 
16212 
2399 



5648. .5761, 7267. .7335, 7481. .7638, 
7733. .9570, 11481 .. 11791, 12257 .. 12569, 13134 .. 1328 9, 
.13388. .13513, 13904. .14016, 15661 15800, 15955. .16212 
(AC016795) hypothetical protein [Arabidopsis thaliana] 



38822 Seq. ID 

79886 Strand 

4288 End 

OJ000114_13.0224.C6.ol.gp Method 

15718 End 

426959 Score 
15718.. 15800 



OJ000114_13.0224.C6 
+ 

16212 
AAT/GAP 
15800 
135 



OJ000114 13. 0224. C6 



Seq. No. 38822 Seq. ID _ 

Gene No. 79887 Strand 

Start 1 End 4336 

Name OJ0001 14JL3 . 0224 . C6 . ol . np Method AAT/NAP 

Start 1 End 2037 

GI 3367596 Score 53 

Exons 1..168, 2005.. 2037 ■'# r 

GI Descrip. (AL031135) putative protein [Arabidopsis thaliana 



Seq. No. 



38822 



Seq. ID OJ000114 13. 0224. C6 



38523 




Gene No. 


79887 


Strand 




Start 


1 


End 


4336 


Name 


OJ000114 13. 0224. C6 ol as 


Method 


GENSCAN 


Start 


615 ~ 


End 


2456 


GI 


none 


Score 


. 97 


Exons 


615. .2456 






Seq. No. 


38822 


Seq. ID 


OJ000114 13 . 0224 . C6 


Gene No. 


79887 


Strand 




Start 


■ 1 


End 


4336 


Name 


OJ000114 13.0224.C6.o2.np 


Method 


AAT/NAP 


Start 


629 


End 


4336 


GI 


4455294 


Score 


812 


Exons 


629.. 2267, 4300.. 4336 






GI Descrip. 


(AL035528) putative protein 


[Arabidopsis thaliana] 



Seq. No. 38822 

Gene No. 79888 

Start 14495 

Name OJ000114_13 . 0224 . C6 . o2 . tw 

Start 31 

GI none 
Exons 



Seq. ID OJ000114_13.0224 .C6 
Strand 
End 

Method 
End 
Score 



15840 

TBLASTX: Wheat 

287 

153 



31. .162, 60. .164, 60. .167, 61. .168, 62. .169, 225. .287, 254. .286 



m 



Seq". No. 38822 

Gene No. 79888 

.Start 14495 

Name OJ000114_13 . 0224 . C6 . o3 . tm 

Start 45 

GI none 

Exons 45. .167, 46. .168, 254. .286, 254. .286 



Seq. ID OJ000114_13.0224.C6 



Strand 
End 

Method 

End 

Score 



15840 

TBLASTX: Maize 

286 

160 



Seq. No. 38822 

Gene No. 79888 

Start 14495 

Name OJ000114_13 . 0224 . C6 . ol . ts 
Start ' 624 

GI none 

Exons 624.. 956, 981. 



Seq. ID OJ000114_13.0224.C6 
Strand 
End 

Method 
.End • 
Score 



15840 

TBLASTX : Soybean 

107-3 

64 



1073, 985.. 1053 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38822 

79888 

14 4 95 

OJ000114 

636 

none 



13.0224.C6.ol.tc 



Seq. ID OJ000114_13.0224.C6 



Strand 
End 

Method 

End 

Score 



15840 

TBLASTX: Cress 

1161 

63 



636. .977, 879. .977, 981. .1160, 985. .1161 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38822 Seq. ID 

79888 Strand 
14495 End 
OJ000114_13. 0224 .C6.ol.tm Method 
654 End 
none Score 
654.. 983, 990.. 1367, 1000.. 1317, 1050. 
1287. .1688, 1353. .1703, 1398. .1619, 1590 
1701. .1859, 2043. .2180 



OJ000114 13. 0224. C6 



15840 

TBLASTX: Maize 
2180 
114 

1376, 1095.. 1523, 
1943, 1629. .1928, 



38524 




Seq. No. 


38822 






Gene No. 


79888 






Start 


14495 






Name 


OJ000114 13 


. 0224 


,C6.ol . 


Start 


990 ~~ 






■GI ' 


none • 






Exons 


990. . 1430, 


1000. 


. 1236, 




2049. .2165 






Seq. No. 


38822 






Gene No. 


79888 






Start 


14495 






Name 


OJ000114 13 


. 0224 


.C6.o4 . 


Start 


1080 ~ 






GI 


none 






Exons 


1080. .1466, 


1081 


. . 1461, 




1753. . 1965 


- 




Seq. No. 


38822 






Gene No. 


79888 






Start 


14495 






Name 


OJ000114 13 


. 0224 . 


.C6.o3. 


Start 


1164 ~~ 






GI 


none 






Exons 


1164 . . 1406, 


1225, 


. . 1377, 




1698 . . 1943, 


2034 , 


. .2180, 


Seq. No. 


38822 






Gene No . 


79888 






Start 


14495 






Name 


OJ000114 13 


. 0224 , 


.C6.o2. 


Start 


8298 - ~~ 






GI 


none 






Exons 


8298 . .8549, 


8298 . 


8522, 


Seq. No. 


38822 






Gene No. 


79888 






Start 


14495 






Name 


OJ000114 13 


. 0224 , 


, C6 . o4 . 


Start 


8898 ~~ 






GI 


none 






Exons 


8898 . . 9041, 


8898, 


, .9020, 


Seq. No. 


38822 






Gene No . 


79888 






Start 


14495 






Name 


OJ000114 13 


. 0224>C6.o2. 


Start 


8922 ~ 






GI 


none 






Exons 


8922. .9023, 


8923. 


, .9024, 


Seq. No. 


38822 






Gene No. 


79888 






Start 


14495 






Name 


OJ000114 13, 


.0224. 


C6.o2. 


Start 


12422 








Seq. ID OJ000114_13.0224 .C6 
Strand 

End 15840 

tw Method TBLASTX : Wheat 

End 2165 

Score 64 
1308. .1724, 1611. .1922, 1714. .1992, 



Seq. ID OJ000114_13.0224.C6 
Strand 

End 15840 

ts Method TBLASTX : Soybean 

End 1965 

Score 82 
1350. .1706, 1357. .1554, 1653. .1940, 



Seq. ID OJ000114_13.0224.C6 
Strand 

End 15840 

tc . Method TBLASTX : Cress 

End 2183 

Score 61 ■ 
1383. .1877, 1446. .1670, 1522. .1818, 
2055. .2183, 2061. .2174 

Seq. ID OJ000114_13.0224.C6 
Strand 

End 15840 

ts Method TBLASTX : Soybean 

End 8550 

Score 282 
8317. .8550, 8351. .8548 

Seq'. ID O'J000114_13.0224.C6 
Strand 

End 15840 

tm Method TBLASTX : Maize 

End 9043 

Score 104 
8899. .9042, 8899. .9027, 8900. .9043 

Seq. ID OJ000114_13.0224.C6 
Strand 

End 15840 

tc Method TBLASTX : Cress 

End 9318 

Score 66 
9112. .9150, 9153. .9302, 9154. .9318 

Seq. ID OJ000114_13.0224.C6 
Strand 

End 15840 

tm Method TBLASTX : Maize 

End 15798 



38525 




GI 


none 




Score 


183 






u AUllO 


12422 12562 12423 


1 2572 


13110. .13289, 13135 


1 3290 






13139 13282 13385 


1 3504 


13393. .13524, 13394 


1 352 5 






13918 14037 13926 


1 '4 0 1 5 


13945. .14049, 15676 


. .15795, 






15682 15798 












Seq. No. 


38822 




Seq. ID 


OJ000114 


JL3.0224 


.C6 


Gene No. 


79888 




Strand 








Start 


14495 




End 


15840 






LMCllUC 


OJ000114 13 0224 C6 


r>3 1- 

• L>> J . LO 


Method 


TBLASTX : 


C 1^.1 /V> pari 






13176 "~ 

X J X f u 




End 


13525 




GI 


none 




Score 


133 








13176 13289 13181 

1J 1 / U t . X »J <£> (J , X J X (J X 


. 13291, 


13385. .13525, 13396 


13512 




Seq. No. 


38822 




Seq. ID 


OJ000114 


_13.0224 


.C6 


Gene No. 


79888 




Strand 








Start 


14 4 95 




End 


15840 






Name 


OJ0001 1 4 13 0224 P6 


o 3 rr q 
L/j ■ y o 


Method 


GENSCAN 






OLal L 


1 4 4 9S _ 

1 T T ^ J 




End 


15840 






GI 


none 




Score 


.68 








1 4 4 95 1 5004 15127 


1 54 39 


15722. .15840 






JC^t IN U * 


3fift23 




■Seq. ID 


OJ000114_ 


1 ft 0225 


P1 


Gene .No. 


79889 




Strand 


+ 






Start 


282 




End 


385 






Name 


OJ0001 1 4 18 0225 PI 


ol . np 


Method 


AAT/NAP 






c-t- a ri~ 


282 ~~ 

A O jI. 




End 


385 






PT 

\3 X 


5777617 




Score 


76 








282 3R5 














fA.72459001 PAA30375 


1 protein [Oryza sativa] 






Seq. No. 


38823 




Seq. ID 


OJ000114_ 


_18.0225 


.CI 


Gene No. 


79890 




Strand 








Start 


551 




End 


703 






IN CI 1 LLC 


O.T0001 14 1ft 0225 PI 


ol . gs 


Method 


GENSCAN 






O L a I L 


551 _ 




End 


703 






GI 


none 




Score 


.58 






1—1 /\ 1 ItJ 


551 703 












Seq. No. 


38824 




Seq. ID 


OJ000114_ 


_18.0225 


,C2 


Gene No. 


79891 




Strand 


+ 






Start 


1 




End 


311 






LN aiue 


P.T0001 1 4 1ft 0225 P2 


ol.gp 


Method 


AAT/GAP 






u Lai. L 


1 ~ 

X 




End 


311 






GI 


none 




Score 


610 








1 . .311 












Seq. No. 


38824- 




Seq. ID 


OJ000114_ 


JL8.0225 


.C2 


Gene No. 


79892 




Strand 


+ 






J Lai L. 


701 

< V X 




End 


910 






Name 


O.T0001 Id 1ft 029R P9 


ol . gs 


• Method 


GENSCAN 






Start 


701 




End 


910 






GI 


none 




Score 


.64 






Exons 


701. .910 












Seq. No. 


38825 




Seq. ID 


OJ000114_ 


_18.0225 


.C3 


Gene No. 


79893 




Strand 









38526 



Start 


21812 


End 


25664 


Name 


OJ000114 18.0225.C3.o7.np 


Method 


AAT /NAP 


Start 


21812 


End . 


25664 


GI. 


1171577 


" Score 


234 


Rxon s 

1-J *V 11 Q 


21812. .21859, 23215 .. 23372 , 


23463. .238 


10. 25599 25664 


GI Dpscrin 


(X95343) hypersensitivity-related gene 


rNimi" i Ana tsb^rMiml 

|_ 1 L CI 1 1 CI CI d Lil 1 1 J 


Sea No 


38825 


Seq. ID 


OJ000114 18 0225 C3 


Gene No. 


79893 


Strand 


+ " _ 


Start 


21812 


End 


25664 


Name 


OJ000114 18.0225.C3.o8.gs 


Method 


GEN SCAN 


Start 


22469 


End 


24297 


GI 


none 


Score 


. 75 


Exons 

X*J JTV ii ij 


22469. .22581, 22786 22997 , 


23077. .231 


60. 23373 23559, 




23575. .23783, 2384 6 24 172 , 


24227. .242 


97 


Seq. No. 


38825 


Seq. ID 


OJ000114 18 0225 C3 


Gene No. 


79894 


Strand 




Start 


1 


End • 


7522 ' 


Name 


OJ000114 18 0225 C3 ol no 


Method 


AAT /NAP 


Start 


1 


End 


3292 


GI 


6721550 


"Score 


1125 


Rxon s 


1..2020, 2868.. 3292 






CI! Dpqrrin 


(AP001073) Similar to Oryza 


sativa gfene for Pib (AB0134 48£. 


Seq. No. 


38825 


Seq. ID 


OJ000114_18.0225.C3 


Gene No. 


79894 


Strand 




Start 


1 


End 


7522 


Name 


OJ000114 18 0225 C3 ol as 


Method 


GENSCAN 


Start 


63 


End 


7059 


GI 


none 


Score 


.63 


Exon s 


63. .2035, 2871. .3292, 4790.. 


5644, 6357 


..6893, 6898. .7059 


Sea No 


38825 


Seq. ID 


OJ000114_18.0225.C3 


Gene No. 


79894 


Strand 




Sta&t 


1 


End 


7522 


Name 


OJ000114 1ft nn 


Method 


AAT /NAP 


Start 


4429 


End 


7522 


GI 


3540201 


Score 


38 


Exons 

i-J ^/ iiu? 


4429. .4463, 6576. .6662, 7394 


..7522 




GI Descrip. 


(AC004260) Putative nuclear 


protein [Arabidopsis thaliana] 


Seq. No. 


38825 . 


Seq. ID 


OJ000114_18.0225.C3 


Gene No. 


79895 


Strand 




Start 


10231 


End , 


10689 


Name 


OJ000114 18.0225.C3.o2.gs 


Method 


GENSCAN 


Start 


10231 


End 


10689 


GI 


none 


Score 


1 


F.xon s 


10231. . 10689 








38825 


Seq. ID 


OJ000114_18.0225.C3 


Gene No. 


79896 


Strand 




Start 


13796 


End 


14422 


Name 


OJ000114 18.0225.C3.o4.gs 


Method 


GENSCAN 


Start 


13796 


End 


14422 


GI 


none 


Score 


.98 


Exons 


13796. .14422 







38527 



Seq. No. 


38825 


Seq. ID 


OJ000114_18.0225.C3 


Con o' Mo 


7Q8Q7 
/ y o .7 / 


JLI a.1 iv_i 




C -j- -3 y~+- 


1 

X D f± D X 


FnH 


1 6QDQ 


Name 


n.Tnnm i d 1ft n^^s o^ n^z 


Mo t" hnH 
1 ic L IlvJt-l 




OLdIL 


i yci ~~ 

X D *± O X 


Jlil L\JL 


x o z/\j j 




none 






Exons 


10401 . . I JJtD, ■ X u .7 U -7 






Seq. No. 


38825 


Seq. ID 


OJ000114_18.0225.C3 


Hon o Mo 


79898 


Strand 




OUaiL 


17403 


End 


22905 


Name 


OJ000114 18.0225.C3.o6.gs 


Method 


GENSCAN 


C4- a v-4- 
OLdiL 


17403 


End 


18801 




none 


Score 


.61 


Exons 


17403. . 17527, 18284 .. 18367 , 18423 .. 18503, 18795. .18801 




38825 


Seq. ID 


OJ000114_18.0225.C3 


ft! o r"i o Mo 


79898 


Strand 




OLdl L 


17403 


End 


22905 


Name 


OJ000114 18.0225.C3.o6.np 


Method 


AAT/NAP 


Start 


18197 


End 


22905 


GI 


6069646 


Score 


261 


EjXOIIo 


18197. .18798, 22879.. 22905 






ui uescrxp. 


(AP000616) similar to putative reverse 


transcriptase (AC005315) 




[Oryza sativa] gi | 6907 112 | dbj 


BAA90639. 


11 (AP001129) Similar to 




Arabidopsis thaliana chromosome II BAC 


F9013 genomic sequence, 




putative non-LTR retroelement 


reverse transcriptase. (AC006248) 




[Oryza sativa] 






Seq. No. 


38825 


Seq. ID 


OJ000114_18.0225.C3 


O 'Pl O Mo 


79898 


Strand 




OLdl L ■ 


17403 


End 


22905 


Name 


OJ000114 18.0225.C3.o7.gs 


Method 


GENSCAN 




21021 


End 


21422 


\3 X 


none 


Score 


1 




21021.\21422 • ~ 






Seq. No. 


38825 


Seq. ID 


OJ000114_18.0225.C3 


f^I ono Mo 


79899 


Strand 




Cf a 

O Lalt 


24857 


End 


25249 


Name 


OJ000114 18.0225.C3.o9.gs 


Method 


GENSCAN 


OLdl L 


24857 


End 


25249 


PT 
o 1 


none 


Score 


1 


Exons 


24857. .25249 






Seq. No. 


38825 


Seq. ID 


OJ000114_18.0225.C3 


Gene No. 


79900 


Strand 




jLdiL 


26713 


End 


28229 


Name 


OJ000114 18.0225.C3.ol.ts 


Method 


TBLASTX : Soybean 


Start 


403 


End 


1500 


GI 


none 


Score 


62 


Exons 


403. .600, 751. .966, 859. .963, 


964 . . 1194 


, 1049. .1102, 1216. .1314, 




1226. .1315, 1315. .1500 






Seq. No. 


38825 


Seq. ID 


OJ000114_18.0225.C3 


Gene No. 


79900 


Strand 





38528' 



Of -i -y~ 4- 

otart 


26713 






End 


28229 




Name 


OJ000114 18 


.0225.C3.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


589 






End 


1038 




GI 


none 






Score 


72 




Exons 


589. .654, 757. .1038, 787. .957, 


994. .1038 




Seq. No. 


38825 






Seq. ID 


OJ000114_18.0225 


.C3 


G.ene No. 


79900 






Strand 


- 




Start 


26713 






End 


28229 




Name 


OJ000114 18 


.0225.C3.ol. 


LC 


LYte t noa 


i dlko lA.Lress 




Start 


691 






End 


1566 




GI 


none 






Score 


77 




Exons 


691.. 771, 8 


08. .981, 988 


. . 1146, 


1216. . 


1308, 1474.. 1566 




Seq. No. 


38825 






Seq. ID 


OJ000114 -18.0225 


.C3 


Gene No. 


79900 






Strand 


- 




otart 


26713 






End 


28229 




Name 


OJ000114 18 


.0225.C3.o3. 


till 


Method 


i oLiAb i a : Mai ze 




Start 


793 






End 


1140 




GI 


none 






Score 


121 




Exons 


793. .987, 994. .1140 










Seq. No. 


38825 






Seq. ID 


OJ000114_18.0225 


.C3 


Gene No . 


79900 






Strand 


- 




Start 


26713 






End 


28229 




Name 


OJ000114_18 


.0225.C3.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


1048 






End 


1296 




GI 


none 






Score 


67 




Exons 


1048. . 1194, 


1049. .1102, 


1216. . 


1296 






Seq. No. 


38825 






Seq. ID 


OJ000114_18.0225 


.C3 


Gene No. 


79900 






Strand 






Start 


26713 






End 


28229 




Name 


OJ000114 18 


.0225.C3.o4 . 


tm 


Method 


TBLASTX: Maize 




Start 


1216 






End 


1593 




GI 


none 






Score 


68 




Exons 


1216. . 1296, 


1217. .1297, 


1327. . 


1386, 1420.. 1554, 1421 . . 154 6, 




1-429. .1593 












Seq. No. 


38825 






Seq. ID 


OJ000114_18.0225 


.C3 


Gene No. 


79900 






Strand 






btart 


26713 






End 


28229 




Name 


OJ000114 18 


.0225.C3.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


9096 






End 


9569 




GI 


none 






Score 


280 




Exons 


9096. . 9413, 


9097. .9408, 


9500. . 


9568, 9501.. 9569 




Seq. No. 


38825 






Seq. ID 


OJ000114_18.0225 


.C3 


Gene No. 


79900 






Strand 






Start 


26713 






End 


28229 




Name 


OJ000114 18 


.0225.C3.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


9295 






End 


18790 




GI 


none 






Score 


99 




Exons 


9295. . 9426,. 


9426. . 9662, 


9431. . 


9664, U 


3548. . 18673, 18719 


. .18790 


Seq. No. 


38825 






Seq. ID 


OJ000114_18.0225 


.C3 


Gene No. 


79900 






Strand 







•38529 






Start 


26713 








End 


28229 






Name 


OJ000114 18. 0225. C3. 


o5 tm 


Method TBLASTX : 






Start 


10360 








End 


25265 






GI 


none 








Score 4 9 








Exons 


10360 . 


. 10401, 


10513. 


. 10566, 


13861 . 


. 13914 


13861 


1 7R QQ 






13864 . 


. 13890, 


13864 . 


. 13905, 


13897 . 


. 13938 


1 7RQ7 

1 JO J / 


1 7Q4 7 






13898 . 


. 13990, 


13898 . 


. 13972, 


13901 . 


. 13933 


i 7Q07 


1 7Q9Q 

* . X J Z/ Zs , 






13903. 


. 13947, 


13903. 


. 13932, 


13904 . 


13942 


1 7Q04 

X J Zf \J 4 


1 7981 






13904 . 


. 14014, 


13912 . 


. 13938, 


13952 . 


14137, 


1 7Q c i9 
X J Z? J 


14117 






13976. 


. 14089, 


13982 . 


.14113, 


13982 . 


14011, 


1 7QR S 

X J 3> O J 


1 4 0 6S 






14018 . 


. 14095, 


14029. 


. 14070, 


14029. 


14103, 


i 409Q 

X 4 \J 4L Z? 


14 0^9 






14029. 


. 14109, 


14029. 


. 14136, 


14035 . 


14109, 


1 4 04 1 

X *± \J 4 X 


1 4 0 Q4 

• • X 4 U .7 4 , 






14044 . 


. 14103, 


14053. 


. 14100, 


14060 . 


14143, 


1 4 074 

X *± KJ I 4 


14177 

. . X 4 X J J , 






14074 . 


. 14136, 


14075. 


. 14146, 


14086 . 


141 33 

X 4 J. J J , 


1 4 0Q0 


14174 

. . X 4 X J 4 , 






14095 . 


. 14151, 


14095. 


.14151, 


14 096. 


14152 


1 40QQ 


14167 

. ■ X 4 X U ' , 






14105 . 


. 14167, 


14105. 


.14143, 


14107. 


14142 


1 4 1 OR 

X 4 X U O 


.1414 6, 






14110 . 


. 14142, 


14197 . 


. 14286, 


14203 . 


14265 


1 4 907 


. 14262 , 






14203. 


. 14262, 


14206 . 


.14313, 


14212 . 


14262 


1 4 947 


1 4 9R 4 

. • X 4 c. O 4 , 






14243 . 


. 14323, 


14248 . 


. 14325 


14248 . . 


14322 


1 4 9S4 


1 4 746 

. .X404U, 






14254 . 


. 14325, 


14255 . 


.14326 


14255 


14335 


1 4 9^ 


1 4 79 Q 






14255 . 


. 14329, 


14255 . 


. 14323, 


14255 . , 


14 326 


14 9 60 


1 4 79 S 






14266. 


. 14328, 


14342 . 


.14404 


14 352 . 


14 42 6 


1 4 7SR 

14 JJO 


1 4 7R7 






16141 . 


.16197, 


16156 . 


.16194 


16156 . 


16194 


1 61 QO 

X U X _7 U 


1 699R 






- 16190 . 


16228 . 


16288 . 


. 1 6314 


1 69RR 

X X) O O . * 


1 6790 


1 69RR 


1 67QS 

• • 1U J j J; 


\J 




16288 . 


16362, 


16294 . 


. 16368, 


16294 . . 


16374 


1 6700 


1 6769 

. • 1 U JUL / 






16310 . 


. 16375, 


16310 . 


. 16375, 


i 6 7 i n 

X \J J X \J . * 


1 6767 


1 671 7 

X U O X J 
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16315 . 


16356, 


16316 . 


. 16357 


1 671 R 


1 6769 


1 6771 

ID J Jl 


1 6767 


f Li 




16340 . 


. 16390, 


16342 . 


.16566 


16342 . 


1 64 64 

-L \J 4 U 4 , 


1 674 R 

1DJ4 J 


1 67Q9 






16354 . 


.16401, 


16354 . 


.16545, 


16355 . 


1 64 6R 


1 67^ 


1 64 OS 

. • 1U4U J/ 


: 5 




16360 . 


.16467, 


1 6361 . 


.164 68 


16364 


1 6796 

J- vj J Z> \J , 


1 6767 


1 64 6S 


sJ 




16367 . 


. 16459, 


16370 . 


.16474 


16375 


16470 


1 677 Q 


1 6S71 

• . X U J J X , 


if; 1 




16385 . 


. 16528, 


16385 . 


. 16546 


16393. 


16530 


16427 


1 6441 

• .XU44X, 






16451 . 


. 16525, 


16453 . 


. 16530 


16456 . 


16575 


1 6471 

1U4 / 1 


1 6S70 

■ • 1UJ JU/ 


s 




16502 . 


. 16576, 


16528 . 


. 1658 1 


16529 


16591 


1 6S99 


1 6SR9 


fl 




16531 . 


. 16569, 


16532 . 


. 16570, 


1654 6 


16665 


1 6SS7 

1U J J J 


16666 






16573 . 


. 16677, 


16573 . 


. 16677 


16573. . 


16665 


1 6S74 

X \J *J 1 4 


1 661 R 

• ■ X U U X o , 






16574 . 


.16717, 


16574 . 


. 16627, 


16598. . 


16711, 


1 669R 


1 6797 






16628 . 


. 16732, 


16797 . 


. 16889, 


16803. . 


16895, . 


21108 


21152, 


^ J 




21111. 


.21152, 


21114. 


.2114 6, 


21114 . . 


21152, 


21147 


21275, 


f 1 




21147. 


.21266, 


21147. 


. 21266, 


21147. . 


21275, 


21147 


91966 


o 




21168 . 


.21275, 


21186 . 


.21275, 


21204. . 


21275, 


21206 


.21253, 






21212 . 


. X J J f 


21227 . 


.21253, 


21230. . 


21250, 


21327 


.21362, 






21335 . 


. 2137 6 


24 994 . 


25053 


24994. . 


25053, 


24997 


25053 
. *j \j *j *j , 






25007. 


.25033^ 


25010. 


. 25087 


25028. . 


25087, 


25028 


9S0Q0 

• C* J \J Zt \J f 






25034 . 


.25087, 


25037. 


25096 


25037. . 


25087, 


25037 


9S0Q6 






25037. 


.25087, 


25037. 


25087 


25059. . 


25088, 


25156 


.25248, 






25172. 


.25252, 


25179. 


25265 












Seq. No. 


38825 








Seq. 


ID OJ000114 


18.0225 




Gene No. 


79900 








Strand 








Start 


26713 








End 


28229 






Name 


OJ000114 18. 0225. C3. 


o2 . tm 


Method TBLASTX : Maize 




Start 


18399 








End 


18685 






GI 


none 








Score 


100 








Exons 


18399. 


. 18683, 


18404. 


.18685, 


18482. . 


18685 








Seq. No. 


38825 








Seq. 


ID OJ000114_ 


_18.0225 



38530 




Gene No. 


79900 


' Strand 








Start 


26713 


End 


28229 






M -a Trio 
Lvalue 


n.Tonoi i 4 1 r 099s n n9 n 










O Lai u 


9^996 _ 
4 _> 4 4 U 




9^7ft9 

4 J / O 4 






(IT 


none 




69 

O 4 






IjAUI 1 o 


9^996 9^97Q 9^9ft0 9??1 S 

4 O 4 4 U . .4^4 1 17 r L J^OU . . J Jl J/ 


9^4'6^ 9^S 


Q1 9^619 

-7X, 4 O u 1 4 


9^7ft9 

. . 4 O / O 4 , 






9^690 9^769 

^. JUtU • • 4 .J / U _7 










Seq. No. 


38825 


Seq. ID 


OJ000114 


_18.0225 


.C3 


Gene No. 


79900 


Strand 








OLctl L 


£ u / 1 J 


End 


28229 






Name 


o.toooi i 4 ift 099^ oio 


Method 


GENSCAN 






uLdLL 


9 671^ _ 


End 


28229 






O J. 




Score 


.99 






Exons 


9671^ 967ft1 971 97900 

/ 1 J. .40/01/ 4 ZlJJ. .4 / 4UU/ 


27224. .28229 • 






O C q . IN U . 


"3ft ft 9 6 

J0040 


Seq. ID 


OJ000114 


1 ft 099 S 

X O * U44 O 


P4 


Gene No. 


79901 


Strand 


+ 






Start 


. 3744 


End 


5395 








O.TOOOI 1 4 Ift 099R CA nl nn 


Method 


AAT/NAP 






OLal L 


?070 _ 


End 


5392 






(IT 
\j X 


SO/1 94 1 6 


Score 


652 






LaUU o 


"3070 ^0Q? 49Q0 ^^Q9 










CZ T Plo C /- 1 y~ n o 
OX L^tO^XX^J. 


(AOOOfilQ^ rinkrinwn nrntAin 


[Arabidopsis thaliana] 




Seq. No. 


38826 


Seq. ID 


OJ000114 


_18.0225 


.C4 


Gene No-. 


79901 


Strand 


+ 






OLai L. 


?7 4 4 


End 


5395 






Name 


n.TDnm 1 4 1ft 099S 04 n9 rrQ 


Method 


GENSCAN 






^t- a -r t- 

O LclJL L 


"37 4 4 _ 


End 


5395 






r* T 


none 


Score 


. 98 






LjAUII O 


*3744 4191 4197 R^QR 










Seq. No. 


38826 


Seq. ID 


OJ000114 


_18.0225 


.C4 


Gene No. 


79902 


Strand 


+ 






Of- a r 4- 


6041 

f U *4 X 


End 


6492 






Name 


0.1000114 1ft 099S P4 nl rrr> 


Method 


AAT/GAP 






O LctX L 


604 1 ~ 

OU4 1 


End 


6492 






X 


none 


Score 


870 








6041 64Q9 

UU4 1 . • U *i .7 4 










Seq. No. 


38826 


Seq. ID 


OJ000114 


_18.0225 


.C4 


Gene No. 


79903 


Strand 








O l_ ci X l_ 


1 1 Q9 

X X 7 4 


End 


1533 






Name 


O.T0001 14 1ft 099^ P4 n1 rrQ 
UOUUU114 XO.U44j.V_/*i.OX.yS 


Method 


GENSCAN 






C 4- -) y-J- 

jtdll 


1 1 Q9 ~~ 

X X J4 


End 


1533 






O X 


n nn d 


Score 


1 






Ejauiio 


1 1 Q9 1 

X X .7 4 . . XJJJ 










Q d r~r Mn 
oeq . 1NU . 


38826 


Seq. ID 


OJ000114 


_18.0225 




ocne ino . 


79904 


Strand 








Start 


6334 


End 


10702 






Name 


OJ000114 18.0225.C4.o3.gs 


Method 


GENSCAN 






Start 


6334 


End 


10652 






GI 


none 


Score 


.69 






Exons 


6334. .6434, 7653. .7761, 8092. .8235, 8525. .8659, 


10301. . 


10401, 




10493. .10652 











38531 



Seq. . No. 

Gene "No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



38826 
79904 
6334 

OJ000114 
7230 
6324846 
7230. .72 
10493. .1 
Ytmlp gi 
PROTEIN 
- yeast 
(X89633) 
gil 14206 
cerevisi 



18. 0225. C4 .o2.np. 



8122. .8241, 8618, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.8666, 



OJ000114 18. 0225. C4 



10702 
AAT/NAP 
10637 
126 

10086. . 10192, 



10301. .10389, 



68, 
0637 

124 949051 sp | Q12024 | YTM1_YEAST MICROTUBULE-ASSOCIATED 
YTM1 gi | 2132107 |pir | | S67174 hypothetical protein YOR272w 
(Saccharomyces cerevisiae) gi | 1279699 | emb | CAA61778 | 
hypothetical protein [Saccharomyces cerevisiae] 
10|emb|CAA994 97| (Z75180) ORF YOR272w [Saccharomyces 
ae] gi| 1928989 (U92821)* microtubule-associated protein 



Seq. No. 


38826 


Seq. ID 


OJ000114 


_18.0225, 


.C4 


Gene No. 


79904- 


Strand 








Start 


6334 


End 


10702 






Name 


OJ000114 18.0225.C4.o2.gp 


Method 


AAT/GAP 






Start 


7653 


End 


8794 






GI 


2311835 


Score 


783 






Exons 


7653.. 7761, 8092.. 8235, 8525. 


.8659, 8747. .8794 






Seq. No. 


38826 


Seq. ID 


OJ000114 


_18.0225. 


.C4 


Gene No. 


79904 


Strand 








Start 


6334 


End 


10702 






Name 


OJ000114 18 .0225.C4 .o3.gp 


Method 


AAT/GAP 






Start 


10124 


End 


10702 






GI 


LIB3475-008-P1-K1-H6 


Score 


652 






Exons 


10124. .10192, 10301. .10401, 10493.. 10702 






GI Descrip. 


1 24 94905/sp | Q12024 | YTM1_YEAST 


2.0e-09 


MICROTUBULE-ASSOCIATED 



PROTEIN YTM1 >gi_2132107_pir S67174 hypothetical protein 

YOR272w - yeast (Saccharomyces cerevisiae) 
>gi_1279699_emb_CAA617 78_ (X89633) hypothetical protein 
[Saccharomyces cerevisiae] >gi_14 20610_emb_CAA994 97_ (Z75180) 
ORF YOR272w [Saccharomyces- cerevisiae ] >gi_1928989 (U92821) 
microtubule-associated protein [Sacchar 1 



Seq. No. 38826 

Gene No. 79905 

Start 11820 

Name OJ000114_18 . 0225 . C4 . o2 . tc 

Start 4289 

GI none 

Exons 4289.. 4309,' 4307.. 4519, 4321. 
5012. .5179 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000114_18.0225.C4 

13130 

TBLASTX: Cress 

5179 

37 



,4464, 4531. .4671, 4532. .4672, 



Seq. No. 38826 

Gene No. 79905 

Start 11820 

Name OJ000114_ 

Start 4538 

GI none 

Exons 4538.. 4717, 4751 
5260.. 5418 



0225.C4 .o2.tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000114_18-.0225.C4 
13130 

TBLASTX: Maize 

5418 

106 



.4798, 4969.. 5202, 4970.. 5206, 5216.. 5395, 



•38532 



Seq. No. 38826 

Gene No. 79905 

Start 11820 

Name '■ OJ000114_18 . 0225 . C4 . o2 . 

Start 4538 

GI none 

Exons 4538. .4702, 4757. .4789, 
5266. .5364 

Seq. No. 38826 
Gene No. 79905 
Start 11820 

Name OJ000114_18 . 0225 . C4 . ol . 

Start 7142 
GI none 

Exons . 7142.. 7234, 7147.. 7233, 

7441. .7578, 7448. .7588, 
7656. .7760, 8071. .8214, 

Seq. No. 38826 

Gene No. 79905 

Start 11820 

Name OJ000114_18 . 0225 . C4 . ol . 

Start 7148 

GI none 

Exons 7148.. 7192, 7192.. 7233, 
7441. .7566, 7639. .7719, 




Seq. ID OJ000114_18.0225.C4 
Strand 

End 13130 

ts Method TBLASTX : Soybean 

End 5368 

Score 102 
5014. .5202, 5015. .5206, 5240. .5368, 

Seq. ID OJ000114_18.0225.C4 
Strand 

End 13130 
ts Method TBLASTX : Soybean 

End 8217 

Score 88 
7300. .7341, '7302. .7340, 7440. .7577, 
7494. .7583, 7649.-7756, 7651. .7755, 
8104 . .8217 

.Seq. ID OJ000114_18.0225.C4 
Strand 

End 13130 

tc Method TBLASTX : Cress 

End 7720 

Score 39 
7193. .7234, 7302. .7340, 7440. .7565, 
7649. .7720 



Seq. No. 38826 
Gene No. 79905 
Start 11820 

Name OJ000114_18 . 0225 . C4 . ol . 

Start 7193 
GI none 

Exons 7193.. 7234, 7195.. 7233, 

7440. .7577, 7441. .7578, 
7656. .7760, 8071. .8214, 



Seq. ID OJ000114_18.0225.C4 
Strand 

End 13130 
tm Method TBLASTX :Maize 

End 8217 

Score 70 
7302. .7340, 7303. .7341, 7440. .7562, 
7442. .7588, '7646. .7756, 7651. .7755, 
8081. .8215, 8092. .8217, 8093. .8215. 



Seq. No. 38826 

Gene No. 79905 

Start 11820 

Name OJ000114_18 . 0225 . C4 . o4 . ts 

Start 8585 

GI none 

Exons 8585. .8656, 
9349.. 9414, 



8744. .8866, 8955. 
10082. .10126 



OJ000114_18.0225.C4 
13130 

TBLASTX : Soybean 

10126 

70 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.9050, 9142. .9228, 9143. .9229, 



Seq. No. 38826 
Gene No. 79905 
Start 11820 

Name . OJ000114_18 . 0225 . C4 . o3 . ts 
Start 10133 
GI none 

Exons 10133. .10192, 10134 .. 10199, 

10355. .10393, 104 88. .10622, 



Seq. ID OJ000114_18.0225.C4 
Strand 

End 13130 

Method TBLASTX : Soybean 

End 10622 

Score 58 
10287. .10328, 10304. .10393, 
10501. . 10617 



Seq. No. 



38826 



Seq. ID OJ000114 18. 0225. C4 
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Gene No. 


79905 


Strand 






Start 


11820 


End 


13130 




Name 


O.70001 1 4 18 022S P4 o^ tm 


Method 


TBLASTX: Maize 




O Lai L 


i n^^4 ~~ 


End 


10623 




GI 


none 


Score 


53 




R von s 


10334 10405, 10355 10402 


104 88. . 10622, 104 95. .10623 




Seq. No. 


38826 


Seq. ID 


OJ000114_18.0225. 


C4 


Gene No. 


79905 


Strand 






Start 


11820 


. End 


13130 




LNdltlC 


0,70001 1 4 18 022S P4 o4 ri^ 


Method 


GENSCAN 




q-H a r +- 


X X O \J 


End 


13130 




GI 


none 


Score 


.74 




Pynn o 


11820 11915. 12090 12212 


12619. .12 64 9, 12784. .13130 






38827 


Seq. ID 


OJ000114_18.0225. 




Gene No. 


79906 


Strand 


+ 




Start 


86 


End 


7962 




Name 


OJ000114 18.0225.C5.ol.gs 


Method 


GENSCAN 




o Lai L 


86 


End 


7843 




\j x 


none 


Score 


.76 




R von q 


86. .247, 1990. .2224, 4967. .5084, 5906. 


.6139, 6951. .6984, 






7588. .7843 








cpn Mo 


38827 


Seq. ID 


OJ000114_18.0225. 




fifanp No 


79906 


Strand 


+ 




Start 


86 


End 


7962 




Name 


OJ000114 18.0225.C5.ol.gp 


Method 


AAT/GAP 




Start 


4915 


End 


7962 




GI 


30501 1.R1084 


Score 


1364 




R von q 


4915. .5084, 5906. .6139, 6951 


..6984, 7588.-7962 






, 4678386/emb|CAB41118.1| 4.0e-19 (AL049656) putative prote. 




[Arabidopsis thaliana] T 
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\3- ^ • • 
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Seq. ID 


OJ000114_18.0225. 


C5 


Gene No. 


79906 


Strand 


+ 




Start 


86 . 


End 


7962 




Name 


OJ000114 18.0225.C5'.ol.np 


Method 


AAT/NAP 




O I— a. X L. 


5843 


End 


7828 




O X 


6562314 


Score 


290 




R von 


5843. .6139, 6951. .6984, 7579 


. .7828 








(AL133421) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


38827 


Seq. ID 


OJ000114_18.0225. 


C5 


Gene No. 


79907 


Strand 


+ 






■ 8001 


End 


8349 




IVIcUUC 


OJ000114 18.0225.C5.o2.gp 


Method 


AAT/GAP 




JLdi L 


8001 


End 


8349 




O X 


3762273 


Score 


560 




R von Q 


8001. .8292, 8317. .8349 








Seq. No. 


38827 


Seq. ID 


OJ000114_18.0225. 


C5 


Gene No. 


79908 


Strand 






Start 


8288 


End 


9692 




Name 


OJ000114 18.0225.C5.ol. tm 


Method 


TBLASTX: Maize 




Start 


5866 


End 


6141 




GI 


none 


Score 


388 





38534 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5866. .5946, 5893. . 6141, . 5895 6140, 6007. .6141 



38827 
79908 
8288 

OJ000114JL8, 

5896 

none 

5896. .6141, 

38827 
79908 
8288 

OJ000114_18, 

5896 

none 

5896. .5922, 

38827 
79908 
8288 

OJ000114_18. 

5974 

none 

5974. .6141, 

38827 
79908 
8288 

OJ000114_18. 

8288 

none 

8288. .8313, 



0225.C5.ol. tc 



5910. . 6140 



0225.C5.ol.ts 



Seq. ID OJ000114_18..0225.C5 
Strand 

End 9692 

Method TBLASTX: Cress 

End 6141. 

Score 291 



Seq. ID OJ000114_18.0225.C5 
Strand 

End 9692 

Method TBLASTX : Soybean 

End 6141 

Score 40 



5926. .6141, 5937. .6077, 6096. .6140 



0225.C5.ol.tw 
5976. .6140, 6007. 

0225.C5.o2.gs 
9272.. 9397, 9632. 



Seq. ID OJ000114_18.0225.C5 
Strand 

End 9692 

Method TBLASTX : Wheat 

End 6178. 

Score 252 
.6141, 6038. .6178 



Seq. ID OJ000114_18.0225.C5 
Strand 

9692 
GENSCAN 
9692 
.85 



End 

Method 
End 
Score 
.9692 



38828 
79909 
4810 

OJ000114__18.0225.C6.ol.gp 

4810 

none 

4810. .5309 

38828 
79910 
7449 

OJ000114_18.0225.C6.o3.gp 

7449 

none 

7449^ .7794 

38828 
79911 
2202 

OJ000114_18.0225.C6.ol.gs 

2202 

none 

2202. .3185 



Seq. ID OJ000114_18.0225.C6 

Strand + 

End 5309 

Method AAT/GAP 

End 5309 

Score 891 



Seq. ID OJ000114_18.0225.C6 

Strand + 

End 7794 

Method AAT/GAP 

End 7794 

Score ■ 659 



Seq. ID OJ000114_18.0225.C6 
Strand 

End 3185 

Method GENSCAN 

End 3185 

Score .98 



38535 



Seq. No. 


38828 








Seq. ID 


OJ000114 


_18.0225.C6 


Gene No. 


79912 








Strand 






Start 


4927 








End 


9071 




Name 


OJ000114 18 


. 0225 . 


C6 . o3 . 


tm 


Method 


TBLASTX: 




Start 


4867 ~~ 








End 


8076 




GI 


none 








Score 


127 




Pvnn S 


4867 5061 
^ \j \j i . • \j \j j- j 


4929 . 


. 5027 , 


4 931 


.5059, 5300.. 5362, 


7767 7R74 




7774 7908 


7778 . 


. 7906, 


8014 


.8076 






Seq. No. 


38828 








Seq. ID 


OJ000114 


_18.0225.C6 


Gene No. 


79912 








Strand 






Start 


4927 








End 


9071 




Name 


OJ000114 18 


. 0225 . 


C6.ol. 


np 


Method 


AAT/NAP 




Start 


4900 ~~ 








End 


7167 




GI 


2911358 








Score 


744 




Exons 


4900 5038, 


5280 . 


.5689, 


5776. 


.5994, 6764. . 6933, 


7041 7167 


\J ^ L*r \— »■ O Vw^ ^ J- m 


{ AF04 104 3 ) 


^ADPH 


HC toxin reductase [Zea mays] 




Seq. No. 


38828 








Seq. ID 


OJ000114 


_18.0225.C6 


Gene No. 


79912 








Strand 






Start 


4927 








End 


9071 




Name 


OJOOOI 14 1 R 

V/ U W U v X X 1 X (J 


. 0225 . 


C6.ol. 


ts 


Method 


TBLASTX: 




Start 


4 927 _ 








End ' 


8320 




GI 


none 








Score 


59 




Exons 


4927 5025. 


5309 . 


.5539, 


5384. 


.5476, 5570. .5608, 


5574 5609 




7774 7866 


8023 . 


.8319, 


8084. 


.8227, 8285. .8320 
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38828 








Seq. ID 


OJ000114 


_18.0225.C6 


Gene No. 


79912 








Strand 






Start 


4927 








End 


9071 




Name 


OJ000114 18 

vUUvv J — X U 


. 0225 . 


C6.o2. 


gs 


Method 


GENSCAN 




Start 


4927 ~~ 






End 


8843 




GI 


none 








Score 


.73 




Exons 


4927 5059, 


5301 . 


.5689, 


5776. 


.5994, 6764.. 6933, 


7041 7175 




7278 7408 


77 90 . 


.7906, 


8015. 


.8397, 8628.. 8843 




Seq. No. 


38828 








Seq. ID 


OJ000114 


_18.0225.C6 


Gene No. 


79912 








Strand 






Start 


4927 








End 


9071 




Name 


OJ000114 18 


. 0225 . 


C6.o2. 


tm 


Method 


TBLASTX: 


Mai z e 


Start 


5364 ~~ 








End 


8332 




GI 


none 








Score 


128 




Exons 


5364 . . 5537, 


5364 . 


.5417, 


5366. 


.5548, 5531.. 5620, 


5534 5620 




5550 5621 


5550 . 


.5645, 


8078. 


.8332, 8080.. 8331 




Qpn No 


38828 

J U U c U 








Seq. ID 


OJ000114 


1 R D? 0 R Pfi 

lO ■ \J /L 4L. ~J . ^ vJ 




79912 * 








Strand 






Start . 


4927 








End 


9071 




Name 


OJ000114 18 


.0225. 


C6.ol . 


tm 


Method 


TBLASTX: 


Maize 


Start 


5776 








End 


8860 




GI 


none 








Score 


53 




Exons 


5776. .5823, 


5776. 


.5859, 


5857. 


.6000, 56 


79. .5995, 


6764 . . 6931, 




6764 . . 6931, 


6765. 


.6932, 


6994 . 


.7137, 7042. .7134, 


7043. .7138, 




7061. .7138, 


8628. 


.8681, 


8628. 


.8720, 8706. .8846, 


8725. .8850, 




8728. .8844, 


8771. 


.8860, 


8783. 


.8851 







38536 



Seq. No. 


ooooo 
joozo 


Seq. ID 


OJUUU114 lo.0225.Cb 


Gene No. 


/ y y±Z 


Strand 




Start 


4927 


End 


9071 


Name 


OJ000114_18.0225.C6.o2.gp 


Method 


AAT/GAP 


Of ivt- 


cono 


End 


7167 


C T 


/ i? U j 1 . KiUo4 


Score 


697 


Exons 


c ono cqq/i ciCA co^^ t n yi i 


. .7167 




GI Descrip. 


^ y 1 1 jdz / go ( /\acu4J jj . 1 1 z . ue 


-77 (AF041045) NADPH HC toxin 




reductase [Zea mays] 1 






Seq. No. 


38828 


Seq. ID 


OJ000114_18.0225.C6 


Gene No. 


79912 


Strand 




otart 


4 y*: / 


End 


9071 


Name 


OJUUU114 ±0 . UZZO . Cb . Oz . tS 


Method 


TBLASTX: Soybean 


Start 


b / / U 


End 


7141 


r> -r 

hi 


none 


Score 


63 


Exons 


annc\ ^cm th/io 7i*3yi tHjIC 
o//U..oyjl / /U4Z../1J4, /U4 b 


..7141, 7049. .7138 


Seq. No. 


38828 


Seq. ID 


OJ000114_18.0225.C6 


Gene No. 


79912 


Strand 




o cart 


4 y^ / 


End 


9071 


Name 


OJUUU114 lo . UZZo . Co . Ol . tC 


Method 


TBLASTX: Cress 


Start 


0/ /b 


End 


7134 


GI 


none 


Score 


108 


Exons 


o//b..oyol, /Q45../1J4 






Seq. No. 


00000 
00 ozo 


Seq. ID 


OJ000114_18.0225.C6 


Gene No. 


79912 


Strand 




Start 


4927 


End 


9071 


Name 


UJUUU114 lo . UZZ D . Lb . oz . np 


Method 


AAT/NAP 


Start 


"7 "7 A 1 

1 1 4 / 


End 


9071 


GI 


1 n 0 n c\ c\ 0 

1 9z 99 yy 


Score 


584 


Exons 


//4/../yil, ouzo. .ooy/, obzo 


. .8843, 9041. . 9071 


GI Descrip. 


vU//4bJ) NAUrn-flepenaent hl- 


toxin reductase [Hordeum vulgare 


beq. no. 


j 0 0 z y 


Seq. ID 


OJ000114_18.0225.C7 




79913 


Strand ■ 


+ 


Start 


232 


'End 


'4715 


Name 


OJ000114 18.0225.C7.ol.np 


Method 


AAT/NAP 


Start 


232 


End 


4715 


GI 


6069646 


Score 


963 


Exons 


232.. 1057, 1339. .1381, 3819. 


.4715 




GI Descrip. 


(AP000616) similar to putative reverse 


transcriptase (AC0053 



[Oryza sativa] gi | 6907 112 | dbj | BAA90639 . 1 | (AP001129) Similar to 

Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 

putative non-LTR retroelement reverse transcriptase. (AC00624 8) 
[Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



38829 Seq. ID 

79914 Strand 

7420 End 

OJ000114_18.0225.C7 .o2.tm Method 

102 End 

none " Score 



OJ000114_18.0225.C7 
7757 

TBLASTX: Maize 

558 

79 



102. 



38829 



128, 112. .198, 214. .468, 228. .452, 457. .558, 477. .557 

Seq. ID OJ000114 18. 0225. C7 



- 38537 




Gene No. 


79914 


Strand 








7 4 9 n 
/ 4 ^ u 


Fnn* 
HjIiu. 


77^7 




Name 


piinnniTd ift n99R ci o9 


KA i~\ 4- Vi y-J 

i*icunou 






OLdlL 


4 4 O 




714' 
/ X 4 




pt 

\3 X 


none 




1 7ft 
x / o 




TP von c: ■ 
Hi Awl 10 


44ft 714 61 S 68 9 








Seq. No. 


38829 


Seq. ID 


OJ000114_18.0225 


,C7 


Gene No. 


79914 


Strand 








7 4 9 n 

/ 4 £. u 


End 


7757 




Name 


n.innni 1 4 ift 099s P7 ni -t-m 


Method 


TBLASTX: Maize 






S ^ft ~~ 


End 


1245 




fir 
ox 


none 


Score 


157 




Exons 


SSft 710 SSQ 714 7Q^ 194^ 


, 804. .1121 




Seq. No. 


38829 


Seq. ID 


OJ000114_18.0225 


.C7 


Gene No. 


79914 


Strand 


- 






7420 


End 


7757 




Name 


OJ000114 18.0225.C7.ol.tw 


Method 


TBLASTX: Wheat 




O Lai L 


886 


End 


1326 




P T 


none 


Score 


244 




IT 1 von c 


886. .1191, 888. .1139, 1204. .1326 






Seq. No. 


38829 


Seq. ID 


OJ000114_18.0225 


.C7 


Gene No. 


79914 


Strand 






O Lai L 


742.0 


End 


7757 




Name 


OJ000114 18.0225.C7.o3.tm 


Method 


TBLASTX: Maize 




OLall 


4138 


End 


4 662 




P T 
ox 


none 


Score 


285 




IT 1 v r\ c? 


4138. .4644, 4269. .4457, 4486. 


.4662 






Can Mo 

o c q . in u . 


38829 


Seq. ID 


OJ000114_18.0225 


P7 


Conn \1 


79914 


Strand 






Start 


7420 


End 


7757 




Name 


OJ000114 18.0225.C7.ol.gp 


Method 


AAT/GAP 




Start 


7080 


End 


7135 




P T 
O X 


20723 1.R1084 


Score 


58- 






7080. .7135 










f 2149018/gb|U70541|OSU70541 8 


. 0e-14 Oryza sativa putative 




ADP-glucose pyrophosphorylase 


subunit 


SH2 and putative 






NADPH-dependent reductase Al 


genes, complete cds 1 




Seq. No. 


38829 


Seq. ID 


OJ000114_18.0225 


.C7 


Gene No. 


79914 


Strand 






OLdl L 


7420 


End 


7757 




Name 


OJ000114 18.0225.C7.o2.gs 


Method 


GENSCAN 




c -(- ;3 t- t- 


7420 


End 


7724 




P T 
ux 


none 


Score 


.67 




Exons 


7420. .7518, 7587. .7724 










38829 


Seq. ID 


OJ000114_18.0225 


.C7 


Gene No. 


79914 


Strand 






Start 


7420 


End 


7757 




Name 


OJ000114 '18.0225.C7.o4.tm 


Method 


TBLASTX: Maize 




Start 


7581 


End 


7755 




GI 


none 


Score 


201 




Exons 


7581. .7754, 7588. .7755 









38538 



O " . Vi VJ . 


J O O £. -7 




Seq. ID 


OJ000114_18.0225 


C7 


Gene No'. 


79914 




Strand 






Start 


7420 . 




End 


7757 






n.TOnm 1 4 18 099S r7 n? rrr> 
yuyuuii 1 ! xo • u&l j • ^ / • l>z, • y 




Method 


AAT/GAP 




O Let I. L 


7 Sfi7 _ 

/JO/ 




End 


7757 






7Qm i ri n fi 4 




Score 


278 




Exons 


7^R7 77S7 

f JO / i • / I ~J 1 












1 9 Q1 1 "369 /rrh 1 AAP04 11 9 




77 (AF041045) NADPH HC toxin 




IcUULLdbc i£j*5a uldyoj 










Seq. No. 


38830 




Seq. ID 


OJ000114_18.0225, 


C8 


UCllC LN L> . 


7QQ1 5 

/ _7 _? X D 




Strand 






C +- a y-f 

OLalt 


1 Q9 




End 


771 




Name 






Method 


TBLASTX: Soybean 




Of a y~j- 


1 




End 


768 




ox 


none 




Score 


188 




Exons 


1 447 9 ^1 4Q4 RPD 


£4 ^ 


..768, 644. .766 




Seq. No. 


38830 




Seq. ID 


OJ000114 18.0225. 


C8 




7QQ1 5 




Strand 


- 




O LdX L 


1 Q9 

X 




End 


771 




Name 


01000114 1ft 099R Pft a9 i-tyi 




Method 


TBLASTX: Maize 




o Lai L 


1 

X 




End 


126 




r; t 


none 




Score 


110 




£iXOJl5 


1 1 90 1 1 9 9 194 
X..XZU/ 1 . . iZO r £ * • Lc.H 










Seq. No. 


38830 




Seq. ID 


OJ000114JL8.0225. 


C8 


oclltr LN L> • 


79915 




Strand 


- 




O +- -3 

OLdX L 


192 




End 


771 




Name 


OJ000114 18.0225.C8.ol.tm 




Method 


TBLASTX: Maize 




Olal L. 


127 




End 


771 




riT 


none 




Score 


258 




LAUi lo 


127. .447, 127. .447, 638. .769, 


643. .771 






Seq. No. 


38830 




Seq. ID 


OJ000114_18.0225. 


C8 


CZ o ■pi o Nl /~\ 


79915 




Strand 






O Cdl L 


192 




End 


771 




Name 


OJ000114 18.0225.C8.ol.gs 




Method 


GENSCAN 




Q-l- a r~+- 
u Ldl L. 


192 




End 


444 




(IT 
\J X 


none 




Score 


.88 




HiXOIlo 


192. .444 










Seq. No. 


38831 




Seq. ID 


OJ000114_18.0225. 


C9 


UCllC LNL> • 


79916 




Strand 






Qfa y~+- 

O La X7 L 


126 




End 


521 




Name 


OJ000114 18.0225.C9.ol.gs 




Method 


GENSCAN 




OLai L 


126 




End 


521 




r; T 
yj X 


none 




Score 


.74 




Exons 


126. .521 










Seq. No. 


38831 




Seq. ID 


OJ000114_18.0225. 


C9 


Gene No. 


79917 




Strand 






Start 


1408 




End 


1473 




Name 


OJ000114 18.0225.C9.ol.tm 




Method 


TBLASTX: Maize 




Start 


3 




End 


318 




GI 


none 




Score 


153 





38539 



Exons 



3. .164, 4. .165, 165. .197, 166. .213, 280. .318 



Seq. No. 38831 
Gene No. 79917 
Start ...1408 

Name OJ000114_18 . 0225 . C9 . ol . gp 

Start 1408 

GI LIB3477-003-P1-K1-E9 
Exons 1408.. 1473 

GI Descrip. ' 24 98586/sp | Q40638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



Seq. ID OJ000114_18.0225.C9 
Strand 

End 1473 

Method - AAT/GAP 

End' 1473 

Score 108 



Seq. No. 38832 Seq. ID OJ000114_18 . 0225 . C10 

Gene No. 79918 Strand 

Start 1 End 7303 

Name OJ000114_18 . 0225 . C10 . ol . np Method AAT/NAP 

Start 1 End 5176 

GI 3451463 Score 282 

Exons 1..134, 1326. .1584, 1912. .2030, 2471. .2688, 3462. .3525, 
5063. .5176 

GI Descrip. (AL031349) hypothetical protein [ Schizosaccharomyces pombe] 



Seq. No. 38832 
Gene No. 79918 
Start 1 

Name OJ000114_18 . 0225 . C10 ,ol 

Start 72 
GI none 

Exons 72.. 197, 789.. 908, 1355 

3308. .3399, 3462. .3659, 
6937. .7015, 7246. .7303 

Seq. No. 38832 
Gene No. 79918 
Start 1 

Name OJ000114_18 . 0225 . C10 . ol 

Start 1674 
GI none 

Exons 1674.. 1766, 1676.. 1777, 

1919. .2032, 2452. .2688, 
3460.. 3525, 3466.. 3540, 

Seq. No. 38832 

Gene No. 79918 

Start 1 

Name OJ000114_18 . 0225 . C10 . ol 

Start 1914 

GI none 

Exons 1914.. 2051, 1919.. 2032, 
3459. .3509, 3463. .3510, 

Seq. No. 38833 

Gene No. 79919 

Start 2553 

Name OJ000114_18 . 0225 . Cll . o2 

Start 2553 



Seq. ID OJ000114_18. 0225. C10 
Strand 

End 7303 
.gs Method GENSCAN 

End 7303 

Score .46 
..1765, 1916. .2030, 2471. .2688, 
3664. .3764, 5283.. 5391, 6230.. 6327, 



Seq. ID OJ000114_18. 0225. C10 
Strand 

End 7303 

.tm Method TBLASTX : Maize 

End 3605 

Score 104 
1676. .17 65, 1913. .2032, 1914. .2030, 
2475. .2687, 2506. .2697, 3459. .3509, 
3570. .3605 

Seq. ID OJ000114_18 .0225. C10 
Strand 

End 7303 

.ts Method TBLASTX : Soybean 

End 3599 ' 

Score 77 
2444. .2566, 2452. .2688, 2453. .2686, 
3570. .3599 

Seq. ID OJ000114_18. 0225. Cll 

Strand + 

End 4 938 

.np Method AAT/NAP 

End • 4 938 



38540 



GI 6016874 Score 317 

Exons 2553.. 2604, 4713.. 4938 

GI Descrip. (AP000570) ESTs C19143 (E10020 ) , D25076 (R3116) correspond to a 
region of the predicted gene.; Similar to putative AC 9 
transposase. (P03010) [Oryza sativa] 



Seq. No. 38833 Seq. ID 

Gene No. 79919 Strand 

Start 2553 End 

Name OJ000114_18 . 0225 . Cll . ol . np Method 

Start 4452 End 

GI 6907084 Score 

Exons 4452. .4616 

GI Descrip. (AP001129) hypothetical protein [Oryza sativa] 



OJ000114_18. 0225. Cll 
+ 

4938 
AAT/NAP 
4616 
243 



Seq. No. 38833 Seq. ID 

Gene No. 79920 Strand 

Start 6100 End 

Name OJ000114_18 . 0225 . Cll . o3 . np Method 

Start 6100 ' End 

GI 6498457 Score 

Exons 6100.. 6355, 6684.. 6712 

GI Descrip. (AP000816) EST AU032536 ( S10696) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



OJ000114_18. 0225. Cll 

6712 
AAT/NAP 
6712 
74 



Seq. No. 38833 . Seq. ID 

Gene No. 79921 Strand 

Start 8292 End 

Name OJ000114_18 . 0225 .Cll . o3 . gs Method 

Start 8292 End 

GI none Score 

Exons 8292.. 8359, 8685.. 8742 



OJ000114_18. 0225. Cll 

8742 
GENSCAN 
8742 
.64 



Seq. No. 


38834 


Seq. ID 


OJ000114_1E 


.0225 


.C12 


Gene No. 


79922 


Strand 


+ 






Start 


522 


End 


2812 






Name 


OJ000114 18.0225.C12.ol.gs 


Method 


GENSCAN 






Start 


522 


End 


2575 






GI 


none 


Score 


. 92 






Exons 


522. .602, 1415. .1517, 1612.. 


2213, 2408 


. .2575 






Seq. No. 


38834 


Seq. ID 


OJ000114_1£ 


.0225 


.C12 


Gene No. 


79922 


Strand 


+ 






Start 


522 


End 


2812 






Name 


OJ000114 18.0225.C12.ol.np 


Method 


AAT/NAP 






Start 


1295 


End 


2812 






GI 


6562303 


Score 


388 






Exons- 


1295.. 1517, 1612.. 2135, 2229 


..2593, 2774. .2812 






GI Descrip. 


(AL133421) putative protein 


[Arabidops 


is thaliana] 







Seq. No. 38834 

Gene No. 79922 

Start 522 

Name OJ0001 14_18 . 0225 . C12 . ol . tm 

Start 1866 

GI none 
Exons 



Seq. ID OJ000114 18.0225.C12 



Strand 
End 

Method 

End 

Score 



+ 

2812 

TBLASTX: Maize 

2222 

188 



1866. .2063, 1869. .2072, 2077. .2214, 2077. .2214, 2097. .2222 



38541 




Seq. No. 


38835 




Seq. ID 


OJ000114 


_18.0225 


.C13 


bene wo. 


/ y yz j 




btrana 








Of — , V-+" 


CI Q 

JIO 






1 TAT 

1 /U j 






Name 


UJUUUll^ lo . UzZo . L*l J . OI . 


gs 


Method 








bt art 


JIO - 




bna 


1 R n q 

lo / y 








none 




Score 


n a 






Exons 


MQ £"3Q 1 "3 C *7 1 CTQ 

Mo. . Ojo, IjD / . . id / y 












Seq. No. 


38835 




Seq. ID 


OJ000114 


_18.0225 


.C13 


Gene No . 


/ y yz o 




Strand 








otart 


c; i q 
o lo 




End 


1703 






Name 


(JJUUU114 lo.Uz^O.LlJ.Oi. 


t s 


Method 


TBLASTX: 


Soybean 




b tart 






End 


1688 






none 




Score 


53 






Exons 


Ijjj. .Idoo, UbU. .l3Z4, 


1 C A/T 

loUb . 


.1541, 1576. .1620 






Seq. No. 


38835 




Seq. ID 


OJ000114 


_18.0225 


-C.13 


Gene No . 


/ y yz o 




Strand 








b tar l 


CI Q 

3 lb 




End 


1703 






Name 


riTfinni 1 i q n o o c. oil ^ 1 
UJUUU113 lo.UzZj.blj.Ol. 


tc 


Method 


TBLASTX: 


Cress 




btart 






End 


1703 








none 




Score 


58 






Exons 


1 oco i/i/io i / cq 
UOZ..144Z, 1400..1/UJ, 


14 / / . 


.1608 








Seq. No. 


38836 




Seq. ID 


OJ000114 


_18.0225 


.C14 


Gene No. 


79924 




Strand 








Start 


96 




End 


270 






Name 


OJ000114 18.0225.C14.ol. 


tc 


Method 


TBLASTX: 


Cress 




Start 


96 




End 


270 






GI 


none 




Score 


130 






Exons 


96.. 269, 106.. 270 













Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38837 Seq. ID 

79925 Strand 

1 End 6926 

OJ000204_18 . 0 2-3,5 . CI . ol . np 'Method- AAT/NAP 

1 End 5011 

6382494 Score 3828 
1..1463, 1970. .5011 

(AC010704) unknown protein [Arabidopsis thaliana] 



OJ000204 18. 0225. CI 



38837 
79925 
1 

OJ000204_18. 0225.Cl:ol.gs 

230 
none 



Seq. ID OJ000204_18.0225.C1 
Strand 

End • 6926 

Method GENSCAN 

End 6926 

Score .45 



230. .373, 977. .1400, 1970. .4814, 5263.-5323, 6869. .6926 



38837 
79925 
1 

OJ000204_18. 0225.Cl.ol.tm 

324 

none 



Seq. ID OJ000204_18.0225.C1 
Strand 

End 6926 

Method TBLASTX : Mai ze 

End 2524 

Score 154 



324. .500, 402. .827, 460. .804, 2423. .2524 
- 38542 



Seq. No. 38837 

Gene No. 79925 

Start 1 

Name OJ000204_18 . 0225 . CI . ol . ts 

Start 342 

GI none 
Exons 



Seq. ID OJ000204_18 .0225. CI 
Strand 

End 6926 

Method TBLASTX : Soybean 

End 807 

Score 75 



342. .647, 460. .645, 657. .806, 679. .807 



Seq. No. 38837 

Gene No. 79925 

Start 1 

Name OJ000204_18 . 0225 . CI . ol . tc 

Start 804 

GI none 
Exons 



Seq. ID OJ000204_18 .0225. CI 
Strand 

End 6926 

Method TBLASTX .-Cress 

End 1226 

Score 160 



804. .1226, 826. .1116, 897. .1145 



Seq. No. 38837 

Gene No. 79925 

Start 1 

Name OJ000204_18 . 0225 . CI . o2 . tm 

Start 997 

GI none 
Exons 



Seq. ID OJ000204_18 .0225. CI 
Strand 

End 6926 

Method TBLASTX : Mai ze 

End 1391 

Score 77 



997. .1110, 1020. .1391, 1152. .1343, 1180. .1362 



Seq. No. 38837 

Gene No. 79925 

Start 1 

Name OJ000204_18 . 0225 . CI . o2 . ts 

Start 2796 

GI none 

Exons 2796.. 3044, 2798.. 3046 



Seq. ID OJ000204_18.0225.C1 

Strand . - 

End 6926 

Method TBLASTX : Soybean 

End 3046 

Score 107 



Seq. No. 38837 

Gene No. 79925 

Start 1 

Name OJ000204_18 . 0225 . CI . o2 . tc 

Start 3395 

GI none 

Exons 3395.. 3700, 3396.. 3707 



Seq. ID OJ000204_18.0225.C1 
Strand 

End 6926 

Method TBLASTX : Cress 

End 3707 

Score 165 



Seq. No. 38838 

Gene No. 79926 

Start 8405 

Name OJ000204_18 . 0225 . C3 . o2 . gp 

Start 8405 

GI none 

Exons 8405.. 8723 



Seq. ID OJ000204_18.0225.C3 

Strand + 

End 8723 

Method AAT/GAP 

End 8723 

Score % 599 



Seq. No. 38838 

Gene No. 79927 

Start 13143 

Name OJ000204_18 . 0225 . C3 . o3 . gp 

Start 13143 

GI none 

Exons 13143. . 13733 



Seq. ID OJ000204_18.0225.C3 

Strand + 

End 13733 

Method AAT/GAP 

End 13733 

Score 1182 



38543 




Seq. No. 


38838 


Seq. ID 


OJ000204_18 


.0225 


.C3 


Gene No. 


79928 


Strand 


+ ■ 






otart 


1 CI QO 

1J loo 


End 


18549 






Name 


UJUUU^U4 lo.Uzzj.Lo.Oo.gS 


Method 


GENSCAN 






b tare 


1 CI QQ 

Id loo 


End 


15960 






C T 


none 


Score 


.67 






Exons 


1 CI 1 EC HQ 1 CCQQ 1 cct;i 


15682. .15960 






beq. wo. 




Seq. ID 


OJ000204_18 








79928 


Strand 


+ 






Start 


15183 


End 


18549 






Name 


OJ000204 18. 0225.C3.o4 .np 


Method 


AAT/NAP 






Start 


15227 


End 


18549 






GI 


4680199 


Score 


168 






Exons 


15227. .15503, 16863 .. 16925, 


18514. .18549 






GI Descrip. 


(AF114171) hypothetical protein [Sorgh 


urn bicolor] 







Seq. No. 38838 
Gene No. 79929 
Start 24325 

Name OJ000204_18 . 0225 . C3 . 06 . np 

Start 24325 
GI 6630699 
Exons 24325.. 24402 

GI Descrip. (AP000969) hypothetical protein [Oryza sativa] 

gil 6721536|dbj IBAA89566.il (AP001073) hypothetical protein 
[Oryza sativa] 



Seq. ID OJ000204_18.0225.C3 

Strand + 

End 24402 

Method AAT/NAP 

End 24402 

Score 73 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



38838 Seq. ID OJ000204_18 . 0225 . C3 

79930 Strand 

1 End 3639 

OJ000204_18.0225.C3.ol.np Method AAT/NAP 

1 End 3399 

4678932 Score 278 

1..196, 419. .522, \1251. .1406, 1880. .1934, 2163. .2348, 3230. .3399 
(AL049711) hypothetical protein [Arabidopsis thaliana] 



38838 
79930 
1 

OJ000204_18.0225.C3.ol.gp 
107 

LIB3434-021-P1-K1-H4 



Seq. ID OJ000204_18.0225.C3 
Strand 

End 3639 

Method AAT/GAP 

End 1438 

Score 509 



107. .196, 419. .522, 1308. .1438 

'5852182/emb|CAB55420'.l| 9.0e-13 (AL117265) zhb0012.1 [Oryza 
sativa] 1 



Seq. No. 38838 

Gene No. 79930 

Start 1 

Name OJ000204_18 . 0225 . C3 . ol . gs 

Start 164 

GI none 
Exons 



Seq. ID OJ000204_18.0225.C3 
Strand 

End 3639 

Method GENSCAN 

End 3639 

Score . 8 



164. .196, 1308. .1406, 1880. .1934, 2163. .2348, 3230. .3639 



Seq. No. 
Gene No. 



38838 
79931 



Seq. ID OJ000204_18.0225.C3 
Strand 



38544 



Start 


6669 


End 


15400 


Name 


/~\ innnon/ 1 o none oo «o ^ 

OJUUUzU4 lo . U^25 . C J . oz . gs 


Method 


GENSCAN 


Start 




End 


13653 


GI 


none 


Score 


:5l 


Exons 


C d £C\ T *D "7 -7 /T n o 01/11 O O O /I 


..8347, 8372. .8501 




1 O A O C 1 1 O A 1 "3 1 O O 1 OOOfl 

izUzo . . loizu , 1 Jizo . . 1 Jzjy , 


13454. .13653 


Seq. No. 


OOOOO 


Seq. ID 


OJ00020 


Gene No. 


79931 


Strand 




Start 


6669 


End 


15400 


Name 


OJ000204 18.0225.C3.o2.np 


Method 


AAT/NAP 


Start 


8731 


End 


13096 


GI 


2586082 


Score 


4961 


Exons 


8731.. 10383, 10423.. 13096 






GI Descrip. 


(U72725) retrofit [Oryza longistaminata] 


Seq. No. 


38838 


Seq. ID 


OJ00020 


Gene No. 


79931 


Strand 




Start 


6669 


End 


15400 


Name 


OJ000204 18.0225.C3.o3.np 


Method 


AAT/NAP 


Start 


12022 


End 


15400 


GI 


1651851 


Score 


41 


Exons 


12022. .12107, 134 54. .13696, 


15378. . 15400 


GI Descrip. 


(D90900) erythroid ankyrin [Synechocystis sp.] 


Seq. No. 


38838 


Seq. ID 


OJ00020 


Gene No. 


79932 


Strand 




olaiL 


18703 


End 


24264 


Name 


OJ000204 18.0225.C3.o5.np 


Method 


AAT/NAP 


Start 


18703 


End 


24264 


GI 


5922620 


Score 


782 


Exons 


18703. .18802, 22422 .. 22538 , 


22717. .22893, 2294 




24053. .24185, 24226. .24264 






GI Descrip. 


(AP000492) EST D15357 (C0514 ) 


corresponds to a 



18. 0225. C3 



predicted gene, 
gi| 6016853 | dbj i 
corresponds to 
protein [Oryza 



,23158, 



region of the 
; hypothetical protein [Oryza sativa] 
BAA85196.il (AP000570) EST D15357 (C0514 ) 
a region of the predicted gene.; hypothetical 
sativa] 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38838 
79933 
24540 

OJ000204_18 . 0225 . C3 . o5 . tm 

397 

none 



Seq. ID OJ000204_18.0225.C3 
Strand 

End 24641 

Method TBLASTX: Maize 

End 2420. 

Score 63 



397. .468, 404. .457, 417. .476, 461. .523, 469.-525, 470. .523, 
1284. .1331, 1289. .1330, 1312. .1464, 1320. .1403, 1330. .1407, 
1857. .1937, 1860. .1937, .1877. .1960, 1877. .1960, 2168. .2359, 
2176. .2403, 2177. .2359, 2202. .2420 



Seq. No. 38838 

Gene No. 79933 

Start 24540 

Name OJ000204_18 . 0225 . C3 . ol . tm 

Start 8731 

GI none 
Exons 



Seq. ID OJ000204_18.0225.C3 
Strand 
End 

Method 
End 
Score 



24641 

TBLASTX: Maize 

9387 

43 



8731. .8952, 8888. .8953, 8989. .9387, 9041. .9373 



38545 



Seq. No. 


38838 






Gene No . 


/yyjj , 






btart 


O A c a r\ 






Name 


OJ0002U4_lo 




Co . Ol . 


otart 


o /oz 








none 






Exons 




o o bo 


. yyoz , 


Seq. No. 


38838 






Gene No. 


79933 






Start 


24540 






Name 


OJ000204 18 


0225 


C3.ol. 


Start 


9142 






GI 


none 






Exons 


9142. .9579, 


9143. 


.9229, 



Seq. ID OJ000204_18.0225.C3 
Strand 

End 24 641 

ts Method TBLASTX : Soybean 

End 9378 

Score 51 
8987.. 9190, 9251.. 9376 

Seq. ID OJ000204_18.0225.C3 
Strand 

End 24641 

tw Method TBLASTX : Wheat 

End 9579 

Score 46 
9250.. 9405, 9257.. 9574 



Seq. No. 38838 Seq. ID 
Gene No. 79933 Strand- 
Start 24540 End 
Name OJ000204_18 . 0225 . C3 . o3 . tc Method 
Start 9445 End 
GI none Score 
Exons ' 9445. . 9693 



OJ000204_18.0225.C3 
24641 

TBLASTX: Cress 

9693 

199 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38838 

79933 

24540 

OJ000204 

9520 

none 



18.0225.C3.o2.tm 



Seq. ID OJ000204_18.0225.C3 
Strand 
End 

Method 
End 
Score 



24641 

TBLASTX: Maize 

9960 

38 



9520.. 9960, 9560.. 9607, 9650.. 9754, 9791.. 9940 



Seq. No. 


38838 






Seq. ID 


OJ000204_18.0225 


.C3 


Gene No. 


79933 






Strand 






Start 


24540 






End 


24641 




Name 


OJ000204 18. 


022.5. 


C3.o3. tw 


Method 


TBLASTX: Wheat 




Start 


9580 






End 


10093 




GI 


none 






Score 


93 




Exons 


9580. .9756, 


9748. 


.10092, 9788 


. . 9940, 


9974 . .10093 




Seq. No. 


38838 






Seq. ID 


OJ000204_18.0225 


.C3 


Gene No. 


79933 






Strand 






Start 


24540 






End 


24641 




Name 


OJ000204 18. 


0225. 


C3.o2.ts 


Method 


TBLASTX: Soybean 




Start 


9757 






End 


10275 




GI 


5509260 






Score 


128 




Exons 


9757. .10275, 


9770 


..9934, 9980 


. .10135, 


10160. . 10261 




GI Descrip. 















Seq. No. 38838 Seq. ID 

Gene No. 79933 Strand 

Start 24540 End 

Name OJ000204_18 . 0225 . C3 . o2 .tc " Method 

Start 9874 End 

GI none Score 

Exons 9874.. 10143, 9875.. 10144 



OJ000204_18.0225.C3 
24641 

TBLASTX: Cress 
10144 •< 
152 



38546 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



38838 

79933 

24540 

OJ000204 

9964 

none 



Seq. ID OJ000204_18.0225.C3 



18.0225.C3.o7.tm 



Strand 
End 

Method 

End 

Score 



24641 

TBLASTX: Maize 

10233 

91 



9964.. 10233, 10000 10170, 10004.. 10222 



Seq. No. 38838 Seq. ID 

Gene No. 79933 Strand 

Start 24540 . End 

Name OJ000204_18 . 0225 . C3 . ol . tc Method 

Start 10876 End 

GI none Score 

Exons 10876. .11325 



OJ000204_18.0225.C3 
24641 

TBLASTX: Cress 

11325 

358 



Seq. No. 38838 

Gene No. 79933 

Start 24540 

Name OJ000204_18 . 0225 . C3 . o4 . tw 

Start 10876 

GI none 

Exons 10876. .11235, 10883 11092 , 10888.. 11202 



Seq. ID OJ000204_18.0225.C3 



Strand 
End 

Method 

End 

Score 



24641 

TBLASTX: Wheat 
11235 
100 



Seq. No. 38838 Seq. ID 

Gene No. 79933 Strand 

Start 24540 End 

Name OJ000204_18 . 0225 . C3 . o4 . ts Method 

Start 10894 End 

GI none Score 

Exons 10894 . . 11313 



OJ000204_18.0225.C3 
24641 

TBLASTX : Soybean 

11313 

257 



Seq. No. 38838 Seq. ID 

Gene No. 79933 Strand 

Start 24540 End 

Name OJ000204_18 . 0225 . C3 . o4 . tm Method 

Start 10897 End 

GI none Score 

Exons 10897. .11220, 10901.. 11089 

Seq. No. 38838 Seq. ID 

Gene No. 79933 Strand 

Start 24540 End 

Name OJ000204_18 . 0225 . C3 . 06 . tw Method 

Start 11236 End 

GI none 4 Score 

Exons 11236. .11319, 11338.. 11526 

Seq. No. 38838 

Gene No. 79933 Strand 

Start 24540 End 

Name OJ000204_18 . 0225 . C3 . o3 . ts Method 

Start 11335 End 

GI none Score 
Exons 



OJ000204_18.0225.C3 
24 641 

TBLASTX : Maize 

11220 ' 

66 



OJ000204_18.0225.C3 
24641 

TBLASTX: Wheat 

11526 

165 



Seq. ID OJ000204_18.0225.C3 



24641 

TBLASTX : Soybean 

11745 

68 



11335. . 11505, 11526. . 11639, 11530.. 11745 



38547 




Seq. No. 


38838 


Seq. ID 


OJ000204_18.0225 


-C3 


Gene No. 


79933 


Strand 








£. fi D H U 


End 


24641 




Name 


ninnCiOCiA 1R 099^ CI r\0 -t-uf 
UJUUUZUfi lo.UZzD.Lj.OZ.tW 


Method 


TBLASTX: Wheat 




otart 


110 Jl 


End 


12205 




C T 


none 


Score 


89 




Exons 


ilo j1 . .liyyZ, llo . . 11^/0/ 


11972. .12205, 12020.. 12154 




Seq. No. 


38838 


Seq. ID 


OJ000204_18.0225 


.C3 


Gene No. 


79933 


Strand 






otari. 


OA t^ACS 

Z H D 4 U 


End 


24641 




Name 


ujuuuzufi io . uzz 0 , lj . oo . tm 


Method 


TBLASTX: Maize 




o car t 


1 9H9^ _ 


End 


12586 




bl 


none 


Score 


95 




Exons 


1 909"^ 1014c; 1 909^ 1 OOfiQ 
IZUZj . . 1 Z 1 fi 0 , IZUi J 1 . IZiDO/ 


12455. .12586 




Seq. No. . 


38838 


Seq. ID 


OJ000204_18.0225 


.C3 


Gene No. 


79933 


Strand 






otart 




End 


24641 




Nanie 


ujuuuzufi io .uzzj.Lj.Oj.tm 


Method 


TBLASTX: Maize 




otart 


1Z JO / 


End 


13006 




bl 


none 


Score 


199 




Exons 


IZjO / . . IZooO, l^DUy . . 1Z O OO , 


12914. .13006, 12918. .12998 




Seq. No. 


38838 


Seq. ID 


OJ000204_18.0225 


,C3 


Gene No. 


79933 


Strand 






otart 


9 / c / r\ 
Z ft O ft U 


End 


24641 




Name 


UJUUUZU4 lo.UZZj.Lj.OD.tW 


Method 


TBLASTX: Wheat 




otart 


1Z / Ul 


End 


13078 




C T 

bl 


none 


Score 


99 




Exons 


1 97H1 l^mQ 1 97f\9 19Q9£ 

iz / ui . . iJU/O/ iz / uz . . iz yz 0 , 


12994 . . 13065 




Port NT r\ 

oeq . ino . 




Seq. ID 


OJ000204JL8.0225 




(~1 c\ r~\ NT. r\ 


79933 


Strand 






Cf a r +- 


24540 


End 


. 24641 




Name 


OJ000204 18.0225.C3.o7.np 


Method 


AAT/NAP 




Start 


24540 


End 


24641 






5922619 


Score 


91 




Exons 


24540. .24641 








GI Descrip . 


(APQ00492) hypothetical protein [Oryza 


sativa] 






gi | 6016852 Idbj IBAA85195. 1 | 


(AP000570) 


hypothetical protein 




[Oryza sativa] 








Seq. No. 


38839 


Seq. ID 


OJ000204_18.0225 


.C4 


Gene No. 


79934 


Strand 


+ 




P4- 3 —4- 


210 


End 


3980 




Name 


OJ000204 18.0225.C4.ol.gs 


-Method 


GENSCAN 




b tart 


210 


End 


3980 




C T 
bl 


none 


Score 


.75 




Exons 


210. .229, 2040. .2142, 3256. 


.3454, 3820 


. .3980 




Seq. No. 


38839 


Seq. ID 


OJ000204_18.0225 


.C4 


Gene No. 


79935 


Strand 






Start 


4850 


End 


16261 




Name 


OJ000204 18.0225.C4.o2.gs 


Method 


GENSCAN 




Start 


4850 


End 


16261 




GI 


none 


Score 


.4 





38548 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4850.. 5430, 5595.. 5634, 5729.-5967, 5992.. 6258, 6349.. 6858, 
8913. .9057, 9792. .9953, 1014 6 .. 10361, 11393 11424 , 
11592. .11864, 12514. . 12541, 13083 13264 , 16121. .16261 



38840 Seq. ID 

79936 Strand 

7740 End 

OJ000204_18.'0225.C5.ol.np Method 

7740 End 

1076802 Score 



OJ000204_18.0225.C5 
+ 

18495 
AAT/NAP 
15160 
322 



7740. .7812, 10689. .10834, 11705 .. 11929, 12968 .. 131 92 , 
13844. .15160 

extensin-like protein - maize gi I 600118 | emb | CAA84230 | (Z34465) 
extensin-like protein [Zea mays] gi 1 1096557 | prf || 2111476A 
extensin-like domain [Zea mays] 



38840 
79936 
7740 

OJ000204 
10220 
none 
10220. 
12839. 
14915. 
18455. 



18.0225.C5.o3.gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000204_ 
+ 

18495 
GENSCAN 
18495 
.57 



18. 0225. C5 



10283, 
12867, 
15179, 
18495 



10917. 
13152. 
15308. 



11103, 
13280, 
15396, 



11162. . 11363, 11705. 
14295. .14690, 14751, 
17302. .17424, 18184. 



, 11934, 
. 14822, 
. 18287, 



Seq. No. 38840 Seq. ID OJ000204_18 . 0225 . C5 

Gene No. 79936 Strand + 

Start 7740 End 18495 

Name OJ000204_18 . 0225 . C5 . ol . gp Method AAT/GAP 

Start 13318 End 13574 

GI 83032_1.R1084 Score 427 

Exons 13318. .13574 

GI Descrip. 1 6041757/gb | AC011806 . 1 | AC011806 0.0e+00 Genomic Sequence For 
Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence 1 

Seq. No. 38840 Seq. ID OJ000204_18 . 0225 . C5 

Gene No. 79936 Strand + 

Start 7740 End 18495 

Name OJ000204_18 . 0225 . C5 . o3 . gp Method AAT/GAP 

Start 16877 End 16986 

GI uC-osflcyp088bl2bl Score 153 

Exons 16877. .16986 

GI Descrip. 1 5257255/dbj | AP000364 . 1 | AP000364 3.0e-36 Oryza sativa genomic 
DNA, chromosome 8, clone : P002 6F07 1 



Seq. No. 38840 

Gene No. 79937 

Start 2491 

Name OJ000204_18 . 0225 . C5 . o2 . gs 

Start 2491 

GI none 

Exons 2491.. 2990, 
7577. .8086, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000204_18.0225.C5 

9064 
GENSCAN 
9064 
.64 



3123. .3306, 3311. .3696, 4103. .4697, 6965. .7494, 
8655. .8728, 8815. .9056, 9062. .9064 



38549 



Seq. No. 38841 Seq. ID OJ000204_18 . 0225 . C6 

Gene No. 79938 Strand + 

Start 143 End 241 

Name OJ000204_18 . 0225 . C6 . ol . gp Method AAT/GAP 

Start 143 End 241 

GI uC-osflcyp088bl2bl Score 156 

Exons 143. .241 

GI Descrip. 1 5257255/dbj | AP000364 . 1 | AP000364 3.0e-36 Oryza sativa genomic 
DNA, chromosome 8 , clone : P002 6F07 1 



Seq. No. 


38842 


Seq. ID 


OJ000204_18.0225 


C7 


Gene No. 


79939 


Strand 






C -1- ^ v- 4- 

btart 


122 


End 


1011 




Name 


OJ000204 18.0225.C7.ol.gs 


Method 


GENSCAN 




btart 


122 


End 


961 




C T 

bl 


none 


Score 


.58 




Exons 


122. .192, 282. .354, 405. .572, 


643. .857 


, 898. .961 




beq . Jno . 


38842 


Seq. ID 


OJ000204_18.0225 


C7 


Gene No . 


79939 


Strand 






Start 


122 


End 


1011 




Name 


OJ000204 18.0225.C7.ol.gp 


Method 


AAT/GAP 




btart 


249 


End 


973 




bl 


6547 1.R1084 


Score 


682 




Exons 


249. .384, 646. .973 








GI Descrip. 


'5257255/dbj | AP000364 . 1 | AP000364 4 . Oe- 


52 Oryza sativa genomic 




DNA, chromosome 8, clone : P0026F07 1 






Q o. n KT r\ 

oeq. in o . 


38842 


Seq. ID 


OJ000204_18.0225 


C7 


Gene No. 


79939 


Strand 






Start 


122 


End 


1011 




Name 


OJ000204 18.0225.C7.ol.np 


Method 


AAT/NAP 




Start 


631 


End 


1011 




GI 


6907106 


Score 


266 




Exons 


631. .1011 








GI Descrip. 


(AP001129) EST AU068291 (C12960) corresponds to a region 


of the 




predicted gene.; hypothetical 


protein 


[Oryza sativa] 




Seq. No. 


38843 


Seq. ID 


OJ000204_18.0225. 


C8 


Gene No. 


79940 


Strand 


+ 




Start 


11754 


End 


19931 




Name 


OJ000204 18.0225.C8.ol.np 


Method 


AAT/NAP 




Start 


11754 


End 


19931 




GI 


5263321 


Score 


1344 




Exons 


11754. . 12306, 12382. .12938, 14602 .. 14 956, 15077 .. 15150, 





17251. . 17463, 17984 .. 18108 , 19437. .19931 
GI Descrip. (AC007727) Contains .similarity to gb|AF033823 moira protein from 
Drosophila melanogaster and contains a PF f 0024 9 . Myb-like 
DNA-binding domain. EST gb|Z25609 comes from this gene. 
[Arabidopsis thaliana] 



Seq. No. 38843 Seq. ID OJ000204_18 . 0225 . C8 

Gene No. 79941 Strand 

Start 433 End - 2247 

Name OJ000204_18 . 0225 . C8 . ol . gs Method GENSCAN 

Start 433 End 2247 

GI none Score . 64 



,3 £5 5.0 



Exons 


433. .478, 492. .746, 


1017. .1173, 1532.. 


1 ~IO A 1 "7 £0 1 QQQ 






2058. . 


2247 










oec] . no . 


38843 






Seq. ID 


OJ000204_18.0225 


.C8 


Gene No. 


79942 






Strand 






Start 


2854 






End 


7902 




Name 


OJ000204 18. 0225. C8 


. o2 . gs 


Method 


GENSCAN 






2854 






End 


7902 






none 






Score 


.85 




Exons 


2854. . 


3540, 4187.. 4716, 489^ 


..5082, 5901. .5998, 6152. .6348 




6408. . 


6541, 7137.. 7442, 7875 


. .7902 






Seq. No. 


38843 






Seq. ID 


OJ000204_18.0225 


. bo 


Gene No. 


79943 






Strand 








11934 






End 


12161 




Name 


OJ000204 18. 0225. C8 


. o3 . tm 


Method 


TBLASTX: Maize 




OtaiL 


11934 






End 


12161 






none 






Score 


171 




Exons 


11934. 


.12077, 12008 


. .12079, 


12120. .12161, 12131. .12160 




Seq. No. 


38843 






Seq. ID 


OJ000204_18.0225 


c Q 


Gene No. 


79944 






Strand 








12369 






End 


12562 




Name 


OJ000204 18. 0225. C8 


.ol.tc 


Method 


TBLASTX: Cress 




O -1- a v+- 

otart 


12369 






End 


12562 






■ none 






Score 


221 




Exons 


12369. 


.12551, 12371 


.12562, 


12381. .12560 




o e q . in o . 


38843 






Seq. ID 


OJ000204_18.0225 


. bo 


bene ino . 


79945 






Strand 






Q J_ _ „J_ 

OLalL 


12590 






End 


17300 




Name 


OJ000204 18. 0225. C8 


ol . tm 


Method 


TBLASTX: Maize 




Start 


12590 






End 


17300 




C T 


none 






Score 


337 




HjXons 


12590. 


.12847, 12591 


.12812, 


12628. .12816, 12789. .12953, 






12803. 


.12949, 12842 


.12958, 


14573. .14 956, 14 583. . 14 957, 






14596. 


.14958, 14746 


.14961, 


15074. .15151, 15077. .15151, 






15088. 


.15174, 17214 


1 t o n n 








Seq. No. 


38843 






Seq. ID 


OJ000204_18.0225 


.C8 


Gene No. 


79945 






Strand 






OlalL 


12590 






End 


17300 




Name 


OJ000204 18. 0225. C8 . 


ol.ts 


Method 


TBLASTX: Soybean 




otari 


14695 






End 


14918 




bl 


none 






Score 


281 




Exons 


14695. 


.14910, 14711. 


.14860, 


14731. .14913, 14769. .14918 




beq . no . 


38843 






Seq. ID 


OJ000204JL8..0225 


.C8 


Gene No. 


79946 






Strand ' 






Start 


17982 






End 


19740 




Name 


OJ000204 18. 0225. C8. 


o2 . tm 


Method 


TBLASTX: Maize 




Start 


17982 






End 


19740 




GI 


none 






Score 


179 




Exons 


17982. 


.18101, 17983. 


. 18111, 


17983. .18108, 19410. .19589, 






19415'. 


.19738, ~19415. 


.19618, 


19578. .19736, 19579. .19740 




Seq. No. 


38844 






Seq. ID 


OJ000114_04 .0207 


.CI 



38551 






Gene No. 


79947 






Strand 








Start 


456 






End - 


58 6 

*J O \J 






Mama 


WO U w U X X *i . VJ*i 


0?07 CI ol 


rr p 


L1C LilULl 








Of a r f 
O Lai U 


4 5 6 _ 

H J O 








5ft 6 
JO D 






O X 


nnnp 








4 7 






p von c: 


456 586 

, 1 J U • • JO v 














Seq. No. 


38845 






Seq. ID 


OJ000114_04.0207. 


C2 




Gene No. 


79948 






Strand 








Start 


591 






End 


7 81 






Name 


o.toooi i 4 - 04 


n?07 C2 ol 


y £> 


LiC LHULl 


O Hi IN O vnl"J 






O LClX t_ 


5Q1 ~~ 

*J J X 








7 ft 1 
/ox 






O X 


none 






Score 








JTynn c; 


591 . .781 














Qorr Mn 


3884 6 






Seq. ID 


OJ000114_04.0207. 


C3 




Gene No. 


79949 






Strand 


+ 






Start 


318 






End 


4079 






Name 


0,70001 14 D4 


• \J KJ 1 • • w X • 


np 


Method 


AAT/NAP 






O Let J- L. 


"31 P, _ 






End 


4079 








4 6fi 09(14 

1 V O \J \J *i 






Score 


1021 








Q 1 7 Q 1 

JIO . • X f .J X , 


1 ft 4 5 ?QQ5 


3070. . 


3243, 3333. .3467, 3871. .4079 






( AF1 14171 1 

\ X X *3 X I 1 j 


h \tt\ o 1~ Vi & f~ i pal 

lly UU Hit; LXUCtl 


. protein [Sorghum bicolor] 






Qon Mr* 


38846 






Seq. ID 


OJ000114_04.0207. 


C3 


%^ 


Cond Ma 
OfcJIlC INvJ . 


79949 






Strand 


+ 




Li i 


Start 


318 






End 


4079 






Name 


OJ000114 04 


.0207.C3.ol. 


gs 


Method 


' GENSCAN 




- 


O L.CIX L. 


393 






End 


4064 




\'--S 


o x 


none 






Score 


.47 








393. .822, 868. .1268, 1338. .1751, 1845. 


.2038, 2328. .2696, 




%"J 




2769. .2981, 


3070. .3243, 


3374. 


.3442, 3543. .3615, 3711. .3809, 


s 




3909. .4064 
















38846 






Seq. ID 


OJ000114_04.0207. 


C3 




Gene No. 


79949 






Strand 


+ 






Start 


318 






.End 


4079 






Mam^ 

LN O.UIC 


OJ000114 04 


.0207.C3.ol. 


tw 


Method 


TBLASTX: Wheat 






Start 


958 






End 


1361 




fl 


ox 


none 






Score 


196 






LiAUl 1 0 


958. . 1074, 


960. .1193, 960. .1154, 1067. 


. 1201, 1191. . 1361, 








1244 . .1360 














Seq. No. 


38846 






Seq. ID 


OJ000114_04.0207. 


C3 




Gene No. 


79949 






Strand 


+ 






Start 


318 






End 


4079 ' 






Name 


OJ000114 04 


.0207.C3.o2. 


tw 


Method 


TBLASTX: Wheat 






O Lai t_ 


1362 






End 


2057 






O X 


none 






Score 


66 








1362. . 1442, 


1683. .1754, 


1839. 


.2057 








Seq. No. 


38847 






Seq. ID 


OJ000114J34.0207. 


C4 




Gene No. 


79950 






Strand 


+ 






Start 


457 






End 


3925 






Name 


OJ000114 04 


.0207.C4.ol. 


gs 


Method 


GENSCAN 






Start 


457 






End 


3925 






GI 


none 






Score 


.71 





38552 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



457. .511, 725. .1813, 1869. .1961, 2046. .2277, 2312. .2313, 
2464. .2699, 3551. .3725, 3812. .3925 



38848 
79951 
1 

OJ000114_04 .0207.C5.ol .np 
1 

4467124 
1..573, 680. .850 

(AL035538) hypothetical protein [Arabidopsis thaliana] 



Seq. ID OJ000114_04.0207.C5 
Strand 

End 1425 

Method AAT/NAP 

End 850 

Score 207 



38848 
79951 
1 

OJ000114_04 .0207.C5.ol.gs 

680 

none 

680.. 902, 984.. 1156, 1366. 



Seq. ID OJ000114_04.0207.C5 
Strand 

1425 
GENSCAN 
1425 
.43 



End 

Method 
End 
Score 
1425 



38848 
79952 
1479 

OJ000114_04 .0207.C5.ol.gp 
1479 

95583JL.R1084 
1479. . 1922, 2022. .2264 

, 343696/gb|K01229|WHTMTRR18 0.0e+00 Wheat mitochondrial small 
subunit (18S) rRNA gene (complete) ? 



Seq. ID OJ000114_04.0207.C5 
Strand 

End 7109 

Method AAT/GAP 

End 2264 

Score 1160 



Seq. No. 


38848 


Seq. ID 


OJ000114 


_04 


.0207 


,C5 


Gene No. 


79952 


Strand 










Start 


1479 


End 


7109 








Name 


OJ000114 04.0207.C5.o2.np 


Method 


AAT/NAP 








Start 


1742 


End 


4491 








GI 


6815109 


Score 


146 








Exons 


1742. .1761, 4098. .4491 












GI Descrip. 


(AP001081) hypothetical protein [Oryza 


sativa] 








Seq. No. 


38848 


Seq. ID 


OJ000114 


_04 


0207 


.C5 


Gene No. 


79952 


Strand 










Start 


1479 


End 


7109 








Name 


OJ000114 04 .0207.C5.o3.np 


Method 


AAT/NAP 








Start 


3248 


End 


7109 








GI 


5042454 


Score 


283 








Exons 


3248.-3324, 5862. .6238, 7067. 


.7109 










GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 








Seq. No. 


38849 


Seq. ID 


OJ000114 


_04 


0207 


.C6 


Gene No. 


79953 


Strand 










Start 


41 


End 


183 








Name 


OJ000114 04.0207.C6.ol.tc 


Method 


TBLASTX: 


Cress 




Start 


40 


End 


183 








GI 


none 


Score 


235 








Exons 


40.'. 183, 43. .177, 44. .178 












Seq. No. 


38849 


Seq. ID 


OJ000114 


_04. 


0207 


.C6 



38553 



Gene No. 79953 Strand 

Start 41 End 183 

Name OJ000114_04 . 0207 . C6\ ol . gp ' Method AAT/GAP 

Start 41 End 181 

GI 5003694 Score 235 

Exons 41.. 181 

GI Descrip. 34 3696/gb | K01229 | WHTMTRR18 0.0e+00 Wheat mitochondrial small 
subunit (18S) rRNA gene (complete) 



Seq. No. 


.38850 


Seq. ID 


OJ000114_04 .0207. 


C7 




79954 


55f rand 


+ 




jO l. a x l. 


X f ZJ 


End 






IN dl UC 


OJ000114 04 0207 CI ol cro 


M(^1~ hnH 


AAT /HAP 




O L.CLX L. 


17 9 _ 

X / -7 


Fnd 


1 9S0 

X ^ yj \J 




\J X 


O VJ sj \J 


otuie 


4 1 n 




P von q 


179 326 1688 1769 1905 


> 1 9S0 






Seq. No. 


38850 


Seq. ID 


OJ000114_04 .0207. 


C7 


Gene No. 


79954 


Strand 


+ 




Start 


179 


End 


2124 




Name 


OJ000114 04.0207.C7.ol.gs 


Method 


GENSCAN 




Start 


483 


End 


2124- 




GI 


none 


Score 


.57 




Exons 


483. .692, 783. .863, 1688.. 


1769, 1905.. 


1945, 1974.. 2124 




Seq. No. 


38851 


Seq. ID 


OJ000114_04 .0207. 


C8 


Gene No. 


79955 


Strand 


+ 




Start 


1 


End 


687 




Name 


OJ000114 04.0207. C8.ol-np 


Method 


AAT /NAP 




Start 


1 


End 


687 




GI 


4585985 


Score 


333 




Exons 


1..486, 585. .687 








GI Descrip. 


(AC005287) Hypothetical 


protein [Arabidopsis thaliana] 





Seq. No. 38851 Seq. ID 

Gene No. 79955 ' Strand 

Start 1 End 

Name OJ000114_04 . 0207 . C8 . ol . tw Method ' 

Start 55 End 

GI none Score 

Exons 55. .363, 156. .350, 376. .441 



OJ000114_04 .0207.C8 
+ 

687 

TBLASTX: Wheat 

441 

266 



Seq. No. 38851 Seq. ID 

Gene No. 79955 Strand 

Start 1 End 

Name OJ000114_04 . 0207 . C8 . ol . gs Method 

Start 69-- * End 

GI none • Score 

Exons 69.. 486 



OJ000114_04 .0207.C8 
+ 

687 

GENSCAN 

486 

.75 



Seq. No. 38851 Seq. ID 

Gene No. 79955 Strand 

Start 1 End 

Name OJ000114_04 . 0207 . C8 . ol . tm Method ' 

Start 7 9 End 

GI none . Score 
Exons 



OJ000114_04 .0207.C8 
+ 

687 

TBLASTX: Maize 

640 

274 



79. .342, 85. .363, 144. .365, 363. .437, 370. .441, 584. .640 



38554 




Seq. No. 


38852 




Seq. ID 


OJ000114 


_04 


.0207 


.C9 


Gene No. 


79956 




Strand 










u Lai L 


i 

X 




End 


£0 s 








Name 


0. 70001 14 04 0907 PQ n1 


np 


Method 


A A T" 1 / MAD 








Of a r 4- 


1 — 
x 




End 


£0 
DUD 








yj l. 


S0Q1 SI ? 




Score 


9 Qft 
Z :70 








F von q 


1 97ft ^99 60S 














CZ. T FlDcry* i t"\ 
\j X UcjUI . 




protein [Oryza 


sa 1 1 va J 








Seq. No. 


38852 




Seq. ID 


OJ000114 


_04 


.0207 


.C9 


UCilC LNU • 


f 7 J JU 




Strand 










Of- a r 4- 
DLal L. 


i 

X 




End 


£0 ^ 

DUO 








Name 


dtoooii4 04 0907 pq ni 


qs 


Method 










Cj-arf 
OLaL L 


11 ~~ 

X X 




End 


4 S 4 
4 D fl 








o x 


none 




Score 


7 1 








Ej Avji lo 


11 1 fifi 90Q ^Dfi ?Q4 

XX. . 100/ Z U -7. . JvO/ O :7 ft . 


.454 












Seq. No. 


38853 




Seq. ID 


OJ000114_ 


_04 


.0207 


.C10 


Gene No. 


79957 




Strand 










O La. J- L. 


i 

X 




End 


^ ft 4 

JO *i 








Name 


n Tonm i 4 c\a 0907 no r^i 

UJUUL/llI Ufi . UZ U / . UX U . O X 


.np 


Method 


A A rn / NT Zi D 








Cfa >»+- 
OLal L 


1 _ 
X 




End 


J O fl 








ox 


S0Q1 SI "3 




Score 


too 
0 Z Z 








I? VAfl Q 

Hi AUliO 


1 "3ft 4 

X . • JOS 
















( Z\R09 "3 4 ft 9 ^ H\7nn+-hof i pa 1 


protein [Oryza 


s at 1 va J 








Seq. No. 


38853 




Seq. ID 


OJ000114_ 


_04 


.0207 


.CIO 




7 QQS7 




Strand 










Of a r f 


i 

X 




End 


1Q A 
JO 4 








Name 


ninnm 1 4 da 0907 no ni 


.gs 


Method 


r* TT NT C i"" 7\ NT 








q+- a rt - 

U LaL L 






End 


9 7 Q 
Z / ^ 








\J X 


none 




Score 


X 








Hi A. U> 1 1 0 


"5ft 97 Q 

J) 0 ■ • z / y 














Seq. No. 


38854 




Seq. ID 


OJ000114_ 


_04 


.0207 


.Cll 


OC11C 1NU • 


79958 




Strand 










Cf a r f- 

O Lai L 


9^9 




End 


4 S Q 

~i J ./ 








Name 


o.toooi 1 4 04 0907 n i ni 


. gs 


Method 










Cf arf 
oiai L 


9^9 _ 
l jl 




End 


4 S Q 
fi j 








V7 X 


none 




Score 


ft Q 








J_l A. tjl 1 o 


9^9 "3^4 499 4SQ 

ZOZ. .00*1/ 4ZZ. • *± J _7 














Seq. No. 


38855 




Seq. ID 


OJ000114_ 


_04 


.0207 


.C13 


Gene No. 


79959 




Strand 










Cf a y-+- 


1 




End 


±01 








Name 


OJ000114 04.0207.C13.ol 


.np 


Method 


A 7\ T /MAO 








C-l- -a y-+- 
Dtdl L ■ 


1 




End 


1 a 1 








r; t 


. 5852182 




Score 


Z DU 








tjAUIlb 


1. .161 














GI Descrip. 


(AL117265) zhb0012.1 [Oryza 


sativa] 










Seq. No. 


38855 




Seq. ID 


OJ000114_ 


_04 


.0207 


.C13 


Gene No. 


79960 




Strand . 










Start 


82 




End 


161 








Name 


OJ000114 04.0207.C13.ol 


.gp 


Method 


AAT/GAP 








Start 


82 




End 


161 









38555 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2310235 Score 126 

82.. 161 

5852182/emb|CAB55420.-l|' 9-0e-13 (AL117265) zhb0012.1 [Oryza 
sativa] 



38856 Seq. ID 

79961 Strand 

87 End 
OJ000114_04 .0207.C16.ol.gs Method 

87 End 

none Score 
87. .155 



OJ000114_04.0207.C16 
+ 

155 

GENSCAN 

155 

.52 



OJ000114 04.0207.C16 



Seq. No. 38856 Seq. ID 

Gene No. 7 9962 Strand 

Start 1 End 366 

Name OJ000114_04 . 0207 . C16 . ol . np Method AAT/NAP 

Start 1 End 366 

GI 343210 Score 78 

Exons 1..67, 270.. 366 

GI Descrip. (M35995) apocytochrome b6 (alt.) [Oryza sativa] 

gi I 226762 Iprf | 1 1604469A cytochrome b6 [Oryza sativa] 



Seq. No. 


38856 






Seq. ID 


Gene No . 


79963 






Strand 


Start 


272 






End 


Name 


OJ000114 04.0207 


.C16.ol. 


gp 


Method 


Start 


272 






End 


GI 


uC-osflcypOllbOlbl 




Score 


Exons 


272. .337 








GI Descrip. 


'343210 5.0e-78 


(M35995) 


apocytochrome 




>gi_2267 62_prf 


1604 4 69A cytochrome b6 


Seq. No. 


38856 






Seq. ID 


Gene No. 


79964 






Strand 


Start 


447 






End 


Name 


OJ000114 04.0207 


.C16.ol. 


tc 


Method 


Start 


447 






End 


GI 


none 






Score 


Exons 


447. .590, 450. .5 


84, 451. 


.585, 


452. .601 


Seq. No. 


38857 






Seq. ID 


Gene No. 


79965 






Strand 


Start 


170 






End 


Name 


OJ000114 04.0207 


.C17.ol. 


gp 


Method 


Start 


170 






End 


GI 


286920 






Score 


Exons 


170. .228 








Seq. No. 


38857 






Seq. ID 


Gene No. 


79966 






Strand 


Start 


888 






End 


Name 


OJ000114 04.0207 


.C17.ol. 


gs 


Method 


Start 


888 






End 


GI 


none 






Score 


Exons 


888. .1034 









337 

AAT/GAP 

337 

90 



601 

TBLASTX: Cress 

601 

220 



+ 

228 

AAT/GAP 

228 

92 



+ 

1034 
GENSCAN 
1034 
.48 



38556 



OJ000114 04.0207.C17 



Seq. No. 38857 Seq. ID 

Gene No. 79967 Strand 

Start 3676 End 5706 

Name OJ000114_04 . 0207 . C17 . ol . np Method AAT/NAP ' 

Start 3556 End 5648 

GI 6069646 Score 2250 

Exons . 3556.. 4535, 4820.. 5648 

GI Descrip. (AP000616) similar to putative reverse transcriptase 
[Oryza sativa] gi | 6907 112 | dbj | BAA90639 . 1 1 (AP001129) 
Arabidopsis thaliana chromosome II BAC F9013 genomic 
putative non-LTR retroelement reverse transcriptase. 
[Oryza sativa] 



(AC005315) 
Similar to 
sequence, 
(AC006248) 



Seq. No. 


"3 O O C 1 








Seq. ID 


OJ000114 


A /l A O A "7 1 "1 

04 . 0207 . C17 


Gene No. 


*7 A A C 1 

/ y y o / 








Strand 






btart 


ob/o 








End 


5706 




Name 


r\ t a a a i i a a a 
OJU00114 U4 


A O A 1 

.020/ 


. CI / . OZ 


. tm 


Method 


TBLASTX: 


Maize 


Start 


3586 








End 


4167 




GI 


none 








Score 


67 




Exons 


Job O . . j/oO/ 


O O 1 A 

Jo 14 


a a a o 

. .4 008, 


O O O 

jy Jo . 


.4009, 40 


42. .4167 




Seq. No. 


*d o o c n 
Jo OD / 








Seq. ID 


OJ000114 


A/l A O A "7 "1 *7 

04. 0207. CI 7 


Gene No. 


i c\ n /~ i 

1 9967 








Strand 






Start 


O C ~1 <z 








End 


5706 




Name 


OJU00114 04 


A o a "7 

. 0207 


. C17 . o2 


. gs 


Method 


GENSCAN 




Start 


Jo /o 








End 


5706 




GI 


none 








Score 


.64 




Exons 


3676. .3843, 


3933 


. .4146, 


4178. 


.4316, 4367. .4539, 


4554. .4964, 




bUU / . . J J, 


0 Jl / 


con 
. 302U, 


D b 1 Z . 


.5706 






Seq. No. 


JOOO / 








Seq. ID 


OJ000114 


f\ A AOAT /— t 1 ^ 

04 . 0207 . C17 


Gene No . 


/ y y o / 








Strand 






btart 


JO / D 








End 


5706 




Name 


OJU00114 04 


. 0207 


C17 . ol 


. tw 


Method 


TBLASTX : 


Wheat 


Start 


3682 








End 


4017 




GI 


none 








Score 


68 




Exons 


Joo2 . . J / 14 , 


3.0 Jo 


/AIT 

.4 017, 


TOO / 

3884 . 


.4666 






Seq. No. 


38857 








Seq. ID 


OJ000114 


_04.0207.C17 


Gene No. 


79967 








Strand 






Start 


3676 








End 


5706 




Name 


OJ000114 04 


0207 


C17.ol 


. tm 


Method 


TBLASTX: 


Maize 


Start 


4597 








End 


5283 




GI 


none 








Score 


92 




Exons 


4597. .4758, 


4599. 


.4757, 


4757. 


.5206, 4775. .5194, 


5188. .5283, 




-5194. .5274 














Seq. No. 


38858 








Seq. ID 


OJ000114 


_04 .0207.C19 


Gene No. 


79968 








Strand 


+ 




Start 


1387 








End 


1498 




Name 


OJ000114 04. 


0207. 


C19.ol 


. gs 


Method 


GENSCAN 




Start 


1387 








End 


1498 




GI 


none 








Score 


.51 




Exons 


1387. .1498 














Seq. No. 


38859 








Seq. ID 


OJ000114 


_04.0207.C22 


Gene No. 


79969 








Strand 







38557 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. . No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



91 End 4316 

OJ000114_04 .0207.C22.ol.gs Method GEN SCAN 

91 End 4316 

none Score . 51 

91. .453, 511. .643, 2008. .'2113, 2510. .2689, 2777. .2968, 

3541. .3557, 4048. .4316 



38859 
79970 
1 

OJ000114_04 .0207 .C22.ol.np 
1 

4417306 
1. .560 

(AC006446) putative Athila retroelement ORF1 protein 
[Arabidopsis thaliana] 



Seq. ID OJ000114_04.0207.C22 
Strand 

End 560 

Method AAT/NAP 

End 560 

Score 217 



38859 
79971 
5503 

OJ000114_04 .0207 .C22.o2.gs 

5503 
none 



Seq. ID OJ000114_04 .0207.C22 
Strand 

End 11521 

Method GENSCAN 

End 8488 

Score . 65 



5503. .5621, 5971. .6121, 6411. .6642, 6811. .6872, 8034. .8145, 
8265. .8488 



Seq. No. 38859 

Gene No. 79971 

Start 5503 

Name OJ000114_04 . 0207 . C22 . o2 . np 

Start 7443 

GI 6466937 

Exons 7443.-7466, 10556.. 11521 

GI Descrip. (AC011621) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. ID OJ000114_04.0207.C22 
Strand 

End 11521 

Method AAT/NAP 

End 11521 

Score 678 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38859 
79971 
5503 

OJ000114_04 .0207.C22.o3.gs 

9196 

none 



Seq. ID OJ000114_04.0207.C22 
Strand 

End 11521 

Method GENSCAN 

End 11105 

Score .56 



9196. .9316, 10754. .10833, 10953. .11105 



38859 
79971 
5503 

OJ000114_04 . 0207 . C22 . o2 . tm 

10557 

none 



Seq. ID OJ000114_04.0207.C22 
Strand 

End 11521 

Method TBLASTX : Maize 

End 10788 

Score 41 



10557. . 10589, 10561 .. 10590, 10589 .. 10726, 10590 .. 10715 , 
10725. .10778, 10741. .10788 



Seq. No. 38859 

Gene No. 7 9971 

Start 5503 

Name OJ000114 04 . 0207 . C22 . ol . tm 



Seq. .ID OJ000114_04 .0207.C22 
Strand 

End 11521 

Method TBLASTX : Maize 



38558 



Start 


10818 


End 


11276 


GI 


none 


Score 


127 


Exons 


10818. ,11111, 10833. .11105, 


10834. .11109, 11105. .11182, 




11126 . .1117 9, 11175 1127 6, 


11179. .11274 


Seq. No. 


38859 


Seq. ID 


OJ000114_04 .0207.C22 


Gene No. 


79971 


Strand 




Start 


5503 


End 


11521 


Name 


OJ000114 04 . 0207 . C22 . ol . tw 


Method 


TBLASTX: Wheat 


Start 


10857 


End 


11339 


GI 


none 


Score 


47 


Exons 


10857 11111, 11093 .. 11182, 


11175. .11339 


Seq. No. 


38860" 


Seq. ID 


OJ000114_04 .0207.C23 


Gene No. 


79972 


Strand 


+ 


Start 


3548 


End 


8737 


Name 


OJ000114 04.0207.C23.o2.np 


Method 


AAT/NAP 


Start 


3548 


End 


8737 


GI 


5295955 


Score 


653 


Exons 


3548..3S79, 4709. .4872, 6027. .6143, 6686. .6800, 7480. .7620, 




7688. .7944, 8022. .8109, 8149. .8597, 8625. .8737 


GI Descrip. 


(AB026295) Similar to Epstein-Barr virus (EBV) genome . (V01555 ) 




[Oryza sativa] 






Seq. No; 


38860 


Seq. ID 


OJ000114_04.0207.C23 


Gene No. 


79973 


Strand 


+ 


Start 


9599 


End 


11410 


Name 


OJ000114 04 .0207.C23.o3.np 


Method 


AAT/NAP 


Start 


9599 


End 


11410 


GI 


6630686 


Score 


70 


Exons 


9599. .9645, 9710. .9888, 11002 .. 11 121, 


11326. . 11410 


GI Descrip. 


(AP000969) hypothetical protein [Oryza 


sativa] 


Seq. No. 


38860 


Seq. ID 


OJ000114_04 .0207.C23 


Gene No. 


79974 


Strand 


+ 


Start 


14342 


End 


14473 


Name 


OJ000114 04 .0207.C23.o4.np 


Method 


AAT/NAP 


Start 


14342 


End 


14473 


C T 


5922620 


Score 


176 


Exons 


14342. .14473 






GI Descrip. 


(AP000492) EST D15357 (C0514 


) corresponds to a region of the 




predicted gene.; hypothetical protein 


[Oryza sativa] 




gi| 6016853 |dbj | BAA85196.il 


(AP000570) 


EST D15357 (C0514) 




corresponds to a region of 


the predicted gene.; hypothetical 




protein [Oryza sativa] 







OJ000114 04.0207.C23 



Seq. -No. 38860 . Seq. ID 

Gene No. 79975 Strand 

Start 623 End 13785 

Name OJ000114_04 . 0207 . C23 . ol . np Method AAT/NAP 

Start 495 " End 5067 

GI 4680179 Score 6524 

Exons 495. .5067 

GI Descrip. (AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. No. 
Gene No. 



38860 
79975 



Seq. ID OJ000114__04.0207.C23 
Strand 



38559 




Start 


623 








End 


13785 




Name 


OJ000114 04 


.0207 


.C23.ol 


.gs 


Method 


GENSCAN 




Qf -i >-f 

bt art 


623 








End 


13785 




C T 


none 








Score 


.75 




Exons 


623. . 1180, 


1469. 




2657. . 


5064, 7107. .7264, 7632. .7826, 




8045. .8203, 


9837 


. . 1U11 / 


, 13140. . 13183, 


1 O^OR 1 OCQI 

Ijdzj . . i j by 1 , 






13730. .13785 










Seq. No. 


38860 








beq. ID 


A TAAA1 1 >1 C\ A A A A *7 

OJUUU114 U4 . 0207 . 


C2 3 


Gene No. 


79976 








bt rana 






Of -,vf 


15264 








End 






Name 


OJ000114 04 


.0207 


.C23.o6 


.tw 


Method 


1 biiAb I a : wneat 




Of -j 4- 

btart 


540 








End 


872 






none 








Score 


86 




Exons 


540. .644, 629. .871, 660 


. .872 








beq. wo. 


38860 








Seq. ID 


/-\taaaii/i f\ a m 

OJUUU114 04.0207. 


C23 


Gene No. 


79976 








Strand 






Start 


iOZD4 








End 


1 C Q O A 




Name 


OJ000114 04 


.0207 


.C23.oL 


. tm 


Method 


r BLAb TX : Ma l z e 




otart 


731 








End 


1318 






none 








Score 


131 




Exons 


731. .1000, 


732. . 


992, 1061.. 1159, 1062. 


i i ci i a a. i iicn 

. no / , iuyi..iioy, 






1157. .1318, 


1164 


.'..1310, 


.1168 . 


.1311 






Seq. No. 


. 38860 








Seq. ID 


t a a a i i a a a aoat 
OJUUU114 U4.U^0/. 


/*"» A O 


Gene No. 


/ y y / o 








■ Strand 






Of -) v-f 

bt ar t 


15264 








End 






Name 


OJ000114 04 


.0207 


.C23.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


872 








End 


1498 






none 








Score 


333 




Exons 


872. .1498, 


873. . 


1442 










Seq. No. 


38860 








Seq. ID 


OJ000114_04.0207. 


A A 

C23 


Gene No. 


79976 








Strand 






Cf 2 y*f 


15264 








End 


15339 




Name 


OJ000114 04 


.0207 


.C23.o4 


. tm 


Method 


TBLASTX: Maize 




Cf ^ yf 

b tar t 


1367 








End 


1659 






none 








Score 


155 




Exons 


1367. .1657, 


1371 


. .1556, 


1376. 


.1588, 1468. .1659 




Seq. No. 


38860 








Seq. ID 


OJ000114_04.0207. 


C23 


Gene No. 


79976 








Strand 






O J i yr* f 

otart 


15264 








End 


15339 




Name 


OJ000114 04 


.0207 


.C23.o2 


. ts 


Method 


TBLASTX: Soybean 




O f -s v -f 

otart 


1457 








End 


1717 






none 








Score 


54 




Exons 


1457. .1525, 


14 57 


. .1717, 


1611. 


.1712 






beq . ino . 


38860 








Seq. ID 


OJ000114_04.0207. 


C23 


Gene No. 


79976 








Strand 






Start 


15264 








End 


15339 




Name 


OJ000114 04 


.0207 


.C23.o3 


tw 


Method 


TBLASTX: Wheat 




Start 


1505 








End 


1984 




GI 


none 








Score 


210 




Exons 


1505. .1984, 


1506 


. .1889, 


1511. 


.1966 







38560 



Seq. No. 


38860 








Seq. ID 


OJ000114_04 .0207.C23 


Gene No. 


79976 








Strand 




Of -i >-+- 

otart 


1 ^ 0 £A 
1 Dz D4 










1 C O O Q 


Name 


UJUUU114 U4 


. UZU / , 


LZo . OZ 


. tw 


Method 


I BLASTX : Wheat 


btart 


1 QQQ 








Lna 


O A Q*7 

z 4 y / 




none 








Score 


z y d 


Exons 


1 QQQ O A CkH 

1 yoo . . Z4 y 1 , 


o n "7 Q 

zu / y , 


. Z 4 DO 








Seq. No. 


38860 








Seq. ID 


OJ000114_04.0207.C23 


Gene No. 


79976 








Strand 




O 4- — — 4- 

o tart 


1 c; o £a 
1DZ D*l 








CjIIQ 


1 COOQ 

xoooy 


Name 


Tfl^fl 11/1 C\ A 

UJUUU114 U4 


. UZU / . 


UZ o . OZ 


. tm 


Method 


i bLAb IX : Maize 


btart 


ZU / z 










O yi o c: 
Z4 z D 




none 








Score 


i 

1 DU 


Exons 


omo o /i o r 

Z U / Z . . Z 4 Z 0 , 


ZUo / . 




Z 1 0 / 


. Z 4 UD 




Seq. No. 


38860 








Seq. ID 


OJ000114_04.0207.C23 


Gene No. 


79976 








Strand 




btart 


I OZ D4 








hjna 


1 C O O Q 

loooy 


XT _ _ 

Name 


UJUUUi±4 U4 


n o m 
. UZU / . 


Cz J . OO 


. t s 


Metnoa 


TBLASTX : Soyoean 


Start 


o o a a 
ZZQo 










1 A Q Q 

Z 4 bo 


GI 


none 








Score 


1 QQ 

i y o 


Exons 


O 0 /I £ 1 A QQ 

ZZho . . Z4 oo 












Seq. No. 


38860 








Seq. ID 


OJ000114_04.0207.C23 


Gene No. 


79976 








Strand 




btart 


13ZD4 








End 


15339 


Name 


OJUUU114 U4 


. UZU / . 


0 0*5 „ C" 
CZo . OD 


. tm 


Method 


TBLASTX: Maize 


Start 


o /i o c 
ZQZo 








End 


2778 


GI 


none 








Score 


36 


Exons 


o a o a o a a a 
ZQZo . . Z o4 4 , 


Z4 J J . 


O /I £ O 

. Z4 DZ , 


ZoUo . 


.2636, 2638.. 2778, 2651.. 2767 


Seq. No. 


38860 








Seq. ID 


OJ000114_04.0207.C23 


Gene No. 


79976 








Strand 




otart 


I OZ D4 








End 


15339 


Name 


UJUUU114 U4 


UZU / . 


CZo . OD 


. tw 


Method 


TBLASTX: Wheat 


btart 


O A Q D 

Z4 y o 








End 


2799 


bi 


none 








Score 


138 


tr* v v\ 

tjXons 


0 A QQ ' 0 &A A 
Z 4 y O . . Z D4 4 , 


z 4 y y . 


o £ o, £ 

. Z DO O, 


0 C^A A 
Z D4 4 . 


.2799, 2645.. 2761, 2671.. 2799 


beq. no. 


joooU 








Seq. ID 


OJ000114_04.0207.C23 


Gene No. 


79976 








Strand 




Start 


15264 








End 


15339 


Name 


UJ UUU 1 ± 4 U4 


UZU / . 


po "3 i 

L-Z J.Ol 


4- <-» 

. ts 


Method 


TBLASTX: Soybean 


btart 


ZD 1 O 








End 


2907 




none 








Score 


86 


Exons 


Z D I J . . Z b4 4 , 


Z3I4 . 


OCT C 
. Z DO D, 


O £T /I /I 

Z D4 4 . 


.2871, 2645.. 2755, 2730.. 2807, 




z / y 4 . .Zo/i, 


Zo DO . 


O Q C\1 

. z y u / , 


O O T C 

Zo / 0 . 


.2907 




o e q . in o . 


o p p crn 
jOODU 








Seq. ID 


OJ000114_04 . 0207 . C2 3 


Gene No. 


79976 








Strand 




Start 


15264 








End 


15339 


Name 


OJ000114 04, 


0207. 


C23.o3 


. tm 


Method 


TBLASTX : Maize 


Start 


2794 








End 


3265 


GI 


none 








Score 


120 


Exons 


2794 . .3261, 


2827. 


.3174, 


3020. 


.3265 





38561 



Seq. No. 38860 

Gene No. 79976 

Start 15264 

Name OJ000114_04 . 0207 . C23 . o4 , 

Start 2848 

GI none 

Exons 2848.. 3330, 2891.. 3334 



tw 



Seq. ID 

Strand 

End 

Method' 

End 

Score 



OJ000114_04.0207.C23 
15339 

TBLASTX: Wheat 

3334 

317 



Seq. No. 38860 

Gene No. 79976 

Start 15264 

Name OJ000114JD4 . 0207 . C23 . o4 , 

Start 2980 

GI none 

Exons 2980.. 3261, 2981.. 3178 



ts 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000114_04.0207.C23 
15339 

TBLASTX: Soybean 

3261 

62 



Seq. No. 38860 

Gene No. 79976 

Start 15264 

Name OJ000114_04 . 0207 . C23 . 08 , 

Start 3505 
GI ~ none 

Exons 3505.. 3858, 3541.. 3675, 



Seq. ID 

Strand 

End 

tw Method 
End 
Score 

3719. .3859 



OJ000114_04.0207.C23 
15339 

TBLASTX: Wheat 

3859 

73 



Seq. No. 38860 

Gene No. 79976 

Start 15264 

Name OJ000114_04 . 0207 . C23 . 06 . 

Start 3592 

GI none 

Exons 3592. . 3912 



tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000114_04.0207.C23 
15339 

TBLASTX: Maize 

3912 

204 



Seq. No. 38860 

Gene No. 79976 

Start 15264 

Name OJ000114_04 . 0207 . C23 . o7 , 

Start 4258 

GI none 

Exons 4258.. 4554, 4457. .4537 



tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000114_04.0207.C23 
15339 

TBLASTX: Maize 

4554 

61 



Seq. No. 38860 Seq. ID 

Gene No. 79976 Strand 

Start 15264 End 

Name OJ000114_04 . 0207 . C23 . o7 . tw Method 

Start 4435 End 

GI none Score 

Exons 4435.. 4794, 4457.. 4669, 4694.. 4798 



OJ000114_04 .0207.C23 
'15339 

TBLASTX: Wheat 

4798 

69 



Seq. No. 38860 

Gene No. 79976 

Start 15264 

Name OJ000114_04 . 0207 . C23 . o5 - 

Start 15264 

GI 6630699 

Exons 15264. .15339 

GI Descrip. (AP000969) hypothetical 
gi | 6721536 | dbj IBAA89566. 



np 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000114_04.0207.C23 

15339 
AAT/NAP 
15339 
78 



protein [Oryza sativa] 

11 (AP001073) hypothetical protein 



38562 



[Oryza sativa] 

Seq. No. 38861 Seq. ID OJ000114_04 . 0207 . C25 

Gene No. * 79977 - Strand + 

Start 11 End 1237 

.Name OJ000114JD4 . 0207 . C25 . ol . np Method AAT/NAP 

Start 11 * End 1237 

GI 343210 ; " Score 78 

Exons 11.. 106, 1124.. 1237 

GI Descrip. (M35995) apocytochrome b6 (alt.) [Oryza sativa] 

gi I 226762 | prf | I1604469A cytochrome b6 [Oryza sativa] 



Seq. No. 


38861 


Seq. ID 


OJ000114_04 


.0207. C25 


Gene No. 


79977 


Strand 


+ 




Start 


11 


End 


1237 




Name 


OJ000114 04 .0207.C25.o2.np 


Method 


AAT/NAP 




Start 


681 


End 


951 




GI 


769711 


Score 


127 




Exons 


681. .951 








GI Descrip-. 


(D32052) ORF90 [Oryza sativa] 








Seq. No.' 


38861 


Seq. ID 


OJ000114_04 


0207. C25 


Gene No. 


79978 


Strand 


+ 




Start 


1165 


End 


1237 




Name 


OJ000114 04.0207.C25.o2.gp 


Method 


AAT/GAP 




Start 


1165 


End 


1237 




GI 


-LIB34 77-003-P1-K1-E9 


Score 


119 




Exons 


1165. .1237 








GI Descrip. 


'2498586/sp|Q40638 IMPOl ORYSA 


2.0e-24 


MAJOR POLLEN 


ALLERGEN ORY 




S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 


1 [Oryza 



sativa] 1 



Seq. No. 38862 Seq. ID 

Gene No. 79979 Strand 

Start 409 End 

Name OJ000114_04 . 0.207 . C2 6 . ol . gp Method 

Start 4 09 ' End 

GI LIB3477-003-P1-K1-E9 Score 

Exons 409. .495 

GI Descrip. ' 2498586/sp | Q40638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



OJ000114_04.0207.C26 
+ 

495 

AAT/GAP 

495 

82 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 



38863 Seq. ID 

79980 Strand 

1 End 

OJ000114_04 .0207.C27.ol.np Method 

1 , End. 

5091513 Score 



OJ000114_04 .0207.C27 

•f 

4670 
AAT/NAP 
4670 
1819 



1..26, 1356. .2453, 3190. .3822, 3856. .3999, 4453. 
(AB023482) Hypothetical protein [Oryza sativa] 



4670 



38863 Seq. ID 

79980 Strand 

1 End 

OJ000114_04 . 0207 . C27 . ol . gp Method 

140 End 



OJ000114_04.0207.C27 
+ 

4670 

AAT/GAP 

473 



38563 



GI 72524_1.R1084 Score 420 

Exons 140.. 473 

GI Descrip. ' 50914 96/dbj | AB023482 . 2 | AB023482 3.0e-84 Oryza sativa genomic 
DNA, chromosoine 6, clone P0680A03, complete sequence' 



Qprr No 


38864 






Seq. ID 


O.T0001 1 4 


04 0907 


P98 

• V-/ o 


fipnp No 


79981 






Strand 








Start 


7 






End 


289 






Name 


OJ000114 04.0207.C28 


.ol 


.gs 


Method 


GENSCAN 






Start 


7 






End 


289 






GI 


none 






Score 


. 43 






P vnn q 


7 98 Q 














Qpn Nn 


388 6S 






O C • -L U 


o.toooi 1 4 


04 0907 


no 


UCIIC LN U • 


/ _7 _7 O ^. 






OLi at 1U 








J LCll L 


J. U *J 






PnH 


64 8 

D *a O 






LNdlllC. 


o ( tooo*n4-04 0907 r^n 


nl 




Mot" h nH 


o d ln o k^riLN 






Start 


165 






End 


648 






GI 


none 






Score 


.72 






P vnn q 


165. .323, 581. .648 














Cqh Ma 


38866 






Seq. ID 


OJ000114 


04 0901 


. toi 


UCllC LNU . 


79983 






Strand 


+ 






Start 


1 






■ End 


121 






Name 


OJ000114 04.0207.C31 


.Ol 


.np 


Method 


AAT/NAP 






Start 


1 






End 


121 






GI 


4680183 






Score 


132 






P vnn 

t-J *\. \J 1 1 o 


1. .121 
















(AF111709) gag-pol protein 


[Oryza sativa subsp. 


Hldl Cd J 






38866 






Seq. ID 


OJ000114 


04 0907 




f^csnP 1 Nn 

O C11C IN \J ■ 


79984 






Strand 


+ 






Qfari- 
O L al L 


146 






End 


387 






Name 


OJ000114 04.0207.C31 


ol 


.gs 


Method 


GENSCAN 






Start 


146 






End 


387 






GI 


none 






Score 


.67 






P von q 


146. .208, 310. .387 - 














Qpn Nn 

O C ^ . IN {J • 


38867 






Seq. ID 


OJ00011.4 


04 0907 


r^9 


pi c=i Nn 

UCllC IN U • 


79985 






Strand 


+ 






Of- =j rh 

OLal L 


431 






End 


475 






LNCtlllt? 


OJ000114 04.0207.C32 


ol 


.gs 


Method 


GENSCAN 






Start 


431 






End 


475 






GI 


none 






Score 


.92 






Exons 


431. .475 














Seq. No. 


38868 






Seq. ID 


OJ000114^ 


__04.0207 


C33 


Gene No. 


79986 






Strand 








Start 


1' 






End 


1914 






Name 


OJ000114 04.0207.C33. 


ol 


• gp 


Method 


AAT/GAP 






Start 


1 






End 


1914 






GI 


342 1.R1084 






Score 


3128 






Exons 


1. .1914 














GI Descrip. 


1 4574406/gb|AAD24042. 


11 


0.0e+00 (AF121139) RIM2 


protein 


[Oryza 




sativa] 1 














Seq. No. 


38868 






Seq. ID 


OJ000114_ 


_04.0207. 


C33 



38564 



Gene No. 79986 
Start 1 

Name OJ000114_04 . 0207 . C33 . ol . 

Start 3 
GI none 

Exons 3. .47, 10. .48, 52. .132, 

190. .243, 245. .310, 246, 
573. .728, 595.-735, 703. 



tw 



Strand 
End 

Method 

End 

Score 



1914 

TBLASTX: Wheat 

1190 

54 



54. .170, 54. .173, 61. .201, 180. .239, 
.290, 285. .536, -318. .557, 572. .727, 
.1185, 759. .1184, 1005. .1190 



Seq. No. 38868 

Gene No. 79986 

Start 1 

Name OJ000114_04 . 0207 . C33 . ol , 

Start 370 

GI 6742729 

Exons 370.. 1914 

GI Descrip. (AF121139) RIM2 protein 

Seq. No. 38868 

Gene No. 79986 

Start 1 

Name OJ000114_04 . 0207 . C33 . ol . 

Start 468 

GI none 

Exons 468 . .536, 572. ,727, 573. 



np 



Seq. ID OJ000114_04.0207.C33 
Strand 

End 1914 

Method AAT/NAP 

End 1914 

Score 2231 



[Oryza sativa] 



tc 



Seq. ID OJ000114_04.0207.C33 
Strand 

End 1914 

Method TBLASTX : Cress 

End 8 97 

Score 116 



,728, 703. .897, 759. .893 



Seq. No. 38868 

Gene No. 79986 

Start 1 

Name OJ000114JD4 . 0207 . C33 . ol , 

Start 828 

GI none 

Exons 828.. 1142, 856.. 1125 



tm 



Seq. ID OJ000114_04 .0207.C33 
Strand 

End 1914 

Method TBLASTX: Maize 

End 1142 

Score 125 



Seq. No. 38868 

Gene No. 79986 

Start 1 

Name OJ000114_04 . 0207 . C33 . o2 . 

Start 1191 

GI none 

Exons 1191.. 1271, 1192.. 1272, 
1533. .1595, 1546. .1596 



Seq. ID OJ000114_04 .0207.C33 
Strand 

End 1914 

tw Method TBLASTX : Wheat 

End 1596 

Score 64 
1192. .1275, 1305. .1547, 1306. .1527, 



Seq. No. 38868 

Gene No. 79986 

Start 1 

Name OJ000114_04 . 0207 . C33 . ol . 

Start 1615 

GI none 

Exons. 1615.. 1857 



ts 



Seq. ID OJ000114_04.0207.C33 
Strand 

End 1914 

Method TBLASTX : Soybean 

End 1857 

Score 208 



Seq. No. 38868 

Gene No. 79986 

Start 1 

Name OJ0001 14_04 . 0207 . C33 . o3 . 

Start 1721 

GI none 



tw 



Seq. ID OJ000114_04.0207.C33 
Strand 

End 1914 

Method TBLASTX : Wheat 

End 1901 

Score 133 



38565 




Exons 


1721. .1897, 1725. .1901, 1726 


. . 1896 






Seq. No. 


38869 • 


Seq. ID 


OJ000114 01 0215 


. CI 


Gene No. 


79987 


Strand 






Start 


1 


End 


709 




Name 


OJ000114 01.0215.Cl.ol.np 


Method 


AAT/NAP 




Start 


1 ~ 


End 


709 




GI 


5531416 


Score 


143 




Exons 


1..28, 104. .207, 677. .709 








GI Descrip. 


(AJ243758) translocon Tic40 


[Pisum sativum] 




Seq. No. 


38869 


Seq. ID 


OJ000114_01.0215 


.CI 


Gene No. 


79987 


Strand 


- 




Start 


1 


End 


709 




Name 


" OJ000114 01 . 0215 . CI . ol . tm 


Method 


TBLASTX: Maize 




Start 


2 ~~ 


End 


707 




GI 


none 


Score 


39 




Exons 


2. .34, 2. .37, 98. .208, 105.. 


209, 669 


. 707- 




Seq. No. 


38869 


Seq. ID 


OJ000114_01.0215 


.CI 


Gene No. 


79987 


Strand 


- 




Start 


1 


End 


709 




Name 


OJ000114 01 . 0215 . CI . ol . gs 


Method 


GENSCAN 




Start 


104 _ 


End 


207 




GI 


none 


Score 


.58 




Exons 


104 . .207 








Seq. No. 


38870 


Seq. ID 


OJ000114_01.0215 


.C2 


Gene No. 


79988 


Strand 






Start 


140 


End 


3154 




Name 


OJ000114 01 . 0215 . C2 . ol . gp 


Method 


AAT/GAP 




Start 


140 _ 


End 


797 




GI 


none 


Score 


814 




Exons 


140. .201, 27S..393, 533. .797 








Seq. No. 


38870 


Seq. ID 


OJ000114_01.0215 


. C2 


Gene No. 


79988 


Strand 






Start 


140 


End 


3154 




Name 


OJ000114 01-0215. C2.ol.np 


Method 


AAT/NAP 




Start 


271 


End 


3154 




GI 


5531416 


Score 


173 




Exons 


271. .408, 533.-785, 2182. .2257, 2341.. 


2440, 2950.. 3154 




GI Descrip. 


(AJ243758) translocon Tic40 


[Pisum sativum] 




Seq. No. 


38870 


Seq. ID 


OJ000114_01.0215 


-C2 


Gene No. 


79988 


Strand 






Start 


140 


End 


3154 




Name 


OJ000114 01.0215.C2.ol.gs 


Method 


GENSCAN 




Start 


275 


End 


3154 




GI 


none 


Score 


.74 




F. von ^ 


275. .393, 533. .785, 2585. .2774, 2880.. 


2916, 2962.. 3154 




Seq. No. 


38870 


Seq. ID 


OJ000114_01.0215 


.C2 


Gene No. 


79989 


Strand 






Start 


4088 


End 


6491 




Name 


OJ000114 01.0215.C2.o2.gs 


Method 


GENSCAN 




Start 


4088 


End 


6491 





38566 



GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name ■ 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none Score .98 

4088. .4567, 5407. .5625, 6083. .6205, 6324. .6491 



38870 
79989 
4088 

OJ000114_01.0215.C2.o2.np 

4091 

5306269 



Seq. ID OJ000114_01.0215.C2 
Strand 

End 6491 
Method AAT/NAP 
End 64 91 

Score * 500 



4091. .4162, 4199. .4567, 5407. .5625, 6083. .6205, 6324. .6491 
(AC006233) unknown protein [Arabidopsis thaliana] 



38870 Seq. ID 

79989 Strand 

4088 End 

OJ000114_01 . 0215 . C2 . o2 . gp Method 

4387 End 

6792 1.R1084 Score 



OJ000114_01.0215.C2 

6491 
AAT/GAP 
6298 
922 



4387. .4567, 5407. .5625, 6083 .. 6174 , -6278 .. 6298 
, 5306269/gb|AAD42001.1|AC006233_12 7.0e-36 (AC006233) unknown 
protein [Arabidopsis thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38870 
79990 
8146 

OJ000114 

544 

none 



01.0215.C2.ol.tw 



Seq. ID OJ000114_01.0215.C2 
Strand 
End 

Method - 
End 
Score 



10929 

TBLASTX: Wheat 

2379 

83 



544. .630, 556. .621, 632. .787, 633. .737, 635. .787, 2095. .2112, 
2195. .2254, 2197. .2256, 2198. .2263, 2338. .2379 



Seq. No. 38870 

Gene No. 79990 

Start 8146 

Name OJ000114_01 . 0215 . C2 . o4 . tm 

Start 594 

GI none 
Exons 



Seq. ID OJ000114_01.0215.C2 
Strand 
End 

Method 
End 
Score 



10929 

TBLASTX: Maize 

828 

61 



594. .644, 598. .657, 598. .828, 606. .737, 611. .787 



Seq. No. 38870 

Gene No. 79990 

Start 8146 

Name OJ000114_01 . 0215 . C2 . o3 . 

Start 2063 

GI none 

Exons 2063.. 2113, 2197.. 2256, 
2338.. 2469, 3123.. 3173 

Seq. No. 38870 

Gene No. 79990 

Start 8146 

Name OJ000114_01 . 0215 . C2 . o2 . 

Start 5480 

GI none : 

Exons 5480.. 5626, 5482.. 5628, 
6459.. 6500, 6460.. 6516 



Seq. ID OJ000114_01.0215.C2 
Strand 

End 10929 

tm Method TBLASTX : Maize 

End 3173 

Score 91 
2198. .2263, 2315. .2446, 2338. .2451, 



Seq. ID OJ000114__01.0215.C2 
Strand 

End 10929 

tm Method TBLASTX : Maize 

End 6516 

Score 141 
6083. .6220, 6084. .6221, 6323. .6391, 



38567 





joo / u 








ucnc LN W • 


/ y j \j 








Start 


R1 4 6 

O X 1 O 








Name 


O.T0001 14 01 


0215 


C? nl 


L.1U 


O Lul L 


747 ? ~~ 










n on o 

1 1 W 1 i- c 








F von c 


74 7? 7^0? 


7 ^S7 




7 64ft 




77ft1 7ftfi4 
/ /ox. ■ / ouy / 


7ft70 
/ o / \J 


7Q9Q 


7ft74 

/ O / H * 




7 Qfi7 ft 01 1 

/ «/U ' • • O U X X , 


8018 


. .8080, 


8020. 




8079. .8168, 


8081 


. .8170, 


8081. 




8524.. 8631, 


8525 


. .8629, 


8729. 




9406. .9450, 


9407 


. .9487, 


9407. 




9492. .9617, 


9493 


. .9693, 


9494. 




9689. .9853, 


9704 


. .9859, 


9853. 




9957. .10055, 


10813. .10926, 10 




10826. .10927 






Seq. No. 


?fift70 








Gene No. 


79990 








Start 


8146 








Name 


OJ000114 01. 


0215 


C? o? 




OLdl L 


7853 








O X 


none 










7853. .8218, 


8343 


ft ^96 


8510. 


Seq. No. 


?ft ft70 








Gene No. 


79990 








Start 


8146 










OJ000114 01. 


0215 


. C2 . o3 . 


y ^ 




8146 






V3X 


none 








Exons 


8146. .8218, 


8510 


ft fi?7 


Q4 Dft 

3*4 UO . 


Seq. ' No. 


38870 








Gene No. 


79990 








Start 


8146 








Name 


OJ000114 01. 


0215 


.C2.o : 4 . 


gp 




9681 










2796658 










9681. .9876, 


■9956 


. .10004 




Seq. No. 


38871 








Gene No. 


79991 








Start 


40 










OJ000114 01. 


0215 


.C4.ol. 


gs 


Cf arf 


40 






ox 


none 










40. .135 








Sea No 


38872 








Gene No. 


79992 








Start 


1080 








Name 


OJ000114 01. 


0215 


.C5.ol-. 


gs 


Start 


■1080 








GI 


none 








Exons 


1080. . 1094, 


2140, 


. .2188, 


2244 . 



Seq. ID OJ000114_01.0215.C2 
Strand 

End 10929 
Method TBLASTX: Maize 
End 10927 
Score 4 6 

.7761, 7671. .7763, 7777. .7872,. 
.7924, 7882. .7926, 7926. .7943, 
.8094, 8022. .8087, 8079. .8168, 
.8173, 8340. .8396, 8344. .8397, 
.8797, 8730. .8804, 8731. .8820, 
.9472, 9482. .9601, 9492. .9689, 
.9688, 9496. .9693, 9688. .9855, 
.9879, 9956.. 10054, 9956.. 10054, 



Seq. ID OJ000114_01.0215.C2 
Strand 

End 10929 

Method AAT/GAP 

End 9585 

Score 1469 

.8627, 8731. .8796, 9408. .9585 

Seq. ID OJ000114_01.0215.C2 
Strand 

End 10929 

Method GENSCAN 

End 10929 

Score .9 

.9876, 9956.. 10053, 10845.. 10929 

Seq. ID OJ000114_01.0215.C2 
Strand 

End 10929 

Method AAT/GAP 

End 10004 

Score 432 



Seq. ID OJ000114_01.0215.C4 

Strand + 

End 135 

Method GENSCAN 

End 135 

Score .7 



Seq. ID OJ000114_01.0215.C5 

Strand + 

End 3732 

Method GENSCAN 

End 3732 

Score .53 

,2326, 3321.. 3503, 3612.. 3732 



38568 




beq. no. 


JOO / Z 




beq. id 


OJUUU114 Ul.UZlO 


. Co 


Gene No. 


79993 




Strand 






Start 


1919 




End 


3027 




Name 


- OJ000114 01.0215.C5.ol.np 




Method."" 


AAT / NAP 




Start 


1919 




End 


oU^ / 




bl 


6815053 




Score 


/"no 

by o 




Exons 


1919.. 2155, 2205. .2380, 28! 


31. . 


.3027 






GI Descrip. 


(AP001080) hypothetical protein [Oryza 


sat i va ] 




Seq. No. 


38873 




Seq. ID. 


OJ000114_01.0215 


.C6 


Gene No. 


7 9994 




Strand 


+ 




otart 


3069 




End 


LZ 




Name 


OJ000114 01.0215.C6.o2.gs 




Method 


bENbCAN 




otart 


3069 




End 






bl 


none 




Score 


. bl 




Exons 


3069. .3212 










beq. no. 


38873 




Seq. ID 


OJ000114_01.0215 


. Co 


bene no . 


79995 




Strand 






Start 


223 




End 


3108 




Name 


OJ000114 01.0215.C6.ol.gp 




Method 


AAT/GAP 




btart 


223 




End 


3108 




GI 


16488 1.R1084 




Score 


960 




Exons 


223. .296, 392. .535, 637. .775, 


939. .1069, 3032. .3108 




GI Descrip . 


•2459429 3.0e-20 (AC002332) 


i unknown protein [Arabidopsis 




thaliana] 1 










beq. no. 


38873 




Seq. ID 


OJ000114_01.0215 


.C6 


Gene No. 


79995 




Strand 






Start 


223 




End 


3108 




Name 


OJ000114 01.0215.C6.ol.tm 




Method 


TBLASTX: Maize 




Start 


252 




End 


1009 




bl 


none 




Score 


89 




Exons 


252. .296, 378. .485, 392 . . 4£ 


34, 


482. .538, 


483. .536, 634.. 


705, 




644. .706, 694. .783, 728. .11 


34, 


938. .100$ 


), 939.. 992 




beq. no. 


38873 




Seq. ID 


OJ000114_01.0215 


.C6 


Gene No. 


79995 




Strand 






Start 


223 




End 


3108 




Name 


OJ000114 01.0215.C6.ol.np 




Method 


AAT/NAP 




bt art 


264 




End 


2385 




bl 


2459429 




Score 


124 




Exons 


264. .296, 392. .535, 637. .775, 


939. .1067, 2360. .2385 




GI Descrip. 


(AC002332) unknown protein 


[Arabidopsis 


i thaliana] 




Seq. No. 


38873 




Seq. ID 


OJ000114J31.0215 


.C6 


Gene No. 


79995 




Strand 






Of -lyf 

btart 


223 




End 


3108 




Name 


OJ000114 01.0215.C6.ol.gs 




Method 


GENSCAN 




Start 


392 




End 


2011 






■ none 




Score 


.74 




Exons 


392. .535, 637. .775, 939. .1069, 


1391. .1509, 1978. .2011 




Seq. No. 


38874 




Seq. ID 


OJ000114_01.0215 


.C7 


Gene No. 


79996 




Strand 


+ 




Start 


154 




End 


1797 




Name 


OJ000114 01.0215.C7.ol.gs 




Method 


GENSCAN 





38569 




Start 


154 




End 


1797 


GI 


none 




Score 


. 75 


Exons 


154 . .326, 


1628 . .1797 






Seq. No. 


38875 




Seq. ID 


OJ000114 


Gene No. 


79997 




Strand 


+ 


Start 


159 




End 


189 


Name 


OJ000114 


01.0215.C8.ol.gs 


Method 


GENSCAN 


Start 


159 




End 


189 


GI 


none 




Score 


.76 


Exons 


159. .189 









Seq. No. 38876 Seq. ID 

Gene No. 79998 Strand 

Start 1 End 

Name OJ000114_01 . 0215 . C9 . ol . gp Method 

Start 1 End 

GI . 1631805 Score 

Exons 1..322 



OJ000114_01.0215.C9 
322 

AAT/GAP 

322 

600 



Seq. No. 38877 Seq. ID 

Gene No. 79999 Strand 

Start 62 End 

Name OJ000114_01 . 0215 . CIO . ol . gs Method 

Start 62 . . End 

GI none Score 

Exons 62.. 92, 252.. 328 



OJ000114_01. 0215. C10 
+ 

328 

GENSCAN 
328 
. 57 



Seq. No- 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



38878 Seq. ID 

80000 Strand 

4 4 End 

OJ000114_01. 0215.Cll.o2.np Method 

4 4 End 

5734709 Score 



OJ000114_01.0215.C11 
+ 

3627 
AAT/NAP 
3627 
224 



44. .188, 1308. .1952, 3591. .3627 

(AC008075) Contains PF| 00069 Eukaryotic protein kinase domain 
[Arabidopsis thaliana] 



38878 Seq. ID 

80001 Strand 

1 End 

OJ000114_01 . 0215 . Cll . ol . np Method 

1 End 

4371296 Score 



OJ000114_01. 0215. Cll 

3627 
AAT/NAP 
3627 
446 



1..202, 248. .596, 639. .1092, 3535. .3627 

(AC006260) putative receptor-like protein kinase [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ■.. 

Exons 

GI Descrip. 



38878 
80001 
1 

OJ000114_01.0215.Cll.o3.'np 
1 

5734709 



Seq. ID OJ000114_01. 0215. Cll 
Strand 

End 3627 
Method AAT/NAP 
End 3627 
Score 443 

1..202, 248. .414, 44'2..596, 639. .815, 997. .1281, 2044. .2332, 
3600.. 3627 

(AC008075) Contains PF| 00069 Eukaryotic protein kinase domain 



38570 



[Arabidopsis thaliana] 

Seq. No. 38878 - 

Gene No. 80001 

Start 1 

Name OJ000114_01 . 0215 . Cll . ol . gs 

Start 9 

GI none 

Exons 9.. 2189 



Seq. ID OJ000114_01. 0215. Cll 
Strand 

End 3627 

Method GEN SCAN 

End 2189 

Score .96 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38878 
80001 
1 

OJ000114_01. 0215. Cll. ol.tm 
24 

-none 



Seq. ID OJ000114_01. 0215. Cll 
Strand 

End 3627 

Method TBLASTX : Mai ze 

End 746 

Score 110 



24. .167, 55. .159, 243. .374, 250. .360, 453. .590, 463. .591, 
669. .746 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38878 
80001 
1 

OJ000114_01. 0215. Cll. ol.ts 
30 

none 



Seq. ID OJ000114_01. 0215. Cll 
Strand 

End 3627 

Method TBLASTX : Soybean 

End 848 

Score 153 

30. .167, 31. .162, 243. .383, 247. .363, 451. .609, 453. .608, 
660. .848, 661. .840 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38878 
80001 
1 

OJ000114_01. 0215. Cll. ol.tc 
42 

none 



Seq. ID OJ000114_01. 0215. Cll 
Strand 

End 3627 

Method TBLASTX : Cress 

End 809 

Score 86 

42. .179, 55. .159, 243. .383, 250. .333, 453. .590, 463. .603, 
648. .809 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38878 
80001 
1 

OJ000114J)1. 0215. Cll. ol.tw 
42 

none 



Seq. ID OJ0001i4_0I.0215.Cll 
Strand 

End 3627 

Method TBLASTX : Wheat 

End 509 

Score 57 



42. .167, 48. .95, 55. .168, 234. .383, 244. .363, 456. .509 



Seq. No. 38878 

Gene No. 80001 

Start 1 

Name OJ000114_01 . 0215 . Cll . o2 . ts 

Start 1146 

GI none 
Exons 



Seq. ID OJ000114_01. 0215. Cll 
Strand 

End - .3627 

Method TBLASTX: Soybean 

End 161,9 

Score 75 



1146. .1184, 1182. .1439, 1183. .1320, 1338. .1442, 1491. .1595, 
1494. .1619 



Seq. No. 
Gene No. 
Start 



38879 
80002 
3973 



Seq. ID OJ000114_01.0215.C14 
Strand + 
End 4203 



38571 



# 



Name OJ000114_01 . 0215 . C14 . ol . gp Method AAT/GAP 

Start 3973 End 4203 

GI 15591_1.R1084 Score 293 

Exons 3973.. 4203 

GI Descrip.' 1 5257255/dbj | AP000364 . 1 | AP000364 2.0e-14 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



38879 Seq. ID 

80003 Strand 
9356 End 
OJ000114_01.0215.C14 . o2 . gp Method 
9356 End 
86158_1.R1084 Score 
9356. .9484, 9509. .9670 

•5295936/dbj IAB026295.2 IAB026295 5.0e-42 Oryza sativa genomic 
DNA, chromosome 6, clone : P0681F10, complete sequence' 



OJ000114_01.0215.C14 
+ 

9670 
AAT/GAP 
9670 
388 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



38879 Seq. ID OJ000114_01 . 0215 . C14 

80003 Strand + 

9356 End 9670 

OJ000114_01.0215.C14 . o3 . gp Method AAT/GAP 

9356 End 9670 

86158_1.R1084 Score 383 

9356. .9484, 9509. .9670 

'5295936/dbj | AB0'2 6295 . 2 | AB026295 5.0e-42 Oryza sativa genomic 
DNA, chromosome 6, clone : P0681F10 , complete sequence 1 



38879 Seq. ID 

80004 Strand 
10056 End 
OJ000114_01.0215.C14 .o4 . gp Method 
10056 End 
36280_1.R1084 Score 
10056. .10510 

'5295971/dbj | BAA81872.il 1.0e-81 (AB026295) EST D24315 (R1718 ) 
corresponds to a- region of the predicted gene.; Similar to 
Tobacco DNA for retroviral-like transposon Tnt 1-94 . (X13777 ) 
[Oryza sativa] ' 



OJ000114_01.0215.C14 
+ 

10510 
AAT/GAP 
10510 
866 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



38879 
80005 
12204 

OJ000114_01.0215.C14 .06. gp 
12204 

uC-osflM2020118f01al 
12204. .12639 

'5295971/dbj | BAA81872.il 4. 
corresponds to a region of 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000114_ 
+ 

12639 
AAT/GAP 
12639 
821 



01.0215.C14 



Tobacco DNA for 
[Oryza sativa] 1 



,0e-64 (AB026295) EST 
the predicted gene.; 



D24315 (R1718) 
Similar to 



retroviral-like transposon Tnt 1-94 . (X13777 ) 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



38879 Seq. ID 

80006 Strand 

14652 End 

OJ000114_01.0215.C14 .o7.gp Method 

14652 End 

86158 1.R1084 Score 



OJ000114_01.0215.C14 
+ 

14971 
AAT/GAP 
14971 
388 



38572 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



14 652. .14780, 14 805. .14 971 

' 5295936/dbj IAB026295. 2 IAB026295 5.0e-42 Oryza sat iva .genomic 
'DNA, chromosome 6, clone : P0681F10, complete sequence 1 



38879 Seq.. ID 

80006 Strand 
14652 End 
OJ000114_01 . 0215 . CI 4 . 08 . gp Method 
14652 End 
86158_1.R1084 Score 
14652. .14780, 14805. .14966 

1 5295936/dbj | ABO 2 62 95 . 2 | AB026295 5.0e-42 Oryza sativa genomic 
DNA, chromosome 6, clone : P0681F10, complete sequence 1 



OJ000114_01.0215.C14 
+ 

14971 
AAT/GAP 
14966 
389 



38879 Seq. ID 

80007 Strand 

15873 End 
OJ000114_01.0215.C14.o9.gp Method 

15873 End 

none Score 
15873. .16370 



OJ000114_01.0215.C14 
+ 

16370 
AAT/GAP 
16370 
822 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38879 Seq. ID 

80008 " Strand 

9679 End 

OJ000114_01.0215.C14.o5.ts Method 

6733 End 

none .• Score 



OJ000114_01.0215.C14 
19644 • 

TBLASTX: Soybean 

7857 

151 



6733. .6870, 6987. .7163, 6992. .7162, 7744. .7857 

OJ000114 01.0215.C14 



38879 Seq. ID 

80008 Strand 

9679 End 

OJ000114_01.0215.C14.o9.tm Method 

6735 End - 

none Score 



19644 

TBLASTX :Maize 

7815 

106 



6735. .6845, 6736. .6870, 6737. .6844, 6979. .7158, 6986. .7159, 
6987. .7160, 7744. .7815 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



38879 Seq. ID 

80008 Strand 

9679 End 

OJ000114JD1 . 0215 . C14 . ol3 . tm Method 

8038 End 

none Score 



OJ000114_01.0215.C14 
19644 

TBLASTX: Maize 

8571 

81 



8038. .8103, 8361. .8570, 8361. .8570, 8362. .8571 



38879 
80008 
9679 

OJ000114_01.0215.C14-o6.ts 

8747 
none 

8747. .8989, 8758. .8961 

38879 
80008 



Seq. ID OJ000114_01.0215.C14 
Strand 

End 19644 

Method TBLASTX : Soybean 

End 8 98 9 

Score 208 



Seq. ID 
Strand 



OJ000114 01.0215.C14 



38573 




Start 


9679 


End 


19644 




Name 


UJUUUXXfl U X . UZ X D . LI H . O J . yS 


Method 


GENSCAN 




Start 


y o / y 


End 


19584 




bl 


none 


Score • 


.81 




Exons 


yo/y..x*t3Ufi/ ijo jo . . ijod4 , ± 


6072. .16112, 17003. .17452, 






X/O/X. . 1 / Ojj, ± t JO 1 . .1010// 


18261. .18488, 18595. .19584 




beq. wo. 


Jo o / y 


Seq. ID 


OJ000114_01.0215 


. -L 4 


bene jno . 


ouuuo 


Strand 










End 


19644 




Name 


OJ000114 01.0215.C14.ol.np 


Method 


AAT/NAP 




Start 


9682 


End 


14484 




bX 


too CO! 1 


Score 


8140 




Exons 


QfTOO 1 A AQA 
y O O Z . . X 4 40 fl 








GI Descrip. 


lAtJUZDiiyOJ Lo 1 ft O X 3 [ Kl / X 0 ) 


corresponds to a region of 






preaiCT,ea gene . , oxmxxar 10 


Tobacco DNA for retroviral- 


± J. Kc 




francnncnn Tnt" 1 _ Q / ( Y 1 ^777^ 


[Oryza sativa] 




Seq. No. 


38879 


Seq. ID 


OJ000114_01.0215 


.C14 


Gene No. 


80008 


Strand 






o car l 


y d / y 


End 


19644 




Name 


UJUUUXX4 U X . UZ X D . bX 4 . 04 . US 


Method 


TBLASTX : Soybean 




Start 


y / u d 


End 


10356 




bl 


none 


Score 


51 




Exons 


Q7fl£ QQ'JQ QP^Q Q Q Q 4 

y/uo. . yyjy, y o j y . . y y z o , y y y 4 


..10182/ 10022. .10183, 10195.. 10356 


Seq. No. 


38879 


Seq. ID 


OJ000114_01.0215 


.C14 


Gene No. 


80008 


Strand 






Start 


9679 


End 


19644 




Name 


OJ000114 01.0215.C14.ol.tc 


Method 


TBLASTX: Cress 




□tart 


9715 


End 


10377 




bX 


none 


Score 


101 




Exons 


9715. .9933, 9719. .9925, 10000 .. 10080, 


10004. .10081, 






10096. .10377, 10097. .10183, 


10205. .10315 




Seq. No. 


38879 


Seq. ID 


OJ000114_01.0215 


.C14 


Gene No. 


80008 


Strand 






C 4- -3 v- 4- 


9679 


End 


19644 




Name 


OJ000114 01.0215.C14.o6.tm 


Method 


TBLASTX: Maize 






9716 


End 


10105 




bX 


none 


Score 


255 




Exons 


9716. .9940, 9716. .10102, 971 


8. .10104, 


9718.. 10104, 9998 


. .10105 


Seq. No. 


38879 


Seq. ID 


OJ000114_01.0215 


.C14 


Gene No. 


80008 


Strand 






btart 


9679 


End 


19644 




Name 


OJ000114 01.0215.C14 .o4 .tw 


Method 


TBLASTX: Wheat 




Start 


9745 


End 


10164 




bl 


none 


Score 


65 




Exons 


9745. .9948, 9758. .9925, 9994 


..10164, 1 


0004. .10081 




Seq. No. 


38879 


Seq. ID 


OJ000114J31.0215 


.C14 


Gene No. 


80008 


Strand 






Start 


9679 


End 


19644 




Name 


OJ000114 01.0215.C14.ol4.tm 


Method 


TBLASTX: Maize 




Start 


10111 


End 


10294 




GI 


none 


Score 


122 





38574 



Exons 



10111. .10293, 10112. .10294 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38879 . 
80008 - 
9679 

OJ000114_01.0215.C14 .oS.tw 

10198 

none 

10198. .10377, 10402. .10509 

38879 
80008 
9679 

OJ000114_01.0215.C14 .o3.tm 

10294 

none 

102 94 . .10683, 10294. .10683 



Seq. ID OJ000114_01.0215.C14 
Strand. 

End 19644 

Method TBLASTX : Wheat 

End 10509 

Score 64 



Seq. ID OJ000114__01. 0215.C14 
Strand 

End 19644 

Method TBLASTX: Maize 

End 10683 

Score 459 



Seq. No. 38879 

Gene No. 80008 

Start 9679 

Name OJ000114_01 . 0215 . C14 . ol . tw 

Start- 10510 

GI none 

Exons 10510. .10734/ 10720 .. 11064 , 10724 10909, 10744 .. 10911, 
10976. .11065 



Seq. ID OJ000114_01.0215.C14 
Strand 

End 19644 
Method TBLASTX : Wheat 
End 11065 
Score .66 "■ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene - No. . . 
Start 
Name 
Start 



38879 
80008 
9679 

OJ000114_01.0215.C14 .o2.ts 
10735 
5509260 

10735. .11232, 10754. .10912, 10976. .11152 



Seq. ID OJ000114_01.0215.C14 
Strand 

End 19644 

Method TBLASTX : Soybean 

End 11232 

Score 130 



38879 
80008 
9679 

OJ000114_01.0215.C14 .o4.tc 

10846 

none 

1084 6. .11109, 1097 9. .11110 

38879 
80008 
9679 

OJ000114_01.0215.C14 . o7 . tm 

10885 

none 

10885. .11181, 1088 6. .11155 

38879 
80008 
9679 

OJ000114_01.0215.C14 .ol.ts 
11683 



Seq. ID OJ000114_01.0215.C14 
Strand 

End 19644 

Method TBLASTX : Cress 

End 11110 

Score 91 



Seq. ID OJ000114_01.0215.C14 
Strand 

End 19644 

Method TBLASTX: Maize ' 

End 11181 

Score 181 



Seq. ID OJ000114_01.0215.C14 
Strand 

End 19644 

Method TBLASTX : Soybean 

End 12162 



38575 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 



Score 



161 



11683. .11829, 11854. .12162, 118 67. .12157 



38879 
80008 
9679 

OJ000114_01.0215.C14 .o2.tc 

11707 

none 



Seq. ID OJ000114_01.0215.C14 
Strand 

End 19644 

Method TBLASTX: Cress 

End 12147 

Score 60 



11707. .11829, 11851. .12147, 118 61. .12007, 12065. .12097 



38879 
80008 
9679 

OJ000114_01.0215.C14 .o2. tm 

11767 

none 

11767. .12189, 11768. .12193 



Seq. ID OJ000114_01.0215.C14 
Strand 

End 19644 

Method TBLASTX : Maize 

End 12193 

Score 569 



Seq. ID OJ000114_01.0215.C14 
Strand 

19644 
AAT/GAP 
12195 
593 



38879 
80008 
9679 

OJ000114_01.0215.C14 .o5.gp 
11840 

uC-osflcypl39cl2al 
11840. ,12195 

'5295971/dbj IBAA81872.il 3.0e-44 (AB026295) EST D24 315 (R17 18 ) 
corresponds to a region of the predicted gene.; Similar to 
Tobacco DNA for retroviral-like transposon Tnt 1-94 . (X13777 ) 
[Oryza sativa] ' 



End 

Method 

End 

Score 



38879 
80008 
9679 

OJ000114_01.0215.C14 .o3.tw 

11845 

none 



Seq. ID OJ000114_01.0215.C14 
Strand 

End 19644 

Method TBLASTX : Wheat 

End 12396 

Score 42 



11845. .11925, 11858. .11929, 11 932 .. 12198 , 12032 12181, 
12256. .12396 



Seq. No. 38879 

Gene No. 80008 

Start 9679 

Name OJ000114_01 . 0215 . CI 4 . o7 . ts 

Start 12256 

GI none 

Exons 12256. . 12531, 12355.. 12435 

Seq. No. 38879 

Gene No. 80008 

Start 9679 

Name OJ000114_0L. 0215 . C14 . o2 . tw 

Start 12469 

GI none 
Exons 



Seq. ID OJ000114_01.0215.C14 
Strand 

End 19644 

Method TBLASTX : Soybean 

End 12531 

Score 194 



Seq.- ID OJ000114_01.0215.C14 
Strand 

End . 19644 

Method TBLASTX: Wheat 

End 12922 

Score 57 



124 69. .125 61, 124 69. .1254 9, 12541. .12918, 12556. .12921, 
12617. .12922 



38576 





Seq. No. 


38879 




Seq. ID 


OJ000114_01.0215 




Gene No. 


80008 




Strand 






Start 


" .-967 9 




End 


1 9644 




Name 


OJ000114 01 0215 P14 


o1 0 tm 




TRT.ASTY • Ma i 7<=> 

1 DiinO i A . LMct IlC 




Start 


12592 ~~ 




FnH 






GI 


none 






2 69 




Exons 


12592 12831. 12593 


. 12832 








55pct No 


38879 




Seq. ID 


OJ000114JU.0215 




Gene No. 


80008 




Strand 






Start 


9679 




End 


19644 




Name 


OJ000114 01 0215 C14 


. ol * tm 


Method 


TBLASTX: Maize 




^t-^ rt- 

J Lai L 


1 2847 _ 




End 


13567 




GI 


none 




Score 


413 






12847 13272 12847 


13212 


1294 8. .13271, 13277. .13309, 






13279 13308 13291 


13566 


13292. .1354 9, 132 92. .13567 




Seq. No. 


38879 




Seq. ID 


OJ000114_01.0215 




Gene No. 


80008 




Strand 






Start 


9679 




End • 


19644 




Name 


o.toooi l 4 01 021 s ru 


ofi hm 

. <w> O • I— ill 


Method 


TBLASTX: Maize 




uLOi U 


1 "3801 _ 




End 


14092 




\j x 


none 




Score 


215 


J- 

cr 


P. von ^ 


1 3801 1 4022 1 3801 

X -J (J X . . X ^ *J , 1 JO U 1 1 


1 4091 

. X 1 V Zs X , 


13877.. 14092 


'% J 




^887 9 




Seq. ID 


OJ000114JD1.0215 


cn 


Gene No. 


80008 




Strand 






Start 


9679 




End 


19644 




Name 


OJ000114 01 0215 C14 


ol 2 tm 


Method 


TBLASTX: Maize 






1 sooi ~~ 




End 


15912 




GI 


none 




Score 


196 




P. von ^ 

i_J *V w 1 1 0 


1 5001 15141 1 5D2D 


1 51 27 


15198. . 15296, 15205 .. 15294 , 


[Li 

= 




158 50 15912 










Sea No 


3887 9 




Seq. ID 


O.J000114_01.0215 






80008 

U v U w U 




Strand 






Start 


9679 




End 


196.44 




Name 


OJ000114 01.0215.C14 


. oil . tm 


Method 


TBLASTX: Maize 




Start 


16903 




End 


17638 


£3 


GI 


none 




Score 


137 




P von q 


1 fiQO^ 1 720S 1 fiQQI 


1 7 2 27 

• x / Z. C. / , 


17158. .17271, 17165. .17230, 






17257 17424 1 728S 

A. I ~J f ■ ■ X r Z. *4 , X / Z, O J • 


17 4 07 


17419. .174 63, 17419. . 17 478, 






1 7 553 1 7fi^fi 1 7 S7^ 


1 7 fi^R 

■ X / V) JO; 


17579. . 17638 




Qpn MO 


^887 9 




Seq. ID 


OJ000114_01.0215 






80008 

O \J \J 0 




Strand 






Start 


9679 




End 


19644 




Name 


OJ000114 01.0215.C14 


. o2.np 


Method 


AAT/NAP 




Start 


16980 




End 


19644 




rir 


2462826 




Score 


1073 




P von <5 

£j AUl lo 


16980. .17268, 17305. 


.17434, 


17571. .17818, 17912. .18167, 






18261. .18488, 18595. 


.19644 








GI Descrip., 


(AF000657) unknown protein 


;Arabidopsis 


thaliana] 




Seq. No. 


38879 




Seq. ID 


OJ000114_01.0215 




Gene No. 


80008 




Strand 






Start 


9679 




End 


19644 



38577 



Name OJ000114_01 . 0215 . C14., olO . gp Method AAT/GAP 

Start 17610 End 18493 

GI 13300_1.R1084 Score 1213 

Exons 17610. .17833,-. 17937 18167, 18261.. 18493 

GI Descrip. '2462826 1.0e-16 (AF000657) unknown protein [Arabidopsis 
thaliana] 1 



Seq. No. 38879 
Gene No. 80008 
Start 9679 

Name OJ0001 14_01 . 0215 . C14 . o4 . tm 

Start 17639 
GI none 
Exons 17639 

17943 

18261 

18396 



,17857, 17640. 

,18170, 18081. 

,18392, 18261. 

18479, 18406. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000114 01.0215.C14 



17753, 17647. 

18170, 18259. 

18389, 18392. 
18480 



19644 

TBLASTX: Maize 
18480 
147 

17826, 17941. .18156, 
18342, 18259. .18345, 
18478, 18393. . 18479, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



38879 Seq. ID 

80008 Strand 

9679 End 

OJ000114_01. 0215. C14 .oil. gp Method 

17666 End 

13300 1.R1084 Score 



OJ000114_01.0215.C14 

19644 
AAT/GAP 
18488 
1093 



17666. . 17833, 17937 .. 18167, 18261. .18488 

f 2462826 1.0e-16 (AF000657) unknown protein [Arabidopsis 
thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



38879 Seq. ID 

80008 Strand 

967 9 End 

OJ000114_01.0215.C14 .ol2.gp Method 

17759 End 

13300 1.R1084 Score 



OJ000114_01.0215.C14 

19644 
AAT/GAP 
18692 
1065 



17759. .17833, 17937. .18167, 182 61. .18488, 185 95. .18692 
1 2462826 1.0e-16 (AF000657) unknown protein [Arabidopsis 
thaliana] 1 . . 



Seq. No. 38879 
Gene No. 80008 
Start 9679 

Name OJ000114_01 . 0215 . C14 . o3 . ts 

Start 17940 
GI none 
Exons 17940, 

18646, 

19189. 



.18170, 17971. .18156, 
,18879, 19000. .19134, 
.19392, 19198. .19401 



Seq. ID 
Strand 
End 

Method 
End 
Score 

18258 

19010 



OJ000114 01.0215.C14 



19644 

TBLASTX : Soybean 
19401 
98 

18491, 18592. . 18879, 
19135, 19108. .19173, 



Seq. No. 38879 

Gene No. 80008 

Start 9679 

Name OJ000114_01 . 02 15 . C14 . o5 . tc 

Start 18646 

GI none 

Exons 18646. .18882, 18659.. 18832 



Seq. ID OJ000114_01.0215.C14 
Strand 

End 19644 

Method TBLASTX : Cress 

End 18882 

Score 94 



Seq. No. 



38879 



Seq. ID OJ000114_01.0215.C14 



38578 



Gene No. 
Start 
Name 
Start 
.GI 

;Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



80008 Strand 

9679 End 

OJ000114J31 . 0215 . C14 . o5 . tm Method 

18741 End 

none Score 



,18941, .18742. . 18891, 18746. 
,18976, : 18956. .19240, 18957, 



18741. 
18896. 

38879 
80008 
9679 

OJ000114_01.0215.C14.o3.tc 
19225 
none 

19225. .19344, 19225 .. 19386, 19390. .19542 



19644 

TBLASTX: Maize • 
19287 
114 

18958, 18804. .18935, 
19277, 18973. . 19287 



Seq. ID OJ000114_01.0215.C14 
Strand 

End 19644 

Method TBLASTX: Cress 

End 19542 

Score 74 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



38880 Seq. ID 

80009 Strand 

77 End 
OJ000114_01.0215.C15.ol.gs Method 

77 End 

none Score 

77.. 209, 1135.. 1229 



OJ000114_01.0215.C15 
+ 

1229 
GENSCAN 
1229 
.75 



38880 Seq. ID 

80010 Strand 
5787 End 
OJ000114_01 . 0215 . C15 . o2 . np Method 
57 87 End 
3153821 Score 
5787. .5853, 5941. .6081, 10643 11025 , 
(AF062655) plenty-of-prolines-101 ; POP101 
[Mus musculus] 



OJ000114_01.0215.C15 
+ 

13577 
AAT/NAP 
13577 
155 

12131. .12296, 13230.. 13577 
SH3-philo-protein 



Seq. No. 


38880 








Seq. ID 


OJ000114 


_01.0215.C15 


Gene No. 


80011 








Strand 






Start 


4053 








End 


. 10933 




Name 


OJ000114 01 


.0215 


.C15.o2 


.gs 


Method 


GENSCAN 




Start 


4053 








End 


10860 




GI 


none 








Score 


.9 




Exons 


4053. .4178, 


5679 


. . 6105, 


6219. 


.6478, 6575. .6805, 


6897. .7082, 




7232. .8564, 


8669 


. .8775, 


8865. 


.9309, 9406. .9527, 


10747. .10860 


Seq. No. 


38880 








Seq. ID 


OJ000114 


_01.0215.C15 


Gene No. 


80011 ' 








Strand 






Start 


4053 








End 


10933 




Name 


OJ000114 01 


.0215 


.C15.ol 


gp 


Method 


AAT/GAP 




Start 


5320 








End* 


5485 




GI 


3767941 








Score 


260 




Exons 


5320. .5485 














Seq. No. 


38880 








Seq. ID 


OJ000114 


_01.0215.C15 


Gene No. 


80011 








Strand 






Start 


4053 








■End 


10933 




Name 


OJ000114 01 


.0215 


.C15.o4 


tm 


Method 


TBLASTX: 


Maize 


Start 


5628 








End 


6286 ■ 




GI 


none 








Score 


118 





38579 



Exons 


CCOO CQ1 Q 


R C A *3 

0 b4 o . 


. D / / 4 , 


d i y y . 


.5930, 5817. .6074, 


oyoo . . bubb, 




oUiy . . buol , 


cf\n o 


. bllb, 


a m q 
bU to . 


.6131, 6177. .6284, 


CO 1 Q CO Q A 

bziy . . bzo4 , 




COOi ■ COQ C 


coon 


CO Q C 










Seq. No. 


Job o U 








Seq. ID 


OJ000114 


Ul . U^lO . ClD 


Gene No. 


oUUl I 








Strand 






Start 


4053 








End 


10933 




Name 


OJ000114_01 


.0215. 


CIS.ol 


.np 


Method 


AAT/NAP 




otart 










End 


10933 




bl 


OA f ooo^ 
Z4 oZoV b 








Score 


1816 




Exons 


cc a o cqoh 

dd4Z . . oyz / , 


5958. 


. 6087, 


6219. 


.6432, 6525. .6805, 


6897. .7124, 




•"7 O O O o c Cyi 
f ZoZ . . 0 DD4 , 


. 8669. 


.8775, 


8865. 


.9309, 9406. .9527, 


10747. . 10933 


GI Descrip. 


\ Ar UUUdj / J 


unknown protein [Arabidopsis thaliana] 


Seq. No. 


38880 








Seq. ID 


OJ000114 


_0 1.0215. CIS 


Gene No. 


80011 








Strand 






otart 


4 U 0 J 








End 


10933 




Name 


OJUUU11Q Ul 


.0215. 


CIS.ol, 


. tw 


Method 


TBLASTX: 


Wheat 


Start 


C C O O 

OOOO 








End 


5990 






none 








Score 


60 




Exons 


C CO O CH H A 
ODOO . . 0 / /4 , 


5697. 


.5819, 


5796. 


.5960, 5E 


117. .5990 




Seq. No. 


38880 








Seq. ID 


OJ000114 


_01 . 0215 . CIS 


Gene No. 


80011 








Strand 






Start 


4053 








End 


10933 




Name 


OJ000114 01 


.0215. 


C15.o2, 


■ gp 


Method 


AAT/GAP 




btart 


6258 








End 


7383 




GI 


13300 1.R1084 






Score 


1569 




Exons 


6258. .6478, 


6575. 


. 6805, 


6897. 


.7124, 7232. .7383 




GI Descrip. 


'2462826 1. 


Oe-16 


(AF000657) unknown protein [Arabidopsis 




thaliana] ' 














beq. No. 


38880 








Seq. ID 


OJ000114 


_01.0215.C15 


Gene No. 


80011 








Strand 






Start 


4053 








End 


10933 




Name 


OJ000114 01 


.0215. 


C15.o3. 


. tm 


Method 


TBLASTX: 


Maize 


b tart 


6287 








End 


7116 




bi 


none 








Score 


148 




Exoris 


6287. .6388, 


6288. 


. 6404, 


6292. 


.6393, 6295. .6480, 


'6300. . 6413, 




6579. . 6833, 


6581. 


. 6808, 


6895. 


.6978, 6897. .7028, 


6897. .7025, 




7028. .7114, 


7029. 


.7115, 


7030. 


.7116, 7042. .7116 




beq. no. 


38880 








Seq. ID 


OJ000114 


_01.0215.C15 


Gene No. 


80011 








Strand 






Start 


4053 








End 


10933 




Name 


OJ000114 01 


.0215. 


CIS.ol. 


, ts 


Method 


TBLASTX: 


Soybean 


Start 


6578 








End 


8026 




GI 


none 








Score 


88 




Exons 


6578. .6808, 


6609. 


.6794, 


6894. 


.7127, 7229. .7516, 


7289. .7516, 




7619. .7693, 


7676. 


.7810, 


7686. 


.7811, 7784. .8026, 


7824. .8024 


Seq. No. 


38880 








Seq. ID 


OJ000114 


_01.0215.C15 


Gene No. 


80011 








Strand 






Start 


4053 








End 


10933 




Name 


OJ000114 01 


.0215. 


CIS.ol. 


tm 


Method 


TBLASTX: 


Maize 


Start 


7379 








End 


7961 




GI 


none 








Score 


126 





38580 






Exons 


TCI C 

/ o / y . . /did, 


7 ft 9 


. /DJ4, 


7 4 4 4 


.7611, 7616. .7771, 


7£99 TOcc 
/ DZZ . . /ODD, 






TfTOI 7 ft 4 1 


7 

f Djj . 


7 ft 4 9 
• / 0 H Z t 


7ft 9(1 
f 0 Z U . 


.7855, 7843.. 7956, 


7pcf| 7Q49 






7ft^n 7Q^n 


7 ft S4 


7 Qfil 












Seq. No. 


38880 








Seq. ID 


o.Tnnm i 4 


_01.0215.C15 




Gene No. 


80011 








C +- ranH 
O LI ell 1U 








O Lai L. 










1U 








Name 






pi S n 1 


. LL 




TRT 2\QTY • 


Cres s 






7 p no 








End 


R9 19 

O ~J z* 






p t 


none 








Score 


1 Q 






Exons 


7ftQft ftfifift 


7 ft QQ 


RH94 


R(17 9 


.8239, 8 


096. .8197 






Seq. No. 


38880 








Seq. ID 


OJ000114 


_01.0215.C15 




Gene No. 


80011 








Strand 








C -|- a >-+- 


4 n ^ "3 

*i U D J 








End 


10933 






Name 


ri.innm 1 4 m 

UJUUUll'i U J. 


(191 s 






Method 


TBLASTX: 


ooyjjcdn 




oLalU 


ft H7 9 ~~ 








End 


8356 








none 








Score 


78 






Exons 


ft(179 ft91 9 


ft (179 


ft ^96 


ftl 97 


.8240, 8297. .8356 






Seq. No. 


38880 








Seq. ID 


OJ000114 


_01.0215.C15 




Gene No. 


80011 








Strand 










4 n ^ ^ 

4 UD o 








End 


10933 




~ ~ 


Name 


UJUUU 114 U 1 


fl 9 1 R 


PI R /^9 
LID . OZ 


. lC 


Method 


TBLASTX : 


Cress 




o car l 










End 


8590 




r n 


P T 


none 








Score 


61 




f\ I 


£jAUI1o 




ft ? fiQ 


ft Rfifi 
• o .j u u , 


ft ^7 ^ 

O O f o • 


.8567 








oeq . ino * 


opopn 
jOOOU 








Seq. ID 


OJ000114 


ni o9ir pi c 

U1.UZ1D.L1D 




L^ene ino . 


ft nn 1 1 

0 U U 1 1 








Strand 






: ^ 


Start 


4053 








End 


10933 




5 ii 


Name 


OJ000114_01 


.0215. 


C15.o2 


. tm 


Method 


TBLASTX: 


Maize 




OLdlC 


ft ft Q & 








End 


9519 




3 


P T 


none 








Score 


51 






Exons 


ft ft Q £ OQ/IO 


ft Q 1 9 


Q Q/l 4 
. o y ft 4 , 


ft Q7 1 

o y / 1 . 


.9156, 8 


978. .9304, 


QQ7Q QQI f| 

oy/o. .yDiu, 


~ 3 




!?U J 1 ! . . 3JlZ, 


Q(1 "3 £ 


. y j 1 1 , 


Q9 n q 
y z u o . 


.9312, 9404. .9445, 


y 4 ud . . yD u y , 






Q4 flR Q^l 9 


Q4 (1 £ 


q m q 










r ^ 


Seq. No. 


38880 








Seq. ID 


OJ000114 


_01.0215.C15 




Gene No. 


80011 








Strand 






r*j 

- ST 


q-f- -a ■*-+- 
OLail. 


4 (1R^ 

4 U J J 








End 


10933 






Name 


vj J UUU 1 1 4 Ul 


. UZ 1 D . 


PI c; 

LI j . OZ 


. lS 


Method 


TBLASTX: 


Soybean 




otart 


o yz o 








End 


9533 






P T 
lal 


none 








Score 


42 






_xons 


ft Q9ft Q^l 1 


ft Q7 Q 


am 1 
. y Uj 1 , 


qi nj: 

y i u d . 


.9312, 9405. .9470, 


y^Do. . yooo 






^ftft an 








Seq. ID 


OJ000114 


m 091 s pi s 




Gene No. 


80011 








Strand 








Start 


4053 








End 


10933 






Name 


OJ000114 01 


.0215. 


C15.o3 


.gp 


Method 


AAT/GAP 






Start 


9133 








End 


10879 






GI 


2428599 








Score 


723 






Exons 


9133. .9309, 


9406. 


. 9527, 


10747 


. .10879 







GI Descrip. 2462826 1.0e-16 (AF000657) unknown protein [Arabidopsis 
thaliana] 

Seq. No. 38881 Seq. ID OJ000114_01 . 0215 . C16 



38581 



Gene No. 80012 Strand + 

Start 3461 End 10838 

Name - OJ000114_01 . 0215 . C16 . ol . np Method AAT/NAP 

Start 3461 End 10838 ' 

GI 133322 Score 294 

Exons 3461.. 3500, 7337.. 7563, 9174.. 9832, 10747.. 10838 

GI Descrip. DNA- DIRECTED 'RNA POLYMERASE II LARGEST SUBUNIT 

gi I 102468 Ipir | I A34092 DNA-directed RNA polymerase (EC 2.7.7.6) 
II large chain - Caenorhabditis elegans gi 1 156405 (M29235) RNA 
polymerase II [Caenorhabditis elegans] 



Seq. No. 38881 

Gene No. 80013 
Start ■ 10966 

Name OJ000114_01 . 0215 . CI 6 . o3 . gs 

Start 10966 

GI none 
Exons 



Seq. ID OJ000114_01.0215.C16 

Strand + 

End 13233 

Method GENSCAN 

End 13233 

Score .42 



10966. . 11152, 11962. .12294, 12477 .. 127 4 9, 13130. .13233 



Seq. ID OJ000114_01.0215.C16 



Seq. No. 38881 

Gene No. 80014 Strand + 

Start 15810 End 18049 

Name OJ000114_01 . 0215 . C16 . o5 . gs Method • GENSCAN 

Start . 15810 End 17807 

GI none Score .75 

Exons 15810. .16219, 1631 6 .. 16472 , 17762.. 17807 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



38881 
80014 
15810 

OJ000114_01.0215.C16.o3.np 

16012 

1519701 



Seq. ID OJ000114_01.0215.C16 

Strand + 

End 18049 

Method AAT/NAP 

End 18049 

Score 118 



16012. . 16216, 16316. . 16428, 18011. .18049 

(U67957) K02H8.1 gene product [Caenorhabditis elegans] 



Seq. No. 


38881 




Seq. ID 


OJ000114 


_01.0215.C16 


Gene No. 


80015 




Strand 






Start 


7172 




End 


9850 




Name 


OJ000114 01.0215 


.C16.o2.gs 


Method 


GENSCAN 




Start 


7172 




End 


9850 




GI 


none 




Score 


.44 




Exons 


7172. .7272, 7310 


..7479, 8006. 


.8183, 8379. .8505, 


9782. .9850 


Seq. No. 


38881 




Seq. ID 


OJ000114 


_01.0215.C16 


Gene No. 


80016 




Strand 






Start 


11377 




End 


11464 




Name 


OJ000114 01.0215 


..C16.o2.np 


Method 


AAT/NAP 




Start 


11377 




End 


11464 




GI 


5852093 




Score 


45 




Exons 


11377. .11464 










GI Descrip. 


(AL117264) zwhl6 


. 1 [Oryza sativa] 






Seq. No. 


38881 . 




Seq. ID 


OJJ0OO114 


_01.0215.C16 


Gene No. 


80017 




Strand 






Start 


13727 




End 


14260 




Name 


OJ000114 01.0215 


.C16.o4 .gs 


Method 


GENSCAN 





38582 




start 


13 I Z 1 








1 a o a c\ 
1 h £ bU 




GI 


none 






Score 


. y / 




Exons 


13727. .14061, 


14248. 


. 1 4 zbU 








Seq. No. 


38881 






Seq. ID 


OJ000114 


Ul . UZlD 


Gene No . 


80018 






Strand 






Start 


• 16091 






End 


17804 




Name 


OJ000114 01.0215.C16 


. ol . tm 


Method 


TBLASTX: 


Maize 


Start 


16091 






End 


17804 




GI 


none 






Score 


190 




Exons 


16091. .16195, 


16092. 


.16247, 


16131. .16193, 16131 


. .16202, 




16314. .16412, 


16316. 


.16411, 


16320. .16367, 16356 


. .16403, 




17769. .17804 













Seq. No. 38882 Seq. ID 

Gene No. 80019 Strand 

Start 1 End 

Name OJ000114_01 . 0215 . C17 . ol . np Method 

Start 1 End 

GI 2887431 Score 

Exons 1..21, 925. .1011, 1089. .1188 
GI Descrip. (AB007888) KIAA0428 [Homo sapiens] 



OJ000114_01.0215.C17 
+ 

1188 
AAT/NAP 
1188 
67 



Seq. No.. 38882 Seq. ID 

Gene No. 80019 - ' - Strand 

Start 1 End 

Name ' OJ000114_01 . 0215 . C17 . ol . gs Method 

Start 4 5 End 

GI * none Score 

Exons 45.. 101, 745.. 798 



OJ000114_01.0215.C17 
+ 

1188 
GENSCAN 
798 
.54 



Seq. No. 


38883 


Seq. ID 


OJ000114 


_01.0215.C18 


Gene No. 


80020 


Strand 


+ 




Start 


237 


End 


453 




Name 


OJ000114 01.0215.C18.ol.gs 


Method 


GENSCAN 




Start 


237 


End 


453 




GI 


none 


Score 


. 69 




Exons 


237. .291, 356. .453 








Seq. No. 


38883 


Seq. ID 


OJ000114 


_01.0215.C18 


Gene No. 


80021 


Strand 


+ 




Start 


3059 


End 


12087 




Name 


OJ000114 01.0215.C18.o3.gs 


Method 


GENSCAN 




Start 


3059 


End 


12087 




GI 


none 


Score 


.64 




Exons 


3059. .3588, 3734. .3833, 4351. 


.4506, 4595. .4703, 


6132. .6215, 




6579. .6876, 7687. .7947, 8410. 


.8486, 8992. .9188, 


9210. .10057, 




10152. .11804, 118 68. . 12087 









Seq. No. 38883 Seq. ID 

Gene No. 80021 Strand 

Start 3059 End 

Name ■ OJ0001 14_01 . 0215 . C18 . ol . np Method 

Start' 8796 End 

GI 6907089 Score 

Exons 8796.. 10057, 10152.. 12084 

GI Descrip. (AP001129) hypothetical _ protein [Oryza sativa] 



OJ000114_01.0215.C18 
+ 

12087 
AAT/NAP 
12084 
5079 



38583 



Seq. No. 


38883 


Seq. ID 


OJ000114_01.0215 


.C18 


Gene No. 


80022 


Strand 






Start 


1358*" - 


End 


1872 




Name 


OJ000114 01.0215.C18.o2.gs 


Method 


GEN SCAN 




Start 


1358 ~~ 


End 


1872 




GI 


none 


Score 


. 56 




Exons 


1358. .1582, 1660. .1815, 1864 


. . 1872 






Seq. No. 


38883 


Seq. ID 


OJ000114_01.0215, 


.C18 


Gene No. 


80023 


Strand 






Start 


12718 


End 


19170 




Name 


OJ000114 01.0215.C18.o4.tm 


Method 


TBLASTX: Maize 




Start 


2986 ~ 


End 


3475 




GI 


none 


Score 


221 




Exons 


2986. .3168, 2987. .3160, 3167 


..3274, 3308. .3337, 3422. .3475 


Seq. No. 


38883 


Seq. ID 


OJ000114_01.0215, 


.C18 


Gene No . 


80023 


Strand 






Start 


12718 


End 


19170 




Name 


OJ000114 01.0215.C18.o5.tm 


Method 


TBLASTX: Maize 




Start 


12712 _ 


End 


12858 




GI 


none 


Score 


126 




Exons 


12 7 12.. 12858, 12719.. 12853 








Seq. No. 


38883 


Seq. ID 


OJ000114JU.0215. 


.C18 


Gene No. 


80023 


Strand 






Start 


12718 


End 


19170 




Name 


OJ000114 01.0215.C18.o2.np 


Method 


AAT/NAP 




Start 


12718 


End 


18333 




GI 


6498441 


Score 


6895 




Exons 


12718. .12999, 13093 .. 14458, 


14630. .14926, 15119 .. 15545, 






15720. .15854, 16038 . . 1 64 11 , 


16475. .16938, 17269.. 18333 




GI Descrip. 


(AP000815) EST C72786 (E2258 ) 


corresponds to a region of 


the 



predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 


38883 






Seq. ID 


OJ000114_01.0215 


.C18 


Gene No. 


80023 






Strand 






Start 


12718 






End 


19170 




Name 


OJ000114 01.0215.C18 


. o5 . tw 


Method 


TBLASTX: Wheat 




Start 


12727 






End 


13335 




GI 


none 






Score 


77 




Exons 


12727. 


.12852, 12731. 


.12853, 


12883. .12 957, 13019. .13324, 






13039. 


.13335, 13046. 


.13291 








Seq. No. 


38883 






. Seq. ID 


OJ000114__01.0215. 


.C18 


Gene No. 


80023 






Strand 






Start 


12718 






End 


19170 




Name 


OJ000114 01.0215.C18 


. o7 . tw 


Method 


TBLASTX: Wheat 




Start 


13357 






End 


13662 




GI 


none 






Score 


161 




Exons 


13357. 


.13662, 13361. 


.13609; 








Seq. No. 


38883 






Seq. ID 


OJ000114_01.0215, 


.C18 


Gene No. 


80023 






Strand 






Start 


12718 






End 


19170 





38584 




Name 


OJ000114 01.0215.C18 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


13525 






End 


13816 




GI 


none 






Score 


91 




Exons 


13525. . 


13659, 13541. 


. 13657, 


13653. .13787, 13664. .13816 




Seq. No. 


38883 






Seq. ID 


OJ000114_01.0215 


.C18 


Gene No. 


80023 






Strand 


- 




Start 


12718 






End 


19170 




Name 


OJ000114 01.0215.C18 


. 08 . tw 


Method 


TBLASTX: Wheat 




Start 


14009 






End 


14321 




GI 


none 






Score 


67 




1~J *Y \y L 1 o 


14009. . 


14269, 14145. 


.14321 








Seq. No. 


38883 






Seq. ID 


OJ000114_01.0215 


. C18 


Gene No. 


80023 






Strand 






Start 


12718 






End 


19170' 




Name 


OJ000114 01.0215.C18 


,o2.ts 


Method 


TBLASTX: Soybean 




Start 


14069 






End 


14635 




GI 


5666795 




Score 


68 




Exons 


14069. . 


14269, 14324. 


.14461, 


14537. .14635 




GI Descrio. 


4206306 


2.0e-10 (AF049110) 


prpol [Zea 


mays] 




Sea No 


38883 






Seq. ID 


OJ000114_01.0215 


. J. O 


Gene No. 


80023 






Strand 






Start 


12718 






. End . 


. 19170 




Name 


OJ000114 01.0215.C18 


. o4 . tw 


Method 


TBLASTX: Wheat 




Start 


14324 






End 


17784 




GI 


none 






Score 


84 




Exon <3 


14324. . 


14473, 14325. 


.14462, 


14507. .14758, 14508 14 693, 






14528. . 


14743, 17731. 


.17784 








Sea. No. 


38883 






Seq. ID 


OJ000114_01.0215 


. C18 


Gene No. 


80023 






Strand 






Start 


12718 






End 


19170 




Name 


OJ000114 01.0215.C18 


. o3.np 


Method 


AAT/NAP 




Start 


15307 




End 


19170 




GI 


5042454 






• Score 


•2147 




Exons 


15307. . 


15402, 17443. 


.18856, 


18 913. .19017, 19101. .19170 




GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 




Seq. No. 


38883 






Seq. ID 


OJ000114_01.-0215 


C18 


Gene No. 


80023 






Strand 






Start 


12718 






End 


19170 




Name 


OJ000114 01.0215.C18 


.ol.ts 


Method 


TBLASTX : Soybean 




Start 


15383 






End 


15754 




GI 


none 






Score 


90 




Exons 


15383. . 


15754, 15594. 


.15737 








Seq. No. 


38883 






Seq. ID 


OJ000114_01.0215 


C18 


Gene No. 


80023 






Strand 






Start 


12718 






End 


19170 




Name 


OJ000114 01.0215.C18 


.o2.tw 


Method 


TBLASTX: Wheat 




Start 


. 15413 






End 


15833 




GI 


none 






Score 


319 




Exons 


15413. . 


15832, 15420. 


. 15833 








Seq. No. 


38883 






Seq. ID 


OJ000114_01.0215. 


C18 



38585 




Gene No. 


80023 




Strand 






Start 


12718 




End 


19170 




Name 


OJ000114 01 0215 C18 


. o2 . tm 








Start 


15506 ~~ 




End 


15890 




GI 


none 




Score 


236 




Exons 


15506. , 15889, 15525. 


. 15890 








Seq. No. 


38883 




Seq. ID 


OJ000114_01.0215 


.CI 


Gene No. 


80023 




Strand 






Start 


12718 




End 


19170 




Name 


OJ000114 01.0215.C18 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


15917 ~~ 




End 


16273 




GI 


none 




Score 


124 




Exons 


15917 . .16222, 15917 . 


. 16273, 


15927. .16238 




Seq. No. 


38883 




Seq. ID 


OJ000114JD1.0215 


.CI 


Gene No. 


80023 




Strand 






Start 


12718 




End 


19170 




Name 


OJ000114 01 0215 C18 


o 1 . t w 


Method 


TBLASTX: Wheat 




Start 


15941 ~~ 




End 


16403 




GI 


none 




Score 


223 




Exons 


15 941.. 16402, 15947. 


.16402, 


15948. .16403 




Seq'.' No. 


38883 ■ 




Seq. ID 


OJ000114_01.0215 


CI 


Gene No . 


80023 




Strand 






Start 


12718 




End 


19170 




Name 


OJ000114 01 0215 C18 


. o3 . ts 


Method 


TBLASTX: Soybean 




Start 


15998 ~~ 




End 


16363 




GI 


none 




Score 


118 




Exons 


15998 . . 16132, 16139 


.16363 








Seq. No. 


38883 




Seq. ID 


OJ000114_01.0215. 


CI 


Gene No. 


80023 




Strand 






Start 


12718 




End 


19170 




Name 


OJ000114 01 0215 C18 


o3 . tw 


Method 


TBLASTX: Wheat 




Start 


16568 ~~ 




End 


17054 




GI 


none 




.Score 


164 




Exons 


16568 . . 17053, 16599 . 


. 16859, 


16875. .17054 




Seq. No. 


38883 




Seq. ID 


OJ000114_01.0215. 


n 


Gene No. 


80023 




Strand 






Start 


12718 




End 


19170' 




Name 


OJ000114 01.0215.C18 


. o 6 . t w 


Method 


TBLASTX: Wheat 




Start 


17792 ~~ 




End 


18184 




GI 


none 




Score 


73 




Exons 


17792 18049 17826 


. 18032 , 


18032. . 181 


30, 18075. .18125, 






18137 18184 










Sea No 


38883 




Seq. ID 


OJ000114_01.0215. 


P1 f 


Gene No. 


80023 




Strand 






Start 


, 12718 




End 


19170 




Name 


OJ000114 01.0215.C18 


. o4 . np 


Method 


AAT/NAP 




Start 


19070 




End 


19170 




GI 


5042454 




Score 


78 




Exons 


19070. .19170 










GI Descrip. 


(AC007789) putative 


polyprotein [Oryza 


sativa] 





38586 




Seq. No. 


38884 






Seq. ID 


OJ000114 01 0215 C19 


Gene No. 


80024 






Strand 


+ ~ 


Start 


1623 






End 


3576 


Name 


OJ000114 01 


.0215.C19.ol. 


np 


Method 


AAT /NAP 


Start 


1623 






End 


3576 


GI 


6665553 






Score 


122 


Exons 


1623. . 1838, 


3492. . 3576 








GI Descrip. 


(AC013289) 


hvDOthet ical 


protein [Arabi 


doDsis thali^n^l 


Seq. No. 


38884 






Seq. ID 


OJ000114_01.0215.C19 


Gene No . 


80024 






Strand 


+ 


Start 


1623 






End 


3576 


Name 


OJ000114 01 


.0215.C19.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


1659 






End 


2111 


GI 


none 






Score 


236 


Exons 


1659. .1835, 


1662. .1826, 


1667. 


.1858, 1912. .1965, 1913. .1945, 




1945. .2094, 


1976. .2110, 


1977. 


.2111 





Seq. No. 38884 

Gene No. 80024 

Start 1623 

Name OJ000114_01 . 0215 . C19 . o2 . tm 

Start 2112 

GI none 
Exons 



Seq. ID OJ000114 01.0215.C19 



Strand 
End 

Method 

End 

Score 



+ 

3576 

TBLASTX: Maize 

2990 

98 



2112. .2219, 2135. .2227, 2238. .2354, 2376. .2465, 2376. .2465, 
2561. .2692, 2587. .2703, 2839. .2970, 2844. .2990, 2844. .2969 



Seq. No. 38884 Seq. ID 

Gene No.. 80024 Strand 

Start 1623 End 

Name OJ000114_01 . 0215 . CI 9 . ol . gp Method 

Start 2642 End 

GI none Score 

Exons 2642.. 2692, 2779.. 3135 



OJ000114_01.0215.C19 
+ 

3576 
AAT /GAP 
3135 
792 



Seq. No. 38885 

Gene No. 80025 

Start 24 42' 

Name OJ000114JD1 . 0215 . C20 . ol . gs 

Start 2442 

GI none 
Exons 



Seq. ID OJ000114 01.0215.C20 



Str.and 

End' 

Method 

End 

Score 



+ 

5731 
GENSCAN 
5731 
.51 



2442. .2547, 2606. .3766, 4957. .5355, 5492. .5731 



Seq. No. 38885 Seq. ID 

Gene No. 80025 Strand 

Start 2442 End 

Name OJ000114_01 . 0215 . C20 . o2 . tm Method 

Start 2757 ^ End 

GI none Score 

Exons 2757.. 2807, 2834.. 2983, 2834.. 2983 



OJ000114_01.0215.C20 
+ 

5731 

TBLASTX: Maize 

2983 

209 



Seq. No. 38885 Seq. ID OJ000114_01 . 0215 . C20 

Gene No. 80025 Strand + 

Start 2442 End 5731 

Name OJ000114_01 . 0215 . C20 . ol . np Method AAT /NAP 

Start 2783 End 5135 

GI 6665553 Score 123 



38587 




Exons 2783..2983, 5031.. 5135 

GI Descrip. (AC013289) hypothetical protein [Arabidopsis thaliana] 



Seq. No. 


38885 




Seq. ID 


OJ000114_01.0215.C20 


Gene No. 


80025 




Strand 


+ 


Start 


2442 




End 


5731 


Narne 


OJ000114 01 0215 C20 ol 


.gp 


Method 


AAT/GAP 


Start 


4187 ~ 




End 


4431 


GI 


LIB3477-003-P1-K1-E9 




Score 


108 


Exons 


4187 4266, 4397. .4431 








\J -2- Ly* ^ k_> V — J- J_ . 


'2498586/ sol 04 063 81 MP01 


ORYSA 


2.0e-24 MAJOR POLLEN ALLERGEN 




S 1 PRECURSOR (ORY S I) 


>gi_1173557 (U31771) Ory s 1 [Oryza 




sativa] ' 








Qprr Mq 


38885 

J U \J <J J 








v_; i Liu . 


80026 




Q y~ a n r\ 




Start 


7241 




EjI l\JL 


/ JO Z/ 


Name 


OJ000114 01.0215.C20 ol 


j-rr, 
■ LIU 




1 O Lii\0 1 A . L v Ja lZc 


Start 


7241 ~~ 






/ JO 


GI 


none 




Score 


235 


Exons 


7241. .7384, 7243. .7389 








Sea No 


38886 

J U U U V 




OcC] . ± u 


UUUUU114 Ul . UlI J , ^.c 1 


fionp Wn 


80027 ' 




OCX cillU 


j_ 

T 


Start 


432 






1 "3 R 


Name 


OJ000114 01 0215 C21 ol 


•Hm 
• LIU 


+- 1^ 




Start 


429 ~~ 




iiina 


/ JJ 


GI 


none 




Score 


87 


Exons 


429. .497, 430. .531, 431 


. .532, 


431. .532, 


612. .689, 619. .735, 




621. .668, 632. .694, 634 


. . / 






Sea No 


38886 
j \j \j \j \j 




Q on T n 


ninnni i a ni n9i r m 

UUUUU114 Ul . U^IO . 




80027 




otiana 


_l_ 


Start 


432 




Hina. 


1 "3 R 
/ j j 


Name 


OJ000114 01 0215 C21 ol 


. ts 


iyie t nou 


TRT ZiQTY • Qnuhaan 
1 Di_ix-i.o 1 A . oOyDcan 


Start 


4 30 ~ 




End 


735 


GI 


none 




Score 


122 


Exons 


430. .531, 431. .532, 612 


. .689, 


D17 . . / JJ 




Sea No 


38886 

J u u u u 




Seq. ID 


OJ000114_01.0215.C21 


VJ Li \-/ • 


80027 




Strand 


+ 


Start 


432 




End 


735 


Name 


OJ000114 01.0215.C21.ol 


.gs 


Method 


GENSCAN 


Start 


432 




End 


733 


GI 


none 




Score 


.69 


Exons 


432. .566, 635. .733 








Spa No 


38887 




Seq. ID 


OJ000114_08.0225.C1 


Gene No. 


80028 




Strand 


+ 


Start 


1170 




End 


1568 


Name 


OJ000114 08.0225.Cl.ol.gs 


Method 


GENSCAN 


Start 


1170 




End 


1568 


GI 


none 




Score 


.56 


Exons 


1170.. 1281, 1464. .1568 








Seq. No. 


38888 




Seq. ID 


OJ000114_08.0225.C2 


Gene No. 


80029 




Strand 


+ 



38588 




Start 


78 






End 


1332 


Name 


OJ000114 08 


0225 


.C2.ol.gs 


Method 


GENSCAN 


Start 


78 






End 


1332 


GI 


none 






Score 


. 77 


Exons 


78. .286, 492. .694, 790. .1332 






Seq. No. 


38888 






Seq. ID- 


OJ000114_08.0225.C2 


Gene No. 


80030 






Strand 


+ 


Start 


5782 






End 


6142 


Name 


OJ000114 08 


0225 


. C2 .o3.gs 


Method 


GENSCAN 


Start 


5782 






End 


6142 


GI 


none 






Score 


. 74 


Exons 


5782. .5864, 


6037 


. . 6142 






Seq. No. 


38888 






Seq. ID 


OJ000114_08.0225.C2 


Gene No. 


80031 






Strand 




Start 


2215 






End 


4155 


Name 


OJ000114 08. 


0225 


.C2.o2.gs 


Method 


GENSCAN 


Start 


221-5 " 






End 


4155 


GI 


none 






Score 


.94 


Exons 


2215. .2927, 


3239 


..3448, 3853. 


.3946, 4057.. 4155 


Seq. No. 


38888 






Seq. ID 


OJ000114_08.0225.C2 


Gene No. 


80031 






Strand 




Start 


2215 






End 


4155 


Name 


OJ000114 08. 


0225 


C2.ol.np 


Method 


AAT/NAP 


Start 


2221 






End 


4131 


GI 


2462829 






Score 


554 


Exons 


2221. .2930, 


3239 


.3448, 3853. 


.3933, 4044. .4131 


GI Descrip. 


(AF000657) unknown protein [Arabidopsis thaliana] 


Seq. No. 


38888 






Seq. ID 


OJ000114_08.0225.C2 


Gene No . 


80031 






Strand 




Start 


2215 






End 


4155 


Name 


OJ000114 08. 


0225 


C2.ol.gp 


Method 


AAT/GAP 


Start 


2798 






End 


3954 


.GI 


1632026 






Score 


740 


Exons 


2798. .2927, 


3239. 


.3448, 3853. 


.3954 




GI Descrip. 


2462829 9.0e-12 


(AF000657) unknown" protein [Arabidopsis 




thaliana] 










Seq. No. 


38888 






Seq. ID 


OJ000114_08.0225.C2 


Gene No. 


80032 






Strand 




Start 


6008 






End 


8607 


Name 


OJ000114 08. 


0225. 


C2 . o2 . tm 


Method 


TBLASTX: Maize 


Start 


2223 






End 


2580 


GI 


none 






Score 


43 


Exons 


2223. .2516, 


2224. 


.2265, 2227. 


.2538, 22£ 


5. .2515, 2508. .2579 




2509. .2580 










Seq. No. 


38888 






Seq. ID 


OJ000114_08.0225.C2 


Gene No. 


80032 






Strand 




Start 


6008 






End 


8607 


Name 


OJ000114 08. 


0225.. 


C2.o2.ts 


Method 


TBLASTX : Soybean 


Start 


2380 






End 


3913 


GI 


none 






Score 


39 


Exons 


2380. .2517, 


2542. 


.2673, 2758. 


.2919, 276 


1..2817, 2807. .2914 



38589 



Seq. No. 38888 

Gene No. 80032 

Start 6008 

Name OJ000114_08 . 0225 . C2 . o3 . tm 

Start 2692 

GI none 

Exons 2692.-2952, 2692.. 2751, 2716. 

3241. .3456, 3854. .3949, 3855. 



3232. .3456, 3237. .3452, 3857. .3913 



Seq. ID 
Strand 
End 

Method 
End 
Score 



.OJ000114 08. 0225. C2 



8607 

TBLASTX: Maize 
4111 
177 

2928, 3240.. 3449, 3240. 
3947, 4054. .4110, 4058. 



,3449, 
,4111 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



38888 Seq. ID OJ000114_08 . 0225 . C2 

80032 Strand 

6008 End 8607 

OJ000114_08 . 0225 .C2 . o2 . np Method AAT/NAP 

6008 End 8607 

5103809 Score 542 

6008. .6045, 7538. .7632, 7729. .7982, 8526. .8607 

(AC007591) Similar to gb|AF099053 phosphatidylserine synthase-2 
from Mus musculus. EST gb|N96271 comes from this gene. 
[Arabidopsis thaliana] 



Seq. No. 38888 Seq. ID 

Gene No. 80032 Strand 

Start 6008 End 

Name OJ000114_08 . 0225 ,C2 . ol . tm Method 

Start 6984 End 

GI none Score 
Exons 



OJ000114_08.0225.C2 
8607 

TBLASTX: Maize 

8596 

149 



6984. .7127, 6994. .7128, 7004. .7153, 7005. .7133, 7537. .7635, 

7542. .7634, 7729. .7983, 7729. .7983, 7730. .7984, 7731. .7985, 

7758. .7985, 8523. .8594, 8523. .8594, 8524. .8595, 8525. .8596, 
8525. .8596 



Seq. No. 38888 

Gene No. 80032 

Start 6008 

Name OJ000114_08 . 0225 . C2 . ol . ts 

Start 7752 

GI none 

Exons 7752. .7847, 7753. .7848, 7831. .7983, 7833 
8523. .8594, 8524. .8586 



Seq. ID OJ000114__08.0225.C2 
Strand 

8607 

TBLASTX: Soybean 
8594 
87 

.7985, 7836. .8000, 



End 

Method 

End 

Score 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



38888 Seq. ID OJ000114_08 . 0225 . C2 

80032 Strand 

6008 End 8607 

OJ000114_08 . 0225 . C2 . o2 . gp Method AAT/GAP 

7794 . End 8607 

2431498 Score 441 . • 

7794. .7982, 8526. .8607 

5103809/gb|AAD39639.1|AC007591_4 7.0e-45 (AC007591) Similar to 
gb_AF099053 phosphatidylserine synthase-2 from Mus musculus. 
EST gb_N96271 comes from this gene. [Arabidopsis thaliana] 



38889 . Seq. ID OJ000114 

80033 Strand + 

6694 End 8258 

OJ000114_08 . 0225 . C3 . o2 . gs Method GENSCAN 



08. 0225. C3 



385:90 



Start 
GI 

Exons 



6694 
none 

6694. . 6811, 7261. .7283 



End 
Score 



7283 
.63 



Seq. No. 38889 
Gene No. 80033 
Start 6694 

Name OJ000114_08 . 0225 . C3 . o2 . np 

Start 6895 
GI 2194123 
Exons 6895.. 6959, 7697.. 8255 

GI Descrip. (AC002062) Similar to Secale chloroplast ribosomal protein L12 
(gb|SCL121A) . EST gb|H36579 comes from this gene. [Arabidopsis 
thaliana] 



Seq. ID OJ000114_08.0225.C3 

Strand + 

End 8258 

Method AAT/NAP 

End 8255 

Score 419 



Seq. No. 


38889 




Seq. ID 


OJ000114 08. 0225. C3 


Gene No. 


80033 




Strand 


+ 


Start 


6694 




End 


8258 


Name 


OJ000114 08 


. 0225.C3.o3.gs 


Method 


GEN SCAN 


Start 


7662 




End 


8258 


GI 


none 




Score 


1 


Exons 


7662. .8258 








Seq. No. 


38889 




Seq. ID' 


OJ000114_08.0225.C3 


Gene No. 


80034 




Strand 




Start 


1 




End 


4986 


Name 


OJ000114 08 


.0225.C3.ol.np 


Method 


AAT/NAP 


Start 


1 




End 


3214 


GI 


5103809 




Score 


756 


Exons 


1..25, 552. 


.636, 719. .835, 946 


i. .1025, 


1115. .1169, 1547. .1637, 




2032. .2091, 


2272..2337, 3053.. 


3214 




GI Descrip. 


(AC007591) 


Similar to gb|AF099053 phosphatidylserine synthase 



from Mus musculus. EST gb|N96271 comes from this gene. 
[Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38889 
80034 
1 

OJ000114_08.0225.C3.ol.tm 

539 

none 



Seq. ID OJ000114_08.0225.C3 
Strand - 
End 

Method 
End 
Score 



4986 

TBLASTX: Maize 

846 

143 



539. .637, 549. .629, 550. .651, 710. .835, 714. .836, 721. .846 



Seq. ID OJ000114_08.0225.C3 
Strand 

End 4986 

Method TBLASTX : Soybean 

End 3132 

Score 117 



38889 
80034 
1 

OJ000114_08.0225.C3.ol.ts 
539 
none 

539. .622, 550. .648, 550. .651, 552. .656, 704. .844, 710. .835, 
907. .1026, 912. .1013, 934. .1026, 935. .1027, 936. .1034, 
1093. .1182, 1116. .1184, 1144. .1218, 1529. .1633, 1572. .1634, 
2017.. 2094, 2031.. 2102, 2271.. 2336, 3052.. 3132, 3053.. 3121 



Seq. No. 
Gene No. 
Start 



38889 
80034 
1 



Seq. ID OJ000114_08.0225.C3 
Strand 

End 4 98 6 



38591 



Name 

Start 

GI 

Exons 



OJ000114_08.0225.C3.o3.tm 

923 

none 



Method 
End 
Score 

923. .1027, 945. .1031, 946. .1026, 1093. .1185, 1116. .1184, 
1121. .1186 



TBLASTX: Maize 

1186 

92 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38889 
80034 
1 

OJ000114_08.0225.C3.ol.gs 
989 
none 



End 

Method 
End 
Score 

989. .1169, 1547. .1637, 2272. .2337, 3053. .3292, 3483. .3847, 
4112. .4255, 4798. .4986 



Seq. ID OJ000114_08.0225.C3 
Strand 

4986 
GENSCAN 
4986 
.44 



38889 
80035 
7761 

OJ000114_08.0225.C3.o2. ts 

7761 

none 



Seq. ID OJ000114_08.0225.C3 
Strand 

End 8273 

Method TBLASTX : Soybean 

End 8261 

Score 65 



7761. .7832, 7824. .7868, 8039. .8254, 8040. .8261 



38889 
80035 
7761 

OJ000114_08.0225.C3.o2.tm 

8039 

none 

8039. .8263, 8040. .8273 

38889 
80035 
7761 

OJ000114_08.0225.C3.ol.tc 

8043 

none 

8043. .8258, 8183. .8254 



Seq. ID OJ000114_08.0225.C3 
Strand 

End 8273 

Method TBLASTX: Maize 

End 8273 

Score 317 



Seq. ID OJ000114_08.0225.C3 
Strand 

End 8273 

Method TBLASTX: Cress 

End 8258 

Score 248 



38890 
80036 
1561 

OJ000114_08. 0225.C4 .ol.gp 
1561 
5055947 
1561. .2217 

3337367 6.0e-12 (AC004481) hypothetical protein [Arabidopsis 
thaliana] 



Seq. ID OJ000114_08.0225.C4 
Strand 

End 5276 

Method AAT/GAP 

End 2217 

Score 1274 



38890 
80036 
1561 

OJ000114_08. 0225.C4 .ol.np 
1870 

' 6714322 



Seq. ID OJ000114_08.0225.C4 
Strand 

End 5276 

Method AAT/NAP 

End. 5238 

Score 1107 



1870. .1947, 2060. .2265, 3058. .3296, 3387. .3443, 3536. .3622, 
3733. .4277, 4984. .5238 



38592 



GI Descrip. (AC016972) hypothetical protein [Arabidopsis thaliana] 



beq. wo. 










beq. iu 


UJUUU114 Uo.UZZD.b4 


Gene No . 


oUUob 








Strand 




b tar t 


1 CC1 

10 D ± 








Lna 


DZ / D 


Name 


UJ UUUlls Uo 


c\ o o 
. UZZO 


. b4 . O J . 


4- 

t c 


Method 


1 rJii/\b 1 a : Lress 


O i -v- 4- 

o car t 


Z U D / 








j^na 


OOQQ 

zz y y 


bl 


none 








Score 


1 d y 


Exons 


zuo / . . zz y y , 


o n "7 n 
Z U / U 


. . zz y 4 








Seq. No. 


38890 








Seq. ID 


OJ000114_08.0225.C4 


Gene No. 


q n n ^ £ 








Strand 




Start 


1 Obi 








End 


5276 


Name 


a in nm i yi no 
UJU UU 1 14 Uo 


. UzZD 


. U4 . Ol . 


4- m 

tm 


Method 


TBLASTX: Maize 


b tart 


o n r q 








End 


4277 


H T 


none 








Score 


122 


Exons 


Z UO O . . ZZ / U , 


z uy o 


097c 
. . ZZ 1 O f 


jUj 0 . 


.3319, 3225. .3299, 3538. .3618, 




3744. .4277, 


3883 


. .4125 








beq. no. 


oo o y u 








Seq. ID 


OJ000114_08.0225.C4 


Gene no. 


oUUjo 








Strand 




Start 


lobl 








End 


5276 


Name 


■ UJUUU114 Uo 


. UZZD 


. b4 . OZ . 


t s 


Method 


TBLASTX : Soybean 


Start 


zuoy 








End 


2275 


GI 


none 








Score 


105 


Exons 


zUby . . ZZ / o , 




0 0 "7 n 
. ZZ / U 








Seq. No. 


38890 








Seq. ID 


OJ000il4_08.0225.C4 


Gene No. 


80036 








Strand 




ot art 


1561 








End 


5276 


Name 


OJ000114 08 


.0225 


C4.o2. 


gp 


Method 


AAT/GAP 


Start 


2854 








End 


3995 


bl 


24060 1.R10 


84 






Score 


1581 


Exons 


2854 . .3296, 


3387 


.3443, 


3536. 


.3622, 3733.. 3995 


GI Descrip. 


l 5852182/emb|CAB55420.1 | 9. Oe 


-13 (AL117265) zhb0012.1 [Oryza 




sativa] 1 












beq . no . 


38890 








Seq. ID 


OJ000114_08.0'225.C4 


Gene No . 


80036 








Strand 




btart 


1561 








End 


5276 


Name 


OJ000114 08 


.0225. 


C4.o2. 


gs 


Method 


GENSCAN 


Of y~f 

btart 


3044 








End 


5073 


GI 


none 








Score 


.55 


Exons 


3044 . .3296, 


3536. 


.3581, 


4768. 


.4873, 4984. .5073 


Seq. No. 


38890 








Seq. ID 


OJ000114_08.0225.C4 


Gene No . 


80036 








Strand 




btart 


1561 








End 


5276 


Name 


OJ000114 08 


.0225. 


C4.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


3056 








End 


3770 


GI 


none 








Score 


59 


Exons 


3056. .3298, 


3057. 


.3164, 


3210. 


.3299, 3389.. 3442, 3538.. 3633, 




3539. .3622, 


3744. 


.3770 








Seq. No. 


38890 








Seq. ID 


OJ000114_08.0225.C4 


Gene No. 


80036 








Strand 




Start 


1561 








End 


5276 



38593 






Name 


0JUUU114 (Jo . 0225 . C4 . ol . 


tw 


Method 


TBLASTX: Wheat 




Start 


3248 




End 


3915 




GI 


none 




Score 


62 




Exons 


3248. .3298, 3249. .3314, 


*5 O O T 

3387 . 


.3446, 3392. .3445, 3538. .3633, 






3539. .3622, 3744. .3914, 


3745 . 


.3915 






Seq. No. 


38890 




Seq. ID 


OJ000114_08.0225.C4 




Gene No. 


80036 




Strand 






Start 


15 ol 




End 


5276 




Name 


OJ000114 08 . 0225 . C4 . ol . 


ts 


Method 


TBLASTX: Soybean 




Start 


o c o o 

3538 




End 


4277 




GI 


none 




Score 


63 




Exons 


3538. .3618, 353y..Jo22, 


o i n n 
3 / UU . 


.4146, 3744. .4277 




Seq. No. 


38890 




Seq. ID 


OJ000114_08.0225.C4 




Gene No. 


80036 




Strand 


— 




Start 


15 61 




End 


5276 




Name 


OJ000114 08 . 0225 . C4 . ol . 


tc 


Method 


TBLASTX: Cress 




Start 


3810 




End 


4187 




GI 


none 




Score 


117 




Exons 


3810. .4187, 3811. .4161 










Seq. No. 


38890 




Seq. ID 


OJ000114 08. 0225. C4 


Q 


Gene No. 


80036 




Strand 


_ 




Start 


1561 




End 


■ 5276 


ff\ 


Name 


OJ000114_08 . 0225 . C4 . o3 . 


gp 


Method 


AAT/GAP 


; s 


Start 


3877 




End 


5165 




GI 


3106747 




Score 


634 


~=~ 


Exons 


3877. .4274, 4982. .5165 








iJ 
\J 


Seq. No. 


38890 




Seq. ID 


OJ000114_08.0225.C4 


t ; : 


Gene No. 


80036 




Strand 




3" 


Start 


1561 




End 


5276 




Name 


OJ000114_08 . 0225 . C4 . o2 . 


tm 


Method 


TBLASTX: Maize 


.set 


Start 


4 981 




End 


5276 




GI 


none 




Score 


230 




Exons 


4981.. 5 178, 4985.. 5158, 


5259 . 


.5276 






Seq. No. 


388 91 




Seq. ID 


OJ000114_08.0225.C5 




Gene No . 


80037 




Strand 






Start 


1259 




End 


1769 




Name 


OJ000114 08.0225.C5.ol. 


gp 


Method 


AAT/GAP 




Start 


1259 




End 


1769 




GI 


uC-osflm202100a03bl 




Score 


955 




Exons 


1259. .1769 










GI Descrip. 


'3337367 6.0e-12 (AC004481) hypothetical protein [Arabidopsis 






thaliana] 1 










Seq. No. 


38892 




Seq. ID 


OJ000114_08.0225.C6 




OfcJIltJ iNVj. 


80038 




Strand 






Start 


1 




End 


299 




Name 


OJ000114 08.0225.C6.ol. 


gp 


Method 


AAT/GAP 




Start 


1 




End 


299 




GI 


uC-osflm202100a03bl 




Score 


578 




Exons 


1. .299 










GI Descrip. 


f 3337367 6.0e-12 (AC004 


481) hypothetical protein [Arabidopsis 



thaliana] 1 



38594 




Seq. No. 


38892 


Seq. ID 


OJ000114 


_08.0225 


.C6 


Gene No . 


o uu j y 


Strand 








Of -i -v-4- 

otan 


C A Q 


CjilU 


1 1 QQ 

x x y y 






Name 


cjjuuuxx4 Uo . uzzo . Lo . oi . gs 


Method 


btNbbAN 






otart 


C A Q 
04 O 


Lnu 


1 1 9 Q 
X Xz y 






C T 


none 


Score 


■ DX 






Exons 


d4o. . /ui, / ou . . x x z y 










Seq. No. 


38892 


Seq. ID 


OJ000114 


JD8.0225 


.C6 


Gene No . 




otrana 








otart 


C A Q 


bna 


1 1 QQ 

x x y y 






Name 


uuuuuxx4 Uo . u^zd . bo . oz . gp 


Method 


7\ 7\ T / C TS. D 






btart 


q d n 
o UU 




1 1 QQ 

x x y y 






bX 


none 


Score 


1 QQ 

too 






Exons 


QflA 1 1 QQ 

ouu. . x x y y 










OCVji LN(J . 


JOOUJ 


Seq. ID 


OJ000114 


OR 099S 


Cl 


Gene No. 


80040 


Strand 


+ 






Start 


1 


End 


3865 






Name 


UJUUUXX4 Uo . uzz j . b / . oi . gp 


Method 


AAT/GAP 






btart 


1 


End 


3730 






GI 


J4z 1 . RIUo4 


. Score 


6232 






Exons 




.3249, 3359. 


.3730 






GI Descrip. 


4o /44Ub/gD | AADz4U4z . X | U. 


0e+00 (AF121139) RIM2 


protein 


[Oryza 




sativa] 1 










OcC[. IN O . 


*3G Q Q-J 
jo O 5 J 


Seq. ID 


OJ000114_ 


Oft 099 R 
U O • U Z z 0 


Cl 


Gene No. 


80040 


Strand 


+ 






Start 


1 


End 


3865 






Name 


UJUUUXX4 Uo . UZ^ j . L / . . gp 


Method 


AAT/GAP 






b tart 


1 

1 


End 


3732 






bX 


"5/1 O 1 D1HQ/1 

J4z X . KlUo 4 


Score 


6236 






Exons 


X . . oUX4 , OU jU . . jUby, j! OZ . 


.3249, 3359. 


.3732 






GI Descrip. 


4 0 / 4 4 U D/ gD 1 AADZ4 U4 Z . 1 | U. 


0e+00 (AF121139) RIM2 


protein 


[Oryza 


■/- 


sativa] 1 










oeq . no . 


TOO q-3 


Seq. ID 


OJ000114_ 


Oft 099 R 
UO . U Z Z D 


Cl 


Gene No. 


80040 


Strand 


+ 






Start 


1 


End 


3865 






Name 


UJUUUXX4 u o . uz z o . b / . 04 . gp 


Method 


AAT/GAP 






Start 


1 


End 


3865 






bl 


J4z X . KXUo4 


Score 


6467 






Exons 


1. . OU X 4 , jU DU . . JUoy f jIDZ . 


.3249, 3359. 


.3865 






GI Descrip. 


4 3 / 4 4 U 0/ gD | AADz 4 U 4 z . X | U. 


Oe+00 (AF121139) RIM2 


protein 


[Oryza 




sativa] ' 










Seq. No. 


38893 


Seq. ID 


OJ000114_ 


_08.0225 


.C7 


Gene No. 


80040 


Strand 


+ 






Start 


1 


End 


3865 






Name 


OJ000114 08.0225.C7.ol.np 


Method 


AAT/NAP 






Start 


451 


End 


2410 






GI 


6742729 


Score 


3165 






Exons 


451. .2410 










GI Descrip. 


(AF121139) RIM2 protein [Oryza sativa] 








Seq. No. 


38893 


Seq. ID 


OJ000114_ 


_08.0225 


.C7 



38595 



Gene No. 


80041 


Strand 










Kino. 


JUUj 




Name 




jxie tnoa 


1 dIjAo 1 a : wnea u 




Of 3 V+- 


1 
1 


tiiia 


O H.D 




PT 

bl 


none 


Score 


p'q 




Exons 


1 Qfi 7Q P.7 ^9Q PP. 


0/1 c on 

Jf± O , 0 -7 . . 


O f± u 




Seq. No. 


38893 


Seq. ID 


OJ000114_08.0225 


.C7 


Gene No. 


80041 


Strand 






C+- -a y+- 


9 ^ft ft 


End 


3005 




Name 


PiTOfimid OR 099^ P7 nl 1- c 


Method 


TBLASTX : Soybean 




oLait 


9 £ 1 ~ 
Z D 1 


End 


690 




P T 


none 


Score 


102 






9fi1 ^//l 969 "3^6 ^^7 TQQ 


394. .690, 448. .672 




Seq. No. 


38893 


Seq. ID 


OJ000114_08.0225 


.C7 


Gene No. 


80041 


Strand 


- 




O t art 


9 Rft ft 


End 


3005 




Name 


nTnnm 1 4 HP 099^ P7 n9 -hr- • 


Method 


1 djjHo ia. ^ress 




OLaiTTZ 


*i z .3 


End 


738 - 




p t 

bl 


none 


Score 


288 




Exons 


ctr /l^in 7^p £i ^ n n 

fi Z J . , D / D , *i . . / JO/ DID. . / 1U 








oeq . ino . 


jo 0 yo 


Seq. ID 


OJ000114_08.0225 


. b / 


Gene No. 


80041 


Strand 


- 




Start 


2588 


End 


3005 




Name 


OJ000114 08.0225.C7.o2/tw 


Method 


1 Dii/^o i a . wnea l 






559 


End 


1027 




bl 


none 


Score 


72 




Exons 


559. .612, 567. .611, 613. .717, 


624. .713 


, 731. .817, 732.. 


ft 1 ft 
DID, 




798. .1022, 818. .1027, 819. .1022, 821.. 


1027 




Seq. No. 


38893 


Seq. ID 


OJ000114_08.0225 


.C7 


Gene No. 


80041 


Strand 






Of a v-l- 


2588 


End 


3005 




Name 


OJ000114 08.0225.C7.ol.tm 


Method 


TBLASTX: Maize 






604 


End 


1061 




P T 

bi 


none 


Score 


108 




Hi A 1 1 o 


604. .732, 616. .738, 732. .857, 


738. .857 


, 867. .1061 




Seq. No. 


38893 


Seq. ID 


OJ000114_08.0225 


.C7 


Gene No. 


80041 


Strand 






Of a y~f- 


2588 


End 


3005 




Name 


OJ000114 08.0225.C7.o2.ts 


Method 


TBLASTX : Soybean 




OLalt 


891 


End 


1133 




P T 
bl 


none 


Score 


211 






891. .1133 








o e q . ln o . 


38893 


Seq. ID 


OJ000114_08.0225 


.C7 




80041 


Strand 






Start 


2588 


End 


3005 




Name 


OJ000114 08.0225.C7.o3.tw 


Method 


TBLASTX: Wheat 




Start 


1166 


End 


1576 




GI 


none 


Score 


87 




Exons 


1166.. 1216, 1167. .1229, 1235. 


.1417, ' 1239. .14 57, 124 6. .1458, 




1485. .1574, 1490. .1576, 1491. 


.1574 







38596 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38893 Seq. ID 

80041 Strand 

2588 End 

OJ000114_08 . 0225 . C7 . ol . tw Method 

1577 End 

none Score 



OJ000114_08.0225.C7 
3005 

TBLASTX: Wheat 

2906 

865 



1577. .2479, 1578. .2495, 2490. .2534, 2494. .2529, 2537. .2632, 
2541. .2600, 2579. .2719, 2580. .2720, 2733. .2813, 2802. .2906 



Seq. No. 38893 

Gene No. 80041 

Start 2588 

Name OJ000114_08 . 0225 . C7 . o2 . tm 

Start 1620 

GI none 
Exons 



Seq. ID OJ000114_08.0225.C7 
Strand 

End 3005 

Method TBLASTX : Maize 

End 1934 

Score 322 



1620. .1934, 1631. .1906, 1704. .1934 



Seq. No. 38893 

Gene No. 80041 

Start 2588 

Name OJ000114_08 . 0225 . C7 . ol . tc 

Start 1861 

GI none 
Exons 



Seq. ID OJ000114_08.0225.C7 
Strand 

3005 

TBLASTX: Cress 
2313 
161 



End 

Method 
End 
Score 

1861. .2043, 1865. .2302, 1865. .2308, 1869 .. 2312, 2062 .. 2313, 
2163.. 2312 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No, 

Gene No. 

Start. 

Name 

Start 

GI 

Exons 



38893 
80041 
2588 

OJ000114_08.0225.C7.o3.gp 
2588 

LIB34 31-028-P1-N1-A10 
2588. .3005 

M680203/gb|AAD27566.1|AF114171_7 3.0e-33 (AF114171) TNP2-like 
protein [Sorghum bicolor] ' 



Seq. ID OJ000114__08.0225.C7 
Strand 

End 3005 

Method AAT/GAP 

End 3005 

Score 828 



38894 
80042 
497 

OJ000114_08 .0225.C8.ol.gp 
497 

3759960 
497. .546 



Seq. ID OJ000114_08.>,0225.C8 

Strand + 

End 546 

Method AAT/GAP 

End 54 6 

Score 58 



Seq. No. 


38894 




Seq. ID 


OJ000114_08.0225 


.C8 


Gene No. 


80043 




Strand 


+ 




Start 


1391 




End 


4581 




Name 


OJ000114 08.0225.C8.ol. 


np 


Method 


AAT/NAP 




Start 


1391 




End 


4581 




GI 


4680204 




Score 


1034 




Exons 


1391. .2827, 2902. .4001, 


4112. 


.4285, 4382. .4581 




GI Descrip. 


(AF114171) hypothetical 


protein [Sorgh 


urn bicolor] 




Seq. No. 


38894 




Seq. ID 


OJ000114_08. 0225 


.C8 


Gene No. 


80043 




Strand 


+ 




Start 


1391 




End 


4581 




Name 


OJ000114 08.0225.C8.ol. 


tw 


Method 


TBLASTX: Wheat 





38597 



OLait 


OOLA 
Z. UOfl 




End 


2437 


bi 


none 




Score 


62 


Exons 


001 A IMA OOLA 


. Zl** *± , ZUOO . 


.2272, 2036. .2185, 2137. .2304, 




OOfil OALl 91A0 


OA LI 






Seq. No. 


38894 




Seq. ID 


OJ000114_08.0225.C8 


Gene No. 


80043 




Strand 


+ 




x o .? ± 




End 


4581 


Name 


U>JUUU±-L^ UO . U^ZJ. 


bO . OZ . y S 


Method 


GENSCAN 








End 


4 4 92 




none 




Score 


.95 


Exons 


Z03O . . JU4 J/ OlD^. 


. O .3 ± fi , JJlD. 


.4001, 4112. .4285, 4382. .4492 


Seq. No. 


38894 




Seq. ID 


OJ000114_08.0225.C8 


Gene No. 


80043 




Strand 


+ 




1 Jjl 




End 


4581 


Name 


HTnnni 1 4 hp n99R 

UOUUUll'i UO . UZZ J . 


V^O . 0<£ . L.W 


Method 


TBLASTX: Wheat 






* 


End 


4451 




none 




Score 


60 


Exons 


OQOQ AC\C\Q ylHQQ 


A 0 QC\ A 1 A Q 


.4273, 4380. .4451 


oeq . no . 


"5QQQC 




Seq. ID 


OJ000114_08.0225.C9 




p f)0 A A 




Strand 


+ 


Start 


67 




End 


206 


Name 


OJ000114 08.0225. 


C9.ol.gp 


Method 


AAT/GAP 




D / 




End 


206 


P T 


Oi /IT yi 1 ni no/1 




Score 


228 


Exons 










o± uescrip. 


OoynlDy Z . ue 1U 


(AC005312) hypothetical protein [Arabidopsis 




tnaiiana j 








oeq. in o . 


o p p qc; 




Seq. ID 


OJ000114_08. 0225. C10 


Hono NT 


80045 




Strand 


+ 




10946 




End 


11607 


Name 


OJ000114 08.0225. 


C10.o2.np 


Method 


AAT/NAP 


O Lai L. 


10946 




End 


11607 


GI 


6069646 




Score 


288 


Exons 


10946. .11607 








o± uescrip , 


(AP000616) similar to putative reverse 


transcriptase (AC00531 




[Oryza sativa] gi 


16907112 |dbj IBAA90639 


.11 (AP001129) Similar 




Arabidopsis thaliana chromosome II BAC 


F9013 genomic sequence 




putative non-LTR 


retroelement 


reverse 


transcriptase . (AC00624 




[Oryza sativa] 








Seq. No. 


38896 




Seq. ID 


OJ000114_08. 0225. C10 


Gene No. 


80046 




Strand 


+ 




12598 




End 


12904 


Name 


OJ000114 08.0225. 


C10.o2.gp 


Method 


AAT/GAP 


o tar c. 


12598 




End 


12904 




5771112 




Score 


605 


Exons 


12598. .12904 








Seq. No. 


38896 




Seq. ID 


OJ000114_08. 0225. C10 


Gene No. 


80047 




Strand 




Start 


170 




End 


15221 


Name 


OJ000114 08.0225. 


C10.ol.np 


Method 


AAT/NAP 


Start 


170 




End 


15221 



38598 






1465838 




Score 


69 


Exons 


170. .249, 4098. .4398, 8351.. 


8417, 9896. 


. .10006, 15194. .15221 


(ai uescrip. 


(U64857) No 


definition line 


found [Caenorhabditis elegans] 


Seq. No. 


38896 




Seq. ID 


OJ000114_08. 0225. C10 


Gene No. 


80047 




Strand 




Q j- a 
OtaiL 


170 




• End 


15221' 


Name 


OJ000114 08 


.0225. C10. ol.tm 


Method 


TBLASTX: Maize 


Cf 3 yf 


11120 




End 


11400 


bl 


none 




Score 


133 


Exons 


11120. .11200, 11122. .11205, 


11126. .11227, 11212. .11400 


beq . ino . 


38897 




Seq. ID 


OJ000114_08.0225.C11 


Gene No. 


80048 




Strand 


+ 


Start 


8346 




End 


10708 


Name 


OJ000114 08, 


.0225.Cll.o2.tm 


Method 


TBLASTX: Maize 


OLalL 


8336 




End 


8549 


PT 
bl 


none 




Score 


59 


Exons 


8336. .8395, 


8342. .8392, 8343 


..8420, 8343. .8396, 8402. .8440, 




8412. .8441, 


8427. .8549, 8444 


. .8548 




beq . no . 


38897 




Seq. ID 


OJ000114_08.0225.C11 


Gene No. 


80048 




Strand 


+ 


Start 


8346 




End 


10708 


Name 


OJ000114 08. 


.0225.Cll.ol.np 


Method 


AAT/NAP 


otart 


8346 




End 


10465 




2160694 




Score 


1370 


Exons 


8346. .9509, 


10088. .10465 






P X P\ /"> c? /-i -v* -i r-\ 

yj± UcSCiip. 


\ U / J o ; d 


regulatory subunit of PP2A 


[Arabidopsis thaliana 


beq . no . 


38897 




Seq. ID 


OJ000114_08.0225.C11 


Gene No. 


80048 




Strand 


+ 


Start 


8346 




End 


10708 


Name 


OJ000114 08, 


■0225.Cll.o2.tw 


Method 


TBLASTX: Wheat 


o tar u 


8545 




End 


9002 


C T 


none 




Score 


271 


Lxons 


8545. .8640, 


8555.. 8809, 8559 


..8819, 8858. .8977, 8859. .9002, 




8874. .-9002 








Seq. No. 


38897 




Seq. ID 


OJ000114_08.0225.C11 


Gene No. 


80048 




Strand 


+ 


OLalL 


8346 




End 


10708 


Name 


OJ000114 08. 


.0225.Cll.ol.ts 


Method 


TBLASTX : Soybean 


otart 


8558 




End 


9239 




"none 




Score 


234 


Exons 


8558. .8809, 


8559.. 8819, 8859 


..9239, 8867. .9226, 8868. .9239 


beq . no . 


38897 




Seq. ID 


OJ000114_08.0225.C11 


Gene No. 


80048 




Strand 


+ 


Start 


8346 




End 


10708 


Name 


OJ000114 08. 


0225.Cll.ol.tc 


Method 


TBLASTX: Cress 


Start 


8559 




End 


10411 


GI 


none 




Score 


257 


Exons 


8559. .8807, 


8576.. 8806, 8858 


. .9511,' 8859. .9512, 8868. .9515, 




10081. .10392, 10082. .10411 






Seq. No. 


38897 




Seq. ID 


OJ000114_08.0225.C11 



385-99 



Gene No. 80048 
Start 8346 

Name OJ000114_08 . 0225 . Cll . ol . tm 

Start 8565 ' 

GI none 

Exons 8565.. 9512, 8567.. 9511, 9313 

10086. .10463, 10352. .10462, 10575 
10678. .10707, 10682.. 10708 



Strand + 
End 10708 
Method TBLASTX : Mai ze 
End 10708 
Score 1367 

9522, 10081. .10455, 10082 .. 104 56, 
10649, 10576. .10650, 



Seq. No. 38897 

Gene No. 80048 

Start 8346 

Name OJ000114_08 . 0225 . Cll . ol . tw 

Start 9010 

GI none 
Exons 



Seq. ID OJ000114_08. 0225. Cll 
Strand 
End 

Method 
End 
Score 



+ 

10708 

TBLASTX: Wheat 

9386 

94 



9010. .9165, 9014. .9376, 9015. .9386, 9029. .9379 



Seq. No. 


38897 




Seq. ID 


OJ000114 


_08.0225 


Cll 


bene iNo • 


80048 




Strand 


-I- 








8346 




End 


1 070R 






Name 


OJ000114 08.0225.Cll.o2.ts 


Method 


1 DLinO 1 /\ . 


Q /-\ t/Hi pan 




C4- 2 -W-+- 


9240 




End 


T 01 ? Q 








none 




Score 


J J. o 






xiiXons 


9240. .9512, 9242. . 9511, 10082: . 1012 9 








Sea No 


38897 




Seq. ID 


OJ000114 


08 . 0225 


Cll 


Gene No. 


80048 




Strand 


+ 






Start 


8346 




End 


10708 






Name 


OJ000114 08.0225.Cll.o3. tw 


* Method 


TBLASTX: 


Wheat 




Start 


10090 




End 


10366 






GI 


none 




Score 


278 






Exons 


10090. . 


10290, 10091.. 10366 










Seq. No. 


38897 




Seq. ID 


OJ000114 


_08.0225 


.Cll 


Gene No. 


80048 




Strand 


+ 






Start 


8346 




End 


10708 






Name 


OJ000114 08.0225.Cll.o3.ts 


Method 


TBLASTX: 


Soybean 




Start 


10132 




' End 


10429 






GI 


none 




Score 


223 






Exons 


10132. . 


10287, 10133.. 10429 










Seq. No. 


38897 




Seq. ID 


OJ000114 


_08.0225 


Cll 


Gene No. 


80048 




Strand 


+ 






Start 


8346 




End 


10708 






Name 


OJ000114 08.0225.Cll.ol.gp 


Method 


AAT/GAP 






Start 


10216 




End 


10607 






.GI 


2311827 




Score 


760 






Exons 


10216. . 


10607 










GI Descrip. 


2160694 


2.0e-09 (U73528) B' 


regulatory 


subunit 


of PP2A 





[Arabidopsis thaliana] 



Seq. No. 38898 Seq. ID 

Gene No. 80049 Strand 

Start 1 End 

Name ' OJ000114_08 . 0225 . C12 . ol . gp Method 

Start 1 End 

GI none Score 



OJ000114_08.0225.C12 
+ 

55 

AAT/GAP 

55 

87 



38600 




Exons 


1 . . 55 








Seq. No. 


38898 


Seq. ID 


OJ000114__08.0225 


. C12 


bene no . 




Strand 


+ 




Start 


1126 


End 


6741 




Name 


OJ000114 08.0225.C12.ol.np 


Method 


AAT/NAP 




Start 


1126 


End 


6741 




GI 


5295971 


Score 


3256 




Exons 


1126. .1311, 1469. .1703, 2497 


. .3420, 3454 . . 6741 




GI Descrip.- 


(AB026295) EST D24315 (R1718 ) 


corresponds to a region of 


the 



predicted gene.; Similar to Tobacco DNA for retroviral-like 
transposon Tnt 1-94 . (X13777 ) [Oryza sativa] 





Seq. No. 


388 98 




Seq. ID 


OJ000114 


AO A A A C /~i i O 

_08 . 0225 . C12 




Gene No. 


80050 




Strand 


+ 






Start 


1126 




End 


6741 






Name 


OJ000114 08 . 0225 . C12 . o2 


.gs 


Method 


GENSCAN 






Start 


2475 




End 


6738 






GI 


none 




Score 


.49 






Exons 


A "~l C A O "3 1 O A A / T AO n 

2475. .2831, 2904. .3029, 


"3 A A 1 

3091 . 


.3534, 3661.. 3906, 


O A "7 A jIAAO 

397 9 . .4 098, 






4121. .4231, 4336. .6313, 


6443 . 


. 6569, 6585. .6738 






Seq. No. 


38898 




Seq. ID 


OJ000114 


AO A A A C /~i i O 

08 . 0225 . C12 


-3 
J 


Gene No. 


O A A C 1 

80051 




Strand 








Start 


207 




End 


1922 






Name 


OJ000114 08.0225.C12.ol 


.gs 


Method 


GENSCAN 




i 3 


Start 


207 




End 


1922 






GI 


none 




Score 


.48 






Exons 


207. .293, 474..S27, 658 


. . 771 , 


855. .1232, 1438. . 


1 A A -i "-7 A A 1 A A A 

1609, 1708 .. 1 922 




Seq. No. 


i n a a n 

38898 




Seq. ID 


OJ000114 


AO A A A C 1 O 

08 . 0225 . C12 




Gene No. 


80051 




Strand 








Start 


207 




End 


1922 






Name 


OJ000114 08.0225.C12.o8 


. tm 


Method 


TBLASTX : 


Maize 


3 


Start 


471 




End 


884 






GI 


none 




Score 


85 






Exons ■ 


471 . . 527 , . 475 . . 528, 653 


. .781, 


•658. .777 


, 855.. 8.8 


4 




Seq. No. 


38898 




Seq. ID 


OJ000114 


_08.0225.C12 




Gene No. 


80051 




Strand 








Start 


207 




End 


1922 






Name 


OJ000114 08.0225.C12.o2 


• gp 


Method 


AAT/GAP 






Start 


691 




End 


1118 ' 






GI 


none 




Score 


603 






Exons 


691. .771, 855. .1118 












Seq. No. 


38898 




Seq. ID 


OJ000114 


_08.0225.C12 




Gene No. 


80052 




Strand 








Start 


2579 




End 


2861 






Name 


OJ000114 08.0225.C12.o7 


.tm 


Method 


TBLASTX: 


Maize 




Start 


2579 




End 


2861 






GI 


none 




Score 


222 






Exons 


2579. .2767, 2592. .2861 












Seq. No. 


38898 




Seq. ID 


OJ000114 


_08.0225.C12 




Gene No. 


80053 




Strand 








Start 


3615 




End 


4077 





38601 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start ' 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



OJ000114_08. 

3615 

none 

3615. .3755, 



0225.C12.o4.tm 



3616. .4023 



Method 

End 

Score 



TBLASTX: Maize 

4023 

283 



38898 
80053 
3615 

OJ000114_08.0225.C12.o3. tw 
3636 
none 

3636. .3881, 3637. .4002, 3679. .3882, 4003. .4077 



Seq. ID OJ000114_08.0225. 
Strand 

4077 

TBLASTX: Wheat 
4077 
298 



C12 



End 

Method 

End 

Score 



38898 
80054 
4027 

OJ000114_08. 

4027 

none 

4027. .4332, 

38898 
80054 
4027 

OJ000114_08. 

4162 

none 

4162. .4623, 

38898 
80054 
4027 

OJ000114_08. 

4365 

none 

4365. .4739, 

38898 
80054 
4027 

OJ000114_08. 

4396 

none 

4396. .4899, 

38898 
80054 
4027 

OJ000114_08. 

4435 

none 

4435. .4848, 

38898 
80055 
5188 

OJ000114 08. 



0225.C12.o4 . ts 
4092. .4331, 4123. 

0225.C12.o2.tw 
4374. .4622, 4627. 

0225.C12.o2. tm 
4369. .4716, 4723. 

0225.C12.o2. ts 
4401. .4664, 4725. 

0225.C12.o2.tc 
4461. .4493, 4546. 

0225.C12.ol. ts 



Seq. ID OJ000114_08.0225, 
Strand 

4899 

TBLASTX: Soybean 
4332 
241 



C12 



End 

Method 
End 
Score 
.4203 



Seq. ID OJ000114_08.0225. 
Strand 

4899 

TBLASTX: Wheat 
4722 
361 



C12 



End 

Method 
End 
Score 
.4722 



Seq. ID OJ000114_08.0225, 
Strand 

4899 

TBLASTX: Maize 
4794 
420 



C12 



End 

Method 
End 
Score 
.4794 



Seq. ID OJ000114_08.0225, 
Strand 

4899 

TBLASTX : Soybean 
4899 
449 



C12 



End 

Method 
End 
Score 
.4865 



Seq. ID OJ000114_08.0225, 
Strand 

4899 

TBLASTX: Cress 
4848 
274 



C12 



End 

Method 
End 
Score 
.4818 



Seq. ID OJ000114_08.0225. 
Strand 

End 6000 

Method TBLASTX : Soybean 



C12 



38602 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5188 End 5691 

5509260 Score 453 

5188.. 5691, 5205.. 5477, 5508.. 5609 



38898 
80055 
5188 

OJ000114_08. 

5214 

none 

5214. .5534, 



0225.C12.o3. tm 



5215. .5535 



Seq. ID OJ000114_08.0225.C12 
Strand 

End . 6000 

Method TBLASTX : Maize 

End 5535 

Score 423 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38898 
80055 
5188 

OJ000114_08. 

5304 

none 

5304. .5555, 



0225.C12.o3.tc 



5305. .5574 



Seq. ID OJ000114_08.0225.C12 
Strand 

End 6000 

Method TBLASTX : Cress 

End 5574 

Score 251 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38898 
80055 
5188 

OJ000114_08, 
5355 . " 
none 

5355. .5486, 

38898 
80055 
5188 

OJ000114_08, 

5737 

none 

5737. .6000, 

38898 
80056 
6003 

OJ000114J38. 

6003 

none 

6003. .6248, 



0225.C12.ol.tw 



Seq. ID OJ000114_08.0225.C12 
Strand 

End 6000 

Method TBLASTX : Wheat 

End 5901 

Score 320 



5356.. 5700, 5509.. 5700, 5692.. 5901 



0225.C12.o5.tm 



5739. .5918, 5791. 



0225.C12.ol.tm 



Seq. ID OJ000114_08.0225.C12 
Strand 

End 6000 

Method TBLASTX : Maize 

End 6000 

Score 267 
.5997 

Seq. ID OJ000114_08.0225.C12 
Strand 

End 6717 

Method TBLASTX : Mai ze 

End 6459 

Score 281 



6004. .6243, 6241. .6459, 6258. .6458 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 



38898 
80056 
6003 

OJ000114_08. 

6030 

none 

6030. . 6215, 
6339. .6473, 

38898 
80056 
6003 



0225.C12.ol.tc 



6031.. 6225, 6234. 
6457. .6711, 6498. 



Seq. ID OJ000114_08.0225.C12 
Strand 

End 6717 

Method TBLASTX : Cress 

End 6711 

Score 190 

.6341, 6235.. 6342, 6337.. 6459, 
.6617 

Seq. ID OJ000114_08.0225.C12 
Strand 

End 6717 



38603 




Name 


pj too n 114 op, 

UUUUUllfi UO . 


099 S PI 9 t- q 


Method 


TBLASTX: 


ooyoean 




Of a v-f 


DUD1 




End 


6717 






PT 


none 




Score 


127 






P 1 v r\ Ti G 


6064 69^7 


61 DO 6904 fi94 6 


. .6458, 6253. .6717 






Seq. No. 


38898 




Seq. ID 


OJ000114 


_08.0225 


.C12 


Gene No. 


80056 




Strand 








OLdI L 


O U U J 




End 


6717 * 






Name 




099 S PI 9 n4 t-w 


Method 


TBLASTX: 






Of a yf 






EjX l\JL 


667ft 






P T 


none 




Score 


143 






IT vat* c 


699Q 6469 


6169 64SR 6460 


. .6678 








Seq. No. 


38898 




Seq. ID 


OJ000114 


_08 .0225, 


,C12 


Gene No. 


80056 




Strand 








C 4- o y-f- 






End 


6717 






Name 


ninnm i 4 op 


099 R P19 n6 1-m 
u z z o . ^ j. z . uo. cm 


Method 


TBLASTX : 












End 


6705 






pt 


none 




Score 


245 






Exons 


6460 670S 


646S 6RQQ 64Q0 


. .6693 








Seq. No. 


38899 




Seq. ID 


OJ000114 


_08.0225, 


■ C13 


Gene No. 


80057 




Strand 


+ 






Of arf 






End 


5345 






Name 


n to oo 1 1 4 ' oa 


099 R PI 1 r\0 rrc: 

uzz j . Li j . oz . ys 


Method 


GENSCAN 






Cf ^rf 
OLalL 


ZOIU 




End 


5345 






P T 


none 




Score 


.87 






L ' /~\ o 


OfTin 9701 

ZD1U . . Z / U J/ 


9711 9R4R 1099 


..3144, 3224. .3242, 


5325. .5345 


C £s /-y M /"\ 

oeq. in o . 


loo qq 




Seq. ID 


OJ000114 


_08.0225, 


.C13 


bene ino . 


OAACp 
OUUjO 




Strand 


+ 






Of a r*+- 


p n 6 




End 


13039 






Name 


OJ000114 08. 


0225.C13.ol.np 


Method 


AAT/NAP 






Start 


8336 




End 


13039 






PT 


4008156 




Score 


2558 






Li ' (--» 


8336. .8704.;... 


8819. .8938, . 9041 


. .9158, 9272. .9420, 


9515. . 9615, 




99.16. .10012, 


10513. .10622, 10746. .10849, 11100. 


. 11279, 






11369. . 11712 


, 11812. .11876, 


11952. . 124! 


37, 12768 


. .13039 




P T noopn 

VJJ ± L*C o (_» X. -L£J ■ 


(AB008845) NADH dependent Glutamate Synthase [Oryza sativa] 


oeq . ino . 


38899 




Seq. ID 


OJ000114 


_08.0225. 


■ C13 


bene ino . 


80058 




Strand 


+ 






Start 


8336 




End 


13039 






Name 


OJ000114 08. 


0225.C13.o4 .gs ■ 


Method 


GENSCAN 








8336 


End 


12421 






PT 


none 




Score 


.81 






T7 1 v /"*\ r"i e"* 


8336. .8704, 


8819. .8953, 9041 


. .9154, 9268. .9420, 


9515. . 9615, 




9916. .10012, 


10513. .10622, 10746. . 10849, 11369. 


.11512, 






1154 3. .11712, 11812. .11876, 


11952.. 12421 






o c • in u • 


38899 




Seq. ID 


OJ000114 


_08.0225, 


,C13 


Gene No. 


80058 




Strand 


+ 






Start 


8336 




End 


13039 






Name 


OJ000114 08. 


0225.C13.ol.gp 


Method 


AAT/GAP 






Start 


11087 


End 


11843 






GI 


uC-osrocyp007e03bl 


Score 


1057 






Exons 


11087. .11279 


, 11369. .11712, 


11812. .11843 







38604 




GI Descrip. * 4008156/dbj | BAA35120 . 1 | 1.0e-80 (AB008845) NADH dependent 
Glutamate Synthase [Oryza sativa] 1 



Seq. No. 


o o o n a 




Seq. ID 


OJ000114 08.0225 


. C13 


Gene No . 


o a a a fi 




Strand 






Start 


c o A o 




End 


7078 




Name 


a Tnnn i i >i no aioc ~o 
UJUUU114 Uo.UiZJ.tlj 


. oo . gs 


Method 


GENSCAN 




Start 


n o a o 

do yj 




End 


7078 




GI 


none 




Score 


.66 




Exons 


6893. .7078 










Seq. No. 


38899 




Seq. ID 


OJ000114JD8.0225 


.C13 


bene No . 


80060 




Strand 






Start 


8624 




End 


12459 




Name 


OJ000114 08.0225.C13 


.ol.tc 


Method 


TBLASTX: Cress 




Start 


8624 




End 


12459 






• none 




Score 


63 




Exons 


8624. .8707, 8819. .8938, 928 


3.. 9408, 10516. .10623, 10521 


. . 10622, 




noyj . . ii iyi , 1120/. 


1 1 1 "7 C 

. 11275, 


11371. . 11625, 11505. . 11624, 






11947 .. 12261, 11958. 


.12176, 


12337. .124 


59 




Seq. No. 


38899 




Seq. ID 


OJ000114 08.0225 


. C13 


Gene No. 


O A A f~ A 

. 80060 




Strand 






Start 


8624 




End 


•12459 




Name 


OJ000114 08.0225.C13 


.ol.ts 


Method 


TBLASTX : Soybean 




Start 


11186 




End 


11652 




GI 


none 




Score 


147 




Exons 


iiir>/~ iioin -i t f-\ /— 

11186 .. 11278 , 11186. 


11269, 


11188. .112 


83, 11365. .11652, 






11370. .11447, 11371. 


11634 








Seq. No. 


38899 




Seq. ID 


OJ000114_08 . 0225 


C13 


Gene No. 


80060 




Strand 






Start 


8624 




End 


12459 




Name 


OJ000114 08.0225.C13 


o2.ts 


Method 


TBLASTX: Soybean 




Start 


11826 




End 


12203 




GI 


none 




Score 


57 




Exons 


11826. .11888, 11833. 


11877, 


11938. .121 


98, 11952.. 12203 




Seq. No. 


38899 




Seq. ID 


OJ000114_08.0225 


C13 


Gene No. 


80060 




Strand 






Start 


8624 




End 


12459 




Name 


OJ000114 08.0225.C13, 


o3 . ts 


Method 


TBLASTX: Soybean 




Start 


12249 




End 


12420 




GI 


none 




Score 


222 




Exons 


12249. .12419, 12250., 


12420 








Seq. No. 


38900 




Seq. ID 


OJ000114_08.0225. 


C14 


Gene No. 


80061 




Strand 






Start 


97 




End 


1165 




Name 


OJ000114 08.0225.C14. 


ol . gs 


Method 


GENSCAN 




Start 


97 




End 


938 




GI 


none 




Score 


.89 




Exons 


97. .197, 314. .632, 823. .938 








Seq. No. 


38900 




Seq. ID 


OJ000114_08.0225. 


C14 


Gene No. 


80061 




Strand 






Start 


97 




End 


1165 





38605 





Name 


OJ000114 08.0225.C14.ol.np 


Method 


T\ 7\ m / XT TV T~> 

AAT / NAP 






Start 


261 


End 


1165 






GI 


6069498 . 


Score 


C A A 

524 






Exons 


261. .632, 823. .939, 1142. .1165 








GI Descrip. 


(AB022075) S-locus protein 7 


[Brassica 


rapa] 






Seq. No. 


o o a a a 


Seq. ID 


OJ000114 


_08.0225.C14 




Gene No. 


80061 


Strand 








Start 




End 


1165 






Name 


OJ0U0114 Oo . 0225 . C14 . Ol . tm 


Method 


TBLASTX: 


Maize 




Start 


o o c 

285 


End 


940 






GI 


none 


Score 


84 






Exons 


285. .317, 330. .371, 331. .372, 


351. .632, 


361. . 615, 382. . 633, 






383. .637, 822. .938, 830. .940, 


832. .933 








Seq. No. 


o o a a i 

38 901 


Seq. ID 


OJ000114 


_08.0225.C15 




Gene No. 


o a a a o 

80062 


Strand 


+ 






Start 


A A O O 

4 988 


End 


6296 






Name 


OJ000114 Oo . 0225 . C15 . oJ . np 


Method 


AAT /NAP 






Start 


A A O O 

4 988 


End 


6296 






GI 


bill oil 


Score 


63 






Exons 


/IAOO C A O C /"ICC ron/" 

4988. .5025, 6155. .6296 










GI Descrip. 


(AJ245900) CAA30375.1 protein 


[Oryza sativa] 




[J 


Seq. No. 


38901 


Seq. ID 


OJ000114 


_08.0225.C15 




Gene No. 


O A A f O 

80063 


Strand 








Start 


1031 


End 


8121 




5 Li 


Name 


TA A A 1 *1 A AO AOAC /— < 1 f~ 

OJ000114 08 . 0225 . C15 . ol . gs 


Method 


GENSCAN 






Start 


1 A O 1 

1031 


End 


7990 




U 


GI 


none 


Score . 


.81 






Exons 


1031. .1056, 1576.. 1933, 2637. 


.2688, 3013.. 3089, 


3178 . .3240, 






3344.. 3388, 3484.. 3552, 3663. 


.3748, 4313. .4360, 


4441. .4606, 






5478. .5606, 5708. .6048, 6087. 


,6957, 7239.. 7279, 


7413. .7701, 






7766. .7990 








~ ; si 


Seq. No. 


38901 


Seq. ID 


OJ000114 


08 . 0225 . C15 




Gene No. 


80063 


Strand 






~ ^ 


Start 


1031 


End 


8121 






Name 


OJ000114 08.0225.C15.ol.np 


Method 


AAT /NAP 




.= £=. 


Start 


1570 


End 


1684 






GI 


6525170 


Score 


103 






Exons 


1570. . 1684 










GI Descrip. 


(AF189278) ASF1 [Drosophila melanogaster] 






Seq. No. 


38901 


Seq. ID 


OJ000114 


_08.0225.C15 




Gene No. 


80063 


Strand 








Start 


1031 


End 


8121 






Name 


OJ000114 08.0225..C15.ol.gp 


Method 


AAT /GAP 






Start 


2493 


End 


3254 






GI 


none 


Score 


804 






Exons 


2493. .2812, 3013. .3089, 3178. 


.3254 








Seq. No. 


38901 


Seq. ID 


OJ000114 


_08.0225.C15 




Gene No. 


80063 


Strand 








Start 


1031 


End 


8121 






Name 


OJ000114 08.0225.C15.o2.np 


Method 


AAT /NAP 






Start 


3003 


End 


5863 





38606 



GI 6682251 Score 696 

Exons 3003. .3089, 3178. .3240, 3344. .3388, 3484. .3552, 3663. .3749, 

4445. .4606, 5478. .5606, 5708. .5863 
GI Descrip. (AC016661) unknown protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38901 
80063 
1031 

OJ000114_08.0225.C15.ol.tm 

3007 

none 

3007. .3078, 



3012. .3092, 
3157. .3240, 3158. .3241, 



3341. .3394, 3483. 
3661.. 3750, 3662. 
4450. .4509, 4500. 
5466. .5606, 
5709. .5864 



,3563, 



3013 
3179 
3484 



,3748, 3663 
,4607, 4502 
5476.. 5568, 5540 



Seq. ID OJ000114_08.0225.C15 
Strand 

End 8121 
Method TBLASTX: Maize 
End 5869 
Score 89 

.3093, 3014.. 3085, 3015. .3092, 
.3241, 3180. .3260, 3341. .3394, 
.3555, 3653. .3748, 3657. .3749, 
.3749, 4442. .4519, 4449. .4508, 
.4615, 4516. .4608, 4517. .4612, 
.5605, 5576. .5608, 5708. .5869, 



Seq. No. 38901 
Gene No. 80063 
Start 1031 

Name OJ000114_08 . 0225 . C15 . ol . tc. 

Start 3.015 
GI none 

Exons 3015.. 3092, 3025.. 3090, 3127, 

3325.. 3390, 3341... 3394, 3341. 
3483. .3563, 3484. .3564, 3660, 
4460. .4615, 4518. .4607, 5460, 
5733. .5867 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000114 08.0225.C15 



8121 

TBLASTX: Cress 
5867 
72 

3243, 3157.. 3240, 3185.. 3247, 
3394, 3355.. 3402, 3482. .3511, 
374 9, 3661. .3750, ■ 3663. .3752, 
5522, 5514.. 5618, 5708. .5866, 



u 



Seq. No. 38901 
Gene No. 80063 
Start 1031 

Name OJ000114_08 . 0225 . C15 . ol . ts 

Start 3015 
GI none 
Exons 3015.. 3092, 3019. 

3341.. 3394, 3484. 

3663.. 3752, 4502. 

5512. .5565, 5514. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000114_08.0225.C15 
8121 

TBLASTX : Soybean 

5864 

68 



.3090, 3157. .3240/- 3185. .3247, 3341.. 3394, 

.3.555, 3484.. 3555, 3653.. 3751, 3661.. 3789, 

.4615, 4509. .4607, 5466. .5516, 5476. .5520, 

.5615, 5708. .5863, 5724. .5864 



Seq. No. 38901 Seq. ID 

Gene No. 80063 Strand 

Start 1031 End 

Name OJ000114_08 . 0225 . C15 . o2 . gp Method 

Start 5494 End 

GI none Score 

Exons 5494.. 5606, 5708.. 5988 



OJ000114_08.0225.C15 

8121 . 
AAT/GAP . 
5988 
699 



Seq. No. 38901 Seq. ID 

Gene No. 80063 Strand 

Start 1031 End 

Name OJ000114_08 . 0225 . C15 . o4 . np Method 

Start 7843 End 

GI 5777617 Score 

Exons 7843.. 8121 



OJ000114_08.0225.C15 

8121 
AAT/NAP 
8121 
87 



38607 



GI Descrip. 


( AJ24 5900 ) 


CAA30375.1 protein 


[Oryza sativa] 


Seq. No. 


38902 






Seq. ID 


OJ000204 


Gene No. 


80064 






Strand 


+ 


otart 








End 


4280 


Name 


OJUUU2U4 Uo 


.0222 


.Cl.ol.gs 


Method 


GEN SCAN 


Start 


2083 






End 


2862 


GI 


none 






Score 


. 63 


Exons 


2083 . . 28 62 










Seq. No. 


38 902 






Seq. ID 


OJ000204 


Gene No. 


80064 






Strand 


+ 


Start 


2083 






End 


4280 


Name 


OJUUU204 Ub 


.0222 


. C 1 . o 1 . np 


Method 


AAT/NAP 


Start 


224 7 






End 


4280 


GI 


(2 (2 "5 "3 O O A 

6633834 






Score 


238 


Exons 


2247 . . 2692, 


4253 


..4280 






GI Descrip. 


(AC009519) 


F1N19 


.3 [Arabidopsis thaliana] 


Seq. No. 


o o n o o 

38902 






Seq. ID 


OJ000204 


Gene No. 


80064 






Strand 


+ 


Start 


2083 






End 


4280 


Name 


OJ000204 06 


.0222 


.Cl.o2.np 


Method 


AAT/NAP 


Start 


2247 






End 


2682 


GI 


6633834 






Score 


239 


Exons 


224 7 . . 2 682 










GI Descrip. 


(AC00951 9) 


F1N19 


.3 [Arabidops 


is thaliana] 


Seq. No. 


38902 






Seq. ID 


OJ000204 


Gene No. 


80065 






Strand 




Start 


*D "7 r o 

3/62 






End 


4613 


Name 


OJ000204 06 


.0222 


Cl.ol. ts 


Method 


TBLASTX: 


Start 


2371 






End 


2618 


GI 


none 






Score 


52 


Exons 


2371 . . 2427 , 


2425 


.2601, 2436. 


.2618 




S.eq . No . 


38902 






Seq. ID 


OJ000204 


Gene No . 


80065 






Strand 




otart 


3762 






End 


4613 


Name 


OJ000204 06 


.0222 


Cl.ol.gp 


Method 


AAT/GAP 


Start 


3086 






End 


3845 


GI 


72829 1.R1084 




Score 


1335 


Exons 


3086. .3845 










GI Descrip. 


'3157951 3. 


0e-35 


(AC002131) Contains similarity 




trafficking 


protein gb U91538 


from Mus 


musculus 




and gb_F14097 come from this 


gene . [Arabidopsis 


Seq. No. 


38902 






Seq. ID 


OJ000204_ 


Gene No. 


80065 






Strand 




Start 


3762 






End 


4613 


Name 


OJ000204 06 


.0222. 


Cl.o2.gs 


Method 


GENSCAN 


Start 


3762 






End 


4613 


GI 


none 






Score 


.53 


Exons 


37 62, .384 5, 


4489. 


.•4613 






Seq. No. 


38902 






Seq. ID 


OJ000204_ 


Gene No. 


80065 






Strand 





06. 0222. CI 



06. 0222. CI 



06.0222.C1-- 



ESTs gb_F15494 



38608 



Start 3762 End 4613 

Name OJ000204_06 . 0222 . CI . o3 . np Method AAT/NAP 

Start 3765 End 4565 

GI 3157951 Score 151 

Exons 3765.. 3845, 4489.. 4565 

GI Descrip. (AC002131) Contains similarity to vesicle trafficking protein 

gb|U91538 from Mus musculus. ESTs gb|F15494 and gb|F14097 come 

from this gene. [Arabidopsis thaliana] 



Seq. No. 38903 Seq. ID 

Gene No. 80066 Strand 

Start 1 End 

Name OJ000204_06 . 0222 . C2 . ol . gp Method 

Start 1 End 

GI 72829_1.R1084 Score 

Exons 1..33, 447.. 712, 1692.. 1885 , 

GI Descrip. '3157951 3.0e-35 (AC002131) Contains similarity to vesicle 

trafficking protein gb_U91538 from Mus musculus. ESTs gb_F154 94 
and gb_F14097 come from this gene. [Arabidopsis thaliana] 1 



OJ000204_06.0222.C2 

1885 
AAT/GAP 
1885 
724 



Seq. No. 38903 Seq. ID OJ000204_06 . 0222 . C2 

Gene No. 80066 Strand 

Start 1 End 1885 

Name OJ000204_06 . 0222 . C2 . ol . np Method AAT/NAP 

Start 1 End 661 

GI 3157951 Score 235 

Exons 1..87, 474.. 661 

GI Descrip. (AC002131) Contains similarity to vesicle trafficking protein 







gb|U91538 from Mus musculus. 


ESTs gb|F15494 and gb|F14097 


5 ! S 




from this gene. [Arabidopsis 


thaliana] 






Seq. No. 


38903 


Seq. ID 


OJ000204_06.0222.C2 


\ y 


Gene No. 


80067 


Strand 






Start 


2557 


End 


3120 


r.. * 


Name 


OJ000204 06.0222.C2.ol.tm 


Method 


TBLASTX: Maize 


'"•4 


Start 


464 


End 


711 




GI 


none 


Score 


232 




Exons 


464. .706, 467. .709, 468. .710, 


,469. .711 






Seq. No. 


38903 


Seq. ID 


OJ000204_06.0222.C2 




Gene No. 


80067 


Strand 






Start 


2557 


End 


3120 




Name 


OJ000204 06.0222.C2.o2.ts 


Method 


TBLASTX : Soybean 




Start 


466 


End 


686 




GI 


none 


Score 


141 




Exons 


466. .663, 470. .661, 470. .670, 


478. .669, 


486. .686 




Seq. No. 


38903 


Seq. ID 


OJ000204_06.0222.C2 




Gene No. 


80067 


Strand 






Start 


2557 


End 


3120 




Name 


OJ000204 06.0222.C2.ol.tc 


Method 


TBLASTX: Cress 




Start 


470 


End 


667 




GI 


none 


Score 


104 




. Exons 


470. .661, 470. .667, 474. .662 








Seq. No. 


38903 


Seq. ID 


OJ000204_06.0222 . C2 




Gene No. 


80067 


Strand 





38609 




Start 


2557 




End 


3120 




Name 


OJQ002U4 06 


. 0222 . C2 . o2 . np 


Method 


AAT/NAP 




Start 


2557 




End 


3120 




GI 


4 4 15931 




Score 


348 




Exons 


2557 . . 2934 , 


308 1 . . 3120 








GI Descrip. 


(ACUU64 18 ) 


putative ubiquitin 


[Arabidopsis thaliana] 




Seq. No. 


38903 




Seq. ID 


OJ000204_06.0222 


C2 


Gene No. 


80067 




Strand 






Start 


O C C "7 

2557 




End 


3120 




Name 


OJ000204 06 


. 0222 . C2 . ol . ts 


Method 


TBLASTX: Soybean 




Start 


2560 




End 


2949 




GI 


none 




Score 


134 




Exons 


2560 . .2 94 9, 


2561 . . 2 /91 , 2884 . 


.2937 






Seq. No. 


38903 




Seq. ID 


OJ000204_06.0222 


C2 


Gene No. 


80067 




Strand 






Start 


O C C *7 

2557 




End 


3120 




Name 


OJ000204 06 


. 0222 . C2 . o2 . tc 


Method 


TBLASTX: Cress 




Start 


25 60 




End 


2937 • 




GI 


none 




Score 


75 




Exons 


2560 . . 2868, 


2696 .. 2785 , 2812 . 


.2871, 2866. .2934, 2896. .2937 


Seq. No. 


38903 




Seq. ID 


OJ000204_06.0222. 


C2 


Gene No. 


80067 




Strand 






Start 


2557 




End 


3120 




Name 


OJ000204 06 


. 0222 . C2 . o2 . tm 


Method 


TBLASTX: Maize 




Start 


2569 




End 


2937 




GI 


none 




Score 


141 




Exons 


25 69. . 2934 , 


2576 . .2791, 2696 . 


.2935, 2697. .2936, 2746. .2937 


Seq. No. 


38 904 




Seq. ID 


OJ000204_06.0222. 


C3 


Gene No. 


80068 




Strand 






Start 


1 




End 


1596 




Name 


OJ000204 06 


.0222.C3.ol.np 


Method 


AAT/NAP 




Start 


1 




End 


1596 




GI 


4415931 




Score 


888 




Exons 


1..71, 276. 


.1596 








GI Descrip. 


(AC006418) putative ubiquitin 


[Arabidopsis thaliana] 




Seq. No. 


38904 




Seq. ID 


OJ000204_06.0222. 


C3 


Gene No. 


80068 




Strand 






Start 


1 




End 


1596 




Name 


OJ000204 06 


.0222.C3.ol.gs 


Method 


GENSCAN 




Start 


280 


End 


1399 




GI 


none 




Score 


.83 




Exons 


280. .1399 










Seq. No. 


38904 




Seq. ID 


OJ000204JD6.0222. 


C3 


Gene No. 


80068 




Strand 






O t_ Cl J- L- 


1 




End 


1596 




Name 


OJ000204 06 


.0222.C3.ol.tw 


Method 


TBLASTX: Wheat 




Start 


280 




End 


663 




GI 


none- 




Score 


37 




Exons 


280. .327, 298. .327, 328. .495, 


329. .430, 


619. . 663 




Seq. No. 


38904 




Seq. ID 


OJ000204_06.0222. 


C3 



38610 



Gene No. 


80068 






Strand 




otarc 


± 










Name 


Uu UUUZU4 


Do. UZZZ . Lj 


Ol . T.C 


PuT +-* V\ /"s /^I 

lYie tnou 




otar t 


Z 0 u 






EjilQ 


4 3 J 




none 






Score 


I/O 


Exons 


ZOU . . 4 :? J , 


9ft 1 4 








beq. NO. 


O Q n r\ A 






Cnrt T n 

oeq . l u 


0 7000904 0£ 0999 r**^ 
UJUUUZU4 UD.UiZ^.Lj 




OUUDO 






91" nH 

O L- -L Cli 1U 




Start 


1 






End 


1596 


Name 


OJ000204 


06. 0222. C3 


ol . tm 


Method 


TBLASTX: Maize 


Start 


283 






End 


1414 


GI 


none 






Score 


43 


Exons 


283. .363, 


284. .319, 


328. .504, 


329. .505 


, 377. .508, 550. .918, 




551. .586, 


611. .841, 


1106. .1414 


, 1177.. 


1413 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



38904 
80068 
1 

OJ000204_06.0222.C3.ol.ts 

334 

none 



Seq. ID OJ000204_06.0222.C3 
Strand 

End 1596 

Method TBLASTX : Soybean 

End 933 

Score 143 



334. .507, 338. .493, 425. .511, -541. .594, 545. .595, 601, 
602. .835, 607. .921 



933, 



Seq. No. 38904 Seq. ID 

Gene No. 80068 Strand 

Start 1 End 

Name OJ000204_06 . 0222 . C3 . o2 . tc Method 

Start 619 End 

GI none Score 

Exons 619.. 819, 619.. 930, 623.. 835 



OJ000204JD6..0222.C3 
1596 

TBLASTX: Cress 

930 

95 



Seq. No. 


38904 




Seq. ID 


OJ000204_06.0222.C3 


Gene No. 


80068 




Strand 




Start 


1 




End 


1596 


Name 


OJ000204 06.0222 


.C3.o3.tc 


Method 


TBLASTX: Cress 


Start v 


1169 




End 


1413 


GI 


none 




Score 


121 


Exons 


1169. .1411, 1171 


..1413, 1285 


. . 1413 




Seq. No. 


38905 




Seq. ID 


OJ000204_06.0222.C5 


Gene No. 


80069 




Strand 


+ 


Start 


136 




End 


1905 


Name 


OJ000204 06.0222 


.C5.ol.tm 


Method 


TBLASTX : Maize 


Start 


1 




End 


1905 


GI 


none 




Score 


118 


Exons 


1..171, 86. .190, 


87. .185, 92 


..193, 198 


..296, 210. .308, 408 




412. .480, 1332.. 


1442, 1332.. 


1502, 1333 


..1476, 1560. .1631, 




1561.. 1635, 1561 


..1647, 1605 


..1868, 1612. .1866, 1635. .1868 



1636. .1905 



Seq. No. 
Gene No. 
Start 
Name 
Start 



38905 
80069 
136 

OJ000204 
136 



06.0222.C5.ol.gs 



Seq. ID 

Strand 

End 

Method 
End 



OJ000204_ 
+ 

1905 

GENSCAN 

1868 



06. 0222. C5 



38611 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score .77 

136. .317, 406. .469, 1334. .1473, 1680... 1868 



38905 
80069 
136 

OJ000204_06.0222.C5.ol.tc 

213 

none 



Seq. ID OJ000204_06.0222.C5 



Strand 
End 

Method 

End 

Score 



+ 

1905 

TBLASTX; Cress 

1790 

59 



213. .305, 412. .480, 1336. .1476, 1344. .1439, 1561. .1635, 
1572. .1631, 1637. .1753, 1638. .1790 



Seq. No. 38905 Seq. ID 

Gene No. 80069 Strand 

Start 136 End 

Name OJ000204_06 . 0222 .C5.ol.ts Method 

Start 412 End 

GI none Score 

Exons 412.. 468, 1332.. 1472, 1339.. 1473, 1557 
1637. .1840, 1638. .1886 



OJ000204_06.0222.C5 
+ 

1905 

TBLASTX: Soybean 

1886 

66 

..1634, 1558. .1635, 



Seq. No. 

Gene Nov, 
Start " 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



38905 
80069 
136 

OJ000204_06.0222.C5'.ol.gp 
417 

4231_1.R1084 

417. .469, 1334. .1473, 1558. 
'3757521 1.0e-68 (AC005167) 
thaliana] 1 

38905 
80069 
136 

OJ000204_06.0222.C5.ol.np 
441 

1707021 

441. .493, 1303. .1473, 1558. 



Seq. ID OJ000204_06.0222.C5 

Strand + 

End 1905 

Method AAT/GAP 

End 1868 

Score 901 
1868 

unknown protein [Arabidopsis 



Seq. ID OJ000204_06.0222.C5 

Strand + 

End 1905 

Method AAT/NAP 

End 1877 

Score 480 
1877 



(U78721) putative ubiquitin-conj ugating enzyme E2 [Arabidopsis 
thaliana] 



Seq. No. 38905 
Gene No. 80069 
Start 136 

Name . OJ000204_06 . 0222 . C5 . ol . tw 
Start 1356 
GI none 
Exons 1356.. 1472, 

1638. .1865 



Seq. ID OJ000204_06.0222.C5 

Strand + 

End 1905 

Method TBLASTX : Wheat 

End 1865 

Score 137 
1357. .1473, 1557. .1634, 1558. .1635, 1637. .1822, 



Seq. No. 38906 Seq. ID 

Gene No. 80070 Strand 

Start - 263 End 

Name * • OJ000204_06 . 0222 . C6 . ol . gs Method 

Start 263 End 

GI none Score 

Exons 263 . . 666 



OJ000204_06. 0222.C6 
+ 

666 

GENSCAN 

666 

.59 



38612 



Seq. No. 38906 

Gene No. 80071 

Start 238 

Name OJ000204_06 . 0222 . C6 . ol . gp 

Start 238 

GI 4231_1.R1084 

Exons 238.. 832 

GI Descrip. '3757521 1.0e-68 (AC005167) unknown protein [Arabidopsis 
thaliana] ' 



Seq. ID OJ000204_06.0222.C6 
Strand 

End 832 

Method AAT/GAP 

End 832 

Score 1101 



Seq. No. 38906 

Gene No. 80072 

Start 1440 

Name OJ000204_06 . 0222 . C6 . ol . tm 

Start 247 

GI none 
Exons 



Seq. ID OJ000204_06.0222.C6 
Strand 

End 1643 

Method TBLASTX : Maize 

End 600 

Score 170 



247. .396, 254. .385, 460. .600, 509. .556, 540. .587 



Seq. No. 38906 

Gene No. 80072 

Start 1440 

Name OJ000204__06 . 0222 . C6 . o2 . gs 

Start 1440 

GI none 

Exons 1440.. 1643 



Seq. ID OJ000204_06.0222.C6 

Strand - . 

End 1643 

Method GENSCAN 

End . 1643 

Score .85 



Seq. No. 38907 Seq. ID 

Gene No. 80073 Strand 

Start 1709 End 

Name OJ000204_0 6 . 0222 . C7 . ol . gs Method 

Start 1709 End 

GI none Score 
Exons 



OJ000204_06.0222.C7 
+ 

4877 
GENSCAN 
4874 
.83 



1709. .1915, 2059. .2111, 2204. .2276, 2522.-2623, 2917. .2988, 
3096. .3158, 3649. .3708, 3784. .3894, 4073. .4243, 4421. .4511, 
4600. .4874 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



38907 
80073 
1709 

OJ000204_06.0222.C7.ol.np 

1739 

123178 

1739. .1915, 2059. .2111, 
2917. .2988, 3096.. 3158, 
4073. .4243, 4421. .4511, 



2204. 
3239. 
4600. 

HISTIDINOL DEHYDROGENASE, CHLOROPLAST PRECURSOR (HDH) 
gi| 99844 Ipir | IA39358 histidinol dehydrogenase (EC 1.1. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.2276, 
.3280, 
. 4877 



OJ000204 
+ 

4877 
AAT/NAP 
4877 
1468 
2522. .2623, 
3649. .3708, 



06. 0222. C7 



2726. 
3784 . 



2827, 
3894, 



1.23) 



precursor, chloroplast - cabbage gi 1167142 
dehydrogenase [Brassica oleracea] 



(M604 66) histidinol 



Seq. No. 38907 Seq. ID 

Gene No. 80074 Strand 

Start 5260 - End 

Name OJ000204_06 . 0222 . C7 . ol . gp Method 

Start 5260 End 

GI none Score 



OJ000204_06.0222.C7 
+ 

5739 
AAT/GAP 
5739 
921 



38613 



Exons 



5260. .5739 



Seq. No. 38907 

Gene No. 80075 

Start 5547 

Name OJ000204_06 . 0222 . C7 . o2 . gs 

Start 5547 

GI none 

Exons 5547.. 5978, 6372.. 6513, 6633. 

8544. .8652, 9061. .9113, 9197. 



Seq. ID 
Strand' 
End 

Method 
End 
Score 



OJ000204 06. 0222. C7 



10615 
GENSCAN 
10606 
.81 

6820, 7570.. 7614 
9346, 10190. .10606 



7687. .7821, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38907 
80075 
5547 

OJ000204_06.0222 .C7.o2.np 

5553 

6714356 



Seq. ID OJ000204_06.0222.C7 
Strand 

End 10615 

Method AAT/NAP 

-End 10615 

Score 1400 



5553. .5797, 5887. .5978, 6065. .6111, 6372. .6513, 6633. .6820, 
7570. .7614, 7687. .7821, 8544. .8652, 9061. .9113, 9197. .9346, 
10190. .10385, 10431. .10615 



GI Descrip. (AC012562) hypothetical protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



38907 . . Seq. ID 

80075 Strand 

5547 End 

OJ000204JD6. 0222.C7 .o2.gp Method 

64 41 End 

14216 1.R1084 Score 



OJ000204 06. 0222. C7 



10615 
AAT/GAP 
9218 
1123 

.7821, 



8544. .8652, 



6441. .6513, 6633. .6820, 7570. .7614, 7687, 
9061. .9113, 9197. .9218 

'3241943 5.0e-93 (AC004625) hypothetical protein [Arabidopsis 
thaliana] 1 



Seq. No. 38907 Seq. ID 

Gene No. 80075 Strand 

Start 5547 End 

Name OJ000204_06 . 0222 . C7 . o3 . gp Method 

Start 9263 End 

GI none Score 

Exons 9263.. 9346, 10190.. 10603 



OJ000204_06.0222.C7 

10615 
AAT/GAP 
10603 
948 



Seq. No. 38907 
Gene No. ' 8007 6 
Start 11166 

Name OJ000204_06 . 0222 . C7 . o3 . tm 

Start 1808 
GI none 

Exons 1808. .1918, 1819. .1917, ' 2058. 

2209. .2271, 2521. .2622, 2522. 
2916. .2996, 2916. .2993, 2917. 
3083.. 3157, 3084.. 3158, 3235. 
3648. .3707, 3652. .3708 



Seq. ID OJ000204_06.0222.C7 
Strand 

End 11653 
Method TBLASTX : Mai ze 
End 3708 
Score 154 

.2108, 2059. .2109, 2205. .2279, 
.2623, 2708. .2827, 2722. .2826, 
.3003, 3058. .3159, 3081. .3194, 
.3294, 3236. .3295, 3645. .3707, 



Seq. No. 38907 

Gene No. 80076 

Start 11166 

Name OJ000204 06 . 0222 . C7 . o2 . ts 



Seq. ID OJ000204_06.0222.C7 
Strand 

End 11653 

Method TBLASTX : Soybean 



38614 



Start 
GI 

Exons 



1822 End 4861 

none Score 116 

1822. .1917, 1823. .1918, 1989. .2114, 2059. .2112, 2205. .2279, 

2521.. 2622, 2522.. 2623, 2708.. 2827, 2722.. 2826, 2916.. 2990, 

2917. .3000, 2917. .3012, 3093. .3203, 3095. .3157, 3201. .3296, 

3236.-3295, 3628. .3699, 3648. .3707, 3648. .3701, 3649. .3708, 

3780. .3890, 3781. .3894, 3783. .3911, 4050. .4223, 4070. .4243, 

4072. .4248, 4073. .4258, 4421. .4513, 4423. .4512, 4598. .4861, 

4599. .4856, 4724 . .4858 



Seq. No. 38907 
Gene No. 80076 
Start 11166 

Name OJ000204JJ6 . 0222 . C7 . o3 . tc 

Start 2708 
GI none 
Exons 2708, 

2917. 

3645, 



.2827, 2722.. 2823, 2726. 
,3009, 3093.. 3203, 3095. 
,3707, 3648.. 3707, 3649. 



Seq. ID OJ000204_06.0222.C7 
Strand 

End 11653 
Method TBLASTX : Cress 
End 3822 
Score 163 

.2827, 2916. .2990, 2917. .3000, 
.3154, 3236..329S, 3238. .3294, 
.3708, 3778. .3822, 3786. .3821 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38907 
80076 
11166 

OJ000204_06.0222.C7.ol.tw 

3235 

none 

3235. .3285, 3239. .3295, 3645. 
3781.. 3894, 3783.. 3893, 4053. 

38907 
80076 
11166 

OJ000204_06.0222.C7.ol.tm 

3781 

none 

3781. .3894, 3783. .3890, 4053. 
4073. .4258, 4419. .4511, 4420. 
4597. .4893, 4599. .4874 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000204 06. 0222. C7 



11653 

TBLASTX: Wheat 
4135 
81 

3707, 3648.. 3707, 3649. 
4130, 4067. .4135, 4071. 



,3708, 
,4130 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000204 06. 0222. C7 



11653 

TBLASTX: Maize 
4893 
179 

.4244, 4071. .4244, 4072. 
.4512, 4421. .4513, 4580. 



,4248, 
,4870, 



Seq. No. 38907 

Gene No. 80076 

Start 11166 

Name OJ000204_06 . 0222 . C7 . ol . 

Start 4139 

GI none 

Exons 4139. .4258, 4156. .4248, 
4599. .4859, 4750. .4860 

Seq. No. 38907 
Gene No. 80076 
Start 11166 

Name OJ000204_06 . 0222 . C7 . o2 . 

Start 5586 
GI none 

Exons 5586. .5636, 5718.. 5798, 

6053.. 6112, 6061.. 6123, 
6375.. 6521, 6376.. 6513, 



Seq. ID OJ000204_06.0222.C7 
Strand 

End 11653 
tc Method TBLASTX : Cress 

End 4873 
Score ■ 147 
4438. .4512, 4448. .4513, 4568. .4873, 



Seq. ID OJ000204_06.0222.C7 
Strand 

End 11653 
tm Method TBLASTX : Maize 

End 8652 

Score 90 
5886. .5972, 5888. .5980, 5891. .5977, 
6064.. 6111, 6355.. 6513, 6375.. 6509, 
6608. .6814, 6633. .6821, 6635. .6823, 



38 615 






7567. 


.7614, 


/box 


*7 O O 1 

. . /ozl , 


/ boz , 


.7822, 8544. .8651, 


854 8. . 8652 


Seq. No. 


38907 










Seq. ID 


OJ000204 


_06 . 0222 . C7 


Gene No. . ' 


80076 










Strand 






Start 


11166 










End 


11653 




Name 


OJ000204 06 


H O O O 

. vZZZ 


.L/.Ol. 


t s 


Method 


TBLASTX: 


Soybean 


Start 


6372 










End 


7762 




GI 


none 










Score 


101 




Exons 


6372. 


.6512, 


/•■JIT 


. . bozo , 


f "7 C 

6375 . 


.6515, 6635. .6823, 


6636 . . 6821 




6638. 


6841, 


/ OD / 


. . / Dl / , 


/ ob / . 


.7614, 7681. .7761, 


/ boz . .7762 


Seq. No. 


38907 










Seq. ID 


OJ000204 


A /~ A A A A *"i"7 

_06 . 0222 . C7 


Gene No. 


80076 










Strand 






Start 


11166 










End 


11653 




Name 


OJ000204 06 


n o o o 


. W . OZ . 


t C 


Method 


TBLASTX: 


Cress 


Start 


6450 










End 


7614 




GI 


none 










Score 


80 




Exons 


6450. 


6515, 






bb jj . 


.6823, 6636. .6821, 


bb Jy . . bo4z 




6640. 


6822, 




. . bo 4 y , 


1 Ob / . 


.7614 






Seq. No. 


38907 










Seq. ID 


OJ000204 


A /- a a a a m 

06 . 0222 . C7 


Gene No . 


80076 










Strand 






Start 


11166 










End 


11653 




Name 


OJ000204 06 


.0222 


.C7.o4 . 


tc 


Method 


TBLASTX: 


Cress 


Start 


7672 










End 


9336 




GI 


none 










Score 


92 




Exons 


7672. . 


7821, 


/ bo 1 


TOOT 

. . / 0 Z 1 , 


i 0 0 
/ boz . 


.7822, 7701. .7838, 


7803 . .7853 




8528. . 


8647, 


O C A A 

o 54 4 


O r n 0 

. . 0 b / 0 , 


O C /I A 

854 4 . 


.8654, 9069. .9113, 


f\i no A A A A 

9198 . . 9329 




9200. . 


9331, 


yzui 




Q O O 1 

yZZl . 


.9334, 9235. .9336 




Seq. No. 


38907 










Seq. ID 


OJ000204 


_06.0222.C7 


Gene No. 


80076 










Strand 






Start 


11166 










End 


11653 




Name 


OJ000204 06 


a o. o o 

. uzzz 


. C / . o4 . 


tm 


Method 


TBLASTX: 


Maize 


Start 


9197 










End 


9355 




GI 


none 










Score 


238 




Exons 


9197. . 


9355, 


yzUl 


A. "3 C *3 

. . 935o 










Seq. No. 


38907 










Seq. ID 


OJ000204 


_06.0222.C7 


Gene No. 


80076 










Strand 






Of -1 vf 

o tar r 


11166 










End 


11653 




Name 


OJ000204 06 


.0222 


,C7.o3. 


gs 


Method 


GEN SCAN 




Start 


11166 










End 


11653 




GI 


none 










Score 


.63 




Exons 


11166. 


.11308, 11389.. 11653 








Seq. No. 


38908 










Seq. ID 


OJ000204 


_06.0222.C8 


Gene No . 


80077 










Strand 


+ 




Start 


778 










End 


1213 




Name 


OJ000204 06 


.0222 


.C8.0I. 


gs 


Method 


GENSCAN 




Start 


. 778 










End 


1213 




GI 


none 










Score 


.45 




Exons 


778. .e 


64, 1188. .1213 










Seq. No. 


38908 










Seq. ID 


OJ000204 


_06.0222.C8 


Gene No. 


80078 










Strand 


+ 




Start 


1446 










End 


1529 





38616 



Name OJ000204_06 . 0222 . C8 . o2 . gp Method AAT/GAP 

Start 1446 End 1529 

GI LIB3477-003-P1-K1-E9 Score: 129 
Exons 1446.. 1529 

GI Descrip. 1 2498586/sp | Q40638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
satival ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



38908 Seq. ID 

80079 Strand 

2675 End 

OJ000204_06 . 0222 . C8 . o3 . gp Method 

2197 End 

18485 1.R1084 Score 



OJ000204_06.0222.C8 

6368 
AAT/GAP 
4635 
2304 



2197. .3006, 3864. .3951, 4043. .4132, 4236. .4376, 4533. .4635 
, 1592812/emb|CAA65195| 6.0e-12 (X95957) 22 kDa polypeptide 
[Nicotiana tabacum] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38908 
80079 
2675 

OJ000204_06.0222.C8.o2.gs 

2675 

none 

2675. .3006, 3864. .3951, 4043. 
5810.. 5921, 6306.. 6368 

38908 
80080 
8366 

OJ000204_06. 0222.C8 .o3.tm 

3856 

none 

3856. .3957, 
4235. .4327, 



3860. .3952, 4038. 
4236. .4343, 4312, 



38908 
80080 
8366 

OJ000204_06.0222.C8.ol.tw 

3925 

none 

3925. .3957, 
4236. .4346 



4041. .4097, 4042, 



Seq. ID OJ000204_06.0222.C8 
Strand 

End 6368 

Method GENSCAN 

End 6368 

Score .47 

.4132, 4236. .4347, 4648. .4849, 



Seq. ID OJ000204_06.0222.C8 
Strand 

End 11458 

Method TBLASTX : Mai ze 

End 4347 

Score 97 

.4097, 4042. .4098, 4106. .4132, 
.4347 

Seq. ID OJ000204_06.0222.C8 
Strand 

End- 11458 

Method TBLASTX : Wheat 

End 4346 

Score 62 

.4098, 4106. .4132, 4235.-4327, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38908 Seq.. ID 

80080 Strand 

8366 End 

OJ000204_06.0222.C8.o3.gs Method 

8366 End 

none Score 



OJ000204__06.0222.C8 

11458 
GENSCAN 
11399 
.71 



8366. .8422, 9352. .9516, 9587. .9667, 9843. .9918, 10006 .. 10139, 
10233. .10325, 10843 .. 11011 , 11081 .. 11179, 11199. .11399 



Seq. No. 
Gene No. 
Start 



38908 
80080 
8366 



Seq. ID 

Strand 

End 



OJ000204 06. 0222. C8 



11458 



38617 



Name OJ000204_06 . 0222 . C8 . o4 . gp Method AAT/GAP 

Start 8622 End 10332 

GI 97_1.R1084 Score 1682 

Exons 8622.. 9017, 9108.. 9242, 9352 .. 9501, ; 9587 9620, 9702.. 9778, 

9843.. 9918, 10006 .. 10139, 10233.. 10332 
GI Descrip. '1399510 0.0e+00 (U50064) type A-like cyclin [Zea mays]' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38908 
80080 
8366 

OJ000204_06.0222.C8.ol.tm 
8939 



Seq. ID 

Strand 

End 

Method 
End 
Score 



OJ000204_06.0222.C8 
11458 

TBLASTX: Maize 
9727 
97 



none 
8939 
9108 

9353.. 9502, 9354.. 9503, 9582.. 9638,' 9586.. 9621, 9701 



,9019, 8940. .9020, 8950. .9018, 8954. .9019, 9099. 
,9242, 9109. .9243, - 9109. .9270, 9110. .9256, 9346. 



9191, 
9504, 
9727 



Q art KI^ 

o e q . no. 


-30 onp 
jO jUo 


bene ino . 


onnQn 
ouuou 




Q "3 £ £ 


Name 


n.Tnnn9D4 n^ 


OLdlL 


QQ/1Q 


C T 




U 1 v /"v r*\ r*i 

Lxons 


o y *± y . . yui / , 




98 4 3* .9918, 


GI Descrip. 


(AB024986) c 


oeq . no . 


Jo y uo 


bene no . 


o u u o u 


Of arf 


Q ^ £ 
C3 ODD 


Name 


n.Tnnn9ri4 


o tar l 


o y do 




none 


Exons 


QQCQ q n o n 

oyoo . . yovu, 




9356. .9502, 




9707. .9823, 




9999. .10148, 




10227. .10328 


Seq. No. 


38908 


Gene No. 


80080 


Start 


8366 


Name 


OJ000204 06. 


Start 


9108 


GI 


none 


Exons 


9108. .9242, 




9841. .9918, 




10233. .10307 


Seq. No. 


38908 


Gene No. 


80080 


Start 


8366 


Name 


OJ000204 06. 


Start 


10073 


GI 


none 


Exons 


10073. .10135 




10173. .10319 



Seq. ID' OJ000204_06.0222.C8 
Strand 

End 11458 
Method AAT/NAP 
End 11458 
Score 1087 



Seq. ID OJ000204_06.0222.C8 
Strand 

End 11458 

Method TBLASTX : Soybean 

End 10328 

Score 63 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000204_06.0222.C8 
11458 

TBLASTX: Cress 

10328 

76 



2. .9498, 9571. .9600,. 9701. .9781, 9840. .9917, 
9841. .9918, 10003. .10152, 10005 10145, 10227 .. 10328 , 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000204_06.0222.C8 
11458 

TBLASTX: Maize 

10328 

95 



10073. .10135, 10074 . .10148, 10074 10145 , 10075 101 61 , 
10173. .10319, 10227. .10328, 10231. .10326 



38618 



iJ C ■ • 


38909 

•J CJ Zs \J Z/ 


Seq. ID 


OJ000204 


06 0999 




Gene No. 


80081 


Strand 


+ 






Start 


1 


End, 


6162 






Name 


OJ000204 ~06.0222.C9.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


6162 






GI 


6466937 


Score 


1451 








1..22, 355. .1232, 1718. .2232 


, 2688.. 3210, 3678. 


.4162, • 






4646. .5069, 6107. .6162 










\J X O O J_ -I- k-/ ■ 


(AC011621) putative retroelement pol polyprotein [Arabidop, 




thaliana] 










Seq. No. 


38909 


Seq. ID 


OJ000204 


_06.0222 


.C9 


Gene No. 


80081 


Strand 


+ 






Start 


1 


End 


6162 






Name 


OJ000204 06.0222.C9.ol.gs 


Method 


GENSCAN 






Start 


138 


End 


4101 






GI 


none 


Score 


.76 








138. .284, 587. .859, 922. .1083, 1167. .1374, 1728 


. .2073, 






2079 9931 9681 9749 9760 


..3280, 3676.. 3816, 


3890. .4101 


Seq. No. 


38 909 

_) O ZJ \J z? 


Seq. ID 


OJ000204 


_06.0222, 


,C9 


Gene No. 


80082 


Strand 


+ 






Start 


12313 


End 


14669 








O.T000904 06 0999 P9 n3 rrq 


Method 


GENSCAN 








19 313 _ 


End 


14619 






GI 


none 


Score 


.75 






Fvnn q 

LAUl 1 o 


19313 1 946S 13949 13349 


14143. . 14170, 14199 


. .14310, 






1 4 4 R6 1 4 61 Q 










Seq. No. 


38 909 

JO J 


Seq. ID 


OJ000204_ 


_06.0222, 


.C9 


Rpnp No 


80082 


Strand 


+ 






Start 


12313 


End 


14669 






Name 


OJ000204 06.0222.C9.o3.gp 


Method 


AAT/GAP 






Start 


12381 


End 


14669 






GI 


90811 1.R1084 


Score 


924 






Fvnn c 

J — 1 v—/ 1 llJ 


12381. .124 65, 1324 9. .1334 9, 


13917. .13986, 14143 


. . 14170, 






14253. .14310, 14486. .14669 










GI Descric 


, 2388999/emb|CAB11732 | 8 . Oe- 


10 (Z98981) 


hypothetical prote: 




[Schizosaccharomyces pombe] 1 










Seq. No. 


38909 


Seq. ID 


OJ000204_ 


_06.0222, 


,C9 




80083 


Strand 


+ 






OLuI L 


14670 


End 


14916 






IN CI 1 11 C 


OJ000204 06.0222.C9.o4 . gp 


Method 


AAT/GAP 






Start 


14670 


End 


14916 








none 


. Score 


410 






£jAU1 1 0 


14670. .14916 










Seq. No. 


38909 


Seq. ID 


OJ000204_ 


_06.0222. 


,C9 


Gene No. 


80084 


Strand 








Start 


3120 


End 


7532 






Name 


OJ000204 06.0222.C9.o2.np 


Method 


AAT/NAP 






Start 


3120 


End 


7532 






GI 


6331695 


Score 


897 






Exons 


3120. .3140, 5839. .5972, 6056 


..6464, 7332. .7532 






GI Descrip. 


(AB024986) cyclin [Oryza sativa] 









38619 



Seq. No. 


38909 


Seq. ID 


OJ000204_06.0222.C9 


Gene No. 


80084 


Strand 






3120 


End 


7532 


Name 


OJ000204 06.0222.C9.o2.gs 


Method 


GENSCAN 


bear u 


4853 


End 


7472 


P T 


none 


Score 


.84 


Exons 


4853. .5079, 5355. .5430, 5839. .5972, 6056. .6240, 6313. .6464, 




toca 7 4 7 9 






Seq. No. 


JO J 




0,1000904 ofi n999 pq 


Gene No. 




Oil a I 1H 






3120 


End 


7532 


Name 


OJ000204 06.0222.C9.ol.gp 


Method 


AAT/GAP 


Of orf 


R7 Qfi 


CjIIU 


O 4 O J 


P T 


Q7 1 R 1 fl R 4 


Score 


Q9 Q 
y £ y 


Exons 


^7^^ RQ7 9 CflRf; £4 






bi uescrip. 


m^qqmd n no-Kin / hr n n £4 ^ 

1 j^^jIU U . UctUU ^ U JUU04 J 


type t\ iikc 




Seq. No. 


jo j 


oeq . j. u 


01000904 o^ 0999 pq 

UJUUUZU4 UD . UZZZ . 


Gene No. 


O U U 0 D 


Q 4- v -a -n H 




C -h m v-+- 

bLart 


OIDj 


End 


9647 


Name 


OJ000204 0.6. 0222. C9.o3.np 


Method 


AAT/NAP 


otart 


8163 


End 


9647 


P T 




Score 


85 


Exons 


ft 1 £ ^ ft 9 7 7 Q £ 9 O Q £ /l 7 






GI Descrip. 


/ZiT 1 1 79£4 \ 1 £ 1 rr\rw73 

v/iiji i / z d fi ; zwnio.i [ury2a 


sativa] 




C £s n t\\r\ 
OcCji IN O . 


j o yu y 


Seq. ID 


■OJ000204_06.0222.C9 


Gene No. 


a on ft £ 


Strand 




Start 


11161 


End 


11297 


Name 


OJ000204 06.0222.C9.o2.gp 


Method 


AAT/GAP 


Cf a v--|- 


111^1 


End 


11297 


P T 


ooppn 4 T51 HP4 


Score 


139 


bxons 


1 1 1 £1 _ 11990 119R1 1 1 9 Q7 








j / / / ox"/ eitiD i lhd j jiou . i i ft 


,0e-17 (AJ245900) CAA30377.1 protein 




[UiyZa Sat 1 Vc3 J ■ 






Seq. No. 


38909 


Seq. ID 


OJ000204_06.0222.C9 


belle INO . 


80087 


Strand 






lDZl / 


End 


16720 


Name 


vjjuuuzu4 ub.uZiiZ.uy.oj. tin 


Method 


TBLASTX: Maize 




/i4 / 


End 


5082 


P T 


none 


Score 


67 


Exons 


247. .396, 4704. .4862, 4705 


..4881, 4852 


..5082, 4886. .5080 


Seq. No. 


38909 


Seq. ID 


OJ000204_06.0222.C9 


Gene No . 


80087 


Strand 




otart 


16217 


End 


16720 


Name 


OJ000204 06.0222.C9.o2.tm 


Method 


TBLASTX: Maize 


Start 


590 


End 


933 


GI 


none 


Score 


307 


Exons 


590. .931, 712. .933 






Seq. No. 


38909 


Seq. ID 


OJ000204_06.0222.C9 


Gene No. 


80087 


Strand 




Start 


16217 


End 


16720 



38620 



Name 

Start 

GI 

Exons 



OJ000204_06.0222:C9.ol. tw Method 

593 End 

none Score 
593.. 898, 593. .865 



TBLASTX: Wheat 

898 

227 



Seq. No. 38909 Seq. ID 

Gene No. 80087 Strand 

Start 16217 * End 

Name OJ000204_06 . 0222 . C9 . o3 . ts Method 

Start * 937 End 

GI none Score 

Exons 937.. 1098, 1116.. 1223 



OJ000204_06.0222.C9 
16720 

TBLASTX : Soybean 

1223 

113 



Seq. No. 38909 Seq. ID 

Gene No. 80087 Strand 

Start 16217 End 

Name OJ000204_06 . 0222 . C9 . o3 . tm Method 

Start 1712 End 

GI none Score 

Exons 1712.. 2068, 2071.. 2160 ' 



OJ000204_06.0222.C9 
16720 

TBLASTX: Maize 

2160 

238 



Seq. No. 38909 Seq. ID 

Gene No. 80087 Strand 

Start 16217 ,„ .. End 

Name OJ000204_06 . 0222 . C9 ,'o4 . tm Method 

Start 2875 End 

GI none Score 

Exons 2875.. 3108, 2877.. 3107 



OJ000204_06.0222.C9 
16720 

TBLASTX: Maize 
3108 
.250 



Seq. No. 38909 Seq. ID 

Gene No. 80087 Strand 

Start 16217 End 

Name OJ000204_06 . 0222 . C9 . o2 . ts Method 

Start 2938 End 

GI none Score 

Exons 2938.. 3261, 2994.. 3170 



OJ000204_06.0222.C9 
16720 

TBLASTX : Soybean 

3261 

227 



Seq. No. 38909 Seq. ID 

Gene No. 80087 Strand 

Start 16217 End 

Name OJ000204_06 . 0222 . C9 . 06 . tm Method 

Start 37 69 End 

GI none Score 

Exons 3769.. 3864, 3853.. 3945 



OJ000204_06.0222.C9 
16720 

TBLASTX: Maize 

3945 

105 



Seq. No. 38909 

Gene No. 80087 

Start 16217 

Name OJ000204_06 . 0222 . C9 . ol . ts 

Start 5835 

GI none 
Exons 



OJ000204 06. 0222. C9 



Seq. No. 
Gene No. 
Start 



Seq. ID 
Strand 
End 

Method 
End 
Score 

5835. .5918, 5839. .5931, 6120. .6209, 1 6234 .. 16296, 1 624 1 .. 16294 , 
16375. .16509, 16376 .. 16510, 16613 .. 16720, 16623. .16712 



16720 

TBLASTX: Soybean 

16720 

83 



38909 
80087 
16217 



Seq. ID OJ000204_06.0222.C9 
Strand 

End 16720 



38621 



Name 


OJ000204 06. 0222. C9. 


o7 . tm 




i dLiAo i a : 


wai ze 




otan 


5839 






d y / o 








none 




Score 


1 T7 
1 J / 






Exons 


5839.. 5973, 5840.. 5977, 5841 


. . . D y 1 o 








oeq. wo. 


38909 




Seq. ID 


OJ000204 


U D . uzzz 


C Q 


Gene No. 


80087 




Strand 








Start 


16217 




End 


16720 






Name 


OJ000204 06. 0222. C9. 


o5 . gp 


Method 


AAT/GAP 






o tar l 


15842 




End 


16720 






r* t 

bl 


97 1.R1084 




Score 


1331 






Exons 


15842. .16293, 16375. 


.16509, 


16619. .16720 






bi uescrip. 


'1399510 0.0e+00 (U50064) type A-like 


cyclin [Zea mays] 


i 


beg. djo . 


38909 




Seq. ID 


OJ000204 


_06.0222 


. b y 


Gene No . 


80087 




Strand 










16217 




End 


16720 






Name 


OJ000204 06. 0222. C9. 


ol . tm 


Method 


TBLASTX: 


Maize 




Start 


16149 




End 


16720 








none 




Score 


107 






Exons 


16149. .16208, 16214. 


. 16294, 


16214. .16294, 16216 


. . 16296, 






16227. .16295, 16366. 


.16458, 


16375. .16509, 16376 


1 (rein 
. . 1 DO 1U , 






16376. .16537, 16377. 


.16523, 


16613. .16720, 16620 


. .16718, 






16621. .16719 












Seq. No. 


38909 




Seq. ID 


OJ000204 


_06.0222 


.C9 


Gene No. 


80087 




Strand 








o rar l 


16217 




End 


16720 






Name 


OJ000204 06. 0222. C9. 


o4 . gs 


Method 


GENSCAN 






btart 


16217 




End 


16677 








none 




Score 


.89 






Exons 


16217. .16293, 16619. 


.16677 










oeq . ino . 


38909 




Seq. ID 


OJ000204 


_06.0222 


. by 


Gene No. 


80087 




Strand 








Start 


16217 




End 


16720 






Name 


OJ000204 06. 0222. C9. 


o4 . np 


Method 


AAT/NAP 






btart 


16225 




End' 


16720 






bl 


6331695 




Score 


485 






Exons 


16225. .16293, 16375. 


.16509, 


16619. .16720 






bi uescrip . 


(AB024986) cyclin [Oryza sativa] 








Seq. No. 


38909 




Seq. ID 


OJ000204 


_06.0222 


.C9 


Gene No. 


.80087 




Strand 










16217 




End 


16720 






Name 


OJ000204 06. 0222. C9. 


ol.tc 


Method 


TBLASTX : i 


Cress 




btart 


16231 




End 


16509 






bl 


none 




' Score 


71 






Exons 


16231. .16296, 16241. 


.16294, 


16375. .16509, 16376 


. .16507 




Q o rr Mo 


38910 




Seq. ID 


OJ000204 


_06.0222 


. b i \ 


Gene No. 


80088 




Strand 








Start 


1 




End 


5753 






Name 


OJ000204 06. 0222. C10 


. ol . np 


Method 


AAT/NAP 






Start 


1 




End 


2568 






GI 


6331695 




Score 


1315 






Exons 


1..149, 860. .993, 1100. .1508 


, 2356.. 2568 







38622 



GI Descrip. (AB024986) cyclin [Oryza sativa] 



Seq. No. 


38910 Seq. ID 


OJ000204_06.0222 


.CIO 


Gene No. 


oUUoo otrana 






otart 


i bna 


0 /OO 




Name 


ujuuuzU4 ud . uzzz . v^iu . oi . gp Metnoa 


AAT / GAP 




otart 


o4 hna 


z oo4 






y/ i.KiUQfi bcore 


1 01 0 

lolZ 




Exons 


1 yl Q Qcn qqo linn i cno ooc^ 


Z O04 




GI Descrip. 


i jyyoiu u.ue+uu \uou.uo4; type A-iuce 


cyclin [Zea mays] 




Seq. No. 


38910 Seq. ID 


OJ000204_06.0222 


.C10 


Gene No . 


ouuoo bcranci 






otart 


i bna 


D / DO 




Name 


vjjuuu^u4 ub . KjZZZ .L-iu.oi.gs Metnoa 


C* TP \7 O 7\ M 




Start 


o / hna 


c: -7 c 0 
0 /DO 




c t 


none Score 


. 00 




Exons 


o/..i4y, odu . . yyj, nuu..ioUo, z job. . 


Zbl / , J4 y 4 . . JoU^ , 






A P R7 ^746 ^7^ 






Seq. No. 


38910 Seq. ID 


OJ000204_06.0222 


.CIO 


Gene No. 


80089 Strand 






Start 


6566' End 


6985 




Name 


OJ000204 06.0222.C10.ol.tm Method 


TBLASTX: Maize 




Start 


15 End 


999 




GI 


none Score 


99 




Exons 


15. .143, 51. .152, 55. .150, 860. .994, \ 


861. .998, 862. .999 





Seq.. No. 38910 Seq. ID 

Gene No. 80089 Strand 

Start 6566 End 

Name OJ000204_06 . 0222 . C10 . o2 . gs Method 

Start 6566 End 

GI none Score 

Exons 6566.. 6985 



OJ000204_06. 0222. C10 

6985 
GEN SCAN 
6985 
. 9 



Seq. No. , 38911 Seq. ID 

Gene No. .80090 Strand 

Start 113 End 

Name OJ000204_06 . 0222 . Cll . ol . gs Method 

Start 113 End 

GI none Score 
Exons 



OJ000204_06.0222.C11 
+ 

1544 
GENSCAN 
1544 
.9 



113. .180, 824. .1003, 1057. .1222, 1337. .1378, 1494. .1544 



Seq. No. 38912 Seq. ID 

Gene No. 80091 Strand 

Start 611 End 

■ Name OJ000204_06 . 0222 . C12. . ol . gs Method 

Start 611 End 

GI none Score 

Exons - 611.. 1290, I960.. 2833 



OJ000204_06.0222.C12 
+ 

2833 
GENSCAN 
2833 
.83 



Seq. No. 38912 Seq. ID OJ000204_06 . 0222 . C12 

Gene No. 80091 Strand + 

Start 611 - End 2833 

Name OJ000204JD6 . 0222 . C12 . ol . np Method AAT /NAP 

Start 776 End 2830 



38623 



GI 

Exons 

GI Descrip'. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start , 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1360141 Score 1435 

776.. 1290, I960.. 2830 

(X97980) protein kinase [Solanum berthaultii] 



Seq. ID OJ000204_06.0222.C12 

Strand + 

End 2833 

Method AAT/GAP 

End 2167 

Score 810 



38912 
80091 
611 

OJ000204__06.0222.C12.ol.gp 
1078 

uC-osflcyp017a03bl 
1078. . 1290, 1960. .2167 

, 1360141/emb|CAA66616| 7.0e-63 (X97980) protein kinase [Solanum 
berthaultii] 1 



38912 
80092 
2784 

OJ000204_06. 0222 .C12 .ol . tc 

848 

none 



Seq. ID OJ000204_06.0222.C12 
Strand 

End 3039 

Method TBLASTX : Cress 

End 2733 

Score 467 



848. .1339, 916. .1230, 1933. .2127, 1958. .2137, 2308. .2517, 
2309. .2527, 2342. .2527, 2576. .2731, 2593. .2733 



38 912 * w - 

80092 

2784 

OJ000204_06.0222.C12.o2.tm 

848 

none 

848. .1339, 898. .1236 

38912 
80092 
2784 

OJ000204_06.0222.C12.o2.ts 

848 

none 

848. .1210, 925. .1209 

38912 
80092 
2784 

OJ000204_06. 0222.C12 .ol.ts 

1211 

none 



Seq. ID OJ000204__06.0222.C12 

Strand . - 

End 3039 

Method TBLASTX : Maize 

End 1339 

Score 504 



Seq. ID OJ000204_06.0222.C12 
Strand 

End 3039 

Method TBLASTX : Soybean 

End 1210 

Score 380 



Seq. ID OJ000204_06.0222.C12 
Strand 

End 3039 

Method TBLASTX : Soybean 

End 2740 

Score 105 



1211. .1339, 1955. .2134, 1960. .2133, 2273. .2527, 2308. .2520, 
2576. .2740, 2590. .2730 



38912 
80092 
2784 

OJ000204_06.0222.C12 .ol.tm 

1975 

none 



Seq. ID OJ000204_06.0222.C12 
Strand 

End 3039 

Method TBLASTX: Maize 

End 2728 

Score 240 



1975. .2130, 1976. .2134, 2213. .2275, 2252. .2527, 2272. .2508, 
2576. .2728, 2584. .2727 



38624 




Seq. No. 


38912 


Seq. ID 


OJ000204_06.0222.C12 


Gene No. 


80092 


Strand 






0 1 Q A 
Z / O 4 


End 


3039 


Name 




• Method 


TBLASTX: Wheat 


Start 


Z JDD 


End 


2731 


bi 


none 


Score 


239 


Exons 


OCO*7 0"5CC5 Ocno 9*3Q1 
ZjDD. . Z DZ / , Z j DO . . Z DU 0 , Z Jo 1 


..2530, 2576. .2731, 2584. .2730 


Seq. No. 


38912 


Seq. ID 


OJ000204_06.0222.C12 


Gene No. 


80092 


otrana 




btart 


on Q A 


End 


3039 


Name 


UJUUUZU4 UO . UZZZ . biz . oz . gp 


Method - 


AAT/GAP 


btart 


Z / O 4 


End 


3039 


bl 


none 


Score 


508 


Exons 


0-7O/I *3 ft "3 Q 
Z / 0 4 . . J y 






Seq. No. 


38913 


Seq. ID 


OJ000204_06.0222.C13 


Gene No. 


80093 • 


Strand 




pi. _ „j_ 

btart 


j / y 


End 


1853 


Name 


UJUUUZU4 u 0 . uzz z . bi 0 . 01 . gs 


Method 


GENSCAN 


Start 


J / y 


End 


1798 


bl 


none 


Score 


.68 


Exons 


J/y..DDU, lZZ/..l0Jo, lo4U.. 


1798 




beq. No. 


jo y 10 


Seq. ID 


OJ000204_06.0222.C13 


bene ino . 


80093 


Strand 




Start 


379 


End 


1853 


Name 


OJ000204 06.0222.C13.ol.np 


Method 


AAT/NAP 


btart 


424 


End 


1853 


bl 


3757521 


Score 


537 


Exons 


424. .660, 1227. .1538, 1640.. 


1853 




GI Descrip. 


(AC005167) putative ubiquitin-conjugating enzyme [Arabidopsis 




thaliana] 






beq. no. 


'38913 


Seq. ID 


OJ000204_06.0222.C13 


Gene No. 


80093 


Strand 




Start,, 


379 


End 


1853 


Name ■ 


OJ000204 06.0222.C13.ol.ts 


Method 


TBLASTX : Soybean 


btart 


569 


End 


1777 


bl 


none 


Score 


72 


Exons 


569..6S8, 1227. .1538, 1227.. 


1538, 1228 


. . 1539, 1349. . 1540, 




1601. .1777, 1641. .1721 






Seq. No. 


38913 


Seq. ID 


OJ000204_06.0222.C13 


Gene No . . 


80093 


Strand 




Start 


379 


End 


1853 


Name 


OJ000204 06.0222.C13.ol.tm 


Method 


TBLASTX: Maize 


Start 


1224 


End 


1787 


GI 


none 


Score 


421 


Exons 


1224. .1544, 1225. .1545, 1225 


..1545, 1226. .1546, 1580. .1780, 




1602.. 1724, 1627.. 1782, 1707 


. .1787 




Seq. No. 


38913 


Seq. ID 


OJ000204_06.0222.C13 


Gene No. 


80093 


Strand 




Start 


379 


End 


1853 


Name 


OJ000204 06.0222.C13.ol.tw 


Method 


TBLASTX: Wheat 


Start 


1230 


End 


1756 



38625 






bl 


none 


Score 


205 








Exons 




.1532, 1601. .1756/ 


1628. .1699, 






1 £ /I 1 1 "701 1 R IT/I'D 












Seq. No. 


38913 


Seq. ID 


OJ000204_ 


06.0222 


. bl j 




Gene No. 


80093 


Strand 










O f _ y. f 

otart 


j / y 


End 


1853 








Name 


UJUUUZU4 U O . UZ ZZ . bl J . Oi . LC 


Method 


TBLASTX: Cress 






Start 




End 


1789 








bl 


none 


Score 


141 








Exons 


1 one 1c;*5cl 1^/19 1c;o/i 1 1 
1 jU J . . IDj 0/ 1 04 Z . . 1 0Z 4 , 1DU1. 


.1789, 1641.. 1724 








beq. no. 


38914 


Seq. ID 


OJ000204_ 


UD . uzzz 


.C14 




Gene No . 


80094 


Strand 


+ 








Start 


11058 


End 


15268 








Name 


OJ000204 06.0222.C14.o2.gs 


Method 


GENSCAN 








olail 


11058 


End 


15268 








bl 


none 


Score 


.93 








Exons 


11058. . 11147, 12012. . 12074, 12655 .. 12759, 13089. 


. Ioo4 U , 








13783. . 13968, 14 157 .. 1424 7 , 14356. . 15040, 15098. 


1 c; i a a 
. 1 0 1 4 4 , 








15213. . 15268 












Seq. No. 


38914 


Seq. ID 


OJ000204_ 


06.0222 


. bl 4 




Gene No. 


80094 


Strand 


+ 








Of yf 

btart 


11058 


End 


15268 








Name 


OJ000204 06.0222.C14 .o2.gp 


Method 


AAT/GAP 






» • » 


btart 


• 14451 


End 


14696 






r LJ 


C T 

bl 


2796687 


Score 


429 








Exons 


14451. . 14696 












Seq. No. 


38914 


Seq. ID 


OJ000204_ 


06.0222 


H 1 A 
. b 1 4 




Gene No. 


80095 


Strand 








f ! 1 

: bf 


btart 


542 


End 


2636 






5 


Name 


OJ000204 06.0222.C14 .ol.gp 


Method 


AAT/GAP 








btart 


542 


End 


2636 








bl 


2309855 


Score 


791 








Exons 


542. .639, 980. .1006, 1613. .1702, 2418.. 


2636 






at 


beq. no. 


38914 


Seq. ID 


OJ000204_ 


06.0222 


.C14 




Gene No . 


80096 


Strand 








- =t 


Start 


12163 


End 


18361 








Name 


OJ000204 06.0222.C14.o2.tm 


Method 


TBLASTX: Maize 






oiarL 


249 


End 


1746 








bl 


none ' 


Score 


62 








Exons 


249. .302, 249. .314, 250. .303, 


250. .315, 


251. .304 


, 395... 


577, 






396. .554, 561. .617, 561. .620, 


562. . 621, 


562. .624 


, 1600. 


.167* 






1610.. 1675, 1612.. 1677, 1686. 


.1745, 1690. .1722, 


1696. .1746 




OcCj. IN O . 


38914 


Seq. ID 


OJ000204_ 


06.0222 


.C14 




Gene No. 


80096 


Strand 










Start 


12163 


End 


18361 








Name 


OJ000204 06.0222.C14.ol.np 


Method 


AAT/NAP 








Start 


12163 


End 


18360 








GI 


6094496 


Score 


443 








Exons 


12163. . 12191, 17502. .17772, 178 67 17936, 18057. 


.18360 





GI Descrip. DNA TOPOISOMERASE II gi | 2330651 | emb | CAA74 891 . 1 | (Y14559) 
topoisomerase II [Pisum sativum] 



38626 



Seq. No. 


38914 




Seq. ID 


OJ000204_06.0222. 


C14 


Gene No . 


o no Q £ 




Ol L al 1U 






Start 


LZ iDO 




HjilU 


± O J u x 




Name 


nTnnnon/i 0£ 0999 pi a 


Oj • tm 


Mo +■ hnH 






Start 








J. J J 0 -/ 




p t 
bl 


none 






8 6 




Exons 


1 ^O^Q 1 T^^n 1^7ft^ 

1 . . 1 j jfi u , ij / oj. . 










Seq. No. 


38914 




Seq. ID 


OJ000204_06.0222. 


.C14 


Gene No. 






Strand 






Start 


1 9 1 C"3 
1 Z loj 




End 


18361 




Name 


PiTonn904 oc. 0999 n 4 


Oj • CJS 


Method 


GENSCAN 




Start 


1 c 0 c, ^ 
1 OUO / 




End 


17000 




bl 


none 




Score 


.81 




Exons 


IoUj / . . lolly, 10140. . 


1 £907 
1 D Z U / / 


16989. .17000 




Seq. No. 


38914 




Seq. ID 


OJ000204_06.0222. 


.C14 


Gene No. 


ouuyo 




Strand 






Start 


1 01 CO 




End 


18361 




Name 


ATnnnori/i nc 0999 pi a 


o4 . gs 


Method 


GENSCAN 




Start 


1 / JU / ■ 




End 


18352 




GI 


none 




Score 


.85 




Exons 


1 / ju / . . 1 / 00 y , 1 / ouz . . 


T 7 7 7 9 

1 / / 1 Z , 


17867. .17936, 18057. .18352 




Seq. No. 


38914 




Seq. ID 


OJ000204JJ6.0222. 


.C14 


Gene No. 


80096 




Strand 






Start 






End 


18361 




Name 


nmnnon/i nc 0999 pi ^ 


Ol . LC 


Method 


TBLASTX: Cress 




Start 


1 Tcm 
1 / jUJ 




End 


18361 




GI 


none 




Score 


111 




Exons 


1 / OUj . .1/ / / 3 , 1 / DUD. . 


1 7 fi 0 R 
1 / O U 3 , 


17885. .17938, 18053 18355, 






1 o U D 4 . . 10 J 3 0 , 1 o 1 1 U . . 


IO jDI 








Seq. No. 


38914 




Seq. ID 


OJ000204_06.0222 


.C14 


Gene No. 


Q n O Q c 

0 u u y d 




Strand 






Start 


1 9 1 C "3 




End 


18361 




Name 


r\Tnnnonyi nc 0999 c\ a 
UJUUUZU4 UO . UZZZ . L-14 . 


- 

ol . tm 


Method 


TBLASTX: Maize 




Start 


1 0 u / / 




End 


18355 




GI 


none 




Score 


262 




Exons 


loU / /. . Iojjj/ loU / / . . 


lOQCC 
IOJJJ 








Seq. No. 


38915 




Seq. ID 


OJ000204_06.0222 


-C15 


Gene No. 


80097 




Strand 


+ 




Start 


2401 




End 


2941 




Name 


OJ000204 06.0222.C15. 


, o2 . np 


Method 


AAT/NAP 




Start 


2185 




-End 


2941 




GI 


6723392 




Score 


170 




Exons 


2185. .2754, 2791. .2941 








GI Descrip. 


(AL132956) pectinesterase-like protein 


[Arabidopsis thaliana 


Seq. No. 


38915 




Seq. ID 


OJ000204_06.0222 


.C15 


Gene No. 


80097 




Strand 


+ 




Start 


2401 




End 


2941 




Name 


OJ000204 06.0222.C15, 


. o3 . gs 


Method 


GENSCAN 




Start 


2401 




End 


2834 




GI 


none 




Score 


.91. 





38627 




Exons 2401.. 2834 





38915 


Seq. ID 


OJ000204_06.0222, 


■ C15 


Gene No. 


80098 


Strand 






Start 


1 


End 


531 






OJ000204 06-0222. C15.ol.np 


Method 


AAT/NAP 




Of ar f 


1 


End 


531 




rij 
o 1 


1174740 


Score 


326 




Exons 


1. .531 










DNA TOPOISOMERASE II gi | 212957 6 | pir | | S53599 DNA topoisomera; 




- Arabidopsis thaliana gi 1474890 (L21015) topoisomerase 


T T 

1 1 




[Arabidopsis thaliana] 










OOQ1 C 


oeq. ±u 


UJUUUZU4 Do. UZZZ, 


PI R 
L L D 




onnoQ 
ouuyo 


Of v a r>rA 

otrana 






Of 2 Y-f- 


X 


iiina 


COT 
J Jl 




Name 




TUT/^\ +- V^i r\ H 

Metnoa 






u Ldl L 






4 y Z 




PT 


none 


Score 


.78 




Exons 


27. .492 








O e ■ In vj . 




oeq. iu 


UJUUUZU4 Uo.Uzzz, 


PI ^ 
L L D 


bene ino . 


o n n o q 
o uu y y 


btrana 






Of a r-f- 


/ 4 / 




I 1 QQ 

I I y o 




Name 


ujuuuzu4 u d . u z . Li o . oz . gs 


Method 






Of a r*+* 


7 yi 7 


bna 


I 1 QQ 

I I yb 




p t 

uJ. 


none 


Score 


. y 




Exons 


747 RSI QQfi 1 1 11^6 


1198 








38915 


Seq. ID 


OJ000204_06.0222. 


C15 


bene ino. 




Strand 






Of a y-f 


1 07c 


End 


1432 




Name 


UJUUUZU4 UO . UZZZ . LID . Oi . tC 


Method 


TBLASTX: Cress 




Of 2 r f 

O Lai L 


1 


End 


408 




p T 


none 


Score 


77 




Exons 


1 1 01/1 991 'SOO 


355. .408 






Seq. No. 


38915 • 


Seq. ID 


OJ000204_06.0222. 


LID 


Gene No. 


80100 


Strand 






Of arf 


1375 


End 


1432 




Name 


OJ000204 06.0222.C15.ol.gp 


Method 


AAT/GAP 




Of -a -v-f 


1375 


End 


1432 




p t 


2312838 


Score 


69 




XT' v c*\Y\ e? 
HiXOilo 


1375. .1432 








P. T noopvi n 


1420932/gb|U61383 IORU61383 


7.0e-21 Oryza rufipogon 






4-coumarate-CoA ligase gene 


, intron 1, 


partial sequence 




Seq. No. 


■ 38916 


Seq. ID 


OJ000204_06.0222. 


C16 


Gene No. 


80101 


Strand 


+ 




Start • 


1 


End 


682 




Name * ' 


OJ000204 06.0222.C16.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


679 




GI 


6723392 


Score 


728 




Exons 


1. .679 








GI Descrip. 


(AL132956) pectinesterase-like protein 


[Arabidopsis thaliana 


Seq. No. 


38916 


Seq. ID 


OJ000204_06.0222. 


C16 



38628 




Gene No. 


80101 


Strand 


+ 


O Let I. L 


i 

X 


ii*na 


fift 9 


Name 


0,10009 04 06 0999 PI nl rr<= 


netnoa 


PTTMCPZiM 


Q-t- a r*+- 


0 — 


ona 


fifl 9 






Score 


1 

X 




9 689 






Seq. No. 


•38916 


Seq. ID 


OJ000204_06.0222.C16 


Gene No. 


80101 


Strand 


+ 


O LCXX L 


i 

X 


FrtH 


6P9 


Name 


Pj,T000904 Ofi 0999 PI r*1 1-m 


"f~ r\ s-4 

l v ie LflOQ 


1 DXjH.0 1 A . L v ld lZc 


Cj-a v-4- 


9 ~ 




RQ1 
J^l 


riT 

\J X 


none 


Score 


^90 


Exons 


9 PR 14 ^16 1 Q ^19 "3RQ 

Z...OO/ 14 . . 17< • Jl6/ J J J . 


4 fiQ 4 91 


RQ1 4 Q4 R77 


Seq. No. 


38916 


Seq. ID 


OJ000204_06.0222.C16 


Gene No. 


80101 


Strand 


+ 


Cf a >-f 


i 

X 




D 0 


Name 


PT0O0 9O4 0£ 0999 Pi £ r\1 f-iw 
UJUUUZU4 UD.U^tii.LlO.Oi.LW 


LYie LflOQ 


1 oiji\o i a . wneat 


Of a r-4- 


in 

J. U 


ITn/H 

tjna 


A ^ "3 


CIT 
Kj X 


none 


Score 


^04 


IT V AD O 


10 "30Q 14 "^1 £ ?RQ 4^ 






Seq. No. 


38916 . 


Seq. ID 


OJ000204_06.0222.C16 


Gene No. 


80101 


Strand 


+ 


o tdi L 


1 


End 




Name 


OJ000204 06.0222.C16.ol.tc 


Method 


«T>DT 2i CTV • P v<=io 0 


Q+- a -r f- 
O Ldl L 


13 


End 


Ojj 




none 


Score 


^^9 


EjAUI is 


13. .300, 14. .313, 368.-655, 391. .654 




Seq. No. 


38916 


Seq. ID 


OJ000204_06.0222.C16 


Gene No. 


80101 


Strand 


+ 


O Lai L 


1 


End 


coo 


Name 


OJ000204 06.0222.C16.ol.ts 


Method 


1 dlro 1 a . ooyoean 


O Ldf L 


101 


End 


£7 £ 


ox 


none 


Score 


19 9 
1ZZ 


P 1 von q 


101. .190, 103. .189, 190. .300, 


191. .316, 




Seq. No. 


38917 


Seq. ID 


OJ000204_15.0302.C1 


Gene No. 


80102 


Strand 






917 


End 


90 R ^ 


Name 


OJ000204 15.0302.Cl.ol.gs 


Method 


P TT 1 M Q P 2\ KT 


jLdi L 


917 


End 


90 R "3 


pt 
ox 


none 


Score 


£1 
.OX 


Hi AVji 1 O 


917. .1056, 1328. .1408, 1993.. 


2053 




o e q . IN O . 


38917 


Seq. ID 


UJUUUZU*! ID . U jUZ . tl 


Gene No . 


80103 


Strand 




Start 


2310 


End 


2466 


Name 


OJ000204 15.0302.Cl.ol.gp 


Method 


AAT/GAP 


Start 


2310 


End 


2466 


GI 


jC-osleLIB34 74037gllal 


Score 


287 


Exons 


2310. .2466 






GI Descrip. 


1 5852182/emb|CAB55420. 1 | 9.0e 


-13 (AL117265) zhb0012.1 [Oryza 



sativa] ' 



38629 



Seq. No. 38918 Seq. ID 

Gene No. 80104 Strand 

Start 1 End 

Name OJ000204_15 . 0302 . C2 . ol . gp Method ' 

Start 1 End 

GI none Score 

Exons 1 . .216 



OJ000204_15.0302.C2 
+ 

2223 
AAT/GAP 
216 
416 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38918 



Seq. ID OJ000204_15.0302.C2 



80104 Strand + 

1 End 2223 

OJ000204_15 . 0302 . C2 . ol . gs Method GENSCAN 

53 End 2099 

none Score .91 

53.-244, 710. .869, 1100. .1269, 1348. .1570, 1835. 
2031. .2099 



1947, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



38918 Seq. ID 

80104 Strand 

1 End 

OJ000204_15 . 0302 . C2 . o2 . gp Method 

787 End 

none Score 
787. .869,.. 1100. .1179 

38918 Seq. ID 

80104 Strand 

1 End 

OJ000204_15 . 0302 . C2 . ol . np Method 

1132 End 

5001455 Score 
1132. .1269, 1348. .1570, 1835. .1938 
(AC007730) unknown protein [Arabidopsis thaliana] 



15. 0302. C2 



OJ000204_ 
+ 

2223 
AAT/GAP 
1179 
249 



OJ000204_15.0302.C2 
+ 

2223 
AAT/NAP 
1938 
482 



Seq. No. 38918 Seq. ID OJ000204_15 . 0302 . C2 

Gene No. 80104 Strand + 

Start 1 End 2223 

Name OJ000204_15 . 0302 . C2 . o4 . gp Method AAT/GAP 

Start 1417 End 2223 

GI 21253_1.R1084 Score 1027 

Exons 1417.. 1570, 1835.. 2223 

GI Descrip. T 5001455/ gb | AAD37022 . 1 1 AC0077 30_4 3.0e-19 (AC007730) unknown 
protein [Arabidopsis thaliana] 1 



Seq. No. 38918 Seq. ID 

Gene No. 80105 Strand 

Start 3799 End 

Name OJ000204_15 . 0302 . C2 . o2 . gs Method 

Start 3799, End 

GI none Score 
Exons 



OJ000204_15.0302.C2 
+ 

11792 
GENSCAN 
11792 
.75 



3799. .3986, 4360. .4429, 4503. .4664, 4762. .4806, 4905. .4949, 
5035. .5249, 7683. .8027, 8497. .8640, 8974. .9014, 9504. .9581, 
9828. .9917, 10586 .. 1074 0, 11547. .11792 



Seq. No. 
Gene No. 
Start 



38918 
80105 
3799 



Seq. ID 

Strand 

End 



OJ000204_ 
+ 

11792 



15. 0302. C2 



38-630 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000204_15 . 0302 .C2 . o2 . np 
•3799 
5019464 

3799.-3986, 4360. .4437, 4514, 



Method AAT/NAP 
End 5247 
Score 315 
.4664, 4866.. 4965, 5059. 



.5247 



(AJ132219) putative MADS domain transcription factor GGM13 
[Gnetum gnemon] 



38918 Seq. ID 

80105 Strand 

3799 End 

OJ000204_15.0302.C2.o5.gp Method 

4356 End 

uC-osf Icypl7 4gl2bl Score 
4356. .4421 

, 5019464/emb|CAB44459.1| 8.0e-20 (AJ132219) putative MADS domain 

transcription factor GGM13 [Gnetum gnemon] ' 



OJ000204_15.0302.C2 
+ 

11792 
AAT/GAP 
4421 
106 



Seq. No. 


38918 










Seq. ID 


OJ000204 


_15.0302 


.C2 


Gene No . 


80106 










Strand 


+ 






Start 


12994 










End 


14531 






Name 


OJ000204 15. 


0302. 


C2.o3 


.gs 


Method 


GENSCAN 






Start 


12994 










End 


14531 






C T 


none 










Score 


.52 






Exons 


12994. 


.13046 


, 13073. . 13264, 


13620. .13953, 14223 






Seq. No. 


38918 










Seq. ID 


OJ000204 


_15.0302 


.C2 


Gene No. 


80107 










Strand 


+ 






Start 


17440 










End 


19835 






Name 


OJ000204 15. 


0302. 


C2.o5, 


.gs 


Method 


GENSCAN 






Start 


17440 










End 


19835 






GI 


none 










Score 


.68 






Exons 


17440. 


.17529 


, 18954. .19071, 


19711. .19835 






Seq. No. 


38918 










Seq. ID 


OJ000204 


_15.0302 


,C2 


Gene No. 


80108 










Strand 








Start 


1097 










End 


1409 






Name 


OJ000204 15. 


0302. 


C2.o3, 


..gp- 


Method 


AAT/GAP 






Start 


1097 










End 


1409 






GI 


none 










Score 


275 






Exons 


1097. . 


1289, 


1366. 


.1409 












Seq. No. 


38918 










Seq. ID 


OJ000204 


_15.0302 


.C2 


Gene No. 


80109 










Strand 








Start 


14813 










End 


15454 






Name 


OJ000204 15. 


0302. 


C2.o4 . 


.gs 


Method 


GENSCAN 






Start 


14813 










End 


15454 






GI 


none 










Score 


.83 






Exons 


14813. 


.15454 
















Seq. No. 


38918 










Seq. ID 


OJ000204 


_15.0302 


.C2 


Gene No. 


80110 










Strand 








Start 


23236 










End 


25857 






Name 


OJ000204 15. 


0302. 


C2.o2, 


. tc 


Method 


TBLASTX : 1 


Cress 




Start 


32 










End 


1158 






GI 


none 










Score 


223 






Exons 


32. .217, 47. 


. 244, 


707. . 


,889, 


707. .868, 


709. .882, 


1098. .1157, 




1099. . 


1158 

















38631 




Seq. No. 


38918 








Seq. ID. 


OJ000204 


_15.0302.C2 


Gene No. 


. 80110 








Strand 






Start 


O O O *3 H 

23236 








End 


25857 




Name 


OJ000204_15 . 


. 0302 


.C2.o3. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


53 








End 


1158 




GI 


none 








Score 


196 




Exons 




. .loo 


, 80. .232, 709. .885, 710. .889, 


Tin one 

/1U . . o9o, 




1099 . . 1158 














Seq. No. 


38918 








Seq. ID 


OJ000204 


_15.0302.C2 


Gene No. 


80110 








Strand 






Start 


23236 








End 


25857 




Name 


OJ000204 15, 


.0302 


. C2 . ol . 


tm 


Method 


TBLASTX: 


Maize 


Start 


125 








End 


1990 




GI 


none 








Score 


153 




Exons 


125. .244, 134. .2 


44, 707 


. .889, 


708. .854 


, 710. .862, 1103. .12' 




1113. . 1271, 


1345 


. . 1569, 


1347 . 


.1571, 1348.. 1572, 


1831 . .1989 




1832 . . 1990 














Seq. No. 


38918 








Seq. ID 


OJ000204 


15 . 0302 . C2 


Gene No. 


80110 








Strand 






Start 


23236 








End 


25857 




Name 


OJ000204__15 . 


. 0302 


.C2.ol. 


tc 


Method 


TBLASTX : 


Cress 


Start 


1200 








End 


1905 




GI 


none 








Score 


116 




Exons 


1200 . . 1274, 


1201 


. . 1269, 


1335 . 


.1556, 1345. .1566, 


1347 . . 1571 




1348 . . 1572, 


1365 


. . 1478 , 


1365 . 


.1523, 1366. .1524, 


1831 . . 1905 




1833 . . 1904 














Seq. No. 


38918 








Seq. ID 


OJ000204 


_15.0302.C2 


Gene No. 


80110 








Strand 






Start 


23236 








End 


25857 




Name 


OJ000204 15. 


. 0302 


. C2 . ol . 


ts 


Method 


TBLASTX: 


Soybean 


Start 


1386 








End 


2019 




GI 


none 








Score 


267 




Exons 


1386.*. 1577, 


1387 


. . 1572 , 


1827 . 


.1988, 1831. .2019 




Seq. No. 


38918 








Seq. ID 


OJ000204 


_15.0302.C2 


Gene No. 


80110 








Strand 






Start 


23236 








End 


25857 




Name 


OJ000204 15. 


.0302 


. C2 . ol . 


tw 


Method 


TBLASTX: 


Wheat 


Start 


3776 








End 


3978 




GI 


none 








Score 


77 




Exons 


3776. .3892, 


3798 


. .3896, 


3798. 


.3977, 3799.. 3978 




Seq. No. 


38918 








Seq. ID 


OJ000204 


_15.0302.C2 


Gene No. 


80110 








Strand 






Start 


23236 








End 


25857 




Name 


OJ000204 15. 


,0302 


.C2.o2. 


tm 


Method 


TBLASTX: 


Maize 


Start 


3798 








End 


3978 




GI 


none 








Score 


239 




Exons 


3798. .3956, 


3799 


. .3978 










Seq. No. 


38918 








Seq. ID 


OJ000204 


_15.0302.C2 


Gene No. 


80110 








Strand 






Start 


23236 








End 


25857 





38632 




Name 


VJ.O UVJU^Ufi J. O . 


0^09 CO r\0 +• q 


Method 


TBLASTX : Soybean 


Of ar f 


Q7QQ ~~ 




End 


4031 


PT 


none 




Score 


222 




J / .7 0 • ■ J JJJ; 


"37QQ ?Q7S ^7QQ 


.3975, 3981.. 4031 


Seq. No. 


38918 




Seq. ID 


OJ000204_15.0302.C2 


Gene No. 


80110 




Strand 


- 


u Lai L 


9?9^fi 




End 


25857 


Name 


WUUUU^.W*i J. J • 


0^09 f9 1- r 


Method 


TBLASTX: Cress 


o Lai L 


"J7 QQ ~ 




End 


3975 




none 




Score 


227 


Exons 


o/_?o* ■ ~J J *J -J , 








o e q . in o . 


^ft Q1 ft 




Seq. ID 


OJ000204_15.0302.C2 


Gene No. 


80110 




Strand 




Start 


23236 




End 


25857 


Name 


O.T000904 1 S 


0^09 P9 1-m 


Method 


TBLASTX: Maize 


OLdl L 


4 R0^ ~ 




End 


5175 




none 


- 


Score 


192 


HiXons 


4 jUj . . ft 0 4 O , 


4R04 4669 / 


.4663, 4506. .4664, 4531. .4668, 




4ftQft 4Q60 


4fiQ8 4948 S047 


.5112, 5049. .5111, 5134. .5175 


oeq. in o . 


"3ft Q1 ft 




Seq. ID 


OJ000204_15.0302.C2 


Gene No. 


80110 




Strand 




Start 


23236 




End 


25857 


Name 


OJ000204 15. 


0302.C2.o8.gs 


Method 


GENSCAN 


OLail 


23236 




End 


25857 




none 




Score 


. 57 


IT 1 V r~\ c? 


23236. .23306 


, 23871. .23936, 24327 24 451, 24 605 .. 24707 , 




25794 . .25857 






C d /-y M 
O c q * IN U . 


38919 




Seq. ID 


OJ000204_15.0302.C4 




80111 




Strand 




O Lai L 


1 




End 


2271 


Name 


OJ000204 15. 


0302.C4 .ol.np 


Method 


AAT/NAP 


Start 


1 




End 


2244 


GI 


4587519 




Score 


430 


LAULl b 


1..207, 335. 


.470, 1049. .1206, 


2161. .2244 


bl UcbCiip. 


(AC007060) Strong similarity 


to F19I3.7 


gi 13033380 putative 




coatomer epsilon subunit from Arabidopsis thaliana BAC 




gb| AC004238. 


ESTs gb| Z17908, 


gb|AA728673, gb|N96555, gb|H76335 




gb| AA712463, 


gb|W43247, gb|T45611, g... 




C o rr Klr^ 
D c 4 • LN U . 


38919 




Seq. ID 


OJ000204_15.0302.C4 


Gene No. 


80111 




Strand 




Start 


1 




End 


2271 


Name 


OJ000204 15. 


0302.C4.ol.tm 


Method 


TBLASTX : Maize 


OLdl L 


295 




End 


2271 


H T 


none 




Score 


182 




295. .468, 334. .471, 335. .493, 


335. .469, 


1048. .1203, 1049. .1201, 




2159. .2245, 


2159.. 2242, 2161. 


.2247, 2224 . .2271 


Seq. No. 


38919 




Seq. ID 


OJ000204_15.0302.C4 


Gene No. 


80111 




Strand 




Start 


1 




End 


2271 


Name 


OJ000204 15. 


0302.C4.ol.ts 


Method 


TBLASTX : Soybean 


Start 


332 




End 


476 



38633 




bl 


none 


Score 


Q 1 
O 1 




Exons 


"3^9 Al^ TQQ /17£ 

j j<i . . h i d , oyy..fi/o 








Seq. No. 


38919 


Seq. ID 


OJ000204_15.0302 


.C4 


Gene No. 


80111 • 


Strand 






btart 


l 


hna 


I 1 




Name 


UJUUUZU4 ID . U 3\j£ . b4 . oi . gs 


MetnOu 


GENSCAN 




b tart 




End 






bl 


none 


Score 






Exons 




. z^oy 






O j-\ fir XI ~ 

beq. wo. 


. 38919 


Seq. ID 


UJUUU^U4 lO.UJUz 


. C4 


Gene No. 


80111 


Strand 






Start 


1 


End 


2271 




Name 


OJ000204 15.0302.C4.ol.tc 


Method 


TOT AOTV • fv-An^ 

i tsiiAb i a : ures s 




OA >vf 

btart 


335 


End 






bl 


none 


Score • 


y i 




Exons 


335. .469, 336. .470, 351. .470, 373. .471 


, lUol ..11//, 1 U 4 


O . .11/0, 




1048. .1182, 1049. .1216 








O c CJ . LN O . 


38919 


Seq. ID 




r* /i 


Gene No. 


80111 


Strand 






Start 


1 


End 


2271 




Name 


. OJ000204 15.0302.C4.ol.gp 


Method 


AAT/GAP 




Start 


410 


End 


2244 




GI 


37748 1.R1084 


Score 


515 




Exons 


410. .470, 1049. .1200, 2161. 


.2244 







GI Descrip. ' 4 587519/gb | AAD25750 . 1 | AC007060_8 1.0e-50 (AC007060) Strong 
similarity to F19I3.7 gi_3033380 putative coatomer epsilon 
subunit from Arabidopsis thaliana BAC gb_AC004238. ESTs 
gb_Z17908, gb_AA728673, gb_N96555, gb_H76335, gb_AA712463, 
gb_W43247, gb_T45611, g' 



Seq. No. 


38919 






Seq. ID 


OJ000204 


JL5.0302 


.C4 


Gene No. 


80111 






Strand 








Start 


1 






End 


2271 






Name 


OJ000204 15.0302 


.C4.o2. 


ts 


Method 


TBLASTX: 


Soybean 




Start 


1048 






End 


2250 




GI 


none 






Score 


96 






Exons 


1048. .1203, 1052 


. .1210, 


2170. 


.2250 








Seq. No. 


38920 






Seq. ID 


OJ000204 


__15.0302 


.C5 


Gene No. 


80112 






Strand 


+ 






Start 


94 






End 


5206 






Name 


OJ000204 15.0302 


CS.ol . 


gs 


Method 


GEN SCAN 






Start 


94 






End 


4936 






GI 


none 






Score 


.79 






Exons 


94. .162, 756. .950, 988. 


.1148, 


1807. .1945, 1991. 


.2124, 






2670.. 2783, 3345 


.3885, 


4479. 


.4632, 4734. .4936 






Seq. No. 


38920 






Seq. ID 


OJ000204 


JL5.0302 


.C5 


Gene No. 


80112 






Strand 


+ 






Start 


94 






End 


5206 






Name 


OJ000-204 15.0302, 


C5.o2. 


gp 


Method 


AAT/GAP 






Start 


981 






End 


3556 






GI 


58519 1.R1084 






Score 


855 






Exons 


981. .1148, 2670.. 


2783, 


3345. . 


3556 









38634 




GI Descrip. ' 2961284 /emb | CAA76418 | l.Oe-24 (Y16848) cinnamyl alcohol 

dehydrogenase-like protein, subunit a [Arabidopsis thaliana] 
>gi_4467103_emb_CAB37537_ (AL035538). cinnamyl alcohol 
dehydrogenase-like protein, LCADa [Arabidopsis thaliana] 1 



Seq. No. 


38920 


Seq. ID 


OJ000204 


_15.0302.C5 


bene wo ■ 


80112 


Strand 


+ 




b tar z 


94 


End 


5206 




Name 


OJ000204 15.0302.C5.ol.np 


Method 


AAT/NAP 






1043 


End 


4939 




C T 
b± 


2961284 


Score 


955 




Exons 


1043. .1148, 2670. .2783, 3345. .3885, 4479. .4632, 


4734 . .4939 


GI Descrip. 


(Y16848) cinnamyl alcohol 


dehydrogenase-like protein, subun 




[Arabidopsis thaliana] gi 


4467103 |'emb|CAB37537 1 


(AL035538) 




cinnamyl alcohol dehydrogenase-like protein, LCADa [Arabido] 




thaliana ] 








beq. no. 


38 920 


Seq. ID 


OJ000204 


_15 . 0302 . C5 


Gene No . 


80112 


Strand 


+ 




o tar z 


94 


End 


5206 




Name 


OJ(JUUzU4 15 . U3U2 . Co . o3 . gp 


Method 


AAT / GAP 




Start 


4 4 85 


End 


5206 




C T 

bl 


none 


Score 


1090 




Exons 


4485.-4632, 4 734. .5206 








beq. no. 


38920 


Seq. ID 


OJ000204 


_15 . 0302 . C5 


Gene No . 


80113 


Strand 


+ 




otart 


8032 


End 


8111 




Name 


OJ000204 15.0302.C5.o5.gp 


Method 


AAT /GAP 




Start 


8032 


End 


8111 




C T 


572426 


Score 


138 




Exons 


8032. .8111 








beq. no. 


38920 


Seq. ID 


OJ000204 


_15 . 0302 . C5 


bene no . 


80114 


Strand 


+ 




btart 


8510 


End 


8958 




Name 


OJ000204 15.0302.C5.o6.gp 


Method 


AAT /GAP 




Start 


- 8510 


End 


8958 




H T 
bl 


572426 


Score 


549 




Exons 


8510. .8666, 8765. .8958 








beq . no . 


38920 


Seq. ID 


OJ000204_ 


_15.0302.C5 


Gene No. 


80115 


Strand 


+ 




btart 


12571 


End 


13892 




Name 


OJ000204 15.0302.C5.o4.gs 


Method 


GEN SCAN 




Start 


12571 


End 


13892 




GI 


none 


• Score 


. 64 




Exons 


12571. .12609, 13008. .13110, 13440. .13490, 13735 


..13892 


Seq. No. 


38920 


Seq. ID 


OJ000204_ 


_15.0302.C5 


Gene No. 


80116 


Strand 






Start 


1 


End 


217 




Name 


OJ000204 15.0302.C5.ol.gp 


Method 


AAT /GAP 




Start 


1 


End 


217 




GI 


37748 1.R1084 


Score 


430 




Exons 


1. .217 








GI Descrip. 


•4 587519/gb|AAD25750. 1 | AC007060_8 1 . Oe 


-50 (AC007060) Strong 



38635 




similarity to F19I3.7 gi_3033380 putative coatomer epsilon 
subunit from Arabidopsis thaliana BAC gb_AC004238. ESTs 
gb_Z17908, gb_AA728673, gb_N96555, gb_H76~335, gb_AA712463, 
gb_W43247> gb_T45611, g' 



oeq. no. 


38920 




Seq. ID 


OJ000204 


1 c 
_1 0 . 


n *d n o 


. Co 


Gene No. 


80117 




Strand 










Of 5 yf 


5330 




End 


8847 








Name 


OJ000204 15.0302.C5.o2 


.np - 


Method 


AAT/NAP 








Start 


5327 




End 


8847 








GI 


4835759 




Score 


2218 








Exons 


5327. .7555, 8800. .8847 














GI Descrip. 


(AC007202) T8K14.9 [Arabidopsis thaliana] 








oeq. no. 


38920 




Seq. ID 


OJ000204 


lb . 


a o n o 


. Cb 


Gene No. 


80117 




Strand 












5330 




End 


8847 








Name 


OJ000204 15.0302.C5.o2, 


,gs 


Method 


GENSCAN 








otart 


5330 




End 


7681 








PT 


none 




Score 


.9 








Exons 


5330. .7681 














Seq. No. 


38920 




Seq. ID 


OJ000204 


_15. 


0302 


.C5 


Gene No. 


80117 




Strand 










Start 


5330 




End 


8847 








Name 


OJ000204 15.0302.C5.o4. 


• gp 


Method 


AAT/GAP 








Start 


6163 




End 


6628 








GI 


uC-osflcypl51bl2bl 




Score 


912 








Exons 


6163. .6628 














GI Descrip. 


'4835759/gb|AAD30226.1| 


IAC007202 8 4 . Oe 


-58 (AC007202 


) T8K14 




[Arabidopsis thaliana] 1 















Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ' 

Exons 



38920 
80118 
9531 

OJ000204 

9531 

none 



15.0302.C5.o3.gs 



Seq. ID OJ000204_15.0302.C5 
Strand 

End 11726 

Method GENSCAN 

End 11686 

Score .55 



9531. .9550, 97 91. .10058, 10566. .10715, 1104 8. .1168 6 



Seq. No. 38920 Seq. ID 

Gene No. 80118 Strand 

Start 9531 End 

Name OJ000204_15 . 0302 . C5 . o7 . gp Method 

Start 9539 End 

GI 3766647 Score 

Exons 9539.. 10058, 10566.. 10673 

GI Descrip. 2388566 2.0e-43 (AC000098) Similar to Arabidopsis Fe(II) 
transport protein (gb_U27590) . [Arabidopsis thaliana] 



OJ000204_15.0302.C5 

11726 
AAT/GAP 
10673 
1192 



Seq. No. 38920 

Gene No. 80118 

Start 9531 

Name OJ000204_15 . 0302 . C5 . o3 . np 

Start 9756 

GI 3252866 
Exons 



Seq. ID OJ000204_15.0302.C5 
Strand 

End 11726 

Method AAT/NAP 

End 11696 

Score 770 



9756. .10058, 10566 .. 107 15, 11048 .. 11079, 11116. .11696 



38636 



GI Descrip. (AF033535) putative zinc transporter [Arabidopsis thaliana] 

Seq. No. 38920 Seq. ID OJ000204_15 . 0302 . C5 

Gene No. 80118 Strand 

Start 9531 End 11726 

Name OJ000204_15 . 0302 . C5 . 08 . gp Method AAT/GAP 

Start 11357 End 11726 

GI 3766646 Score 699 

Exons 11357.. 11726 

GI Descrip. 3252866 2.0e-ll (AF033535) putative zinc transporter 
[Arabidopsis thaliana] 



Seq. No. 38920 Seq. ID 

Gene No. 80119 Strand 

Start 15592 End 

Name OJ000204_15 . 0302 . C5 . ol . tm Method 

Start 2667 End 

GI none Score 

Exons 2667.. 2783, 2668.. 2787, 3346.. 3483, 

3492.-3593, 3493. .3591, 3655. .3699, 

4473..4637, 4476.-4637, 4729. .4926, 



OJ000204_15.0302.C5 
16771 

TBLASTX: Maize 
4926 
184 

3346. .3408, 3348. .3434, 
3666. .3884, 3763. .3885, 
4733. .4921 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38920 
80119 
15592 

OJ000204_15.0302.C5.o2.tc 
2667 



OJ000204 15. 0302. C5 



none 

2667. 

3346. 

3769. 

4733. 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

2783, 2668.-2787, 2677. .2787, 2696.-2797, 3345.-3422, 
3483, 3498.-3593, 3499. .3591, 3655. .3705, 3666.-3884, 
3894, 4473.-4646, 4476.-4634, 4562. .4657, 4732. .4926, 
4921 



16771 

TBLASTX: Cress 

4926 

153 



Seq. No. 38920 
Gene No. 80119 
Start 15592 

Name OJ000204_15 . 0302 . C5 . ol . ts 

Start 2667 
GI none 

Exons 2667.. 2783, 2668.-2787, 2668. 

349S..3593, 3496. .3591, 3655. 
3766. .3894, 4473.-4646, 4481. 
7616. .7738 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000204 15. 0302. C5 



16771 

TBLASTX : Soybean 
7738 
154 

2787, 3345.-. 3431, 3346. .3483, 
3705, 3666.. 3716, 3759.. 3893, 
4633, 4733. .4921, 4750. .4908, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38920 
80119 
15592 
OJ000204 
3505 
none 
3505 
3763 
4739 



15.0302.C5.ol.tw 



3591, 3513. 
3894, 4473. 
4921 



.3593, 3655. 
.4637, 4474. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000204 15. 0302. C5 



16771 

TBLASTX: Wheat 
4923 
109 

3699, 3670. .3765, 3759. .3884, 
4629, 4476. .4637, 4738.-4923, 



Seq. No. 
Gene No. 
Start 



38920 
80119 
15592 



Seq. ID OJ000204_15.0302.C5 
Strand 

End 16771 



38637 



Name 

Start 

GI 

Exons 



OJ000204_15 . 0302 .C5.ol.tc Method TBLASTX: Cress 

5337 End 5893 

none Score 332 

5337. .5645, 5354. .5656, 5660. .5713, 5661. .5714, 5714. .5803, 
5715. .5810, 5835. .5891, 5837. .5893 



Seq. No. 38920 

Gene No. 80119 

Start 15592 

Name OJ000204_15 . 0302 . C5 . o3 . ts 

Start 5978 

GI none 

Exons 5978.. 6139, 5979.. 6140 



Seq. ID OJ000204_15.0302.C5 
Strand 

End 16771 

Method TBLASTX : Soybean 

End 6140 

Score 127 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38920 
80119 
15592 

OJ000204_15.0302.C5.o4 . tm 

8557 

none 



Seq. ID ■ OJ000204_15.0302.C5 
Strand 

End 16771 
Method TBLASTX: Maize 
End 9097 
Score 105 



8557. .8667, 8558. .8674, 8560. .8682, 8561. .8686, 8764. .8997, 
8809. .8988, 9073. .9096, 9077. .9097 



Seq. No. 38920 • 

Gene No. 80119 

Start 15592 

Name OJ000204_15 . 0302 . C5 . o2 . ts 

Start 9753 

GI none 
Exons 



Seq. ID OJ000204_15. 0302 .C5 
Strand 

End 16771 

Method TBLASTX : Soybean 

End . 10719 

Score 183 



9753. .10067, 9757. .10059, 10555 .. 107 19, 10566. .10718 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38920 
80119 
15592 

OJ000204_15.0302 .C5.o3. tc 

9753 

none 



Seq. ID OJ000204_15.0302.C5 
Strand 

End 16771 

Method TBLASTX : Cress 

End 11579 

Score 196 



9753. .10067, 9757. .10023, 10555 .. 10719, - 10566 .. 10718, 
11309. .11479, 11355. .11579, 11357. .11479 



Seq. No. 38920 

Gene No. 80119 

Start 15592 

Name OJ0002 04_15 . 0302 . C5 . o3 . tm 

Start 9753 

GI none 
Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



Seq. ID OJ000204_15.0302.C5 
Strand 

End 16771 

Method TBLASTX: Maize 

End 10619 

Score 216 



9753. .10067, 9757. .10059, 10555 .. 10617 , 10566. .10619 



38920 
80119 
15592 

OJ000204_15.0302.C5.o2.tm 

11124 

none 



Seq. ID OJ000204_15.0302.C5 
Strand 

End 16771 

Method TBLASTX: Maize 

End 11470 

Score 293 



11124. .11171, 11183. .11461, 11214 .. 114 62 , 11300. .11470 
38920 Seq. ID OJ000204_15 . 0302 . C5 



38638 




Gene No. 


80119 




Strand 








O Ual U. 


1 J 




End 


16771 






Name 


DTnnn9ri4 i s 0^09 rs 


04 . tS 


Method 


TBLASTX : Soybean 




d tar l 


1 1 9^7 
J. X £. O / 




End 


11546 






bl 


none 




Score 


120. 






Exons 


119^7 1 1 ?9Q 11 "397 


1 1 4 Q1 

. 11451/ 


11328. .11486, 11514. .11546 




Seq. No. 


38920 




Seq. ID 


OJ000204_15, 


.0302 


.C5 


Gene No. 


80119 




Strand 










1 S S Q9 

1 J J -7 6. 




End 


16771 






Name 


otooo904 is 0^09 ps 


0 j . gs 


Method 


GENSCAN 








1 CCQO _ 




End 


16771 






PT 


none 




Score 


. 66 








1SSQ9 1 Sfifi4 164S6 


1 6SR0 

• -L \J O O \J f 


16714. .16771 






Seq. No. 


38921 




Seq. ID 


OJ000204_15, 


.0302 


.C6 


Gene No. 


80120 




Strand 


+ 






otart 


1 0R1 
lUol 




End 


1170 






Name 


01000904 1 R 0^09 Pfi 


- 

01 • qs 


Method 


GENSCAN 






q 4— —j v-4- 
OtalL 


1 0P1 ~~ 

lUOl 




End 


1170 






P T 


none 




Score 


. 69 






TP v r^i C 1 


1 OR 1 1170 
luoi . . ii / u 












beq . ino . 






Seq. ID 


OJ000204_15. 


.0302 


P7 
. b / 


Gene No. 


80121 




Strand 


+ 






Start 


173 




End 


2401 






Name 


O.T000904 1 S 0^09 P7 


0 1 . np 


Method 


AAT/NAP 






Of 3 v-t- 

o uar l 


17-3 _ 
I/O 




End 


2401 






p t 

bl 


00 97 q 




Score 


146 






TP \r /*\ o 


17-3 ^77 1 QR4 9906 
I/O. .O / / , l-?04. . ZlUO 


; 9^1 9 
1 f £ 0 1 . . 


2401 








bi uescrip. 


^ rili U *i 1 O O / / pUtdClvc 


i"» y "f~ 0 "i ri 
fJX vj L.C111 


[Arabidopsis thaliana] 






Seq. No. 


38922 




Seq. ID 


OJ000204_15. 


.0302 


.C7 


Gene No. 


80121 




Strand 


+ 






o tart 


1 / 0 




End 


2401 






Name 


OT000904 1 R 0^09 P7 
\Ju UUU C\j 4 1j. UjUZ . L / . 


ol .gp 


Method 


AAT/GAP 








SIR _ 




End 


816 






PT 

bl 


none 




Score 


456 






LAU1 lo 


SIR R1 6 












Seq. No. 


38922 




Seq. ID 


OJ000204_15. 


.0302 


.C7 


Gene No. 


80121 




Strand 


+ 






Cf-a -r-i- 
OLalL 


1 7-3 

I/O 




End 


2401 






Name 


OT000904 IS 0^09 P7 

UUUUUZU4 1 J . U JU6 . U / . 


ol . qs 


Method 


GENSCAN 








6^0 ~ 

D O U 




End 


2190 






P T 
bl 


none 




Score 


.71 






TP v /"\ T^l o 


6^0 Rfifi 1Q4R 91 Q0 

UJU . .ODD/ 1 340 # • 1 .7 U 












Seq. No. 


38922 




Seq. ID 


OJ000204_15. 


,0302 


.C7 


Gene No. 


80121 




Strand 


+ 






Start 


173 




End 


2401 






Name 


OJ000204 15. 0302. C7. 


o2 . gp 


Method 


AAT/GAP 






Start 


791 




End 


2021 






GI 


none 




Score 


280 






Exons 


791. .866, 1948. .2021 












Seq. No. 


38923 




Seq. ID 


OJ000204_15. 


,0302 


.C8 



38639 




Gene No. 


80122 




Strand 


+ 


Of a -y-4- 






itina 


Ijjl 


Name 


UJUUUZU4 lo.UoU^ .lo 


. ol . gs 


Metnoa 


f~\ T-l XT C* f~*Tv \7 

GENSCAN 


oiart 


"3 n *i 


17 r-s 


looi 


n t 


none 




Score 


Q Q 


Exons 










oeq . jno . 






oeq. 1U 


UJUUU~U4 ID 




80122 




Strand 


+ 


Start'' 


303 




End 


1331 


Name 


OJ000204 15. 0302. C8. 


, ol . np 


Method 


AAT/NAP 


Start,; 


318 




End 


1325 


GI 


2827659 




Score 


991 


Exons 


318. .1325 








GI Descrip. 


(AL021637) putative 


protein 


[Arabidopsis thaliana] 



Seq. No. 38923 Seq. ID OJ000204_15 . 0302 . C8 

Gene No. 80122 Strand + 

Start 303 End 1331 

Name OJ000204_15 . 0302 . C8 . ol . gp Method AAT/GAP 

Start 683 End 1036 

GI LIB3434-014-P1-K1-G2 Score 672 

Exons 683 . . 1036 

GI Descrip. ' 2827 659/emb | CAA16613 . 1 | 2.0e-33 (AL021637) putative protein 
[Arabidopsis thaliana] ' 



Seq. No. 38923 Seq. ID 

Gene No. 80123 Strand 

Start 7496 End 

Name OJ000204_15 . 0302 . C8 . o2 . gp Method 

Start 7496 End 

GI none Score 

Exons 7496.-7688 



OJ000204__15.0302.C8 
+ 

7688 
AAT/GAP 
7688 
386 



Seq. No. 


38923 




Seq. ID 


OJ000204_15.0302 


.C8 


Gene No. 


80124 




Strand 






Start 


1669 




End 


9050 




Name 


OJ000204 


15. 0302. C8. 


o2.ts Method 


TBLASTX : Soybean 




Start 


318 




End 


676 




GI 


none 




Score 


69 




Exons 


318. .380, 


432. .674, 


545. .676 






Seq. No. 


38923 




Seq. ID 


OJ000204_15.0302 


.C8 


Gene No. 


80124 




Strand 






Start 


1669 




End 


9050 




Name 


OJ000204 


15. 0302. C8. 


ol.tm Method 


TBLASTX: Maize 




Start 


711 




End 


1052 




GI 


none 




Score 


523 




Exons 


711. .1052 


, 713. .997, 


792. .1031 







Seq. No. 38923 Seq. ID 

Gene No. 80124 Strand 

Start 1669 End 

Name OJ000204_15 . 0302 . C8 . o4 . ts Method 

Start 1008 End 

GI none Score 

Exons 1008.. 1220, 1085.. 1222 



OJ000204_15. 0302 .CE 
9050 

TBLASTX: Soybean 

1222 

198 



38640 



Seq. No. 


38923 








Seq.. ID 


OJ000204 


_15.0302 


.C8 


Gene No. 


80124 








Strand 








Start 


1669 








End 


9050 






Name 


OJ000204 15. 


0302 . 


C8 . o3 . 


tc 


Method 


TBLASTX : 


Cress 




Start 


1050 








End 


1319 






GI 


none 








Score 


183 






Exons 


1050.. 1223, 


1085 . 


. 1222, 


1190 . 


.1312, 1224. .1319 






Seq. No. 


38923 - 








Seq. ID 


OJ000204 


_15.0302 


.C8 


Gene No. 


80124 








Strand 








Start 


1669 








End 


9050 






Name 


OJ000204 15. 


0302 . 


C8 . o4 . 


tm 


Method 


TBLASTX: 


Maize 




Start 


1148 








End 


1404 






GI 


none 








Score 


272 ■ 






Exons 


1148 . . 1318, 


1149 . 


. 1331, 


1348 . 


.1404 








Seq. No. 


38923 








Seq. ID 


OJ000204 


_15.0302 


C8 


Gene No. 


80124 








Strand 








Start 


1669 








End 


9050 






Name 


OJ000204_15 . 


0302 . 


C8 . o2 . 


gs 


Method 


GENSCAN 






Start 


1669 








End 


8323 






GI 


none 








Score 


.61 






Exons 


1.669. . 1804, 


1923. 


.2046, 


4387 . 


.4449, 4920. .5401, 


6004. .6326 




7978 . .8047, 


8133. 


. 8323 












Seq. No. 


38923 








Seq. ID 


GJ000204 


_15.0302 


C8 


Gene No. 


80124 








Strand 








Start 


1669 








End 


.9050 






Name 


OJ000204 15. 


0302. 


C8.o2. 


np 


Method 


AAT/NAP 






Start 


4903 








End 


6347 






GI 


4966353 








Score 


555 






Exons 


4903. .5401, 


6004. 


.6347 













GI Descrip. (AC006341) ESTs gb|T76348, gb|N65615 and gb|Z18119 come from 



this gene. [Arabidopsis thaliana] 



Seq. No. 


38923 








Seq. ID 


OJ000204 


_15.0302.C8 


Gene No. 


80124 








Strand 






Start 


1669 








End 


9050 




Name 


OJ000204 15 


.0302 


.C8.o3. 


tm 


Method 


TBLASTX: 


Maize 


Start 


5029 








End 


5290 




GI 


none 








Score 


360 




Exons 


5029. .5052, 


5047 


. .5289, 


5048. 


.5290 






Seq. No. 


38923 








Seq. ID 


OJ000204 


_15.0302.C8 


Gene No. 


80124 








Strand 






Start 


1669 








End 


9050 




Name 


OJ000204 15 


.0302 


.C8 .ol. 


tc 


Method 


TBLASTX: 


Cress 


Start 


5032 








End 


5387 




GI 


none 








Score 


209 




Exons 


5032. .5070, 


5062 


. .5373, 


5108. 


.5374, 5235. .5387, 


5250. .5384 


Seq. No. 


38923 








Seq. ID 


OJ000204 


_15.0302.C8 


Gene No. ' 


80124 








Strand 






Start 


1669 








End 


9050 




Name 


OJ000204 15 


.0302 


.C8 .o3. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


5044 








End 


5268 





38641 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 
5044. .5268, 5108. .5260 

38923 

80124 Strand 

1669 End 

OJ000204_15 . 0302 . C8 . o5 . ts Method 

5269 End 

none Score 



163 



Seq. ID OJ000204_15.0302 .C8 



9050 

TBLASTX: Soybean 

6095 

95 



5269. .5400, 5285. .5404, 5294. .5407, 5988. .6095 



38923 
80124 
1669 

OJ000204_15.0302.C8.o5.tm 

5348 

none 

5348. .5401, 5350. .5400, 5982. 
6181. .6246, 6292. .6369, 6305. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000204 15. 0302. C8 



9050 

TBLASTX: Maize 
6369 
60 

6095, 6006.. 6095, 6180.. 6245, 
6349 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No.. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38 923 Seq. ID OJ000204_15 . 0302 . C8 

80124 Strand 

1669 End 9050 

OJ000204_15 . 0302 . C8 . o3 . gp Method AAT/GAP 

7727 End 9041 

uC-osflcyp028hllbl Score 865 

7727. .7874, 7978. .8047, 8133. .8323, 8923. .9041 

1 16208 96/dbj | BAA13507 | 4.0e-45 (D87956) protein involved in 

sexual development [Schizosaccharomyces pombe] 

>gi_24 0804 8_emb_CABl 625 1_ (Z99164) hypothetical protein 

[Schizosaccharomyces pombe] 1 



38923 
80124 
1669 

OJ000204_15.0302.C8.o2.tm 

7735 

none 

7735. .7761, 7736. .7756, 7777. 
7825.-7875, 7976. .8050, 7976. 
8129. 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.7875, 
.8047, 



OJ000204 15. 0302. C8 



9050 

TBLASTX: Maize 
9021 
34 

7779. .7874, 7779. 
7978. .8049, 8118. 



,7877, 
,8324, 



,8323, 8920. .9021, 8921. .9019 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



38923 Seq. ID 

80124 Strand 

1669 End 

OJ000204_15.0302.C8.o2.tc Method 

7776 End 

none Score 

7776..7877, 7828. .7875, 7978. .8049, 7982 

8133. .8324, 8173. .8325, 8920 .. 9006, 8921 

38923 Seq. ID 

80124 . Strand 

1669 End 

OJ000204_15. 0302.C8 .o3.np Method 

7779 End 

4885579 Score 



OJ000204 15. 0302. C8 



9050 

TBLASTX: Cress 
9007 
44 

8050, 8129. .8323, 
9007 



OJ000204_15.0302.C8 

9050 
AAT/NAP 
9050 
346 



38642 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq.v No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



7779.-7874, 7978. .8047, 8133. .8323, 8923. .9050 
rcdl- (required for cell differentiation, S.pombe) homolog 1 
gi 1 1620898 | dbj | BAA13508 | (D87957) protein involved in sexual 
development [Homo sapiens] 



38923 
80124 
1669 

OJ000204_15. 0302.C8.ol.ts 

7827 

none 



Seq. ID OJ000204_15.0302.C8 
Strand 

End 9050 

Method TBLASTX : Soybean 

End 9023 

Score 206 



7827. .7877, 7978. .8049, 8118. .8324, 8119. .8310, 8129. .8323, 
8920. .9021, 8921. .9019, 8925. .9023 



38924 
80125 
328 

OJ000204_15.0302.C9.ol.gs 

328 
none 



Seq. ID OJ000204_15.0302.C9 

Strand + 

End ■ 4885 

Method GENSCAN 

End 4684 

Score .42 



328. .401, 2000. .2041, 2111. .2691, 2794. .2971, 3321. .3423, 
3598. .3638, 3723. .3823, 4123. .4271, 4330. .4442, 4588. .4684 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000204_JL5.0302.C9 
+ 

4885 
AAT/GAP 
4885 
1405 



38924 
80125 
328 

OJ000204_15. 0302.C9.o2.gp 
2848 

727_1.R1084 
2848. .2971, 
4588. .4885 

'133867/spl P25460|RS11_MAIZE 9.0e-71 40S RIBOSOMAL PROTEIN Sll 

>gi_82722_pir S16577 ribosomal protein Sll - maize 

>gi_22470_emb_CAA39438_ (X55967) ribosomal protein Sll [Zea 
mays] ' 



3598. .3638, 3723. .3823, 4123. .4267, 4353. .4442, 



38924 ^ „ Seq. ID 

80125 " Strand 

328 End 
OJ000204__15. 0302 .C9.o2 .np Method 
3586 End 
133867 Score 
3586. .3638, 3723. .3823, 4123. .4267, 4353. .4442, 4588. .4681 
40S RIBOSOMAL PROTEIN Sll gi | 82722 | pir | | S16577 ribosomal protein 
Sll - maize gi | 22470 | emb | CAA394 38 | (X55967) ribosomal protein 
Sll [Zea mays] 



OJ000204__15.0302.C9 
+ 

4885 
AAT/NAP 
4681 
659 



38924 
80126 
5666 

OJ000204_15.0302.C9.o3.gp 
5559 

727_2.R1084 
5559. .5677, 



Seq. ID OJ000204_15.0302.C9 
Strand + 
End 7 4 94 

Method AAT/GAP 
End 7017 
Score 763 

.6414, 6747.. 6891, 6964.. 7-017 
1 133867/spl P25460 | RS11_MAIZE 5.0e-48 40S RIBOSOMAL PROTEIN Sll 

>gi_82722_jpir S16577 ribosomal protein Sll - maize 

>gi 22470 emb CAA39438 (X55967) ribosomal protein Sll [Zea 



6186. .6226, 6314. 



38643 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



mays] 1 

38924 
80126 
5666 

OJ000204_15. 0302.C9.o2.gs 

5666 

none 

5666. .5677, 6186. 
7199. .7295 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000204_ 
+ 

7494 
GENSCAN 
7295 
.82 



15. 0302. C9 



6226, 6314. .6414, 6747. .6895, 7022. .7053, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



38924 
80126 
5666 . 

OJ000204_15.0302.C9.o3.np 
6174 
133867 

6174. .6226, 6314. .6414, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
6747. .6891, 



OJ000204_ 
+ 

7494 
AAT/NAP 
7292 
658 
6964. .7053, 



15. 0302. C9 



7199. .7292 



40S RIBOSOMAL PROTEIN Sll gi | 82722 | pir | | SI 657 7 ribosomal protein 
Sll - maize gi | 224 70 | emb | CAA394 38 | (X55967) ribosomal protein 
Sll [Zea mays] 



38924 
80126 
5666 . 
OJ000204 
6742 

727_1.R1084 
6742. .6891, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.7494 

'133867/sp|P25460|RSll_MAIZE 9.0e-71 40S RIBOSOMAL PROTEIN Sll 

>gi_82722_pir S16577 ribosomal protein Sll - maize 

>gi_224 70_emb_CAA39438_ (X55967) ribosomal protein Sll [Zea 
mays] * 



15.0302.C9.o4.gp 



6964. .7053, 7199. 



OJ000204_15.0302.C9 
+ 

7494 
AAT/GAP 
7494 
883 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



38924 
80127 
1 

OJ000204_15.0302.C9.ol.np 
1 

4885579 



OJ000204 15. 0302. C9 



Seq. ID 
Strand 

End 2226 
Method AAT/NAP 
End 2226 
Score 341 

1..119, 312. .418, 833. .875, 1047. .1136, 1359. .1430, 2078. .2226 
rcdl (required for cell differentiation, S.pombe) homolog 1 
gi I 1620898 | dbj | BAA13508 | (D87957) protein involved in sexual 
development [Homo sapiens] 



Seq. No. 38924 Seq. ID 0 J000204JL5 . 0302 . C9 

Gene No. 80127 Strand 

Start 1 End 2226 

Name OJ000204_15 . 0302 . C9 . ol . gp Method AAT/GAP 

Start 312 End 1119 

GI uC-osroM202022a04bl Score 385 

Exons 312. .418, 833. .875, 1047. .1119 

GI Descrip. 1 1620896/dbj | BAA13507 | 5.0e-42 (D87956) protein involved in 
sexual development [Schizosaccharomyces pombe] 
>gi_2408048_emb_CAB16251_ (Z99164) hypothetical^ protein 
[Schizosaccharomyces pombe] 1 



38644 



Seq. No. 
Gene No. 
Start 
Name . 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38924 
80128 
8862 

OJ000204_15.0302.C9.o3. ts 

309 

none 



Seq. ID OJ000204_15.0302.C9 
Strand 

End 12041 

Method TBLASTX : Soybean 

End 2167 

Score 137 



309. .419, 310;. 420, 828. .878, 1047. .1142, 1048. .1140, 
1048. .1155, 1359. .1433, 1363. .1431, 2063. .2167 



38924 
80128 
8862 

OJ000204_15. 

3591 

none 

3591. .3638, 
4121. .4276, 
4355. .4447, 
6304. .6411, 
6742. .6903, 
6966. .7058, 



0302.C9.o2. tc 



359S..3636, 3720. 

4122. .4283, 4128. 

4585. .4638, 4586. 

6310.. 6411, 6311. 

6746. .6892, 6962. 

7196. .7249, 7197. 



Seq. ID OJ000204_15.0302.C9 
Strand 

End 12041 
Method TBLASTX : Cress 
End 7249 
Score 70 

.3821, 3766. .3825, 3768.-3824, 
.4283, 4351. .4443, 4353.-4442, 
.4633, 6179. .6226, 6183. .6224, 
.6412, 6357. .6416, 6359. .6415, 
.7054, 6964. .7053, 6965. .7054, 
.7244 



13 

m 
ry 
a 
u 

ry 

Q 

Q 
12 
u 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38924 
80128 . 
8862 

OJ000204_15. 

3591 

none 

3591. .3638, 
3766. .3828, 
4122. .4283, 
4586. .4633, 
6304. .6414, 
6741. . 6830, 
7196. .7252, 



0302.C9.o2. tm 



3596. .3640, 3597, 

3768. .3827, 4119. 

4350. .4442, 4351. 

4748. .4768, 6179. 

6314. .6415, 6357. 

6742. .6903, 6961. 

7197. .7244, 7259. 



Seq. ID OJ000204 
Strand 

End 12041 
Method TBLASTX: 
End 7470 
Score 71 
.3641, 3713. .3823, 
.4271, 4121. .4267, 
.4443, 4352. .4453, 
.6226, 6183. .6224, 
. 6419, 6359. .6418, 
.7053, 6962. .7054, 
.7327, 7268. .7339, 



15. 0302. C9 



Maize 



3723. 
4121. 
4585. 
6185. 
6740, 
6962, 
7447, 



,3824, 
,4276, 
,4641, 
.6229, 
,6892, 
.7054, 
.7470 



38924- 
80128 
8862 

OJ000204_15. 
3591 
none 

3591. .3638, 
3768. .3827, 
4350. .4442, 
6179. .6226, 
6359. . 6418, 
6961. .7053, 
7197. .7244 

38924 
80128 
8862 

OJ000204_15. 0302.C9.o5.gp 
8785 

17853 1.R1084 



15. 0302. C9 



0302.C9.o2. ts 



3595.-3636, 3725. 

4121. .4276, 4122. 

4351. .4443, 4585. 

6183. .6224, 6316. 

6740. .6892, 6742. 

6962. .7054, 6962. 



Seq. ID OJ000204 
Strand 

End 12041 

Method TBLASTX : Soybean 

End 7261 

Score 7 0 

.3826, 3726. .3824, 3766.-3828, 
.4283, 4129. .4320, 4350. .4442, 
.4650, 4586. .4633, 4651. .4698, 
.6417, 6317. .6415, 6357. .6419, 
.6903, 6745. .6903, 6951. .7052, 
.7054, 6963. .7055, 7196. .7261, 



Seq. ID OJ000204_15.0302.C9 



Strand 
End 

Method 

End' 

Score 



12041 
AAT/GAP 
10864 
1704 



8785. .8959, 9066. .9222, 9329. .9443, 9650. .9717, 9805. .9948, 



38645 



GI Descrip. 



10027. .10104, 10189. .10271, 10363 .. 104 02, 10627 10701 , 
10836. .10864 

1 3033397 1.0e-131 (AC004238) unknown protein [Arabidopsis 
thaliana] 1 



Seq. No. 38924 

Gene No. 80128 

Start 8862 

Name OJ000204_15 . 0302 . C9 . ol . tw 

Start 8858 

GI none 

Exons 8858.. 8950, 8860.. 8949, 8861. 

8863. .8961, 9051. .9164, 9064. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000204 15. 0302. C9 



12041 

TBLASTX: Wheat 
9199 
83 

8953, 8862.. 8951, 8862.. 8960, 
9198, 9065.. 9199 



Seq. No. 38924 
Gene No. 80128 
Start 8862 

Name OJ000204_15 . 0302 . C9 . ol . tm 

Start 8860 
GI none 

Exons 8860.. 8961, 8860.. 8952 

9064. .9225, 9065. .9223 
9327. .9437, 9328. .9438 
9799. .9951, 9805. .9951 
10183, 
10622. 
10632. 



8961, 
9225, 
9437, 
9951, 
.10272, 
.10699, 
.10709, 
11029. .11124, 
11609. .11635, 
11984. .12040 



10187. 
10623. 
10828. 
11039. 



11612. .1 



, 8861. 
, 9066. 
, 9647. 
, 10025 

0273, 10346. .1 
0700, 10624. .1 
0947, 10833. .1 
1119, 11459. .1 
1764, 11641. .1 



Seq. ID OJ000204_15.0302.C9 
Strand 

End 12041 
Method TBLASTX : Mai ze 
End 12040 
Score 147 

8962, 8862. .8960, 9051.. 9164, 
9224, 9067.. 9225, 9326.. 9448, 
9718, 9652.. 9720, 9652.. 9717, 
.10108, 10028. .10105, 

0405, 10363. .10404, 
0704, 10625 
0946, 11028 
1515, 11460 



,10702, 
,11117, 
,11531, 
1703, 11984. .12040, 



Seq. No. 38924 Seq. ID 

Gene No. 80128 Strand 

Start 8862 End 

Name OJ000204_15 . 0302 . C9 . ol . tc Method 

Start 8862 End 

GI none Score 
Exons 



OJ000204_15.0302.C9 
12041 

TBLASTX: Cress 

9413 

72 



8862. .8960, 8862. .8960, 8863. .8967, 9064. .9225, 9065. .9223, 
9326. .9412, 9327. .9413 



Seq. No. 38924 

Gene No. 80128 

Start 8862 

Name OJ000204_15 . 0302 . C9 . o3 .'gs 

Start 8862 

GI none 
Exons 



OJ000204 15. 0302. C9 



Seq. ID 
Strand 

End 12041 
Method GENSCAN 
End 12039 
Score .76 

8862. .8959, 9066. .9254, 9654. .9717, 9805. .9948, 10027 .. 10164 , 
10189. .10271, 10363. .10402, 10627 .. 10701 , 10836 .. 1094 8 , 
11065. .11119, 11473. . 11512, 11616 . . 117 67 , 11985. .12039 



Seq. No. 38924 

Gene No. 80128 

Start 8862 

Name OJ000204_15 . 0302 . C9 . ol . ts 

Start 8862 

GI none 
Exons 



Seq. ID OJ000204__15.0302.C9 



Strand 
End 

Method 

End 

Score 



12041 

TBLASTX: Soybean 

11725 

83 



8862. .8960, 8862. .8960, 8863. .8967, 9064. .9225, 9065. .9223, 



38646 



9321. .9443, 9326. .9448, 9327. .9446, 9650. .9715, 9652. .9717, 
9797. .9943, 9799. .9951, 9800. .9958, 9804. .9986, 9805. .9951, 
10034. .10105, 10063. .10104, 10183. .10275, 10187. .10273, 
10364. .10405;' 10371. .10409, 10620. .10703, 10622. .10702, 
10624. .10704, 10625. .10705, 10831 .. 10935, 10833 .. 1094 0 , 
11025. . 11117, 11025. .11117, 1104 1 . . 11 124 , 1 104 1 .. 11124 , 
11459. . 11515, 11460. .11534, 11618 .. 11725, 11641. .11703 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



38924 Seq. ID OJ000204_15 . 0302 . C9 

80128 Strand 

8862 End 12041 

OJ000204_15 . 0302 . C9 . o4 . np Method AAT/NAP 

8865 End 12041 

6136087 Score 1422 

8865. .8959, 9066. .9222, 9329. .9443, 9650. .9717, 9805. .9948, 
10027. .10104, 10189. .10271, 10363 .. 10402 , 10627 .. 10701 , 
10836. . 10954, 11030 .. 11119, 11473 .. 1 1512 , 11611 . . 1 17 62 , 
11985. .12041 

PROBABLE UDP-N-ACETYLGLUCOSAMINE PYROPHOSPHORYLASE 
gi I 3033397 |gb|AAC12841. 1| (AC004238) putative 

UDP-N-acetylglucosamine pyrophosphorylase [Arabidopsis thaliana] 



Seq. No. 38924 
Gene No. 80128 
Start 8862 

Name OJ000204_15 . 0302 . C9 . o4 . tc 

Start 10034 
GI none 
Exons 10034, 

10187, 

10628, 



,10105, 10040. 
,10276, 10367, 
,10702 



10075, 
10402, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000204 15. 0302. C9 



12041 

TBLASTX: Cress 
10704 
81 

10063. .10104, 10183. .10275, 
10368. .10394, 10624 .. 10704 , 



Seq. No. 38924 

Gene No. 80128 

Start 8862 

Name OJ000204_15 . 0302 . C9 . o3 . tc 

Start 10851 

GI none' 

Exons 10851. .10949, 10852 .. 10953, 
11459. . 11515, 11460. . 11516, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

11040 

11615 



OJ000204 15. 0302. C9 



12041 

TBLASTX: Cress 
11764 
91 

11117, 11041. . 11124, 
11764, 11641. .11703 



Seq. No. 38924 

Gene No. 80128 

Start 8862 

Name OJ000204_15 . 0302 . C9 . 06 . gp 

Start 11477 

GI uC-osroM202036d05bl 

Exons 11477 11512, 11611 .. 117 62 , 

GI Descrip. ? 3033397 1.0e-12 (AC004238) 
thaliana] 1 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000204 15. 0302. C9 



12041 
AAT/GAP 
12041 
418 

11985. . 12041 

unknown protein [Arabidopsis 



Seq. No. 38925 Seq. ID OJ000204 

Gene No. 80129 Strand + 

Start _ 154 End 5137 

Name OJ000204_15 . 0302 . C12 . ol . gs Method GENSCAN 

Start 154 End 5108 

GI none Score .49 



15.0302.C12 



38647 



Exons 



154. .589, 1416. .1466, 1508. .1733, 1908. .2153, 2255. .2305, 
2567. .2827, 2916. .2968, 3048. .3162, 3384. .3638, 4060. .5108 



Seq. No. 38925 

Gene No. 80129 

Start 154 

Name OJ000204JL5 . 0302 . C12 . ol . gp 

Start 240 

GI none 

Exons 240.. 673 



Seq. ID OJ000204_15.0302.C12 

Strand + 

End 5137 

Method AAT/GAP 

End 67 3 

Score 694 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38925 
80129 
154 

OJ000204_15.0302.C12.ol.np 
990 

3033401 



Seq. ID OJ000204_15.0302.C12 



Strand 
End 

Method 

End 

Score 



+ 

5137 
AAT/NAP 
5105 
2704 



990. .1029, 1093. .1202, 1508. .1733, 1908. .2153, 2255. .2305, 
2567. .2827, 2916. .2968, 3048. .3162, 3384. .3638, 4060. .5105 



GI Descrip. (AC004238) putative potassium transporter [Arabidopsis thaliana] 



: 4- 



Seq. No. 38925 

Gene No. 80129 

Start 154 

Name OJ000204_15 . 0302 . C12 . o3 . ts 

Start 1534 

GI none 

Exons 1534.. 1608, 1553.. 1636, 1625, 
1905. .2003, 1907. .2152, 2047, 



Seq. ID OJ000204_15.0302.C12 

Strand + 

End ■ 5137 

Method TBLASTX: Soybean 

End 2152 

Score 78 

.1729, 1642. .1728, 1891. .1989, 
.2151 



Seq. No. 38925 

Gene No. 80129 

Start 154 

Name OJ000204_15 . 0302 . C12 . ol . tc 

Start 15.4 4 

GI none 
Exons 



Seq. ID OJ000204_15.0302.C12 

Strand + 

End 5137 

Method TBLASTX : Cress 

End 5116 

Score 73 



1544. .1612, 1553. .1636, 1622. .1735, 1642. .1734, 1906. .2151, 

1907. .2152, 2248. .2298, 2571. .2630, 2589. .2834, 2605. .2829, 

2900. .2977, 3036. .3161, 3376. .3639, 3377. .3640, 4058. .4597, 

4059. .4679, 4893. .5108, 4922. .5089, 4988. .5116 



Seq. No. 38925 

Gene No. 80129 

Start 154 

Name OJ000204_15 . 0302 . C12 . o2 . tm 

Start 1546 

GI none 
Exons 



Seq. ID OJ000204_15.0302.C12 

Strand + 

End 5137 

Method TBLASTX : Mai ze 

End 2688 

Score. 132 



1546. .1647, 1553. .1648, 1655. .1735, 1659. .1751, 1691. .1735, 
1890... 2060, 1906. .2151, 1907. .2152, 2248. .2316, 2253. .2315, 
2568. .2687, 2592. .2687, 2602. .2688 



Seq. No. 38925 Seq. ID 

Gene No. 80129 Strand 

Start 154 End 

Name OJ000204_15 . 0302 . C12 . ol . tw Method 

Start 1902 End 

GI none Score 



OJ000204_15.0302.C12 
+ 

5137 

TBLASTX: Wheat 

2163 

55 



38648 



Exons 


i yuz . . zuu b, 


i one 


o a i 
. . ZUU1, 


1 o m 
190 / . 


.2152, 2044. .2151, 


2047 . .2163 


Seq. No. 


38925 








Seq. ID 


OJ000204 


_15.0302.C12 


Gene No. 


80129 - 








Strand 


+ 




otart 


104 








End 


5137 




Name 


OJUUUZU4 lo 


c\ "3 n o 
. U JUZ . 


> C12 . o2 


. ts 


Method 


TBLASTX : 


Soybean 


Start 


Zbyz 








End 


2775 


GI 


none 








Score 


143 




Exons 


z oyz . . z / do, 


z ou u . 


, . Z / b / , 


Z bul . 


.2774, 2602.. 2775 




Seq. No. 


jo yzo 








Seq. ID 


OJ000204 


-1 {- A A ^ /"I 1 O 

_15 . 0302 . C12 


Gene No. 


80129 








Strand 


+ 




Start 


154 








End 


5137 




Name 


UJUUUZU4 XD 


. u J uz . 


LIZ . Oj 


. tm 


Method 


TBLASTX: 


Mai ze 


bt art 


Z / / .3 








End . 


3185 




b± 


none 








Score 


71 




Exons 


z / / o. . io^y, 


Z / O / . 


OQOQ 

. Zo Zo , 


z y uu . 


.2977, 2914. .2967, 


JU4 1 . .3166, 




JU4 4 . . j1 bo, 


JU4 3 . 


O 1 Q C 


JU4 o . 


.3167 






Seq. No. 


jo yzo 








Seq. ID 


OJ000204 


_15 . 0302 . C12 


Gene No . 


onion 
oUizy 








Strand 


+ 




Start 


1 C A 
i04 








End 


5137 




Name 


OJ000204 15 


.0302. 


C12.ol, 


. ts 


Method 


TBLASTX: 


Soybean 


Start 


2784 • 








End 


5115 




C T 

b± 


none 








Score 


65 




Exons 


Z / 0 4 . . ZoZb , 


Z fob . 


o o o o 

. z bzy , 


o n c\ 
Z 9UU . 


.2977, 2914. .2961, 


3045 . .3185, 




JU4 / . . 31 oU, 


jj/d. 


o ^ » o 


n o *7 1 

3377 . 


.3640, 4058. .4747, 


4059 . .4733, 




4 / 3 b . . 4 oZ / , 


A "7 C A 

4 / o4 . 


. 4 boU , 


4o /b . 


.5108, 4877. .5089, 


4878 . .5105, 




jUZd . . jll j 














Seq. No. 


38925 








Seq. ID 


OJ000204 


_15.0302.C12 


Gene No. 


80129 








Strand 


+ 




o rart 


±D4 








End 


5137 




Name 


OJU00Z04 15 


. 0302 . 


f> 1 o « o 

C12 . o3 , 


, tm 


Method 


TBLASTX: 


Maize 


otart 


OO f D 








End 


3642 




bl 


none 








Score 


331 




Exons 


JO / b . . jo4z , 


O O T T 
JJ / / . 


. oo4 U 










Seq. No. 


38925 








Seq. ID 


OJ000204 


_15.0302.C12 


Gene No. 


80129 








'Strand 


+ 




otart 


1 Q A 

104 








End 


5137 




Name 


OJUUUZU4 lb, 


. OoUz . 


C1Z . Ol , 


, tm 


Method 


TBLASTX: 


Maize 


bt art 


a n c o 
4 UOZ 








End 


4591 




bl 


none 








Score 


235 




Exons 


4UbZ . .4414, 


4 Ubz . 


a c n 1 

. 4oyi, 


4Ub9 . 


.4589, 4466. .4591 




Seq. No. 


38925 








Seq. ID 


OJ000204 


_15.0302.C12 


Gene No. 


80129 








Strand 


+ 




Start 


154 








End 


5137 




Name 


OJ000204 15. 


.0302. 


C12.o2. 


gp 


Method 


AAT/GAP 




Start 


4376 








End 


4818 




GI 


LIB3474-006- 


-Pl-Kl 


-G2 




Score 


795 





Exons 4376.. 4818 

GI Descrip. ■ 4 512624 /gb I AAD21693 . 1 | 1.0e-45 (AC004793) Strong similarity to 
gi_3033401 F19I3.29 putative potassium transporter from 
Arabidopsis thaliana BAC gb_AC004238' 



38649 




Seq. No. 


38925 








Seq. ID 


OJ000204 


_15.0302.C12 


Gene No. 


80129 








Strand 


+ 




Start 


154 








End 


C 1 A A 

5137 




Name 


OJ000204 15 


r\ a r\ a 

. 0302 


. C12 . o4 


. tm 


Method 


TBLASTX : 


Maize 


Start 


/I A A T 

4 907 








i-i j 

End 


C 1 A A 

5137 




GI 


none 








Score 


A 1 A 

314 




Exons 


4 9U / . . 513 / , 


a on o 

4 yub 


. . 5108 , 


CA11 

5011 


. .5109 






Seq. No. 


38926 








Seq. ID 


OJ000204 


_15.0302.C13 


Gene No. 


80130 








Strand 


+ 




Start 


O *7 O O. 








End 


8333 




Name 


OJUU02U4 lb 


. U302 


. C13 . ol 


.gp 


Method 


AAT/GAP 




Start 


T A O 








End 


7032 




GI 


none 








Score 


1182 




Exons 




4 yz / 




c i a a 
0 14 o 


..5250, 6236. .6385, 


D / / o . . / 0 J2 


Seq. No. 


38926 








Seq. ID 


OJ000204 


_15.0302.C13 


Gene No. 


80130 








Strand 


+ 




Start 


O T A "3 

3/23 








End 


8333 




Name 


/-v -r A A A A A /I 1 C 

OJ000204 15 


a A A a 

. 0302 


. C13 . o3 


. gs 


Method 


GENSCAN 




Start 


4 965 








End 


8333 




GI 


none 








Score 


. 9 




Exons 


4 965 . .5033, 


/" A A /" 

6236 


. . 6385 , 


6778 


..7458, 7494. .7633, 


oino o A A A 

8198 . . 8333 


Seq. No. 


38926 , 








Seq. ID 


OJ000204 


_15.0302.C13 


Gene No. 


80131 








Strand 






Start 


a o 

32 








End 


237 




Name 


OJ000204 15 


A A A A 

. 0302 


. C13 . ol 


.gs 


Method 


GENSCAN 




Start 


a a 

32 








End 


237 




GI 


none 








Score 


.76 




Exons 


to A A. -7 

32 . . 23 / 














Seq. No. 


38926 








Seq. ID 


OJ000204 


_15.0302.C13 


Gene No. 


80132 








Strand 






Start 


64 4 








End 


3797 




Name 


OJ000204 15 


. 0302 


C13 . o2 


.gs 


Method 


GENSCAN 




Start 


64 4 








End < 


3797 




GI 


none 








Score 


.63 




Exons 


a a a lion 
644 . . 1120, 


1 O 1 o 

1222 . 


1 A A O 

137 8 , 


A A A A 

24 23. 


.2557, 3204 


. .3234, 


A A A A a a a. a 

3722 . .37 97 


Seq. No. 


a o a, a 

38926 








Seq. ID 


OJ000204 


1 C A A A A "1 A 

15 . 0302 . C13 


Gene No. 


O A 1 O A 

8 0133 








Strand 






Start 


4961 








End 


7140 




Name 


OJ000204_15 


.0302 


C13.ol 


. tm 


Method 


TBLASTX: 


Maize 


Start 


/I A. C 1 

4 961 








End 


7140 




GI 


none 








Score 


65 




Exons 


/I A 1 C A A A 

4 961 . . 5038 , 


4 961 , 


. 5020 r 


4 963 


..5037, 5140.. 5250, 


5148 . . 5264 , 




514 9 . . 5271, 


6212 , 


.6400, 


6229 


. .6384, 6234. .6389, 


6778 ... 684 3, 




694 0 . . 6999, 


6996 , 


.7136, 


7044 


..7139, 7084. .7140 




Seq. No. 


38927 








Seq. ID 


OJ000204 


_15.0302.C14 


Gene No. 


80134 








Strand 


+ 




Start 


313 








End 


531 




Name 


OJ000204 15 


.0302. 


C14 .ol 


.gs 


Method 


GENSCAN 




Start 


313 








End 


531 




GI 


none 








Score 


.95 





Exons 313 . . 531 



38650 




Seq. No. 


38927 


Seq. ID 


OJ000204JL5. 


0302 


.C14 


Gene No. 


oUl Jo 


Strand 








Start 


1 1 A C 

114 5 


T"~l _1 

End 


1266 






Name 


OJ000204 15 . 0302 . C14 . o2 . gs 


Method 


GENSCAN 






Start 


1 1 A C 

114 5 


End 


1266 . 






GI 


none 


Score 


. 85 






Exons 


1 1 A C 1 o c c 
114 5. . lZDD 










Seq. No. 


38928 


Seq. ID 


OJ000204_15. 


0302 


.C15 


Gene No. 


oU13o 


Strand 


+ 






Start 


1217 


End 


1417 






Name 


OJ000204_15 .0302.C15.ol.gs 


Method 


GENSCAN 






Start 


1217 


End 


1417 






GI 


none 


Score 


. 69 






Exons 


1217 . . 1417 










Seq. No. 


38929 


Seq. ID 


OJ000125_22. 


0229, 


.C2 


Gene No. 


80137 


Strand 


+ 






Start 


733 


End 


4 031 






Name 


OJ000125 22.0229.C2.ol.np 


Method 


AAT/NAP 






Start 


733 


End 


3706 






GI 


4680204 


Score 


525 






Exons 


733.. 757, 2221.. 3153, 3242.. 


3706 








GI Descrip. 


(AF114171) hypothetical protein [Sorgh 


urn bicolor] 






Seq. No. 


38 929 


Seq. ID 


OJ000125_22. 


0229. 


.C2 


Gene No. 


80137 


Strand 


+ 






Start 


733 


End 


4031 






Name 


OJ000125 22.0229.C2.o2.gs 


Method 


GENSCAN 






Start 


2980 


End 


4031 






GI 


none 


Score 


. 7 






Exons 


2980.. 3153, 3242.. 3600, 3602 


. .4031 








Seq. No. 


38929 


Seq. ID 


OJ000125_22. 


0229, 


,C2 


Gene No. 


80138 


Strand 








Start 


554 


End 


839 




'■- 


Name 


OJ000125 22.0229.C2.ol.gs 


Method 


GENSCAN 






Start 


554 


End 


839 






GI 


none 


Score 


.44 






Exons 


554. .641, 691. .839 










Seq. No. 


38929 


Seq. ID 


OJ000125_22. 


0229. 


,C2 


Gene No. 


80139 


Strand 








Start 


3854 


End 


7176 






Name 


OJ000125 22.0229.C2.ol.tw 


Method 


TBLASTX: Wheat 




Start 


2461 


End 


2763 






GI 


none 


Score 


127 






Exons 


2461. .2631, 2478. .2609, 2653 


. .2763 








Seq. No. 


38929 


Seq. ID 


OJ000125_22. 


0229. 


,C2 


Gene No. 


80139 


Strand 








Start 


3854 


End 


7176 






Name 


OJ000125 22.0229.C2.o2.np 


Method 


AAT/NAP 






Start 


3854 


End 


7176 






GI 


6721512 


Score 


80 






Exons 


3854.. 3912, 5153. .5257, 7112 


. .7176 









38651 



Gi uescrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 






-vSeq. No. 


38930 


Seq. ID 


OJ000125_22 


0229 


C3 


<Gene No. 


80140 


Strand 


+ 






0 4-—. «+- 

otart 


86 


End 


oz4 






Name 


OJ000125 22.0229.C3.ol.gs 


Method 


GENSCAN 






Start 


86 


End 


824 






GI 


none 


Score 


. 63 






Exons 


86. .240, 713. .824 










Seq. No. 


38931 


Seq. ID 


OJ000125_22 


0229, 


C5 


Gene No. 


80141 


Strand 


+ 






Start 


318 


End 


4 66 






Name 


OJ000125 22/0229. C5.ol.gs 


Method 


GENSCAN 






Start 


318 


End 


4 66 






GI 


none 


Score 


. 4 6 






Exons 


318. .466 










Seq. No. 


38932 


Seq. ID 


OJ000125_22 . 


0229 . 


C7 


Gene No. 


80142 


Strand 


+ 






Start 


2219 


End 


2694 






Name 


OJ000125 22.0229.C7.ol.np 


Method 


AAT/NAP 






Start 


2219 


End 


2694 






G.I 


81755 


Score 


112 






Exons 


2219. .2284, 2357. .2416, 2448^ 


.2694 








GI Descrip. 


33K hydroxyproline-rich glycoprotein - 


soybean (fragment) 


Seq. No. 


38932 


Seq. ID 


OJ000125_22. 


0229. 


C7 


Gene No . 


80143 


Strand 


+ 






Start 


4757 


End 


13543 






Name 


OJ000125 22.0229.C7.ol.gp 


Method 


AAT/GAP 






Start 


4757 


End 


8481 






GI 


66853 1.R1084 


Score 


659 






Exons 


4757. .4898, 5004. .5097, 5280. 


.5312, 8342. .8481 






GI Descrip. 


'3355471 2.0e-20 (AC004218) putative lysophospholipase 






[Arabidopsis thaliana] 1 










Seq . No . 


38932 


Seq. ID 


OJ000125 22. 


0229. 


C7 


Gene No. 


80143 


Strand 


+ 






Start 


4757 


End 


13543 






Name 


OJ000125 22.0229.C7.o2.np 


Method 


AAT/NAP 






Start 


7773 


End 


13543 






GI 


3738277 


Score 


590 






Exons 


7773.. 7851, 8336. .8488, 12722 


..12852, 12958. .13095, 


' 13346. 


GI Descrip. 


(AC005309) putative phospholipase [Arabidopsis thaliana] 




Seq. No. 


38932 


Seq. ID 


OJ000125_22. 


0229. 


C7 


Gene No. 


80143 


Strand 


+ 






Start 


4757 


End 


13543 






Name 


OJ000125 22.0229.C7.o2.gs 


Method 


GENSCAN 






Start 


8284 


End 


8865 






GI 


none 


Score 


.89 






Exons 


8284. .8488, 8747. .8865 










Seq. No. 


38932 


Seq. ID 


OJ000125_22. 


0229. 


C7 


Gene No. 


80143 


Strand 


+ 






Start 


4757 


End 


13543 







38652 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000125_22 . 0229 . C7 . o3 . gs Method GENSCAN 

11735 End 13443 

none Score . 9 

11735. .11805, 12663. .12852, 12958 .. 13095 , 13346.. 13443 



38932 
80144 
12352 

OJ000125 22.0229.C7.ol.tm 



4877 
none 
4877. . 
5055. . 
12721. 
12955, 



4900, 4983.. 5069, 4983 
5099, 8340.. 8492, 8344 
.12780, 12771 
.13110, 12955 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000125 22. 0229. C7 



13408 

TBLASTX: Maize 
13408 
103 

5054, 5003.. 5059, 5036.. 5098, 
8487, 12720. .12776, 12721 .. 12777 , 
12851, 12772. .12858, 12781 .. 12867 , 
13098, 12957. .13112, 13319.. 13408 



38932 
80144 
12352 

OJ000125_22.0229.C7.ol.tw 

8350 

none 

8350. .8502, 8350. .8412, 8352, 
12955. .13098, 12975.. 13091 



Seq. No. 38932 

Gene No. 80144 

Start 12352 

Name OJ000125_22 . 0229 . C7 . ol . ts 

Start 8356 

GI none 

Exons 8356.. 8499, 8358.. 8501, 1271 
12955. .13050, 12957. .1304 6 



Seq. ID OJ000125_22.0229.C7 
Strand 

End 13408 

Method TBLASTX : Wheat 

End 13098 

Score 130 

.8477, 12747. .12875, 127 4 8 .. 12870, 



Seq. ID OJ000125_22.0229.C7 
Strand 

End 13408 

Method TBLASTX : Soybean 

End 13050 

Score 169 



8. .12858, 12720. .12851, 



Seq. No. 38932 
Gene No. 80144 
Start 12352 

Name OJ000 125_22 . 022 9 . C7 . o2 . gp 

Start 12352 

GI LIB3477-003-P1-K1-E9 
Exons 12352. . 12447 

GI Descrip. * 2498586/sp | Q40638 | MP01_ORYSA 2 . Oe-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. ID OJ000125_22 .0229.C7 
Strand 

End 13408 

Method AAT/GAP 

End 12447 

Score 151 



Seq. No. 38932 

Gene No. 80144 . 

Start 12352 

Name OJ000125_22 . 0229 . C7 . ol . tc 

Start 12726 

GI none 
Exons 



Seq. ID OJ000125_22.0229.C7 
Strand 

End 13408 

Method TBLASTX : Cress 

End 13101 

Score 200 



12726. . 12851, 12727 .. 12858, 12955 .. 13101 , 12957. .13091 



Seq. No. 38933 

Gene No. 80145 

Start 1 

Name OJ000125 22 . 0229 . C8 . ol . np 



Seq.- ID OJ000125_22. 0229.C8 

Strand + 

End 337 

Method AAT/NAP 



38653 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



End 
Score 



184 
122 



1931639 -v.- . 

1..184 

{U95973) lysophospholipase isolog [Arabidopsis thaliana] 



38933 Seq. ID 

80145 Strand 

1 End 

OJ000125_22 . 022 9 . C8 . ol . gs Method 

71 End 

none Score 
71. .337 



OJ000125._22.0229.C8- 
+ 

337 

GENSCAN 

337 

.99 



Seq. No. 38933 Seq. ID 

Gene No. 80146 Strand 

Start 364 End 

Name OJ000125_22 . 0229 . C8 . ol . gp Method 

Start 364 End 

GI 2796323 Score 

Exons 364.. 523 



OJ000125_22.0229.C8 
+ 

523 

AAT/GAP 

523 

284 



Seq. No. 

Gene No. 

S;tart 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



38933 
80147 
512 

OJ000125_22.0229.C8.o2.tm 
1 

none 



Seq. ID OJ000125_22.0229.C8 
Strand 
End 

Method 
End 
Score 



2313 

TBLASTX: Maize 
337 
■ 46 



1..30, 2. .31, 2. .70, 3. .71, 37. .207, 38. .205, 224. .337, 271. .336 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000125 22. 0229. C8 



2313 
AAT/GAP 
1031 
1032 



38933 
80147 
512 

OJ000125_22. 0229.C8.o2.gp 
512 

28289_1.R1084 
512. .1031 

1 2129578/pir | IS58282 2.0e-ll dTDP-glucose 4-6-dehydratases 
homolog - Arabidopsis thaliana >gi_928932_emb_CAA8 9205_ - [Z4 9239) 
homolog of dTDP-glucose 4-6-dehydratases [Arabidopsis thaliana] 

>gi__1585435_prf 2124427B diamide resistance gene [Arabidopsis 

thaliana] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start. 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



38933 
80147 
512 

OJ000125_22.0229.C8.o2.np 
876 

2129578 

876. .1205, 1614. .1688, 1790. 



Seq. ID OJ000125_22.0229.C8 
Strand 

End 2313 

Method AAT/NAP 

End 2313 

Score 742 : 
1873, 1968. .2060, .2246, 



.2313 
thaliana 



dTDP-glucose 4-6-dehydratases homolog - Arabidopsis 
gi I 928932 lembl CAA89205 | (Z49239) homolog of dTDP-glucose 
4-6-dehydratases [Arabidopsis thaliana] gi 1 1585435 | prf || 2124427B 
diamide resistance gene [Arabidopsis thaliana] 



38933 
80147 
512 



Seq. ID 

Strand 

End 



OJ000125 22. 0229. C8 



2313 



38654 





Name 


OJ000125_22 


.0229.C8.ol.tm 


Method 


TBLASTX: Maize 




Start 


080 




End 


2052 






GI 


. none 




. Score 


322 






Exons 


885 . . 1205, 


885. .1205, 898.:' 


1206, 1153. 


.1224, 1609. 


.1692, 






1610 . . 1 702 , 


1611. .1703, 1790. .1876, 1790. .1873, 1813. .1875, 






1 O O "7 1 O O O 

lo J / . . 18 / 0 , 


1957. .2049, 1958. .2050, 1965. .2051, 1966. .2052 




Seq. No. 


38933 




Seq. ID 


OJ000125_22 


.0229.C8 




Gene No. 


80147 




Strand 








Start 


c 1 0 

512 




End 


2313 






Name 


OJ000125 22 


.0229.C8.ol.tw 


Method 


TBLASTX: Wheat 




Start 


892 




End 


1671 






GI 


none 




Score 


411 






Exons 


892 . . 1206, 


897. .1205, 906.. 


1007, 1597. 


.1671, 1611., 


. 1670 




Seq. No. 


38933 




Seq. ID 


OJ000125_22, 


.0229.C8 




Gene No. 


80147 




Strand 








Start 


512 




End 


2313 






Name 


OJ000125_22 


.0229.C8.ol. tc 


Method 


TBLASTX: Cress 




Start 


o 0 c 

8 95 




End 


2052 






GI 


none 




Score 


224 






Exons 


895 . . 1092, 


902. .1201, 903.. 


1205, 903.. 


1205, 925.. 1206, 






1611 ... 1703, 


1612. .1689, 1613. .1690, 1790. .1873, 1815. .1874, 






1965 . . 2051 , 


1966.. .2052 








e n 


Seq. No. 


38933 




Seq. ID 


OJ000125_22, 


.0229.C8 




Gene No. 


80147 




Strand 






r =5 


Start 


512 




End 


2313 




*~ 


Name 


r\ T O O A 1 O C O O 

OJ000125 22 


.0229.C8.ol.ts 


Method 


TBLASTX: Soybean 




Start 


903 




End 


1894 






GI 


none 




Score 


159 






Exons 


903 . . 1205, 


915. .1205, 925.. 


1206, 1609. 


.1692, 1610.. 


. 1702, 


- 




1611 . .1 /03, 


1612.. 1743, 178 


5. .1889, 1790. .1885, 1790. .1894 




Seq. No. 


38933 




Seq. ID 


OJ000125_22. 


.0229. C8 




Gene No. 


80147 




Strand 








Start 


CIO 

bl2 




End 


2313 






Name 


/~\ to 001 or 00 

OJ000125 22 


.0229.C8.o2.gs 


Method 


GENSCAN 




IT-- 


Start 


915 




End 


1873 






GI 


none 




Score 


.99 






Exons 


915 . . 1205, 


1614.. 1688, 1790 


. .1873 








Seq. No. 


00000 
38933 




Seq. ID 


OJ000125_22. 


■0229.C8 




Gene No. 


8U14 / 




Strand 








Start 


512 




End 


2313 






Name 


OJ000125 22 


.0229 r C8.o3.gp 


Method 


AAT/GAP 






Start 


1128 




End 


2050 






GI 


25387 1.R10 


84 


Score 


532 






Exons . 


1128. . 1205, 


1614. .1688, 1790. .1873, 1968. .2050 






GI Descrip. 


•3522929 6. 


0e-83 (AC002535) 


putative dTDP-glucose 








4-6-dehydratase [Arabidopsis thaliana] 


>gi__3738279 


(AC00530! 






putative dTDP-glucose 4-6-dehydratase 


[Arabidopsis 


thaliana' 




Seq. No. 


38933 




Seq. ID 


OJ000125_22. 


0229.C8 




Gene No. 


80147 . 




Strand 








Start 


512 




End 


2313 






Name 


OJ000125 22 


.0229.C8.o2.tw 


Method 


TBLASTX: Wheat 



38655 




O 4- -> „ 4- 

btart 


l/oo 


End 


2052 


GI 


none 


Score 


94 


Exons 


1 1QQ 1 Q/TC 1 "7 Q H 1 Q7Q 1 TQA 


.1873, 1965. .2051, 1987. .2052 


Seq. No. 


38934 


Seq. ID 


OJ000125 22. 0229. C9 


Gene No. 


80148 


Strand 


+ 


otart 


3 4 U 


End 


914 


Name 




Method 


GENSCAN 


btart 


04 u 


End 


914 


GI 


none 


Score 


.85 


Exons 


D4U..340, Ol/..yi4 






Seq. No. 


jo y o4 


Seq. ID 


OJ000125_22. 0229.C9 


Gene No . 


80149 


Strand 






607 


End 


1739 


Name 


OJ000125 22.0229.C9.ol.gp 


Method 


AAT/GAP 


Start 


607 


End 


809 


GI 


25387 1.R1084 


Score 


246 


Exons 


607. .809 






GI Descrip. 


'3522929 6.0e-83 (AC002535) putative dTDP-glucose 




4-6-dehydratase [Arabidopsis 


thaliana 


>gi_3738279 (AC0053< 




putative dTDP-glucose 4-6-dehydratase 


[Arabidopsis thalian< 


Seq. No. 


38934 


Seq. ID 


OJ000125_22.0229.C9 


Gene No. 


80149 


Strand 




0 4--! -v- 4- 

btart 


607 


End 


1739 


Name 


OJ000125 22.0229.C9.ol.tc 


Method 


TBLASTX: Cress 


Start 


617 


End 


1739 


GI 


none 


Score 


198 


Exons 


617. .775, 627. .776, 1621. .1737, 1623. 


.1739, 1662. .1739 


Seq. No. 


38934 


Seq. ID 


OJ000125_22.0229.C9 


Gene No. 


8014 9 


Strand 




otart 


607 


End 


1739 


Name 


OJ000125 22.0229.C9.ol.tm 


Method 


TBLASTX: Maize 


Start 


617 


End 


1739 


GI 


none 


Score 


214 


Exons 


617.. 775, 621.. 776, 630. .776, 


1621.. 1737, 1623.. 1739, 1656 


Seq. No. 


38934 


Seq. ID 


OJ000125_22.0229.C9 


Gene No. 


80149 


Strand 




btart 


607 


End 


1739 


Name 


OJ000125 22.0229.C9.ol.tw 


Method 


TBLASTX: Wheat 


Start 


617 


End 


1739 


GI 


none 


Score 


145 


Exons 


617. .775, 621. .776, 723. .776, 


1621. .1737, 1623. .1739, 1668 


Seq. No. 


38934 


Seq. ID 


OJ000125_22.0229.C9 


Gene No; 


80149 


Strand 




b tart 


607 


End 


1739 


Name 


OJ000125 22.0229.C9.ol.ts 


Method 


TBLASTX : Soybean 


Start 


617 


End 


779 


GI 


none 


Score 


169 


Exons 


617. .778/ 621. .779 






Seq. No. 


38934 


Seq. ID 


OJ000125_22.0229.C9 


Gene No. 


80149 


Strand 





38656 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 



607 



End 

Method 
End 
Score 



1739 
AAT/NAP 
1739 
392 



OJ000125_22.0229.C9.ol.np 
620 

2129578 
620. .775, 1623. .1739 

dTDP-glucose 4-6-dehydratases homolog - Arabidopsis thaliana 
gi|928932|emb|CAA89205| ( Z4 9239) ' homolog of dTDP-glucose 
4-6-dehydratases [Arabidopsis thaliana] gi | 1585435 | prf | | 2124427B 
diamide resistance gene [Arabidopsis thaliana] 



38934 
80149 
607 

OJ000125_22.0229.C9.o2.ts 

1621 

none 

1621. .1737, 1623. .1739 

38935 
80150 
1 

OJ000125_22.022 9.C10.ol.gp 
1 

2431145 
1. .235 



Seq. ID OJ000125_22.0229.C9 
Strand 

End 1739 

Method TBLASTX : Soybean 

End 1739 

Score 119 



Seq. ID OJ000125_22. 0229. C10 

Strand 

End 235 

Method AAT/GAP 

End 235 

Score 447 



Seq. ID OJ000125_22 .0229. C10 
Strand 

End 8491 

Method AAT/GAP 

End 8491 

Score 107 



38935 
80151 
8402 

OJ000125_22. 0229. C10. o2.gp 
8402 

LIB34 77-003-P1-K1-E9 
8402. .8491 

•24 98586/sp|Q40638 |MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



38936 
80152 
47 

OJ000125_22.0229.Cll.ol.gs 
47 

none 

47. .156, 5809. .5892 



Seq. ID OJ000125_22 .0229.C11 

Strand + 

End 5892 

Method GENSCAN 

End 5892 

Score .44 



38936 
80153 
6584 

OJ000125_22.022 9.Cll.ol.np 
6584 
6721516 
6584. .6832, 7247. .7347 

(AP001072) hypothetical protein [Oryza sativa] 



Seq. ID OJ000125_22.0229.C11 
Strand + 

7347 
AAT/NAP 
7347 
447 



End 

Method 

End 

Score 



38936 
80154 
6805 



Seq. ID OJ000125_22.0229.C11 
Strand 

End 6922 



38657 



Name 


OJ000125_22 . 0229 . Cll . o2 


. gs 


Method 


GENSCAN 


Start 


6805 




End 


6922 


GI 


none 




Score 


. 87 


Exons 


6805 . . 6922 








Seq. No. 


38 937 




Seq. ID 


OJ000125 


Gene No. 


80155 




Strand 


+ 


Start 


1 




End 


3637 


Name 


/~\ ~r r\ r\ r\ ~\ oc o o noon /"■< i o — i 

OJOOOlzo zz.0zz9.Clz.ol 


.np 


Method 


AAT/NAP 


Start 


1 




End 


3637 


GI 


6721516 




Score 


TOO 

122 


Exons 


1.-170, 3279. .3387, 358 


1. . 


3637 




GI Descrip. 


(AP0010 72) hypothetical 


protein [Oryza 


sativa ] 


Seq. No. 


38937 




Seq. ID 


OJ000125 


Gene No. 


80156 




Strand 




Start 


7 




End 


3404 


Name 


OJ000125 22.0229.C12.ol 


.gs 


Method 


GENSCAN 


Start 


7 




End 


3404 


GI 


none 




Score 


.57 



Exons 



7. .115, 1232. .1411, 1763. .1912, 1981. .2489, 2657. .2684, 
3075. .3131, 3304. .3404 



Seq. No. 






Seq. ID 


Gene No. 


80157 




Strand 


Start 


120 




End 


Name 


OJOO'0125 22.0229.C13.ol 


.gs 


Method 


OLait 






End 


GI 


none 




Score 


Exons 


120. .173, 392. .562, 647 


. .652 




Seq. No. 


38938 




Seq. ID 


Gene No. 


80158 




Strand 


Start 


2805 




End 


Name 


OJ000125 22.0229.C13.o3 


.np 


Method 


Start 


2805 




End 


GI • 


6721516 




Score 


Exons 


2805. .2969, 4549. .4789, 


5204 . 


.5449 


GI Descrip. 


(AP001072) hypothetical 


protein [Oryza 


Seq. No. 


38938 




Seq. ID 


Gene No. 


80159 




Strand 


Start 


13517 




End 


Name 


OJ000125 22.0229.C13.o5 


.gs 


Method 


Start 


13517 




End 


GI 


none 




Score 


Exons 


13517. .13783, 13856. .14 


029 




Seq. No. 


38938 




Seq. ID 


Gene No. 


80160 




Strand 


Start 


1088 




End 


Name 


OJ000125 22.0229.C13.ol 


. tm 


Method 


Start 


1027 




End 


GI 


none 




Score 


Exons 


1027. .1191, 1028. .1756, 


1080. 


.1754 


Seq. No. 


38938 




Seq. ID 



+ 

652 

GENSCAN 

652 

.84 



+ 

5449 
AAT/NAP 
5449 
523 



+ 

14029 

GENSCAN 

14029 



15173 

TBLASTX: Maize 

1756 

86 



38658 



Gene No. 


80160 








Strand 




Of -i wf 

otart 


i n q q 








End 


15173 


Name 


OJUUUl^O 


. \)ZZ3 . 


CI J . OZ 


. ts 


Method 


TBLASTX: Soybean 


Start 


1 A O O 








End 


1747 


GI 


none 








Score 


72 


Exons 


1 noo 1 Tin 


1 1 cc 

lljj. 


1 TOO 
. LoZZ f 


1 q a a 


.1735, 1364. .1747., 1416. .1742 


beq. no. 










Seq. ID 


OJ000125_22.0229.C13 


Gene No. 


80160 








Strand 




Start 


1088 








End 


15173 


Name 




noon 


LI J . Oz , 


. gs 


Method 


GENSCAN 


Start 


lUoo 








End 


8818 




none 








Score 


.49 


Exons 


1HQQ 1 C"7Q 

XUoo. . 1j / o, 


1 "7 q n 




O A 1 Q 

z4 iy . 


.3190, 3527. .4329, 4813. .4879, 




C T £ /I 
3 O / O . . 0 / D4 , 


loZD. 


i n c 0 


O *7 O 


.8818 




Crtrt XT r\ 

oeq . no . 


JO i?JO 








Seq. ID 


OJ000125_22.0229.C13 


Gene No. 


80160 








Strand 




Start 


1088 








End 


15173 


Name 


OJ000125 22. 


,0229. 


C13.01, 


>np 


Method 


AAT/NAP 


Start 


1091 








End 


4850 


GI 


6630685 








Score 


2707 


Exons 


1091. .3407, 


4770. 


.4850 









GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



(AP000969) Similar to copia-type pol -polyprotein . (AF105716) 
[Oryza sativa] 



38938 
80160 
1088 

OJ000125_22 . 0229 . C13 . o2 . np 

1103 

4006828 



Seq. ID OJ000125_22.0229.C13 
Strand 

End 15173 

Method AAT/NAP 

End 3383 

Score 458 



1103. .1404, 1797. .2022, 3177. .3383 

(AC005970) copia-like retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38938 
80160 
1088 

OJ000125_22.0229.C13.o2. tc 

1109 

none 



Seq. ID OJ000125_22.0229.C13 
Strand 

End 15173 

Method TBLASTX : Cress 

End 1567 

Score 74 



1109. .1354, 1161. .1328, 1340. .1474, 1478. .1567 



Seq. No. 38938 

Gene No. 80160 

Start 1088 

Name OJ000125_22 . 0229 . C13 . o5 . tw 

Start -1142 

GI none 

Exons 11.4,2. . 1330, 1349. .1474 



Seq. ID OJ000125_22.0229.C13 
Strand 

End 15173 

Method TBLASTX : Wheat 

End 1474 

Score 102 



Seq. No. 38938 

Gene No. 80160 

Start 1088 

Name OJ000125_22 . 0229 . C13 . o4 . tw 

Start 1511 



Seq. ID OJ000125_22.0229.C13 
Strand 

End 15173 

Method TBLASTX : Wheat 

End 194 2 



38659 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

-Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start. 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



none 

1511. .1768, 1781. .1942 

38938 
80160 
1088 

OJ000125_22.0229.C13.o7.tm 

1757 

none 

1757. .1948, 1758. .1949 



Score 



96 



Seq. ID OJ000125_22.0229.C13 
Strand 

End 15173 

Method TBLASTX : Mai ze 

End 1949 

Score 194 



38938 
80160 
1088 

OJ000125_22.0229.C13.o4 . tm 

1991 

none 

1991. .2173, 2000. .2152, 2173. 

38938 
80160 
1088 

OJ000125_22.0229.C13.ol.ts 

2118 
5509260 

2118. .2174, 2123. .2173, 2171. 



Seq. ID OJ000125_22.0229.C13 
Strand 

End 15173 

Method TBLASTX : Maize 

End 24 30 

Score 113 

.2430, 2174. .2428, 2311. .2430 

Seq. ID OJ000125_22.0229.C13 
Strand 

End 15173 

Method TBLASTX : Soybean 

End 2703 

Score 55 
.2608, 2173.. 2703 



38938 
80160 
1088 

OJ000125_22.022 9.C13.ol.tw 

2132 

none 

2132. .2173, 2168. .2392, 2173, 
2452. .2478, 2485. .2559 



Seq. ID OJ000125_22.0229.C13 
Strand 

End 15173 

Method TBLASTX : Wheat 

End 2559 

Score 238 

.2451, 2174. .2443, 2317. .2445, 



38938 
80160 
1088 

OJ000125_22.022 9.C13.o3. tc 

2209 

none 

2209. .2481, 2225. .2257, 2336. 



Seq. ID OJ000125_22.0229.C13 
Strand 

End 15173 

Method TBLASTX : Cress 

End 2482 

Score 38 
.2482 



38938 
80160 
1088 

OJ000125_22.0229.C13.o6. tm 

2431 

none 

2431. .2481, 2432. .2479, 2435. 



Seq. ID OJ000125_22 . 0229.C13 
Strand 

End 15173 

Method TBLASTX : Mai ze 

End 2718 

Score 63 

2698, 2470. .2718 



38938 
80160 
1088 

OJ000125 22.0229.C13.o3.tm 



Seq. ID. .OJ000125_22.0229.C13 
Strand 

End 15173 

Method TBLASTX : Mai ze 



38660 




Start 


2719 








End 


3396 




GI 


none 








Score 


58 




Exons 


Oil Q OQTJ 

2 / 19 . . 2o 1 1 / 


2 /oO 


0001 
. .2881, 


o o n n 

28 90 . 


.3396, 2930. .3394 




Seq. No. 


o o n o o 

38938 








Seq. ID 


OJ000125_22.0229 


C13 


Gene No. 


80160 








Strand 






Start 


1088 








End 


15173 




Name 


OJUUU12D 22 


noon 
U229 


. C13 . o3 


. tw 


Method 


TBLASTX: Wheat 




Start 


2olo 








End 


3156 




bl 


none 








Score 


48 




Exons 


28 lb . . 2 9U4 , 


o o o c 
2o2b 


O O T O 

. .28 /8 , 


o n i n 

2919 . 


.3062, 2926. .3063, 2926. .3072, 




OAQQ tic/: 

JUo 0 . . OLD D 














Seq. No. 


38938 








Seq. ID 


r\ th n n i o e oo noon 
OJUUU125 22.0223. 


C13 


Gene No. 


80160 








Strand 






b tart 


i n o o 








hnd 


Ibl /3 




Name 


/oTnnnioc o o 
OJUUUlzb 22. 


noon 
U22 9 


/-> 1 o « o 

. C13 . o3 


. t s 


Method 


i bLAb l a : boyoean 




Start 


2938 








End 


o o n /*■ 

3396 




GI 


none 








Score 


51 




Exons 


2938 . . 3396, 


3026 


O 1 /I o 

. . 3142 , 


O 1 o o 

3188 . 


.3370 






Seq. No. 


38938 








Seq. ID 


/-> t/\ n n i o c oo noon 

OJ000125 22.0229. 


C13 


Gene No. 


80160 








Strand 






Start 


1088 








End 


lbl /3 




Name 


OJ000125 22. 


noon 

0229 


. C13 . o4 


. tc 


Method 


TBLASTX : Cress 




Start 


Oft / 1 

2941 








End 


O O C T 

3357 




GI 


none 








Score 


196 




Exons 


2 941. . 33b / 














Seq. No. 


38938 








Seq. ID 


/OTnnnioc no noon 

OJ000125 22.0229. 


C13 


Gene No. 


80160 








Strand 






b tart 


i noo 
lUoo 








End 


15173 




Name 


r\ ta n n *i o c o o 

OJ000125 22. 


noon 

0229 


C13 . o2 


. tw 


Method 


TBLASTX : Wheat 




Start 


one 

3175 








End 


o o o n 

3339 




bl 


none 








Score 


94 




Exons 


31 / b . . 3339, 


31/8 


0001 

. 3321 , 


O 1 o o 

3182 . 


.3325 






Seq. No. 


38938 








Seq. ID 


OJ000125_22.0229. 


C13 


Gene No. 


80160 








Strand 






Start 


i n o o 








End 


15173 




Name 


OJUUU12b 22 . 


noon 

U229 , 


C13 . 06 


. ts 


Method 


TBLASTX: Soybean 




Start 


3/39 








End 


4257 




GI 


none 








Score 


79 




Exons 


3/39. . 4 U6o , 


4135. 


A O C T 

. 425 / 










Seq. No. 


38938 








Seq. ID 


OJ000125_22.0229. 


C13 


Gene No. 


80160 








Strand 






Start 


i n o o 








End 


15173 




Name 


OJ00012 5 22. 


022 9 . 


C13 . 06 


. tw 


Method 


TBLASTX: Wheat 




Start 


O O 1 c 

3835 








End 


4224 




CI 


none 








Score 


39 




Exons 


3835. .4077, 


3974. 


.4063, 


4090. 


.4224, 4135. .4218 




Seq. No. 


38938 








Seq. ID 


OJ000125_22.0229. 


C13 


Gene No. 


80160 








Strand 






Start 


1088 








End 


15173 




Name 


OJ000125 22. 


0229. 


C13.o4 


.np 


Method 


AAT/NAP 





38661 



Start 8467 End 15173 

GI 6069646 Score 635 

Exons -8467.. 9218, 9508.. 9845, 11610 .. 11706, 15112.. 15173 

GI Descrip. (AP000616) similar to putative reverse transcriptase 
[Oryza sativa] gi I 6907112 | dbj | BAA90639 . 1 1 (AP001129) 
Arabidopsis thaliana chromosome II BAC F9013 genomic 
putative non-LTR retroelement reverse transcriptase. 
[Oryza sativa] 



(AC005315) 
Similar to 
sequence, 
(AC006248) 



Seq. No. 38938 

Gene No. 80160 

Start 1088 

Name OJ000125_22 . 0229 . C13 . 08 . tm 

Start 9165 

GI none 
Exons 



Seq. ID OJ000125_22.0229.C13 
Strand 
End 

Method 
End 
Score 



15173 

TBLASTX: Maize 

9600 

69 



9165. .9239, 9166 .. 9231 ,' 9230 .. 9373 , 9416. .9523, 9508. .9600 



Seq. No. 


38938 




Seq. ID 


OJ000125_22.0229.C13 


Gene No. 


80160 




Strand 




Start 


1088 




End 


15173 


Name 


OJ000125 22.0229.C13 


. o5 . np 


Method 


AAT/NAP 


Start 


11116 




End 


12373 


GI 


4572673 




Score 


971 


Exons 


11116. . 12373 








GI Descrip. 


(AC006954) putative 


sarcosine oxidase 


[Arabidopsis thaliana] 


Seq. No. 


38938 




Seq. ID 


OJ000125_22.0229.C13 


Gene No. 


80160 




Strand 




Start 


1088 




End 


15173 


Name 


OJ000125 22.0229.C13 


.ol. tc 


Method 


TBLASTX: Cress 


Start 


11150 




End 


11426 


GI 


none 




Score 


50 


Exons 


11150. .11236, 11169. 


.11237, 


11243. .11425, 11244. .11306, 




11270. . 11410, 11358. 


.11426 







Seq. No.. 38938 Seq. ID 

Gene No. 80160 Strand 

Start 1088 End 

Name OJ000125_22 . 0229 . C13 . o3 . gs Method 

Start 11165 End 

GI none Score 

Exons 11165. . 12409 



OJ000125_22.0229.C13 

15173 
GENSCAN 
12409 
. 99 



OJ000125 22.0229.C13 



Seq. No. 38938 Seq. ID 

Gene No. 80160 Strand 

Start 1088 End 

Name OJ000125_22 . 0229 . C13 . o4 . ts Method 

Start • 11195 "■ ■ End 

GI none Score 

Exons 11195. .11422, 11270 .. 114 31, 11552 .. 11 605, 11556 11612 , 
11612. .11644 



15173 

TBLASTX: Soybean 

11644 

116 



Seq. No. 38938 Seq. ID 

Gene No. 80160 Strand 

Start 1088 End 

Name OJ000125_22 . 0229 . C13 . o2 . tm Method 

Start 11327 End 



OJ000125_22.0229.C13 
15173 

TBLASTX: Maize 
11981 



38662 






GI 


none 


Score 


134 






Exons 


i i ooi i i /tec i i toi i i >n(: 
11 Z>£ I . . 114DO, 11 / . . 114 / O, 


11358. .11477, 11552. .11818, 








11553 .. llolo, lib /Z . . lib lo, 


11843. .11941, 11876. .11941, 








1 1 QOI 1 1 Q/Q I 1 Q^Q 1 1 QQf) 


11940. .11981 






Seq. No. 


Jo 9 Jo 


Seq. ID 


OJ000125_22.0229. 


pi ^ 




Gene No . 


oUl oU 


Strand 








Start 


1088 


End 


15173 






Name 


OJ000125_22.0229.C13.o5. ts 


Method 


TBLASTX: Soybean 






Start 


1 lo 1U 


End 


12353 






GI 


none 


Score 


58 






Exons 


i i o lu . . i i y h i , iiyui, . iiy^o, 


11939. .11980, 11940. .11978, 








12038 .. 12 lo4 , lzUoU . . Izz jo , 


12204. .12236, 12309. .12353, 








1 Oil 1 1 OQCO 

1Z J 1 1 . . 1Z jOZ 










Seq. No. 


Jo y JO 


Seq. ID 


OJ000125_22.0229. 


,C13 




Gene No. 


80160 


Strand 








Start 


1088 


End . 


15173 






Name 


riTHnniOR 00 DOOQ PI ^ i-m 
UJUUU1Z J iZ.U^iy.tlJ.UJ. LIU 


Method 


TBLASTX: Maize 






Start 


IzUzJ 


End 


12365 






GI 


none 


Score 


188 






Exons 


12023 .. 12235, lzuoo . . Izl tz. 


12036. .12236, 12308 .. 12364 , 








103AQ 1 OOCC 

juy . . iz o do 








s. Jit 


Seq. No. 


38938 


Seq. ID 


OJ000125_22.0229, 


.C13 


fS 


Gene No. 


80160 


Strand 






r ; i 


Start. 


i a o o 
lUoo 


End 


15173 






Name 


✓~\taaa*ioc oo a o o g pi ^ /i <~r o 
UJUUU1ZO zz . UZZ y . v^l J . 04 . gs 


Method, 


GENSCAN 




f ^1 
•= — " 


Start 


1 O C O A 

Iz oyU 


End 


12868 




"-'^ 


GI 


none 


Score 


.61 




%3 


Exons 


izoyu . . izo do 








§ y 


Seq. No. 


O O A *D O 

3o yjo 


Seq. ID 


OJ000125_22.0229 


. C13 


a 


Gene No. 


80160 


Strand 






fl 


Start 


1088 


End 


15173 




T. _ jj 


Name 


OJ000125 22.0229.C13.o2.gp 


Method 


AAT/GAP 






Start 


12652 


End 


12906 




a "1 


GI 


• 1339 1.R1084 


Score 


407 






Exons 


12652. .12906 










GI Descrip. 


'5295936/dbj | AB026295 . 2 | AB026295 2 . Oe- 


10 Oryza sativa genomic 




DNA, chromosome 6, clone : P0681F10, complete sequence 1 






Seq. No. 


38938 


Seq. ID 


OJ000125_22.0229 


.C13 




Gene No. 


80160 


Strand 








Start 


1088 


End 


15173 






Name 


OJ000125 22.0229.C13.o6.gs 


Method 


GENSCAN 






Start 


14424 


End 


14780 






GI 


none 


. Score 


. 65 






Exons 


14424. .14561, 14644. .14780 










Seq. No. 


38939 


Seq. ID 


OJ000125_22.0229 


.C14 




Gene No. 


80161 


Strand 


+ 






Start 


1055 


End 


2391 






Name 


OJ000125 22.0229.C14.o2.gs 


Method 


GENSCAN 






Start 


1055 


End 


2391 






GI 


none 


Score 


.96 






Exons 


1055. .1332, 1803. .2391 









38663 



Seq. No. 

Gene No. 

Start 

Name 

Start : 

GI 

Exons 

GI Descrip. 



38939 Seq. ID OJ000125_22 . 0229 . C14 

80162 Strand " - 

1 End 838 

OJ000125_22 . 0229 . C14 . ol . np Method AAT/NAP 

1 End 829 . 

130582 Score 457 - 

1. .829 

RETROVIRUS-RELATED POL POLYPROTEIN FROM TRANSPOSON TNT 1-94 
[CONTAINS : PROTEASE ; REVERSE TRANSCRIPTASE ; ENDONUCLEASE] 
gi 1 100342 | pir | | S04273 hypothetical protein - common tobacco 
gi|20045|emb|CAA32025| (X13777) ORF [Nicotiana tabacum] 



Seq. No. 38939 Seq. ID 

Gene No. 80162 Strand 

Start 1 End 

Name OJ000125_22 . 0229 . C14 . ol . gs Method 

Start 15 End 

GI none Score 

Exons 15 . .838 



OJ000125_22.0229.C14 
838 

GENSCAN 

838 

.85 



Seq. No. 38940 

Gene No. 80163 

Start 1322 

Name OJ000125_22 . 0229 . C15 . ol . gs 

Start 1322 

GI none 

Exons 1322.. 1501 



Seq. ID OJ000125_22.0229.C15 

Strand + 

End 1501 

Method GENSCAN 

End 1501 

Score .55 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38940 
80164 
1736 

OJ000125 
1736 
none 
1736 
4763 
7303 



_22.0229.C15.o2.gs 



1828, 
4854, 
7359, 



1900. 
5969. 
7484 . 



.2007, 
.6043, 
.7627 



3236. 
6128. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.3382, 



OJ000125_22 
+ 

12814 
GENSCAN 
7627 
.81 

3388. .3582, 



0229. C15 



6233, 6315.. 6488, 



4310. 
6874 . 



,4358, 
, 6923, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



38940 
80164 
1736 

OJ000125_22.0229.C15.ol.np 
4768 
3929368 
4768. .4854, 
6431. .6488, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.6043, 



OJ000125_ 
+ 

12814 
AAT/NAP 
12814 
525 
6128. .6233, 



22.0229.C15 



,7359, 7484. .7555, 



5626.. 5691, 5969. 
6874.. 6923, 7303. 
12083. .12235, 127 68. .12814 

PRE-MRNA SPLICING FACTOR SF2 (SRI PROTEIN) 
ASF/SF2 homolog [Arabidopsis thaliana] 
gi | 6056417 | gb | AAF02881 . 1 | AC009525_15 (AC009525) 
splicing factor SF2a [Arabidopsis thaliana] 



6315. 
8605. 



6361, 
8667, 



gi | 2443472 (AF001035) 



alternative 



Seq. No. " 38940 Seq. ID 

Gene No. 80164 Strand 

Start 1736 End 

Name OJ000125_22 . 0229 . C15 . ol . gp Method 



OJ000125_22.0229.C15 
+ 

12814 
AAT/GAP 



38664 




Start 


8005 


End 


9049 








GI 


none 


Score 


746 








Exons 


qaac Qmn Q A "7 Q OCT) n/"ftc 


..8667, 8798. .9049 








Seq. No. 


38940 


Seq. ID 


OJ000125_ 


22. 


0229 


.C15 


Gene No. 


80164 


Strand 


+ 








Start 


1 Mo 


End 


12814 








Name 


ninnni oc o o noon o i c _ a 

OJUUU125 2.1 . vzz y . ClO . 04 . gs 


Method 


GENSCAN 








Start 


11277 


End 


12642 








GI 


none 


Score 


.67 








Exons 


110T7 i i /inn i i -fc'i iion 


11902. .12200, 12410 


.12642 




Seq. No. 


38940 


Seq. ID 


OJ000125_ 


22. 


0229 


.C15 


Gene No. 


80165 


Strand 


+ 








Start 


T A O C O 

14852 


End 


16856 








Name 


a innm oc oo noon z" 1 1 c _ c _ 

OJ000125 22 . 022y . Clo . oo . gs 


Method 


GENSCAN 








Start 


1 yi O C O 

14852 


End 


15476 








GI 


none 


Score 


.66 








Exons 


14 8 52 .. 14 964 , 15 118 .. 15256 , 


15339. . 15476 








Seq. No. 


38940 


Seq. ID 


OJ000125_ 


22. 


0229 


. C15 


Gene No . 


80165 


Strand 










Start 


14852 


End 


16856 








Name 


OJ000125 22.0229.C15.o2.gp 


Method 


AAT/GAP 








Start 


15204 


End 


16856 








GI 


16208. 1.R1084 


Score 


1076 








Exons 


15204. .15256, 15339 .. 154 87 , 


16469. .16856 








GI Descrip. 


, 4733953/gb|AC006193.3|AC006193 1.0e-ll Arabidopsis 


thaliana 




chromosome I BAC F13011 genomic sequence, complete 


sequence ' 


Seq. No. 


38940 


Seq. ID 


OJ000125_ 


22. 


0229 


.C15 


Gene No. 


80165 • 


Strand 


+ 








Start 


14852 


End 


16856 








Name 


OJ000125 22.0229.C15.o2.np 


Method 


AAT/NAP 








Start 


15391 


End 


16599 








GI 


6815105 


Score 


286 








Exons 


15391. .15509, 16418.. 16599 












GI Descrip. 


(AP001081) hypothetical protein [Oryza 


sativa] 








Seq. No. 


38940 


Seq. ID 


OJ000125_ 


22. 


0229 


.C15 


Gene No. 


80165 


Strand 


+ 








Start 


14852 


End 


16856 








Name 


OJ000125 22.0229.C15.o7.gs 


Method 


GENSCAN 








Start 


15905 


End 


16599 








GI 


none 


Score 


.89 








Exons 


15905. .15980, 1 6098 . . 1624 4 , 


16469. .16599 








Seq. No. 


38940 


Seq. ID 


OJ000125_ 


22. 


0229 


.C15 


Gene No. 


80166 


Strand 


+ 








Start 


18639 


End 


18876 








Name 


OJ000125 22.0229.C15.o3.gp 


Method 


AAT/GAP 








Start 


18639 


End 


18876 








GI 


none 


"Score 


421 








Exons 


18639.. 18876 












Seq. No. 


38940 


Seq. ID 


OJ000125_ 


22. 


0229 


.C15 


Gene No. 


80167 


Strand 


+ 









38665 



Start 
Name 
Start 
GI 

Exons 



20996 End 26016 

OJ000125_22 . 0229 . CIS . o9 . gs Method GENSCAN 

20996 End 26016 

none Score . 67 

20996. .21311, 21467. .21535, 22216. .22554, 22665.-22727, 

24047. .24537, 25348.. 26016 



Seq. No. 38940 Seq. ID 

Gene No. 80167 Strand 

Start 20996 End 

Name OJ000125_22 . 0229 . C15 . o4 . gp Method 

Start 22306 End 

GI 568329 Score 

Exons 22306. .22554, 22665.. 22727 



OJ000125_22.0229.C15 
+ 

26016 
AAT/GAP 
22727 
608 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38940 
80168 
8624 

OJ000125_22.0229.C15.o3.gs 

8624 

none 



Seq. ID OJ000125_22.0229.C15 
Strand 

End 10481 

Method GENSCAN 

End 10481 

Score .7 



8624. .8713, . 10060 .. 10140, 10461. .10481 



Seq. No. 38940 

Gene No. 80169 

Start 12864 

Name OJ000125_22 . 022 9 . C15 . o5 . gs 

Start 12864 

GI none 
Exons 



Seq. ID OJ000125_22. 0229. C15 
Strand 

End 14004 

Method GENSCAN 

End 14004 

Score .87 



12864. . 13030, 13035 13126, 13841.. 14004 



Seq. No. 38940 
Gene No. 80170 
Start 25788 

Name - OJ000125_22 . 022 9 .CI 5 . ol . ts 

Start 4753 
GI '/^ : none 

Exons 4753.. 4854, 5614.. 5688, 5625. 

6126. .6209, 6127. .6204, 6298. 
6436. .6489, 6876. .6926, 7290. 



Seq. ID OJ000125_22. 0229.C15 
Strand 

End 26264 

Method TBLASTX : Soybean 

End 7371 

Score 137 

.5687, 5954. .6046, 5954. .6046, 
.6363, 6305. .6361, 6425. .6490, 
.7361, 7303.. 7371 



Seq. No. 38940 
Gene No. 80170 
Start 25788 

Name OJ000125_22 . 0229 .CIS . ol . tm 

Start 4762 
GI none 

Exons 4762. .4854, 4763. .4852, 5614. 

5960. .6043, 6123. .6224, 6127. 
6315. .6371, 6425. .6487, 6430. 



Seq. ID OJ000125_22. 0229. CIS 
Strand 

End 26264 
Method TBLASTX : Maize 
End 64 8 9 

Score 156 

.5688, 5625. .5687, 5954. .6046, 
.6225, 6298.. 6363, 6305.. 6361, 
.6489, 6430. .6486 



Seq. No. 38940 Seq. ID 

Gene No. 80170 Strand 

Start 25788 End 

Name OJ000125_22 . 022 9 . CIS . o2 . tm Method 

Start 7799 End 

GI none Score 



OJ000125_22. 0229. CIS 
26264 

TBLASTX: Maize 

8066 

35 



38666 




Exons 


77 QQ 7 ft Rft 7Q1 / 


TQCQ TCI C 

. / OJO; /OlJ . 


.7859, 7869. .7943, 7869. .7943, 




7ft74 7Q^1 7ft74 


7 QS4 7Q74 


.8063, 7977. .8066, 7978. .8064, 




7 Q7 Q AO fi^ 








Seq. No. 


38940 




Otrt^ ■ X U 


OT00019S 99 099Q PIS 


Gene No . 


80170 








■J LCtl L 






r nr i 


9 £9 £4 
c. OZ D H 


Name 


O.T0001 9S 99 099Q 


pi c. — C 

l/i J . Uj . y Ly 


1X16 LIlOu 


7\ 7\ T /P Zi D 




9R7RP. ™" 
£ J / o o 




r nr ] 

Hina 


9 £9 £ A 
Z DZ Ofl 




none 




Score 


ft ^ Q 


Exons 


9 S7 ftft 9 fi9 £4 










O 0 .7 4 X 




Seq. ID 


OJ000125_15.0222.C3 




ft.01 71 

O U X f X 




Strand 




Start 


917 




End 


1 ji 4 


Name 


OJ000125 15.0222. 


C3.ol.gp 


Method 


aziT /rz\D 
/-Lf-Yl / \jt\ir 


O Lai L 


Q1 7 
V x / 




End 


1 si 4 

X 3 X fi 


\j X 


99ftftft 1 R1 0P4 
^^ooo x.r\xuo4 




Score 


Q "3 Q 


Exons 


Q 1 7 Td 0 4 1 4QO 


1514 






\J A. UCSL.I ip . 




:838. 1 |AC009894_9 3.0e 


^/\uu u y 0 yfi j oimiiar to 




got" - ! no / f h TDAn 1 no 


kinases [Arabidopsis 


thaliana] 1 


Seq. No. 


38941 




Seq. ID 


OT0001 9S 1 R 0999 P ^ 


Gene No. 


* 80171 




Strand 




Of- -a y~\- 
O Lai L 


Q1 7 




End 


1 0 1 fi 


Name 




C3.ol.tw 


Method 


1 dlAo 1 a : wneat 


C -|- 

otdl u 


1 1 7 _ 
X X / D 




End 




P,T 


none 




Score 


ft 1 
0 X 


LAUllO 


117 6 1^01 1 1 fiO 


.1395, 1184. 


.1393 




Seq. No. 


38941 




Seq. ID 


AT0001 9R 1 HOOO CI 
UJUUUlz J 1 J . UZZZ . Lj 


Gene No. 


80171 




Strand 




OLal L 


Q1 7 




End 


1 si 4 

X O X ft 


Name 


OTfinm 9^ 1 R 0999 


C3.ol.tc 


Method 


1 dlao ia; tress 


O L. Ct i. U 


1 1 p. 0 ~~ 

X X 0 u 




End 


1 4 1 Q 
x f± x y 




none 




Score 


0 u 


EjAUUO 


11 an 1404 1 1 ft. ^ 


.1419 






Seq. No. 


38941 




Seq. ID 


070001 9^ l 1 ^ 0999 PI 


Gene No. 


80171 




Strand 




OLal L 


Q1 7 

.7 X / 




End 


1 CI ^ 

1014 


Name 


O.T0001 9R 1 S 0999 


C3.ol.tm 


Method 


1 xdxj/io 1 a . LYiax ze 


O Lcll L 


1 904 ~~ 

X ^ U Tt 




End 


1 4 07 


OX 


none 




Score 


14 9 




1904 14 07 1 90S 


.1393, 1216. 


.1407 




Can KIo 


^ft Q4 9 




Seq. ID 


OJ000125_15.0222.C4 


Gene No. 


80172 




Strand 




Start 


1 




End 


1810 


Name 


OJ000125 15.0222. 


C4 .ol .tm 


Method 


TBLASTX: Maize 


otar u 


1 




End 


660 


GI 


none 




Score 


152 


Exons 


1..171, 2. .172, 3 


..173, 3. .176, 31. .180, 95. .181, 298. .420, 




299. .418, 306. .425,- 524. .616, 


616. . 660 




Seq. No. 


38942 




Seq. ID 


OJ000125_15.0222.C4 


Gene No. 


80172 




Strand 





38667 




Start 


1 




CjI L\JL 


1 8 1 D 

x o x u 






n.innm 9S is 


0999 Pd r>l t- q 


lYie tnoa 


i Dxxrto i a . ooyoean 




O Lai L 


f > — 
X 




XjIKJ. 


dip' 






none 




Score 


1 ft 1 

X 0 X 




CjAUllO 


1 171 3 

X . . X / X , -J • • 


1 7fi 999 41ft 30fi 


39S 






OCLJ • IN (J . 






Seq. ID 


OJ000125_15.0222 


C A 


Gene No. 


80172 




Strand 






Start 


1 




End 


1810 




Name 


n.Tonoi ?s is 


.0222.C4.ol.tc 


Method 


TBLASTX: Cress 




Of- a v-+- 


o 




End 


1810 




o X 


none 




Score 


82 




Hi .A. W 1 1 o 


176 ?S 


.171, 299. .385, 739. .768, 769. .876, 988. .118 


3 / 




1302 


1748. .1810 








Seq. No. 


38942 




Seq. ID 


OJ000125JL5.0222 


.C4 


Gene No. 


80172 




Strand 






O Lai L 


1 




End 


1810 




Name 


OJ000125 15 


.0222.C4.o2.ts 


Method 


TBLASTX: Soybean 




Of- a r 4- 


733 




End 


1182 






none 




Score 


158 




Hi A {JL I o 


733. .768, 769. .861, 841. .957, 


1018. .1182 




Seq. No. 


38942 




Seq. ID 


OJ000125_15.0222 


.C4 


Gene No. 


80172 




Strand 






91-3 rt 

u Lai t 


1 




End 


1810 




Name 


OJ000125 15 


.0222.C4.o4.tm 


Method 


TBLASTX: Maize 




C+- a v-t- 

O L. a 1 L 


778 




End 


957 




OX 


none 




Score 


118 




ill 2\<Jil O 


778. .957, 785. .955 








Seq. No. 


38942 




Seq. ID 


OJ000125_15.0222 


.C4 


Gene No. 


80172 




Strand 






OLai L 


1 




End 


1810 




in diiLc; 


OJ000125 15 


.0222.C4.o2.tm 


Method 


TBLASTX: Maize 




OLal L 


1012 




End 


1224 






none 




Score / 


98 




JjAUI lo 


1012. .1224, 


1013. .1108, 1017., 


.1187, 1018'. .1218 




Seq. No. 


38942 




Seq. ID 


OJ000125_15.0222 


.C4 


Gene No. 


80172 




Strand 






Start 


1 




End 


1810 




Name 


OJ000125 15 


.0222.C4.o3.tm 


Method 


TBLASTX: Maize 




O Lai L, 


1231 




End 


1546 




GI 


none 




Score 


83 






1231. . 1383, 


1232. . 1375, 1478. . 


,1546, 14E 


!2 . . 1544 




O o rr M r\ 
O cr Cj . LNO . 


38943 




Seq. ID 


OJ000125_15.0222 


. L- b 


Gene No . 


80173 




Strand 






Start 


7685 




End 


8578 




Name 


OJ000125 15, 


.0222.C6.ol.gp 


Method 


AAT/GAP 




Start 


7685 




End 


8578 




GI 


4107138 




Score 


1484 




Exons 


7685. .8578 










GI Descrip. 


5852170/emb 


IAL117265. 1 IOST17804 1.0e-149 Oryza sativa 





indica(GLA4) genomic DNA, chromosome 4, BAC clone:tl7804 



38668 




Seq. No. 


38944 


Seq. ID 


OJ000125_15. 0222. Cll 


Gene No. 


80174 


Strand 




Start 


13 


End 


7^7 


Name 




M*=» +■ h nH 


TRT A CITY • i 7P 

1 D X-i.rtO 1 A . Via. JL Ct c 


Start 


13 _ 


End 


92 S 


GI 


none 


Score 


94 S 


1~J X\ W I lij 


13 177 14 196 180 224 1! 


31 . .225 




O C ^ • L\ (J • 


38 94 4 


Seq. ID 


DiTOOni IS 0229 Til 


Gene No. 


80174 


Strand 




Start 


13 


End 


737 


Name 


OJ000125 15 0222 Cll ol tw 


Maf h nH 






47 ~~ 


End 




GI 


none 


Score 


147 


F v nn q 






1 R1 1 ft ^ Sfif) 
x o x . . _j _/ o , loo i • JuUf 




421 630 








38944 


Seq. ID 


OJ000125_15. 0222. Cll 


Gene No. 


80174 


Strand 




Start 


13 


End 


737 


Name 


OJ00012S 15 0222 m ol tm 


Method 


TBLASTX: Maize 




22 6 ~" 


End 


737 


VJJ.L 




Score 


230 




22fi ^ft7 2^4 2^4 


385. .663, 399. .668, 498. .683, 




fiSI 7^7 






Qcirr Kin 


^fi Q4 5 

JO J 


Seq. ID 


nTnnm 9^ c\ooo mo 


flpi n Kin 


80175 


Strand 


+ _ 


Start 


6833 


End 


7175 


Name 


OJ000125 15.0222.C12.o2.gp 


Method 


AAT/GAP 


Start 


6833 


End 


7175 




uC-osroM202024h08al 


Score 


83 


LiAUllO 


6833. .6903, 7153. .7175 








' 5852170/emb|AL117265. 1 10ST17* 


304 5.0e- 


84 Oryza sativa 




indica(GLA4) genomic DNA, chromosome 4 


, BAC clone: tl7804 1 




38945 


Seq. ID 


OJ000125_15.0222;C12 


fZpnp NJn 


80176 


Strand 




Start 


4035 


End 


4101 


Name 


OJ000125 15.0222.C12.ol.gp 


Method 


AAT/GAP 


Start 


4035 


End 


4101 


O X 


uC-osroM202024h08al 


Score 


81 


P von q 


4035. .4101 






fiT Hp <=; p"r i in 

VJ J. LJ C: O J_ _L ■ 


'5852170/emb|AL117265. 1 I0ST17S 


304 5.0e- 


84 Oryza sativa 




indica (GLA4 ) genomic DNA, chromosome 4 


, BAC clone: tl7804 1 


Seq. No. 


38945 


Seq. ID 


OJ000125_15.0222.C12 


Gene No. 


80177 


Strand 




Start 


7040 . 


End 


12395 


LN Cll Lit; 


OJ000125 15.0222.C12.o4.tw 


Method 


TBLASTX: Wheat 


Of -a r"h 


2 


End 


214 


GI 


none 


Score 


133 


Exons 


2. .214, 15. .161 






Seq. No. 


38945 


Seq. ID 


OJ000125_15.0222.C12 


Gene. No. 


80177 


Strand 




Start 


7040 


End 


12395 



38669 



Name 

Start 

GI 

Exons 



OJ000125_15 . 0222 . C12 . o2 . tm Method 
8 End 
none Score 
8.. 136, 11955. . 12395, 12008. .12394 



TBLASTX: Maize 

12395 

370 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38945 
80177 
7040 

OJ000125_15. 0222.C12.ol.ts 
11 

none 



Seq. ID OJ000125_15.0222.C12 
Strand 

End 12395 

Method TBLASTX : Soybean 

End 12206 

Score 57 



11. .250, 11811. . 11843, 11811. .11843, 11847 .. 1 1900, 11848 .. 11991, 
11952. .12149, 11955. .12206, 11966.. 12196 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38945 
80177 
7040 

OJ000125JL5.0222 .C12.ol.tw 

254 

none 



Seq. ID OJ000125_15.0222.C12 
Strand 

End 12395 

Method TBLASTX : Wheat 

End 11870 

Score 523 



254. .424, 418. .546, 11384 .. 11677, 1 1388 .. 11870, 11499. .11828 



Seq. No. 38945 

Gene No. 80177 

Start 7040 

Name OJ000125_15 . 0222 . C12 . ol . tm 

Start 299 

GI none 
Exons 



Seq. ID OJ000125_15.0222.C12 
Strand 

End 12395 

Method TBLASTX: Maize 

End 11765 

Score 65 



299. .427, 300. .428, 395. .643, 409. .642, 11520. .11765 



Seq. No. 38945 

Gene No. 80177 

Start 7040 

Name OJ000125_15 . 0222 . C12 . o2 . ts 

Start 448 

GI none 

Exons 448.. 531, 11424.. 11738 



Seq. ID OJ000125_15.0222.C12 
Strand 

End 12395 

Method TBLASTX : Soybean 

End 11738 

Score 197 



Seq. No. 38945 

Gene No. 80177 

Start 7040 

Name OJ000125_15 . 0222 . C12 . o9 . tw 

Start 547 

GI none 

Exons 547.. 774 



Seq. ID OJ000125_15.0222.C12 
Strand 

End 12395 

Method TBLASTX : Wheat 

End 774 

Score 180 



Seq. No. 38945 

Gene No. 80177 

Start 7040 

Name OJ000125_15 . 0222 . C12 . o5 . tw 

Start 976 

GI none 
Exons 



Seq. ID OJ000125_15.0222.C12 
Strand 

End 12395 

Method TBLASTX : Wheat 

End 1335 

Score 89 



976. .1197, 977. .1198, 1204. .1335 



Seq. No. 
Gene No. 
Start 



38945 
80177 
7040 



Seq. ID OJ000125_15.0222.C12 
Strand 

End 12395 



38670 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 
• Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000125_15.0222.C12.o8.tw 

2180 

none 

2180. .2554, 2199. .2405 

38945 
80177 
7040 

OJ000125__15.0222.C12.o5.tm 

2267 

none 

2267. .2536, 2268. .2405 



Method 

End 

Score 



TBLASTX: Wheat 

2554 

57 



Seq. ID OJ000125_15.0222.C12 
Strand 

End 12395 

Method TBLASTX : Mai ze 

End 2536 

Score 69 



38945 
80177 
7040 

OJ000125_15.0222.C12.o3.gp 
7040 

uC-osflM202048cl2bl 
7040. .7562 

1 5257255/dbj | AP000364 . 1 | AP000364 2.0e-16 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 1 



Seq. ID OJ000125_15.0222.C12 
Strand 

End 12395 

Method AAT/GAP 

End 7562 

Score 835 



38945 
80177 
7040 

OJ000125_15.0222.C12.o7.tw 

9969 

none 

9969. . 10151, 9971. .10150 

38945 
80177 
7040 

OJ000125_15.0222.C12.o3.tm 
10203 
none 



Seq. ID 
Strand 
. End 
Method 
End 
Score 



OJ000125_15.0222.C12 
12395 

TBLASTX: Wheat 

10151 

196 



Seq. ID OJ000125_15.0222.C12 
Strand 

End 12395 
Method TBLASTX: Maize 
End 10502 
Score 245 

10203. .10502, *10229. .10333, 10321 .. 10359, 10421.. 10501 

OJ000125 15.0222.C12 



38945 
80177 
7040 

OJ000125__15.0222.C12.o3.tw 

10203 

none 

10203. .10547, 10229. .10333 

38945 
80177 
7040 

OJ000125_15.0222.C12.o4 . tm 

10848 

none 

10848. .11168 



Seq. ID 
Strand 
End 

Method 

End 

Score 



12395 

TBLASTX: Wheat 

10547 

323 



Seq. ID OJ000125_15.0222.C12 
Strand 

End 12395 

Method TBLASTX : Mai ze 

End 11168 

Score 190 



Seq. No. 
Gene No. 



38945 
80177 



Seq. ID 
Strand 



OJ000125 15.0222.C12 



38671 



Start 
Name 
Start 
GI 

Exons 



7040 End 

OJ000125_15 . 0222 . C12 . 06 . tw Method 

10902 End 

none Score 
10902. .11249, 11081. .11212 



12395 

TBLASTX: Wheat 

11249 

232 



Seq. No. 38945 

Gene No. 80177 

Start 7040 

Name OJ000125_15 . 0222 . C12 . o2 . tw 

Start 11946 

GI none 
Exons 



Seq. ID OJ000125_15.0222.C12 
Strand 

End 12395 

Method TBLASTX : Wheat 

End 12320 

Score 480 



11946. .12317, 11958. .12320, 11966. .12319 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38946 
80178 
8 

OJ000125_15.0222.C15.o7.tw 
8 

none 



Seq. ID OJ000125_15.0222.C15 
Strand 

End 6232 

Method TBLASTX : Wheat 

End 6196 

Score 58 



8. .97, 13. .78, 72. .125, 189. .380, 214. .330, 5759. .5800, 
5828. .5941, 5829. .5942, 5987. .6196, 5988. .6140 



Seq. No. 38946 

Gene No. 80178 

Start 8 

Name OJ000125_15 . 0222 . C15 . o7 . tm 

Start 72 

GI none 

Exons 72.. 383, 5879.. 6232 



Seq. ID OJ000125_15.0222.C15 
Strand 

End 6232 

Method TBLASTX: Maize 

End -6232 

Score 186 



Seq. No. 38946 

Gene No. 80178 

Start 8 

Name OJ000125_15 . 0222 . C15 . 06 . tw 

Start 663 

GI none 

Exons 663.. 1013 



Seq. ID OJ000125_15.0222.C15 
Strand 

End 6232 

Method TBLASTX : Wheat 

End 1013 

Score 313 



Seq. No. 38946 

Gene No. 80178 

Start 8 

Name OJ000125_15 . 0222 . C15 . 06 . tm 

Start 708 

GI none 

Exons 708.. 1013, 857.. 934, 907.. 987 



Seq. ID OJ000125_15.0222.C15 
Strand 

End 6232 

Method TBLASTX : Maize 

End 1013 

Score 44 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38946 
80178 
8 

OJ000125_15.0222.C15.o8.tw 

1065 

none 



Seq. ID OJ000125_15.0222.C15 
Strand 

End 6232 

Method TBLASTX : Wheat 

End 1263 

Score 58 



1065. .1259, 1065. .1262, 1066. .1263 



Seq. No. 
Gene No. 



38946 
80178 



Seq. ID OJ000125_15.0222.C15 
Strand 



38672 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



8 

OJ000125JL5. 

3182 

none 

3182. .3487, 

38946 
80178 
8 

OJ000125__15. 

3200 

none 

3200. .3826, 

38946 
80178 
8 

OJ000125_15. 

3695 

none 

3695. .3985, 

38946 

80178 

8 . 

OJ000125_15. 

3785 

none 

3785. .4045, 

38946 
80178 
8 

OJ000125_15. 

3809 

none 

3809. .3952, 

38946 
80178 
8 

OJ000125_15. 

3833 

none 

3833. .4396, 

38946 
80178 
8 

OJ000125_15. 

4391 

none 

4391. . 4753, 

38946 
80178 



.0222. CIS. ol.tm 
3183. .3488, 3485. 

0222.C15.ol.tw 
3201. .3770 

0222.C15.o4 .tm 
3699. .3986, 3826. 

0222. CIS. o2.ts 
3786. .4040 

0222. CIS. ol.tc 
3810. .3950, 3953. 

0222. CIS. o2.tw 
3834. .4397 

0222. CIS. o2. tm 
4400. .4753, 4404. 



End 6232 

Method TBLASTX : Mai ze 

End 3646 

Score 219 
.3646, 3492.. 3638, 3494.. 3643 

Seq. ID OJ000125_15.0222.C15 
Strand 

End 6232 

Method TBLASTX : Wheat 

End 3826 

Score 280 



Seq.. ID OJ000125_15.0222.C15 
Strand 

End 6232 

Method TBLASTX: Maize 

End 3987 

Score 208 
.3987 

Seq. ID OJ000125_15.0222.C15 
Strand 

End 6232 

Method TBLASTX : Soybean 

End 4045 

Score 148 



Seq. ID OJ000125_15. 0222. CIS 
Strand 

End 6232 

Method TBLASTX : Cress 

End 4126 

Score 85 
.4126 

Seq. ID OJ000125_15-.0222.C15 
Strand 

End 6232 

Method TBLASTX : Wheat 

End 4397 

Score 335 



Seq. ID OJ000125_15. 0222. CIS 
Strand ■ 

End 6232 

Method TBLASTX : Mai ze 

End 4 7 54 

Score 176 
.4754 

Seq. ID OJ000125_15 . 0222 . CIS 
Strand 

End 6232 



38673 



Name 
Start 
GI • 
Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start - 
Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



OJ000125_15, 

4400 

none 

4400. .4825, 

38 94 6 
80178 
8 

OJ000125_15, 

4574 

none 

4574. .4819, 

38946 
80178 
8 

OJ000125_15. 

4790 

none 

4790. .5104, 

38946 
80178 
8 

OJ000125_15. 

4826 

none 

4826. .5128, 

38946 
80178 
8 

OJ000125_15. 

4841 

none 

4841. .5200, 

38946. 

80178 

8 

OJ000125_15. 

5177 

none 

5177. .5554, 

38946 
80178 
8 

OJ000125_15. 

5213 

none 

5213. .5530 

38946 
80178 
8 

OJ000125 15. 



0222.C15.o3. tw 
4404. .4793 

0222.C15.o3.ts 
4674. .4802 

0222.C15.o3.tm 



Method 

End 

Score 



TBLASTX: Wheat 

4825 

347 



Seq. ID OJ000125_15.0222.C15 
Strand 

End 6232 

Method TBLASTX : Soybean 

End 4819 

Score 66 



Seq. ID OJ000125_15.0222.C15 
Strand 

End 6232 

Method TBLASTX : Mai ze 

End 5290 

Score 50 



4833. .4883, 4911. .4964, 5111. .5290, 5163. .5282 



0222.C15.o5.tw 



4842. .5126, 5020. 



Seq. ID OJ000125_15.0222.C15 
Strand 

6232 . 

TBLASTX: Wheat 
5128 
265 



End 

Method 
End 
Score 
.5127 



Seq. ID OJ000125_15.0222.C15 
Strand 

End 6232 

Method TBLASTX : Soybean 

End 5236 

Score 197 
4842. .5132, 5163. .5198, 5204 .. 5236, . 5205 .. 5234 



0222.C15.ol.ts 



0222.C15.o4.tw 



5220.. 5555, 5609. 



0222.C15.o2. tc 



Seq. ID OJ000125_15.0222.C15 
Strand 

6232 

TBLASTX: Wheat 
5659 
217 



End 

Method 
End 
Score 
.5659 



0222.C15.o5. tm 



Seq. ID OJ000125_15.0222.C15 
Strand 

End 6232 . 

Method TBLASTX : Cress 

End 5530 

Score 180 



Seq. ID OJ000125_15.0222.C15 
Strand 

End 6232 

Method TBLASTX : Mai ze 



38674 




Start 


coco 

5358 




End 


C C A "7 

5647 


GI 


none 




Score 


134 


Exons 


coco ccxo. co/-n ccct 

5358.. 5549, 5360.. 5551, 


C O C f\ 


C A *7 

. 564 / 




Seq. No. 


T3 O O A 1 

38 947 




Seq. ID 


OJ00Q1Z5 lo.U2zz.C16 


Gene No. 


80179 




Strand 


+ 


Start 


4672 




End 


5044 


Name 


OJ000125 15.0222.C16.ol 


• gp 


Method 


AAT/GAP 


Start 


4672 




End 


5044 


GI 


uC-osflcyp033a04bl 




Score 


512 


Exons 


4672. .5044 









GI Descrip. 1 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



38947 Seq. ID 

80180 Strand 
8190 End 
OJ000125_15. 0222.C16.o3.gp Method 
8190 End 
uC-osflcyp033a04bl Score 
8190. .8573 

1 6016845/dbj | AP000570. 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P07 11E10 ' 



OJ000125_15.0222.C16 

8573 
AAT/GAP 
8573 
701 



Seq. No. 38947 " 

Gene No. 80181 

Start 10802 

Name OJ000125__15 . 0222 . CI 6 . o5 . gp 

Start 10802 

GI uC-osflcyp033a04bl 

Exons 10802. .11184 

GI Descrip. ' 6016845/dbj | AP000570 . 1 1 AP000570 3 
DNA, chromosome 1, clone : P07 11E10 1 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000125_15.0222.C16 

11184 
AAT/GAP 
11184 
676 



Oe-59 Oryza sativa genomic 



Seq. No. 


38948 






Seq. ID 


OJ000125_15.0222 


.C19 


Gene No. 


80182 






Strand 


+ 




Start 


3458 






End 


3840 




Name 


OJ000125 


15.0222.C19.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


48 






End 


552 




GI 


none 






Score 


595 




Exons 


48. .551, 


194. .547, 406.. 


552 








Seq. No. 


38948 






Seq. ID 


OJ000125_15.0222 


.C19 


Gene No. 


80182 






Strand 


+ 




Start 


3458 






End 


3840 




Name 


OJ000125 


15.0222.C19.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


249 






End 


575 




GI 


none 






Score 


90 




Exons 


249. .*4 31, 


432. .575, 443. 


.574 









Seq. No. 38948 Seq. ID 

Gene No. 80182 Strand 

Start 3458 End 

Name OJ000125_15 . 0222 . CI 9 . ol . ts Method 

Start 339 End 

GI none Score 

Exons 339.. 599, 350.. 598 



OJ000125_15.0222.C19 
+ 

3840 

TBLASTX: Soybean 

599 

295 



38675' 



Seq. No. 


38948 




Seq. ID 


OJ000125_15.0222 


.C19 


Gene No. 


80182 




Strand 


+ 




Start 


3458 




End 


3840 




Name 


OJ000125 15 . 0222 . CI 9 . o2 . 


tm 


Method 


TBLASTX: Maize 




Start 


n o 

398 




End 


689 




GI 


none 




Score 


4 05 




Exons 


-> n o o c inn /- o o 

398 . . 685 , 399 . .68 9 










Seq. No. 


38948 




Seq. ID 


OJ000125_15.0222 


.C19 


Gene No. 


8U182 




Strand 


+ 




Start 


3458 




End 


3840 




Name 


OJ000125 15 . 0222 . C19 . ol . 


tw 


Method 


TBLASTX: Wheat 




Start 


ceo 

558 




End 


1184 




GI 


none 




Score 


T *3 C 

735 




Exons 


ceo i 1 o >i /"i ji *i a o 

558. .1184, 614. .1063 










Seq. No. 


38948 




Seq. ID 


OJ000125_15.0222 


.C19 


Gene No. 


80182 




Strand 


+ 




Start 


3458 




End 


3840 




Name 


OJ000125 15 . 0222 . C19 . ol . 


tm 


Method 


TBLASTX : Mai ze 




Start 


737 




End 


1321 




GI 


none 




Score 


232 




Exons 


737. .892, 738. .899, 896. 


.1060, 


897. .1244, 1175. .1237, 






10/1/1 1 O 1 i A /| r I^O/^ 

1244. .1321, 1246. .1320 










Seq. No. 


38948 




Seq. ID 


OJ000125_15.0222 


.C19 


Gene No. 


80182 




Strand 


+ 




Start 


3458 




End 


3840 




Name 


OJ000125 15.0222.C19.ol. 


gp 


Method 


AAT/GAP 




Start 


3458 




End 


3840 




GI 


uC-osflcyp033a04bl 




Score 


688 




Exons 


3458. .3840 











GI Descrip. ' 601 684 5/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



Seq. Nov . 38949 

Gene No. 80183 

Start 5828 

Name OJ000125_15 . 0222 . C20 . o4 . tw 

Start 5828 

GI none 

Exons 5828.. 6025, 5829.. 6026 



Seq. ID OJ000125_15.0222.C20 
Strand 

End 6026 

Method TBLASTX : Wheat 

End 6026 

Score 202 



Seq. No. 38949 

Gene No. 80184 

Start 6078 

Name OJ000125_15 . 0222 . C20 . o2 . tm 

Start 6078 

GI none 

Exons 6078.. 6416 



Seq. ID OJ000125_15.0222.C20 
Strand 

End 6428 • 

Method TBLASTX : Mai ze 

End 6416- 

Score 253 



Seq. No. 38949 

Gene No. 80184 

Start 6078 

Name OJ000125_15 . 0222 . C20 . o2 . tw 

Start 6078 



Seq. ID OJ000125_15.0222.C20 
Strand 

End 6428 

Method TBLASTX : Wheat 

End 6428 



38676 



P T 


none 








Score 


Exons 


anna £49fl 


DIDO 


697 9 
. . DZ / Z 






Seq. No. 


38949 








Seq. ID 


Gene No. 


80185 








Strand 




67^9 
D / D_ 










Name 


VJU UUUli J 1 J 


0*9 9 9 


' P9 n 0? 


• LW 


»— \ 4— 


o tart 


£7 £9 
0 / D_ 








JjIiQ 


P T 


none 








Score 


Exons 


£7 £9 7 1 1 R 
O / OZ . • / llJ/ 


fift R9 


704 0 

• • f U4U 






Seq. No. 


38949 








Seq. ID 


Gene No. 


80186 








Strand 


a -rt- 
OLdl L 


7 1 1 Q 










Name 


pj Tnnn i 9 ^ i ^ 


0 9 9 9 

. uzzz 


P9 O /-x 7 
. Lz U.Oj 


4-m 
. LIU 


Method 


C4- =a r>f 


71 1 Q 

/ iiy 










P T 
lal 


none 








Score 


Exons 


/113. . ' JlU, 


7 1 R7 
/ 1 j / 


7 9 64 






Seq. No. 


38949 








Seq. ID 


Gene No. 


80187 








Strand 


Otalt 


794 7 








Hill CI 


Name 


r\ to nm ot; i c 
UJ UUUl^ j 1 j 




POO /-si 
. L^U . Ol 




Method 


otart 


l _4 f 








_.na 




none 








Score 


Exons 


79 4 7 1 
/ _ *i i . . f DO f f 


7 94 PI 


77 70 


7 7^7 


77 71 
. / / *3 1 


Seq. No. 


38949 








Seq. ID 


Gene No. 


80187 








Strand 


OLdl L 


7 9 4 7 










Name 


pi to n m 9 r i r 

U J UUU1ZD ID 


. u_z_ 


POO r\9 


4- C« 

. IS 


Method 


C ■( i v4- 

otdit 


1 ZOH 








T" 1 


P T 


none 








Score 


TT 1 \7 /"N 

._xons 


7 9 Q 4 7RQQ 
/ _ O fi . • / 3 y 0 










Seq. No. 


38949 








Seq. ID 


Gene No. 


. 80187 








Strand 


Of =i r-f- 
OLdl L 


7 9 4 7 








Hinu. 


Name 


pi Tfi n m 9 r i c 

U J U U U 1 _ 0 10 


n 9 9 9 

. u___ 


P90 
. LzU . Ol 


. um 


we tnoa 


Of-, y-4- 

otait 


/ j 1 j 








HjIiQ 


PT 


none 








Score 


Exons 


7-51-3 7CCC 


7 717 
toll 


7 7 £0 






beq . ino . 


0 0 y 4 y 








beq. iJJ 


Gene No. 


80188 








Strand 


Start 


7671 








End 


Name 


UUUUU1Z J 10 


fl 9 9 9 

. uzzz 


P90 ^1 


. u s 


ixiet noa 


Q 4- -a -w-4- 

o tar l 


7 £ 7 1 
/ O / 1 








—•na 


P T 
bl 


none 








Score 


U 1 vr t^i 


7(T71 7 7 O 7 
/ 0 / 1 . . / /Uj, 


7 £7 9 
/ O / _ 


77 O A 


7 £7 "5 


7 7 O O H~ 

. / / Uz , / 




/ / _ o . . /obU , 


n 0 1 c 

/ 0 lo 


. . / yo / , 


TOOT 

/ozj. 


t n 0 

. / y J 0 


Seq. No. 


38950 








Seq. ID 


Gene No. 


80189 








Strand 


Start 


1 








End 


Name 


OJ000125 15 


.0222 


.C21.o6 


. tw 


Method 


Start 


1 








End 



312 



7115 

TBLASTX: Wheat 

7115 

251 



OJ000125_15.0222.C20 
7310 

TBLASTX: Maize 

7310 

188 



OJ000125_15.0222.C20 
7760 

TBLASTX: Wheat 

7731 

535 



OJ000125__15.0222.C20 
7760 

TBLASTX : Soybean 

7598 

198 



7760 

TBLASTX: Maize 

7760 

373 



7937 

TBLASTX : Soybean 
-7937 
57 



809 

TBLASTX: Wheat 
120 



38677 



GI none 

Exons 1. .120, 3. .119 

Seq. No. 38950 

Gene No. 80189 

Start 1 

Name OJ000125_15 . 0222 . C21 . ol . ts 

Start 13 

GI none 

Exons 13. .45, 13. .45, 49. .408, 51.. 

Seq. No. 38950 

Gene No. 80189 

Start 1 

Name OJ000125_15 . 0222 . C21 . o4 . tm 

Start 34 

GI none 

Exons 34.. 294, 34. .129, 162.. 260 

Seq. No. 38950 

Gene No. 80189 

Start -1 

Name OJ000125_15 . 0222 . C21 . o4 . tw 

Start 121 

GI- none 

Exons 121. .390, 121. .378, 162. .389 



Score 



176 



Seq. ID OJ000125_15.0222.C21 

Strand 

End 809 

Method TBLASTX : Soybean 

End 408 

Score 4 9 
,92, 165. .398 

Seq. ID OJ000125_15.0222.C21 
Strand 

End 809 

Method TBLASTX : Mai ze 

End 294 

Score 218 



Seq. ID OJ000125_15.0222.C21 
Strand 

End 809 

Method . TBLASTX: Wheat 

End '390 

Score 376 



Seq. No. 38950 

Gene No. 80189 

Start 1 

Name OJ000125_15 . 0222 . C21 . o2 . tm 

Start 304 

GI none 

Exons 304. .711, 357. .680, 508. .696, 

Seq. No. 38950 
Gene No. - 80189 

.Start 1 

Name OJ000125_15 . 0222 . C21 . o3 . tw 

Start 393 

GI none 

Exons 393. .791, 394. .807, 472. .807, 

Seq. No. 38950 

Gene No. 80189 

Start 1 

Name OJ000125_15 . 0222 . C21 . o3 . ts 

Start 430 ■ 

GI none 

Exons 430.. 678 



Seq. ID OJ000125_15.0222.C21 

Strand 

End 809 

Method TBLASTX : Mai ze 

End 744 

Score 436 

703. .744 

Seq. ID OJ000125_15.0222.C21 
Strand 

End 809 

Method TBLASTX : Wheat 

End 809 

Score 573 

552. .809, 599. .808 

Seq. ID OJ000125_15.0222.C21 
Strand 

End 809 

Method TBLASTX : Soybean 

End 678 

Score 207 



Seq. No. 38950 

Gene No. 80190 

Start 876 

Name OJ000125_15 . 0222 . C21 . o2 . tw 

Start 876 

GI none 



Seq. ID OJ000125_15. 0222 .C21 
Strand 

End 2381 

Method TBLASTX : Wheat 

End 1415 

Score 629 



38678 






Exons 


0 / D . .14 13, 


lUOo . 


1/111 

.1411 












Seq; No. 


38950 








Seq! ID 


OJ000125_15.0222. 


C21 




Gene No. 


80190 








Strand 








Of a v-4- 


Q 7 fi 










Z Oo 1 






Name 




c\ooo 
. uzzz 


P 0 1 /-\1 
. bZ 1 . Ol 






TOT 7\CTV i PvAno 

i biiAb 1 a : Lres s 






O J , v- +- 

otart 


1 1 1 o 
lllj 










1 A "3 Q 

14 oy 






bl 


none 








Score 


Q O 

yz 






Exons 


1 1 1 q 1 one 

ill J . . iz y o , 


1 0 Q fi 

iz y d 


1 ylOQ 

. . 14 jy / 


iz y o . 


. 14 OO 








Seq. No. 


38950 








Seq. ID 


OJ000125_15.0222. 


C21 




Gene No. 


80190 








Strand 










QIC 
O/D 










OOQ1 
Z 0 o 1 






Name 


UJUUU1Z0 13 


. UZZZ 


. bZ 1 . oz 


. ts 


Method 


i dMoIa : boyoean 






btart 


IzUj 








hina 


i a a 
14 bo 








none 








Score 


oU 1 






Exons 


1ZUO . . 14 Dj , 


1 Z 14 


1 A fi9 
. . 1 4 DZ 












Seq. No. 


38950 








Seq. ID 


OJ000125_15.0222. 


C21 




Gene No. 


80190 








Strand 








C 4 , >- 4- 

b uarr. 


Q 7 fi 
0/0 










Z Oo 1 






Name 


UJ UUU IZj 10 


. UZZZ 


, bZ 1 . OO 


. tm 


Method 


i oiiAb ix : Mai ze 






bt ar l 


IZDl 








kna 


lOoo 






* p t 
Ol 


none 








Score 


a d c: 
4 UO 






Exons 


1 O fi 1 1 C; /J Q 

iz ol . . lo4o, 


TOCO 

1 Z DZ 


. . io4 y , 


IZ DO . 


. lOOo 






Lis 


Seq. No. 


38950 








Seq. ID 


OJ000125_15.0222. 


C21 




Gene No. 


80190 








Strand 






sM 


C-4- o v-4- 
b Ldl L. 


R 7 fi 
O/D 








hna 


Z OO 1 




"Z 


Name 


UJUUU1Z0 13 


. UZZZ 


bZ 1 . Ol 


4- T » 


Metnoa 


TBLASTX : Wheat 






otarr 


1 /I 0 o 
1 4 Z Z 








bna 


On / Q 

ZU4 o 




§ y 


bl 


none 








Score 


TIC 

/ lo 






Exons 


1 A 00 OC\AQ 
1 4 Z Z . . ZU^O, 


1 A H Q 
14 /O 


. i yz / , 


1 QQQ 

i y o o . 


. ZU4 / 






L —5 


beq. wo. 


jo you 








Seq.. ID 


OJ000125_15.0222. 


Czl 




Gene No. 


80190 








Strand 








Start 


876 










2381 






Name 


UJ UUU 1Z0 10 


. UZZZ 


bZ 1 . Ol 


4- m 


Method 


TBLASTX: Maize 






b uarx 


1 fin i 

loUl 








End 


2186 




C3 


bl 


none 








Score 


229 




fi 


Exons 


i fi m 17/17 

1 DU 1 . .1/4 / , 


1 DUZ 


1 "7 fi "5 
. 1 /OJ, 


1 coo 
1 DZZ . 


.1765, 1666.. 1752., 1761.. 21 


O fi 
OD, 






1 7 7 R 1Q9/I 
LI ID, . iy Z 4 / 


1 QQQ 

i y o o . 


. Z 1 0 0 












Seq. No. 


38950 








Seq. ID 


OJ000125_15.0222. 


C21 




Gene No. 


80190 








Strand 








o 4- — 4- 

btart 


G 7 fi 
O/D 








End 


2381 






Name 


UJUUU1Z0 lo 


n o o o 
. UZZZ . 


bzl . oo 


. tw 


Method 


TBLASTX: Wheat 






b cart 


Z U 4 o 








End 


2381 






C T 
bl 


none 








Score 


309 






Exons 


on/in OOCQ 

ZU4 o . . ZZ Oj/ 


zu4 y . 


. Z J01 , 


2199 . 


.2330 








Seq. No. 


38951 








Seq. ID 


OJ000125_15.0222. 


C22 




Gene No. 


80191 








Strand 








Start 


2541 








End 


2922 






Name 


OJ000125 15 


.0222. 


C22".ol 


.gp 


Method 


AAT/GAP 






Start 


2541 








End 


2922 






GI 


uC-osflcyp033a04bl 




Score 


651 





38679 



Exons 2541.. 2922 

GI Descrip. 1 601684 5/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 





Seq. No. 


38952 


Seq. ID 


OJ000125_15.0222 


.C24 




Gene No . 


80192 ; ,• 


Strand 








Start 


153 


End 


673 






Name 


OJ000125 15.0222.C24 .o2.tm 


Method 


TBLASTX: Maize 






Start 


153 


End 


643 






GI 


none 


Score 


181 






Exons 


153. .350, 155. .349, 347. .643, 348. .635, 350. .643 






Seq. No. 


38952 


Seq. ID 


OJ000125_15.0222 


. C24 




Gene No. 


80192 


Strand 








Start 


153 


End 


673 






Name 


OJ000125 15.0222.C24.o4.tw 


Method 


TBLASTX: Wheat 






Start 


212 


End 


. 643 






GI 


none 


Score 


102 






Exons 


212.. 469, 482.. 643 










Seq. No. 


38952 


Seq. ID 


OJ000125_15.0222 


. C24 




Gene No. 


80192 


Strand 








Start 


153 


End 


673 






Name 


OJ000125 15.0222.C24 .o3.ts 


Method 


TBLASTX: Soybean 






Start 


263 


End 


673 




f s 


GI 


none 


Score 


93 






Exons 


263. .673, 288. .665 








f 1 


Seq. No. 


38952 


Seq. ID 


OJ000125JL5.0222 


. C24 




Gene No. 


80193 


Strand 








Start 


691 


End 


1462 




F : : 


Name 


OJ000125 15.0222.C24.o3.tm 


Method 


TBLASTX: Maize 






Start 


691 


End 


1159 






GI 


none 


Score 


367 




f 

- 5 


Exons 


691.. 909, 692.. 1159, 693.. 1157, 1040.. 


1159 




• 


Seq. No. 


38952 


Seq. ID 


OJ000125_15.0222 


. C24 




Gene No. 


80193 


Strand 






f 1 


Start 


691 


End 


1462 






Name 


OJ000125 15.0222.C24 .ol.ts 


Method 


TBLASTX : Soybean 






Start 


819 


End 


1432 








5509260 


Score 


389 






Exons 


819. .1307, 819. .1082, 824.. 


1432, 827.. 


1339 






GI Descrip. 












Seq. No. 


38952 


Seq. ID 


OJ000125_15.0222 


.C24 




Gene No . 


80193 


Strand 








Start 


691 


End 


1462 






Name 


OJ000125 15.0222.C24 . o2 . tw 


Method 


TBLASTX: Wheat 






Start 


827 


End 


1303 






GI 


none 


Score 


89 






Exons 


827. .1003, 833. .1180, 834.. 


1172, 837.. 


1190, 925. .1173, 





1046. .1174, 1181. .1207, 1214 .. 1303 



Seq. No. 
Gene No. 
Start 



38952 
80193 
691 



Seq. ID 

Strand 

End 



OJ000125_15.0222.C24 
1462 



38680 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000125_15.0222, 

938 

none 

938. .1210, 1065., 

38952 
80193 
691 

OJ000125_15.0222, 

1160 

none 

1160. .1210, 1161, 

38952 
80194 
1508 

OJ000125_15.0222. 

1508 

none 

1508. .1603, 1509, 
1659.. 2237, 2235, 

38952 
80194 
1508 

OJ000125JL5.0222. 

1544 

none 

1544. .1633, 1554, 
1817. .1885 



C24.o2.tc 
1211 

C24.o5.tm 
.1208, 1164, 

C24 .ol.tm 



,1598, 1520. 
,2282, 2236. 



C24 .o5. tw 



1604, 1648. 



Method 

End 

Score 



TBLASTX: Cress 
1211 



Seq. No. 38952 

Gene No. 80194 

Start 1508 

Name OJ000125_15 . 0222 . 

Start 1667 

GI none 

Exons 1667.. 2128, 1719. 

Seq. No. 38952 

Gene No. 80194 

Start 1508 

Name OJ000125_15 . 0222 . 

Start 1670 

GI none 

Exons 1670.. 2086 

Seq. No. 38952 

Gene No. 80194 

Start 1508 

Name OJ000125_15 . 0222 . 

Start 1970 

GI none 

Exons 1970.. 2257, 1979. 

Seq. No. 38952 

Gene No. 80194 



C24 .o2. ts 



.2099 



C24.ol.tc 



C24 .ol. tw 



Seq. ID OJ000125_15.0222.C24 
Strand 

End 14 62 

Method TBLASTX : Mai ze 

End 14 62 

Score 63 
.1427, 1199. .1462 

Seq. ID OJ000125_15.0222.C24 
Strand 

End 2705 

Method TBLASTX: Maize 

End 2308 

Score 54 
.1558, 1619. .2185, 1619. .2236, 
.2301, 2237.. 2308 

Seq. ID OJ000125_15.0222.C24 
Strand 

End 2705 

Method TBLASTX : Wheat 

End 1885 

Score 4 4 

.1791, 1655. .1792, 1655. .1801, 



Seq. ID OJ000125_15.0222.C24 
Strand 

End 2705 

Method TBLASTX : Soybean 

End 2128 

Score 175 



Seq. ID OJ000125_15.0222.C24 
Strand 

End 2705 

Method TBLASTX : Cress 

End 2086 

Score 198 



Seq. ID OJ000125_15.0222.C24 
Strand 

End 2705 

Method TBLASTX : Wheat 

End 2543 

Score 140' 



,2257, 2297. .2542, 2313. .2543 



Seq. ID OJ000125_15.0222.C24 
Strand 



38681 



Start 
Name 
Start 
GI 

Exons 



1508 End 

OJ000125_15.0222.C24 .o4 .tm Method 

2313 End 

none Score 



2705 

TBLASTX: Maize 

2705 

177 



2313. .2585, 2315. .2581, 2364.-2585, 2380. .2586, 2574. .2705, 
2576. .2704 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



38952 
80195 
2615 

OJ000125_15.0222.C24.o3.tw 
2615 
none 

2615.. 2932, 2697.. 2918 

38952 
80195 
2615 

OJ000125_15.0222.C2 4.o6.tm 
2708 
none 

2708. .2947, 2715. .2939, 2974. .3066, 2976. .3068 



Seq. ID OJ000125_15.0222.C24 
Strand 

End 3068 

Method TBLASTX : Wheat 

End 2932 

Score 104 



Seq. ID OJ000125_15.0222.C24 
Strand 

End 3068 

Method TBLASTX : Maize 

End 3068 

Score 127 



Seq. ID OJ000125_15.0222.C25 

Strand + 

End 6789 

Method AAT/GAP 

End 6789 

Score 686 



38953 
80196 
6365 

OJ000125_15.0222.C25.o2.gp 
6365 

uC-osflM202048cl2bl 
6365. . 6789 

f 5257255/dbj | AP000364.il AP000364 2.0e-16 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 ' 



38953 
80197 
6365 

OJ000125_15. 0222.C25.ol.gp 
6365' 

uC-osflM202048cl2bl 
6365. .6785 

'5257255/dbj | AP000364.il AP000364 2.0e-16 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 f 



Seq. ID OJ000125_15.0222.C25 
Strand 

End 6785 

Method .AAT/GAP 

End 6785 

Score 685 



38954 
80198 
1 

OJ000125_15.0222.C26.ol.gp 
1 

uC-osflcyp033a04bl 
1. .150 

, 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P071 1E10 1 



Seq. ID OJ000125_15.0222.C26 
Strand 

End 150 

Method AAT/GAP 

End 150 

Score 279 



38955 
80199 
386 

OJ000125_15.0222.C28.ol.gp 



Seq. ID OJ000125_15.0222.C28 

Strand + 

End 745 

Method AAT/GAP 



38682 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



386 
none 

386.. 438, 500.. 745 



End 745 
Score 403 



38956 Seq. ID 

80200 Strand 

574 End 891 

OJ991112_01 . 04 03 . C2 . ol . np Method AAT/NAP 

574 End 891 

5777617 Score 71 
574 . .683, 851. .891 

(AJ245900) CAA30375.1 protein [Oryza sativa] 



OJ991112 01. 0403. C2 



38957 
80201 
691 

OJ991112_01.04 03.C6.ol.gp 
691 

25528_1.R1084 
691. .1096 

'3355490 4.0e-44 (AC004218) putative dolichyl-phosphate 
beta-glucosyltransf erase [Arabidopsis thaliana] ? 



Seq. ID OJ991112_01.0403.C6 

Strand + 

End 1096 

Method AAT/GAP 

End 1096 

Score 747 



38957 Seq. ID 

80202 Strand 

696 End 

OJ991112_01. 04 03.C6.ol.gs Method 

696 End 

none Score 
696. .848 



OJ991112_01.0403.C6 
848 

GENSCAN 

848 

.71 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 



38958 
80203 
1 

OJ991112_01.04 03.C7.ol.np 
1 

7484940 



OJ991112_01.0403.C7 
+ 



Seq. ID 
Strand 

End 2215 
Method AAT/NAP 
End 2215 
Score 800 

1..137, 272. .317, 1006. .1140, 1280. .1369, 1467. .1595, 
1701. .1784, 1885. .1949, 2029. .2215 

dolichyl-phosphate beta-glucosyltransf erase homolog F12L6. 29 - 
Arabidopsis thaliana gi | 6598395 | gb | AAF18606 . 1 | AC003674_1 
(AC003674) putative dolichyl-phosphate beta-glucosyltransf erase 
[Arabidopsis thaliana] 



38958 
80203 
1 

OJ991112_01.04 03.C7.ol.gs 

272 

none 

272. .317, 1006. .1140, 1467. 
2029. .2215 

38958 
80203 
1 

OJ991112_01.04 03.C7 .ol.gp 



Seq. ID OJ991112_01.0403.C7 

Strand + 

End 2215 

Method GENSCAN 

End 2215 

Score .61 
1595, 1701. .1784, 1885. .1949, 



Seq. ID OJ991112_01.0403.C7 

Strand + 

End 2215 

Method AAT/GAP 



38683 



btart 


1436 


End 


2193 




GI 


2280586 


Score 


792 




Exons 


1436. .1595, 1701. .1784, 1885. .1949, 2029. .2193 




GI Descrip. 


3355490 4.0e-44 (AC004218) 


putative dolichyl-phosphate 




beta-glucosyltransf erase [Arabidopsis 


thaliana] 




beq. no. 


38958 


Seq. ID' 


OJ991112JD1 


.0403 


Gene No . 


80204 


Strand 


+ 




Start 


2493 


End 


5633 




Name 


OJ991112 01.0403.C7.o4.np 


Method 


AAT/NAP 




Start 


2493 


End 


5630 




GI 


7485066 


Score 


990 




Exons 


2493.. 2523, 4311.. 5630 








GI Descrip. 


hypothetical protein - Arabidopsis thaliana 






gi 12244839 | emb ICAB102 61. 1 1 


(Z97337) hypothetical protei 




[Arabidopsis thaliana] gi I 7268228 | emb I CAB78524 . 1 1 


(AL16 




hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


38958 


Seq. ID 


OJ991112_01 


.0403 


Gene No. 


80204 


Strand 


+ 




Start 


2493 


End 


5633 




Name 


OJ991112 01.0403.C7.o2.np 


Method 


AAT/NAP 




Start 


2650 


End 


4652 




GI 


4588012 


Score 


74 




Exons 


2650. .2807, 2939 . . 3028 , . 4 51 


8. .4652 






GI Descrip. 


(AF085717.) putative callose 


synthase catalytic subunit 




[Gossypium hirsutum] 








Seq. No. 


38958 


Seq. ID 


OJ991112_01 


.0403 


Gene No. 


80204 


Strand 


+ 




Start 


2493 


End 


5633 




Name 


OJ991112 01.0403.C7.o3.np 


Method 


AAT/NAP 




Start 


3392 


End 


3491 




GI 


6983864 


Score 


95 




Exons 


3392. .3491 








GI Descrip. 


(AP001168) hypothetical protein [Oryza 


sativa] 




Seq. No. 


38958 


Seq. ID 


OJ991112_01 


.0403 


Gene No. 


80204 


Strand 


+ 




Start 


2493 


End " 


5633 




Name 


OJ991112 01.0403.C7.o2.gs 


Method 


GENSCAN 




Start 


3825 


End 


5633 




GI 


none 


Score 


. 98 




Exons 


3825. .5633 








Seq. No. 


38958 


Seq. ID 


OJ991112_01 


.0403 


Gene No. 


80205 


Strand 


+ 




Start 


10753 


End 


■11211 




Name 


OJ991112 01.0403.C7.o2.gp 


Method 


AAT/GAP 




Start 


10753 


End 


11211 




GI 


45273 1.R1084 


Score 


838 




Exons 


10753. .11211 








GI Descrip: 


1 1022811 4.0e-21 (U37703) ORF 62 [Hordeum vulgare] 


i 


Seq. No. 


38958 


Seq. ID 


OJ991112_01 


.0403 


Gene No. 


80206 


Strand 


+ 




Start 


13856 


End 


22730 





38684 




Name 


OJ991112_01.04 03.C7.o4 .gs 


Method 


GENSCAN 


Start 


n o o c c 

13856 


End 


22717 


GI 


none 


Score 


.6 


Exons 


13856 13992 , 14713 14769, 


17724. .17836, 18564 .. 18783, 




1 9272 .. 19404 , 1 9557 1 9622, 


19732. .20085, 21013 .. 21205, 




224 Do . . 22 / 1 / 






Seq. No. 


38958 


Seq. ID 


OJ991112 01. 0403. C7 


Gene No. 


80206 


Strand 


+ 


Start 


T *D O C C 


End 


O O 1 O f\ 

22 /JO 


Name 


OJ991112 01 . 0403 . C7 . o5 . gp 


Method 


AAT/GAP 


Start 


2234 6 


End 


22601 


GI 


- none 


Score 


301 


Exons 


2234 6 . .22601 






Seq. No. 


38958 


Seq. ID 


OJ991112 01. 0403. C7 


Gene No. 


80206 


Strand 


+ 


Start 


13856 


End 


O O T "5 A 

227 30 


Name 


OJ991112 01.0403.C7.o7.np . 


Method 


AAT/NAP 


Start 


22460 


End 


o o i o r\ 

ZZ f 30 


GI 


3927836 


Score 


101 


Exons 


22460. .22602, 22633.. 22730 






GI Descrip. 


(AC005727) unknown protein [Arabidopsi 


s thaliana] 


Seq. No. 


38958 


Seq. ID 


OJ991112_01.0403.C7 


Gene No. 


80207 


Strand 


+ 


Start 


22657 


End 


22730 


Name 


OJ991112 01.0403.C7.o6.gp 


Method 


AAT/GAP 


Start 


22657 


End 


22730 


GI 


uC-osroM202019h06al 


Score 


136 


Exons 


22657.. 22730 






GI Descrip. 


f 3927836 3.0e-16 (AC005727) 


unknown protein [Arabidopsis 




thaliana] 1 






Seq. No. 


38958 


Seq. ID 


OJ991112_01.0403.C7 


Gene No. 


80208 


Strand 




Start . 


7616 : 


End 


13057 


Name 


OJ991112. 01.0403.C7 .ol.tm 


Method 


TBLASTX: Maize 


Start 


30 


End 


2077 


GI 


none 


Score 


156 


Exons . 


30. .137, 31. .135, 966. .1145, 


1003. .114 0, 1263. .1370, 1277. .1372, 




1280. .1372, 1464. .1595, 1465 


..1584, 1524. .1595, 1700. .1792, 




1701. .1787, 1701. .1817, 1863 


..1952, 18 


82. . 1950, 1884 . .1958, 




1885. .1953, 2018. .2077, 2026 


. .2076 




Seq. No. 


38958 


Seq. ID 


OJ991112JD1.0403.C7 


Gene No. . 


80208 


Strand, 




Start 


7616 


End 


13057 


Name 


OJ991112 01.0403.C7.o6.ts 


Method 


TBLASTX: Soybean 


Start 


85 


End 


1318 


GI \, ■ 


none 


Score 


71 


Exons 


85. .135, 1003. .1140, 1003. .1140, 1005. 


.1148, 1271. .1318 


Seq. No. 


38958 


Seq. ID 


OJ991112_01.0403.C7 


Gene No. 


80208 


Strand 




Start 


7616 


End 


13057 


Name 


.OJ991112 01.0403.C7.o2.tc 


Method 


TBLASTX : Cress 



38685 




Start 


i cot 








End 


2209 


GI 


none 








Score 


77 


Exons 


1 C O *7 1 C A C 


ice:/ 
1554 


1 CQC 

. . i5y5, 


i by / . 


.1783, 1698. .1808, 1700. .1792, 




1 O "7 C TOCO 

lo / 5 . . iyoo , 


loo5 


. . i yo 3 , 


O A 1 Q 

zui y . 


.2132, 2025. .2141, 2026. .2205, 




zUZ b . . ZZU5 , 


o n o *7 


o o n o 








Seq. No. 


38958 








Seq. ID 


' OJ991112_01.0403.C7 ' 


Gene No. 


80208 








Strand 




Start 


1 bl D 








End 


13057 


Name 


ojyyuiz ui 


. U4U3 


. L / . 04 . 


ts 


Method 


TBLASTX : Soybean 


Start 


lo /o 








End 


2185 


GI 


none 








Score 


110 


Exons 


lo / o . . i y o o , 


1 0 O 3 


1 QCO 


Z U 1 / . 


.2181, 2018. .2185 * . 


Seq. No. 


*d o a a o 








Seq. ID 


OJ991112_01.0403.C7 


Gene No. 


o a o a o 
o UzUo 








Strand 




Start 


7616 








End 


13057 


Name 


OJ991112_01 


.0403 


,C7 ,o3. 


tc 


Method 


TBLASTX: Cress 


Start 


A 1 T /I 

4 1 J 4 








End 


4913 


GI 


none 








Score 


63 


Exons 


4 1 34 . . 4z3o , 


A OCT 

425 / 


. . 4 34 U , 


VI o o c 

4335 . 


.4793, 4374. .4502, 4380. .4580, 




/I C A O y| QAC 


* /-Art 

4 bUo 


. . 4 o /4 , 


/ /tot 

4 bz3 . 


.4805, 4628. .4789, 4680. .4853, 




A H A "7 4 Q1 o 

4 / y / . . 4 yio/ 


A Q C A 

4o5z 


. . 4 oo4 








Seq. No. 


o o a c o 

io yob 








Seq. ID 


OJ991112_01.0403.C7 


Gene No. 


80208 








Strand 




Start 


7616 








End 


13057 


Name 


ojyyuiz ui 


. U4 U J 


. U / . Ol . 


tw 


Method 


TBLASTX: Wheat 


Start 


4 355 








End 


4939 


GI 


none 








Score 


115 


Exons 


yiocc vi c O yl 

4 355 . .4 534, 


/l o c *r 

435b 


yl C A 1 

. . 454 / , 


4 4 b4 . 


.4937, 4478. .4579, 4482. .4724, 




4 oi o . .4 y jy , 


/I *7 CI Q 

4 /Oo 


. . 4 o / 4 








Seq. No. 


3o 95o 








Seq. ID 


OJ991112_01.0403.C7 


Gene No. 


80208 








Strand 




Start 


7616 








End 


13057 


Name 


ATQQ1 1 1 O m 

(jjyyiii^ ui 


n yi no 
. U4U3 


. C / . 04 . 


urn 


Method . 


TBLASTX: Maize 


Start 


4.355 








End 


5357 


GI 


none 








Score 


98 


Exons 


4 355 . . 4 531 , 


4 35 b 


a c c r 

. . 4 55 b, 


A "3 c Q 


.4519, 4362. .4520, 4404. .4802, 




/ y| Q/l A Q A £ 

4 4 y4 . . 4 b, 


4 5UU 


. . 0 35 / , 


/I C O 0 

4 bZZ . 


.5101, 4631. .4801 


Seq. No. 


38958 








Seq. ID 


OJ991112_01.0403.C7 


Gene No. 


80208 








Strand 




Start 


I bib 








End 


13057 


Name 


/-\ T A A 1 1 "1 O AT 

ojyym^ ui 


A A A "O 

. U4U3 


. C / . o5 . 


ts 


Method 


TBLASTX: Soybean 


Start 


/ OCT 

435b 








End 


4859 


GI 


none 








Score 


192 


Exons 


435b . .4 / jj, 


4 b53 


A O C A 

. . 4 o5y 








Seq. No. 


38958 








Seq. ID 


OJ991112_01.0403.C7 


Gene No. 


80208 








Strand 




Start 


7616 








End 


13057 


Name 


OJ991112 01 


.0403 


.C7.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


4872 








End 


5408 


GI 


none 








Score 


390 



Exons 4872.. 5408 



38686 




Seq.' No. 


38958 








Seq. ID 


OJ991112_01.0403. 


,C7 


bene ino. 










otrana . 








/DID 










1 jUj / 




Name 


n tq qi 119 m 


. U ft u 3 . 


U / . Ol . 


tc 


Method 


i oLtAo i a : ure s s 






ci i o 
0 J- J. Z 








bna 


C £ O o 






none 








Score 


4 D D 




Exons 


jllZ . . 0 Djj / 


^99 ^ 
OZZ 0 . 


C C9 9 
. 0 DJZ 










Seq. No. . 


38958 








Seq. ID 


OJ991112_01.0403. 


C7 


bene ino . 


ou^uo 








o urana 






Of ar f 


7 £ 1 £ 








bna 


1 9H R7 




Name 


n TQQ1 119 fil 


n n 9 

. U4 Uj . 


r*7 /-v £ 
b / . OD . 


tin 


Method 


i dlroia . Mai ze 
















ODOU 






none 








Score 


Z D D 




Exons 


D4U j . .0 DOO f 


^ 4 9 A 
0 4 Z 4 . 


t; c 9 "5 

. JOJJ, 


0 4 jj . . 


ODOU 






Seq. No. 


38958 








Seq. ID 


OJ991112_01.0403. 


C7 


uene ino . 


ouzuo 








otrana 






oian 


7 £ 1 £ 
/DID 








bna 


i 9 n r 7 
1 JUO / 




Name 


PiTQQIIIO H1 


. U4 U o . 


b / . O J . 




Metnoa 


i BLAbTX : Soybean 




otarc 










bna 


00 / U 






none 








Score 


OQQ 

z o y 




Exons 




04.Z 0 . 


c; c; / 9 


c c q n 

jj yu . . 


c; a 7 n 
ob/U 






Sea No 


38958 










OJ991112_01.0403. 


C7 


Gene No. 


80208 








Strand 






Start 


7616 








End 


13057 




Name 


OJ991112 01 


.0403. 


C7.o5. 


np 


Method 


AAT/NAP 




Start 


7616 








End 


13057 




GI 


6069646 








Score 


964 




Exons 


7616. .8605, 


8887. 


.9654, 


12961. 


.13057 






GI Descrip. 


{AP000616) , 


similar to putative 


! reverse 


transcriptase (AC005315 



[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) Similar to 

Arabidopsis thaliana chromosome II BAG F9013 genomic sequence, 

putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq. No. 


38958 








Seq. ID 


OJ991112_01.0403.C7 


Gene No. 


80208 








Strand 




Start 


7616 








End 


13057 


Name 


OJ991112 01 


.0403 


.C7.o7. 


tm 


Method 


TBLASTX: Maize 


Start 


7650 








End 


8171 


GI 


none 








Score 


42 


Exons 


7650. .7727, 


7736 


. .7855, 


7856. 


.8071, 8133. .8171 


Seq. No. 


38958 








Seq. ID 


OJ991112_01.0403.C7 


Gene No. 


80208 








Strand 




Start 


7616 








End 


13057 


Name 


OJ991112 01 


.0403 


.C7.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


8574 








End 


8999 


GI 


none 








Score 


73 


Exons 


8574 . .8702, 


8715 


. .8885, 


8733. 


.8891, 8885. .8974, 8886. .8999 


Seq. No. 


38958 








Seq. ID 


OJ991112_01.0403.C7 


Gene No. 


80208 








Strand 




Start 


7616 








End 


13057 



38687 



Name 

Start 

GI 

Exons 



OJ991112_01 . 04 03 . C7 . o3 . tm Method TBLASTX : Maize 

8652 End 9330 

none Score 98 

8652. .8885, 8653. .8844, 8658. .8906, 8885. .8971, 8886. .8972, 
8977. .9105, 8987. .9097, 9121. .9330, 9172. .9264 



Seq. No. 


38958. 




Seq. ID- 


OJ991112 


_01.0403 


.C7 


Gene No. 


80208 




Strand 








Start 


7616 




End 


13057 






Name 


OJ991112 01. 0403. C7. 


o5 . tm 


Method 


TBLASTX : 


Maize 




Start 


9331 




End 


9822 






GI 


none 




Score 


44 






Exons 


9331.. 9408, 9332.. 9400, 9397 


'..9663, 9431. .9655, 


9691. .9822 


Seq. No. 


38 958 




Seq. ID 


OJ991112 


01.0403, 


.C7 


Gene No. 


80208 




Strand 








Start 


7616 




End 


13057 






Name 


OJ991112 01. 0403. C7 . 


o2.tm 


Method 


TBLASTX: 


Maize 




Start 


10773 




End 


11403 






GI 


none 




Score 


34 






Exons 


10773. . 10814, 10789. 


. 10827, 


10790. .10828, 10843 


. .11115, 






10845. . 11117, 10845. 


. 11114, 


10846. . 11151, 10847 


. .11161, 






11099.. Ill 97, 11116. 


. 11202, 


11117. .11206, 11118 


. . 11216, 






11305. . 11343, 11314 . 


.11403, 


11355. .11402 






Seq. No. 


38958 




Seq. ID 


OJ991112 


_01.0403. 


■ C7 


Gene No. 


80208 




Strand 








Start 


7616 




End 


13057 






Name 


OJ991112 01. 0403. C7. 


o2.ts 


Method 


TBLASTX: 


Soybean 




Start 


10873 




End 


11196 




GI 


none 




Score 


294 






Exons 


10873. .11097, 10881. 


.11105, 


10885. .11097, 11149 


. .11196 




Seq. No. 


38958 




Seq. ID 


OJ991112 


_01.0403, 


■ C7 


Gene No. 


80208 




Strand 








Start 


7616 




End 


13057 






Name 


OJ991112 01. 0403. C7. 


o4 . tc 


Method 


TBLASTX : 1 


Cress 




Start 


10873 




" End 


11402 








none 




Score 


184 






Exons 


10873... 11097, 10874. 


.11089, 


10878. .11102, 10884 


. . 11096, 






10885. . 11097, 11147. 


.11194, 


11165. . 11194, 11255 


. .11323, 






11260. . 11292, 11364 . 


.11402 










Seq. No. 


38958 




Seq. ID 


OJ991112 


_01.0403. 


■ C7 


UCilC LN (J • 


80208 




Strand 








Start 


7616 




End 


13057 






Name 


OJ991112 01. 0403. CI. 


06 . np 


Method 


AAT/NAP 






Start 


10884 




End- 


11093 






GI 


7448749 




Score 


336 






Exons 


10884. .11093 












GI Descrip. 


hypothetical protein 


. 62 - barley chloroplast 








gi| 1022811|gb|AAA79707.1| (U37703) ORF 


62 [Hordeum vulgare^ 


Seq. No. 


38958 




Seq. ID- 


OJ991112_ 


_01.0403. 


C7 


Gene No . • 


80208 




Strand 








Start 


7616 




End - 


13057 






Name 


OJ991112 01. 0403. C7. 


o3 . gp 


Method 


AAT/GAP 







38688 



Start 11093 End 11422 

GI 5607533 Score 469 

Exons * 11093.. 11422 

GI Descrip. 11 957/emb | X15901 1 CHOSXX' 1 . Oe-145 Rice complete chloroplast 
genome 



Seq. ID 
Strand 
End 

Method 
End 
Score 



Seq. No. 38958 
Gene No. 80208 
Start 7616 

Name OJ991112JD1 . 0403 . C7 . o4 . gp 

Start 11531 
GI 7587_1.R1084 
Exons 11531. .11659 

GI Descrip. 1 131283/sp | P12158 | PSBC_ORYSA 2 . 0e-85 
REACTION CENTER PROTEIN (P6 PROTEIN) 

>gi_72710_pir F2RZ44 photosystem II 

protein psbC - rice chloroplast >gi_ 
PSII 43kDa protein [Oryza sativa] 1 



OJ991112JD1.0403.C7 

13057 
AAT/GAP ■ 
11659 
218 



II 44 KD 



PHOTOSYSTEM 
(CP43) 

chlorophyll a-binding 
11965 emb CAA34014 (X15901) 



Seq. No. 38959 

Gene No. 80209 

Start 1 

Name OJ9911 12_01 . 0403 . C8 . ol . gp 

Start 1 

GI uC-osroM202019h06al 

Exons 1 . . 73 

GI Descrip. ! 3927836 3.0e-16 (AC005727) unknown protein [Arabidopsis 
thaliana] 1 



Seq. ID OJ991112_01.0403.C8 

Strand + 

End 2941 

Method AAT/GAP 

End 73 

Score 146 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



38959 
80209 
1 

OJ991112_01.0403.C8.ol.np 
1 

3927836 

1..293, 345.. 844, 938.. 1051, 2121.. 2385, 2523.. 2635 
(AC005727) unknown protein [Arabidopsis- thaliana] 



Seq. ID OJ991112_01. 0403.C8 

Strand + 

End 2941 

Method AAT/NAP 

End 2635 

Score 1150 



38959 
80209 
1 

OJ991112__01. 04 03.C8.ol.gs 

122 
none 



Seq. ID OJ991112_01.0403.C8 

Strand + 

End 2941 

Method GENSCAN 

End 2638 

Score .93 



122. .844, 938. .1051, 2121. .2385, 2523. .2638 



38959 
80209 
1 

OJ991112_01.0403.C8.o2.gp 
974 

19609 1.R1084 



Seq. ID OJ991112_01.0403.C8 

Strand + 

End 2941 

Method AAT/GAP 

End 2941 

Score 1429 



974. .1051, 2121. .2385, 2523. .2941 

'3927836 9.0e-68 (AC005727) unknown protein [Arabidopsis 
thaliana] 1 



Seq. No. 



38959 



Seq. ID OJ991112__01.0403.C8 



38689 






Gene No. 


80210 


Strand 


+ 








7931 

' L J X 


PnH 


761 1 
/ Oil 






Name 


Pi.TQQI 1 1 9 HI 0403 Pft r\3 rri~i 


\A /~\ V> y-J 

LYie tnoa 


SAT / CTs. D 








7 931 




/Oil 






O J. 


ri ^n o 


Score 


coo 

ooz 






F" von Q 


7231 7611 

/ J X . . / U X X 










Seq. No. 


38959 


Seq. ID 


OJ991112_01.0403 


.C8 




Gene No. 


80211 


Strand 


+ 






Start 


7 629 


r nr j 


fl 1 Q1 

01U1 






Name 


O.TQQ1 119 01 0403 PR n4 rri-i 


L v ie u no a 


7\ n rn /pAD 






O LctX l_ 


7 69 Q ~~ 




pi Q1 
0 X z? X 






(IT 
w X 




Score 


7 fl 4 
/ O 4 








769Q 7ft70 R094 R1Q1 

/ OZ .7 . . / 0 / U / 0U^4 . .0131 












■30QCQ 


oeq . iu 


UjyyillZ UX.UflUJ 


. Lo 




Gene No. 


80212 


Strand 








Start 


8442 


End 


9867 






Name 


O.TQQ1 1 1 9 01 (1403 fft n9 no 


\A c~± 4— V*i 

LYlctnOQ. 








O Ual L 


R A A 9 _ 


jtinQ 


QR 67 






r; t 


JO JtUOfl 


Score 


1 9 






LAUIlO 


R449 P.477 Q7P.4 QR67 

0 4 4 Z . ,01/ / / -7/04. . 300 ' 








. *== 


P. T n^fry i y~\ 
kjl Ucok/Iipi 


f&T117964\ r7TAih0007 1 rnr\/73 
^ rlli XX / Z 0 4/ ZWI1U UU / . 1 [UiyZa 


sat i va J 






ss. 


UCVj. LN LJ . 


3R Q SQ 
JO jj j 


oeq . lu 


HTQQ1 1 1 9 01 0403 

ujyyiii^ ux.uftuj. 




in 


belle 1N<J . 


R091 3 


o crana 








Start 


10547 


End 


18772 






Name 


OJ991112 01.0403.C8.o3.gs 


Method 


GENSCAN 




$ ^ 


o L. a. i i_ 


1 0 S4 7 

X U J 4 f 


rjlia 


1 ft 7 1 9 
1 O / / Z 






oi 


none 


Score 








F von o 


1 0R47 1067R 1 1 9Q6 113^4 

XUJ4/..XU0/0/ ll^^D. . IIjOI ^ 


1 1 3 Q 3 114 

IIJJJ. . 114 


91 114^9 1 1 RRn 
ZX, XX4DZ. . IIjjU, 




fy 




1 3R64 1 3Q3ft 14Q00 14QP.3 

XJOD4. .Xj-tjO/ 14 jUU . . X 4 :70 J / 


1RR7R 1R7 
Xjj / o . ..lj / 


07 1R07P 1 Q 1 4 9 
U// lOU/O. . !Ol4Z, 








1RS9S 1R646 1 fifififl 1 R779 

lO JZ. J . • X O O 4 U / lODOU • • lO / 1 










Seq. No. 


38959 


Seq. ID 


OJ991112_01.0403. 


.C8 




Gene No. 


80214 


Strand 






r~ 


O Lai. L 


4 4 37 

4 4 J / 


PnH 


9669 






Name 


O.TQQ1 1 1 9 01 0403 PR r\0 rr<= 
uu jjiiiz u x . u 4 u j . wo . oz . gs 


LYiennoa 


GENSCAN 




f =1 




4 4 37 

4 4 J / 


jiina 


9669 








i ilji it; 


Score 


.45 




fl 




4437 4R69 S069 R990 P91£ 

44 J / . . 4 JUi; jUOZ • . J^ZUf 0 Z X ? 


D..0Z/J/ Oo 


33. .8966, 9484. .9669 






3R QRQ 

JO J J J 


oeq . x u 


OJ991112_01.0403. 


,C8 






80215 


Strand 








Start 


12531 


End 


13181 






Name 


OJ991112 01.0403.C8.o5.gp 


Method 


AAT/GAP 






OL.Cl.LU 


12531 


End 


13181 






\J X 


5439 1.R1084 


Score 


997 






U 1 v /"\ c? 


12531. .12863, 12977.. 13181 










(~* T /~\ C? /™i V" T V"\ 

ul UcbCiip . 


'3355490 4.0e-44 (AC004218) 


putative dolichyl-phosphate 








bet a-glucosyltransf erase [Arabidopsis 


thaliana] ' 






Seq. No. 


38959 


Seq. ID 


OJ991112_01.0403. 


C8 




Gene No. 


80216 


Strand 








Start 


21023 


End 


21394 






Name 


OJ991112 01.0403.C8.o2.tm 


Method 


TBLASTX: Maize 






Start 


115 


End 


319 





38690 



GI none 

Exons 115.. 249, 116.. 319 

Seq, No. 38 959 

Gene No. 80216 

Start 21023 

Name OJ991112_01 . 0403 . C8 . o2 . ts 

Start 115 

GI none 

Exons 115.. 261, 116.. 292 



Score 



258 



Seq. ID OJ991112_01.0403.C8 
Strand 

End 21394 

Method TBLASTX : Soybean 

End 292 

Score 282 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



End 

Method 

End 

Score 



38959 
80216 
21023 

OJ991112_01.0403.C8.o2.tc 
116 
none 

116. .283, 119. .205, 121. .261 

38959 
80216 
21023 

OJ991112_01.04 03.C8.o3.ts 
521 
none 

521. .721, 578. .718 

38959 
80216 
21023 

OJ991112_01.04 03.C8.o3.tm 
529 
none 

529. .720, 530. .721, 626. .721, 785. .847 



Seq. ID OJ991112_01.0403.C8 
Strand 

21394 

TBLASTX: Cress 
283 
245 



Seq. ID OJ991112_01.0403.C8 
Strand 

21394 

TBLASTX : Soybean 
721 
252 



End 

Method 

End 

Score 



Seq. ID OJ991112_01.0403.C8 
Strand 

21394 

TBLASTX: Maize 
847 
208 



End 

Method 

End 

Score 



38959 
8021.6 
21023 •■ 

OJ991112_01.04 03.C8.o3.tc 

554 
none 



Seq. ID OJ991112__01.0403.C8 
Strand 

End . 21394 

Method TBLASTX : Cress 

End 963 

Score 189 



554. .718, 562. .654, 638. .718, 757. .846, 758. .850, 937. .963 



Seq. No. 38959 

Gene No. 80216 

Start 21023 

Name OJ991112_01 . 0403 . C8 . ol . tc 

Start 964 

GI none 
Exons 



Seq. ID OJ991112_01.0403.C8 
Strand 

End 21394 

Method TBLASTX: Cress 

End 2646 

Score 105 



964. .1056, 965. .1051, 2109. .2183, 2116. .2184, 2117. .2371, 
2118. .2372, 2253. .2381, 2539. .2646, 2552. .2638 



Seq. No. 38959 

Gene No. 80216 

Start 21023 

Name OJ991112__01 . 04 03 . C8 . ol . ts 

Start 991 



Seq. ID OJ991112_01.0403.C8 
Strand 

End 21394 

Method TBLASTX : Soybean 

End 2650 



38691 




GI 


none 




Score 


QQ 






Exons 


991. .1050, 992. .1051, 2109.. 


9 1 Q8 9117 


.2386, 2118. 


.2390, 




2229.-2387,. 2492.. 2650, 2518 


9 fid f> 








Seq. No. 


38959 




Seq. ID 


OJ991112_01. 


0403. 


C8 


Gene No. 


80216 




Strand 








Start 


21023 




FnH 


21394 






Name 


OJ991112 01. 0403. C8. 


ol . tm 




TBLASTX: Maize 




Start 


998 




FnH 


9 6^7 






GI 


none 




Score 


Ofl 

o u 






Exons 


998. .1051, 2118. .2390, 2120. 


9386 9^91 


2637 2522 


. .2629 


Seq. No. 


38959 




Seq. ID 


OJ991112_01. 


0403, 


,C8 


Gene No. 


80216 




Strand 








Start 


21023 




FnH 


91 ^94 






Name 


OJ991112 01. 0403. C8. 


o4 . gs 


Mo 4- Vi /H 








Start 


21023 




FnH 


9 1 ^ Q4 






GI 


none 




Score 








Exons 


' 21023. .21394 












Seq. No. . 


38960 




Seq. ID 


OJ991112_01. 


0403, 


,C9 


Gene No. 


80217 




Strand 


+ 






Start 


106 




FnH 


4 R97 

lot / 






Name 


OJ991112 01. 0403. C9. 


ol . gs 




c F Ki c; p a M 






Start 


106 




T7nH 


4 Q 9 7 

O Z / 






GI 


none 




Score 








Exons 


106. .606, 4721. .4827 










Seq. No. 


38960 




Seq. ID 


OJ991112_01. 


0403, 


,C9 


Gene No. 


80218 




Strand 


+ 






b tart 


11480 




FnH 


12575 






Name 


OJ991112 01. 0403. C9. 


o4 . gp 


Mo +■ Vi H 


AAT/GAP 






Start 


11480 






12575 






GI 


none 




Score 


936 






Exons 


11480. .11838, 12408. 


.12575 










Seq. No. 


38960 




Seq. ID 


OJ991112_01. 


n d n "3 


PQ 


Gene No . 


80219 




Strand 


+ 






Start 


12522 




End 


16003 






Name 


OJ991112 01. 0403. C9. 


o2 . np 


Method 


AAT/NAP 






b tar l 


12509 




End 


15991 






GI 


6522624 - 




Score 


884 






Exons 


12509. .12857, 13694. 


.13839, 


14004. .14111, 14566. .14 


822, 






15139. .15359, 15635. 


.15991 










GI Descrip. 


(AL133298) putative 


protein 


[Arabidopsis thaliana] 






Seq. No. 


38960 




Seq. ID 


OJ991112_01. 


0403 


.C9 


Gene No. 


80219 




Strand 


+ 






Start 


12522 




End 


16003 






Name 


OJ991112 01. 0403. C9. 


o4 . gs 


Method 


GEN SCAN 






Start 


12522 




End 


16003 






GI 


none 




Score 


.91 






Exons 


12522. .12725, 13694. 


.13839, 


14016. . 14111, 14566. . 14 


822, 






15139. .15359, 15635. 


.16003 










Seq. No. 


38960 




Seq. ID 


OJ991112_01 . 


0403 


.C9 


Gene No. 


80219 




Strand 


+ 







38692 




Cf -J v- 4- 

OCait 


12522 




End 


16003 


Name 


OJ991112 01.0403.C9.o5.gp 


Method 


AAT/GAP 




14692 




End 


15882 




none 




Score 


1109 


Exons 


14692. 


,.14822, 15139. .15359, 


15635. . 15882 


oeq . ino . 


38960 




Seq. ID 


OJ991112_01.0403 


bene lnu . 


80220 




Strand 




Start 


5119 




End 


9552 


Name 


OJ991112 01.0403.C9.ol.gp 


Method 


AAT/GAP 


Start 


5119 




End 


6464 


GI 


421 2. 


,R1084 


Score 


2232 


Exons 


5119. . 


, 6464 






GI Descrip. 


'3986110/dbj IBAA34919.il 1. 


Oe-147 (AB012716) heat shock 




.70 cognate [Salix gilgiana] 







Seq. No. 


38960 




Seq. ID 


OJ991112_01.0403.C9. 


Gene No. 


80220 




Strand 




Start 


5119 




End 


9552 


Name 


OJ991112 01.0403.C9.o2. 


gs 


Method 


GENSCAN 


Start 


5451 




End 


9457 


GI 


none 




Score 


.69 


Exons 


5451. .5787, 5808. .7182, 


9241. 


.9457 




Seq. No. 


38960 




Seq. ID 


OJ991112_01.0403.C9 


Gene No. 


80220 




Strand 




Start 


5119 




End 


9552 


Name 


OJ991112 01.0403.C9.ol. 


np 


Method 


AAT/NAP 


Start 


5454 




End 


9454 


GI 


1076746 




Score 


3118 


Exons 


5454. .7182, 9241. .9454 








GI Descrip. 


heat shock protein 70 - 


rice 


(fragment) 


gi | 7 63160 | emb | CAA4 7 94 8 | 



(X67711) heat shock protein 70 [Oryza sativa] 



Seq. No. 38960 Seq. ID OJ991112_01 . 0403 . C9 

Gene No. 80220 Strand 

Start 5119 End 9552 

Name OJ991112_01 . 0403 . C9 . o2 . gp Method. AAT/GAP 

Start 6112 End 6589 

GI uC-osflM202097h09bl Score 906 

Exons 6112.. 6589 

GI Descrip. 1 2642648/gb | AAB97316 | 6.0e-66 (AF033852) cytosolic heat shock 70 
protein; HSC70-3 [Spinacia oleracea] >gi_2660768 (AF034616) 
cytosolic heat shock 70 protein [Spinacia oleracea] >gi_2660770 
(AF034617) cytosolic heat shock 70 protein [Spinacia oleracea] ' 



Seq. No. • 38960 Seq. ID OJ991112J31 . 0403 . C9 

Gene No. 80220 Strand 

Start 5119 End 9552 

Name OJ991112_01 . 0403 . C9 . o3 . gp Method AAT/GAP 

Start 6629 End 9552 

GI 360_6.R1084 Score 1679 

Exons 6629.. 7182, 9241.. 9552 

GI Descrip. 1 107674 6/pir | | S53126 1.0e-108 heat shock protein 70 - rice 

(fragment) >gi_7 63160_emb_CAA47 94 8_ (X67711) heat shock protein 
70 [Oryza sativa] ' 



38693 




Seq. No. 


.38960 








Seq. ID 


OJ991112_01.0403.C9 


Gene No. 


80221 








Strand 




Start 


9770 








End 


11921 


Name 


OJ991112 01 


.0403 


.C9.o3. 


gs 


Method 


GENSCAN 


Start 


ft T T A 

9770 








End 


11921 


GI 


none 








Score 


.72 


Exons 


9770 . . 10093 


, 10145. .10253, 11626. .11921 


Seq. No. 


38960 








Seq. ID 


OJ991112_01.0403.C9 


Gene No. 


80222 








Strand 




Start 


15912 








End 


16534 


Name 


OJ991112 01 


.0403 


.C9.o5. 


tm 


Method 


TBLASTX: Maize 


Start 


6 








End 


225 


GI 


none 








Score 


175 


Exons 


6 . . 224 , 61 . 


.225 










Seq. No. 


38960 








Seq. ID 


OJ991112_01.0403.C9 


Gene No. 


80222 








Strand 




Start 


15912 








End 


16534 


Name 


OJ991112 01 


.0403 


.C9.o2 . 


tc 


Method 


TBLASTX: Cress 


Start 


42 








End 


258 


GI 


none 








Score 


146 


Exons 


42 . . 257 , 61 


. .258 










Seq. No.\ - 


38960 








Seq. ID 


OJ991112_01.0403.C9 


Gene No . 


80222 








Strand 




Start 


15912 








End 


16534 


Name 


OJ991112 01 


. 04 Uo 


. C9 . oz . 


t s 


Method 


TBLASTX : Soybean 


Start 


42 








End 


258 


GI 


none 








Score 


215 


Exons 


/l O OCT C\ 

4z . . Zo 1 , ol 


. .258 










Seq. No. 


38960 








Seq. ID 


OJ991112_01.0403.C9 


Gene No. 


n n i t o 

80222 








Strand 




Start 


' 15912 








End 


16534 


Name 


OJ991112_01 


.0403 


.C9.ol. 


tc 


Method 


TBLASTX: Cress 


■Start 


cone 
5395 








End 


9446 


GI 


none 








Score 


281 


Exons 


5395 . .5481, 


5491 


. .5520, 


5520. 


.5774, 5521. .5781, 5544. .5783, 




554 5 . . 5781 , 


5771 


. .7183, 


5849. 


.7183, 5868. .7184, 9240. .9431, 




rtO /I O C\ A A C 

. .9445, 


9243 


. . 9446 








Seq. No. 


38960 








Seq. ID 


OJ991112_01.0403.C9 


Gene No. 


80222 








Strand 




Start 


15912 








End 


16534 


Name 


OJ991112_01 


.0403 


.C9.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


54 37 








End 


9461 


GI 


none 








Score 


41 \ ; • 


Exons • 


5437 . .5481, 


5451 


. .5510, 


5494. 


.5766, 5525. .5767, 5544. .5783, 




554 5 . . 5781, 


5755 


. .6072, 


5771. 


.7183, 5782. .5808, 5851. .6078, 




5868 . . 7184 , 


6972 


. .7199, 


9231. 


.9461, 9240. .9458, 9242. .9460 


Seq. No. 


38960 








Seq. ID 


OJ991112_01.0403.C9 


Gene No. 


80222 








Strand 




Start 


15912 








End 


16534 


Name 


OJ991112 01 


.0403 


.C9.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


5461 








End 


9445 



38694 



GI 


none 






Score 


254 






Exons 


5461 . . 


.5499, 5475. 


.bill, 5491 


..5781, 5544. .5783, 


5545. .5781, 




5693. , 


.5902, 5771. 


.-7183, 5851 


..6078, 6054. .7184, 


9231. .9443, 




9242. . 


.9445 












Seq. No. 


38960 






Seq. ID 


OJ991112 


01 . 0403 . 


C9 


Gene No. 


80222 






Strand 








Start 


15912 






End 


16534 






Name 


OJ991112 01.0403. 


C9 . ol . tm 


Method 


TBLASTX: 


Maize 




Start 


5493 






End 


9446 






GI 


none 






Score 


35 






Exons 


5493. . 


,5519, 5524. 


.5766, 5525 


..5767, 5544. .5783, 


5545 . . 57 


r 81, 




5771. , 


.7183, 5857. 


.6078, 5868 


..7184, 9231. .9446, 


9242 . .94 


:45 


Seq. No. 


38960 






Seq. ID 


OJ991112 


JD1.0403. 


C9 


Gene No. 


80222 






Strand 








Start 


15912 






End 


16534 






Name 


OJ991112 01.0403. 


C9.o4 . tm 


Method 


TBLASTX : 


Maize 




Start 


12458 






End 


14114 






GI 


none 






Score 


50 






Exons 


12458. 


,.12508, 124 


:81. .12621, 


12485. .12838, 12521 


. . 12853, 






12570. 


,.12857, 13687. .13767, 


13688. .13768, 13706 


. . 13768, 






13782. 


,.13838, 13783. .13839, 


14002. .14112, 14017 


. .14112, 




- 


14018. 


,.14113, 14019. .14114 










Seq. No. 


38960 






Seq. ID 


OJ991112 


_01 . 0403 . 


C9 


Gene No. 


80222 






Strand 








Start 


15912 






End 


16534 






Name 


OJ991112 01.0403. 


C9.o3.ts 


Method 


TBLASTX: 


Soybean 




Start 


12579 






End 


12863 






GI 


none 






Score 


216 






Exons 


12579. 


.12863, 12692.. 12862 










Seq. No. 


38960 






Seq. ID 


OJ991112 


_01 . 0403 . 


C9 


Gene No. 


80222 






Strand 








Start 


15912 






End 


16534 






Name 


OJ991112 01.0403. 


C9.-o4 .ts 


Method 


TBLASTX: 


Soybean 




Start 


14564 






End 


14821 






GI 


none 






Score 


168 






Exons 


14564. 


.14719, 14568. .14729, 


14568. . 14660, 14611 


. .14721, 






14720. 


, .14821 












Seq. No. 


38960 






Seq. ID 


OJ991112 


01 . 0403 . 


C9 


Gene No. 


80222 






Strand 








Start 


15912 






End 


16534 






Name 


OJ991112 01.0403. 


C9.o3. tm 


Method 


TBLASTX: 


Maize 




Start 


14576 






. End 


15233 






GI 


none 






Score 


389 






Exons 


14576. 


.14821, 14608. .14820, 


15138. .15233, 15138 


. . 15233 




Seq. No. 


38960 






Seq. ID 


OJ991112 


_01.0403. 


C9 


Gene No. 


80222 






Strand 








Start 


15912 






End 


16534 






Name 


OJ991112 01.0403. 


C9.o2.tm 


Method 


TBLASTX: 


Maize 




Start 


15236 






End 


16003 






GI 


none 






Score 


72 






Exons 


15236. 


.15307, 15242. .15361, 


15243. .15362, 15631 


. .15981, 





38695 



15632. .16003, 15635.. 15997 



Seq. No. 38960 Seq. ID 

Gene No. 80222 Strand 

Start 15912 End 

Name OJ9911 12_01 . 04 03 . C9 . 06 . gp Method 

Start 15912 End 

GI none Score 

Exons 15912. .16534 



OJ991112_01.0403.C9 

16534 
AAT/GAP 
16534 
1196 



Seq. No. 38961 Seq. ID 

Gene No. 80223 . Strand 

Start 77 End 

Name OJ991112_01 . 04 03 . C10 . ol . gs Method 

Start 77 End 

GI none Score 

Exons 77.. 245, 445.. 602, 625.. 681, 2340.. 2847 



OJ991112_01. 0403. C10 
+ 

3215 
GENSCAN 
2847 
.79 



Seq. No. • 38961 

Gene No. 80223 

Start 77 

Name • OJ991112_01 . 0403 . C10 . ol . gp 

Start 450 

GI LIB34 34-02 9-P1-K1-D7 

Exons 450.. 681, 2051.. 2140, 2340. 

GI Descrip. '2895760 2.0e-15 (AF045246) 



Seq. ID 
Strand 
End 

Method 
End 
Score 
2511 

universal minicircle sequence 
binding protein [Crithidia fasciculata] >gi_2895761 (AF045246) 
universal minicircle sequence binding protein [Crithidia 
fasciculata] ? 



OJ991112__01. 0403. C10 
+ 

3215 
AAT/GAP 
2511 
921 



Seq. No. 38961 
Gene No. 80223 
Start 77 

Name OJ991 112_01 . 0403 . C10 . ol . np 

Start 2005 
GI 543908 

Exons 2005.. 2097, 2354 252 6, . 2632'. 

GI Descrip. - CELLULAR NUCLEIC ACID BINDING 
gi|254734|bbs|112403 (S45038) 
protein homolog=byr3 [Schizosa 
aa] [Schizosaccharomyces pombe 
(Z69725) cellular nucleic acid 
[Schizosaccharomyces pombe] 



Seq. ID 
Strand 
End 

Method 
End 
Score 
2827, 



OJ991112_ 
+ 

3215 
AAT/NAP 
3215 
187 
3151. .3215 



01. 0403. C10 



PROTEIN HOMOLOG 
cellular nucleic acid binding 
ccharomyces pombe, Peptide, 17 9 
] gi|1204164 | emb | CAA93542 . 1 | 
binding protein homolog 



Seq. No. 


38961 










Seq. ID 


OJ991112 


Gene No. 


80224 










Strand 


+ 


Start 


26848 










End 


27408 


Name 


OJ991112 01 


0403 


C10 


o7 


.gs 


Method 


GENSCAN 


Start 


26848 










End 


27408 


GI 


none 










Score 


.78 


Exons 


26848. .2740£ 














Seq. No. 


38961 










Seq. ID 


OJ991112 


Gene No. 


80225 










Strand 


+ 


Start 


33741 










End 


34792 


Name 


OJ991112 01 


0403 


C10 


o9 


.np 


Method 


AAT/NAP 


Start 


33741 










End 


34792 



38696 



GI 6907086 Score 1069 

Exons 33741. .34491, 34551.. 34792 

GI Descrip. (AP001129) hypothetical protein [Oryza sativa] 





Con Mo 


38961 


Seq. ID 


OJ991112_01. 0403. C10 




bene ino . 


80226 


Strand 






OtdlL 


4306 


End 


6455 




Name 


OJ991112 01.0403.C10.o2.gp 


Method 


AAT/GAP 




O Lci£. l_ 


4251 


End 


4583 




PT 
(jl 


LIB34 75-012-P1-K1-D2 


Score 


382 




Exons 


4251. .4456, 4546. .4583 








GI Descrip. 


, 1419370/emb|CAA66311| 2.0e-19 (X97726) actin depolymerizing 






factor [Zea mays] 1 








064 . IN U . 


OO y 01 


oeq . x u 


pitqqiii9 n 1 n/im pi n 






Q no 9 £ 


0 Liana 










r nr i 

Hjna 


04 D D 




Name 


uuyyiiiz u 1 . U4 u J . 01 u . oz . gs 


Method 


P TT KT C P A M 






4 0 u 0 


Hjna. 


£ /l ^ ^ 
D 4 D 0 




pt 


none 


Score 


A Q 
. 4 0 




Exons 


4306. .4456, 4546. .4811, 6453. 


. 6455 






oeq . iNo . 


jo y d x 


beg . x u 


PTQQ1119 ni n/in*3 pin 
uuyyxiiz ui.U4UJ.oiu 




bene ino . 


q n 9 9 £ 

O UZZ D 


Strand . 






C -I- -1 r-+- 




bna 


O 4 O 3 


f n 


Name 


ptqqiii9 m n/in^ pi n r-»r\ 
ujyyiiiz ui . U4 u j . uiu . 04 . np 


Method 


7\ 7\ m /\iT\n 

/ NAr 


r 1 s 


OLdX U 




bna 


4 0 1 4 




PT 
oX 


7/1/11 /l /I Q 
/ 4 4 X 41 4 y 


Score 


J j1 


?_ 


Exons 


4 JU y . . 4 4 0 O f ■ 4 04 O . . ft O J. 4 






I : I 


GI Descrip. 


actin-depolymerizing factor 3 


- maize 


gi | 1419370 | emb | CAA66311 






(X97726) actin depolymerizing 


factor 


[Zea mays] 


ri 1 


Qanr KT r\ 
0 e CJ . IN O . 


38961 


Seq. ID 


n tqqi 1 i 0 ni /""in 

ujyyinz ui.u4uj.ciu 


E 


bene ino . 


80227 


Strand 






C!+- a v-f- 


7072 


End 


/ oU J 




Name 


OJ991112 01.0403.C10.o3.gs 


Method 


/-t T71 XT O Z" 1 7\ M 

GENSCAN 






7072 


End 


n a q 0 
/ DO 0 


b ~^ 


GI 


none 


Score 


. y4 


r "3 


Exons 


7072. .7521, 7686. .7688 








oeq. in 0 . 


38961 


Seq. ID 


OJ991112JD1. 0403. C10 




P an£\ KI 

bene ino . 


80227 


Strand 






O uclX C 


7072 


End 


7803 




Name 


OJ991112 01.0403.C10.o5.np 


Method 


AAT/NAP 




Of a r +- 
0 Lai T_ 


7075 


End 


7524 




P T 
bX 


1381154 


Score 


4 68 




R x 0 n ^ 


7075. .7524 








GI Descrip. 


(U58278) WCOR719 [Triticum aestivum] 






Seq. No. 


38961 


Seq. ID 


OJ991112_01 . 04 03. C10 




Gene No. 


80227 


Strand 






Start 


7072 


End 


7803 




Name 


OJ991112 01.0403.C10.o3.gp 


Method 


AAT/GAP 




Start 


7205 - ' 


End 


7803 




GI 


27465 1.R1084 


Score 


789 




Exons 


7205. .7521, 7686. .7803 








GI Descrip. 


'1381154 8.0e-28 (U58278) WCOR719 [Triticum aestivum] ' 



38697 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38961 Seq. ID 

80228 Strand 

10012 " End 
OJ991 112_01. 0403. C10. o4 . gs Method 

10012 End 

none Score 
10012.. 10446 



OJ991112_01. 0403. C10 

104^46 
GENSCAN 
10446 
1 



OJ991112 01. 0403. C10 



38961 Seq. ID 

80229 Strand 
13502 End 18648 

OJ991112_01. 0403. C10. o6.np Method AAT/NAP 
12427 End 13966 

1418325 Score 161 

12427. .12485, 13597 13718, 13752. .13966 
(X98674) zinc finger protein [Arabidopsis thaliana] 
gi | 1418337 | emb | CAA67231 | (X98673) zinc finger protein 
[Arabidopsis thaliana] 



38961 
80229 
13502 

OJ991112_01. 0403. C10. o5.gs 

13502 

none 

13502. . 14028, 14 967 .. 15078 , 
18477. .18648 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991112_01. 0403. C10 

18648 
GENSCAN 
18648 
.73 



15250. .15300, 15403. .15518, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



38961 Seq. ID OJ991112_01 . 0403 . C10 

80229 Strand 

13502 End 18648 

OJ991112_01. 0403. C10. o4 .gp Method AAT/GAP 

16903 End 17060 

533_1.R1084 Score 146 

16903. . 16986, 17009. .17060 . 

1 113172/sp| P15543 |ACP3_HORW ; 9.0e-52 ACYL CARRIER PROTEIN III 

PRECURSOR (ACP III) >gi_100561_pir S17928 acyl carrier protein 

3 - barley >gi_166971 (M58754) acyl carrier protein III [Hordeum 
vulgare] 1 



38961 
80230 
19149 . 
OJ991112_ 
19149 
uC-osflM2 
19149. . 19 
' 1168609/ 
AXR1 >gi 
Arabidops 
enzyme El 
Arabidops 
>gi__44875 
[Arabidop 



01.0403.C10.o5.gp 



02056h06al 
407, 19491. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991112_01. 0403. C10 

26020 
AAT/GAP 
19631 
751 



19631 



sp| P4274 4 | AXR1_ARATH 9.0e-13 AUXIN-RESISTANCE PROTEIN 

479664_pir S35071 auxin-resistance protein AXR1 - 

is thaliana >gi_304104 (L13922) ubiquitin-activating 

[Arabidopsis thaliana] >gi_2388579 (AC000098) Match to 
is AXR1 (gb_ATHAXR1122) . [Arabidopsis thaliana] 

5_prf 1917337A ubiquitin-activating enzyme El 

sis thai 1 



Seq. No. 



38961 



Seq. ID OJ991112_01. 0403. C10 



38698 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



80230 Strand 

19149 End . 26020 

OJ991 1 12_01 . 04 03 . CIO . 06 . gs Method GEN SCAN 

19324 End 26020 

none Score .7 

19324 . .19407, 194 91 19671, 19763 19846, 20327 204 12", 

20836. .20998, 21112 21185, 22348.-224 36, 23028 23121 , 

23218. .23368, 234 69 23548 , 23739.-23849, 24 158 24 365 , 

25218. .25380, 25996.. 26020 



: Li 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



38961 
80230 
19149 

OJ991112_01.0403. 

19327 

1168609 

19327. .19407, 194 
20836. .20998, 211 
23218. .23368, 234 
24417. .24589, 252 
AUXIN-RESISTANCE 
auxin-resistance 
gi | 304104 |gb|AAB5 
[Arabidopsis thai 
Match to Arabidop 
thaliana] gi|4487 
[Arabidopsis tha 



C10.o7.np 



91. 
12. 
69. 
18. 



19671, 
21185, 
23548, 
25295 



Seq. ID OJ991112JD1. 0403. C10 
Strand 

End 26020 

Method AAT/NAP 

End 25295 

Score 1508 
19763. .19846, 20327 .. 204 12 , 
22348. .22436, 23028 .. 23121 , 
23739. .23849, 24 158 .. 24 321 , 



El 



PROTEIN AXR1 gi | 4 7 9664 | pir | | S35071 
protein AXR1 - Arabidopsis thaliana 
9348.11 (L13922) ubiquitin-activat ing enzyme 
iana] gi | 238857 9 | gb | AAB714 60 . 1 | (AC000098) 
sis AXR1 (gb | ATHAXR1122 ) . [Arabidopsis 
55 | prf | | 1917337A ubiquitin-activating enzyme El 



38961 
80230 
19149 

OJ991112JU. 0403. C10. o6.gp 
19767 

LIB3434-056-P1-K1-G9 



OJ991112 01. 0403. C10 



Seq. ID 
Strand 

End 26020 
Method AAT/GAP 
End 21152 
Score 644 

19767. .19846, 20327 .. 20412, 20836 .. 20998 , 21112. .21152 
'1168609/ sp | P4 2744 | AXR1__ARATH 2.0e-39 AUXIN-RESISTANCE PROTEIN 

AXR1 >gi_479664_pir S35071/auxin-resistance protein AXR1 - 

Arabidopsis thaliana >gi_304104 , (L13922) ubiquitin-activating 
enzyme El [Arabidopsis thaliana] >gi_2388579 (AC000098) Match to 
Arabidopsis AXR1 (gb_ATHAXR1122 ) . [Arabidopsis thaliana] 

>gi_448755_prf 1917337A ubiquitin-activating enzyme El 

[Arabidopsis tha 1 



38961 
80230 
19149 

OJ991112_01.04 03.C10.o7.gp 
23806 

24813_1.R1084 
23806. .23849, 24158, 



OJ991112 01. 0403. C10 



Seq. ID _ 
Strand 

End 26020 
Method AAT/GAP 
End 25390 
Score 1020 
.24321, 24417. .24589, 25218.. 25390 
T 1 1 68 60 9/ sp | P4 27 4 4 | AXR1__ARATH 4.0e-43 AUXIN-RESISTANCE PROTEIN 

AXR1 >gi_479664_pir S35071 auxin-resistance protein AXR1 - 

Arabidopsis thaliana >gi_304104 (L13922) ubiquitin-activating 
enzyme El [Arabidopsis thaliana] >gi_2388579 (AC000098) Match to 
Arabidopsis AXR1 (gb_ATHAXR1122 ) . [Arabidopsis thaliana] 

>gi_448755_prf 1917337A ubiquitin-activating enzyme El 

[Arabidopsis thaliana] ' 



38699 




Seq. No. 


38961 










Seq. 


ID OJ991112 


01. 0403. C10 


Gene No. 


80231 










Strand 






Start 


27781 










End 


31158 






Name 


OJ991112 01 




. CIU . 01 


. ts 


Method TBLASTX : 


Soybean 


Start 


2043 










End 


2850 






GI 


none 










Score 


139 






Exons 


2043. 


.2141, 


9 0 A Q 
Z U 4 V 


910 9 


9 0 ^fl 


.2141, 


2058. .2141, 


2058. 


.2141, 




2060. 


.2140, 


2061 


. .2141, 


2340. 


.2468, 


2341. .2505, 


2341. 


.2472, 




2341. 


.2481, 


2365 


. .2505, 


2365. 


.2415, 


2371. .2502, 


2394. 


-.2501, 




2428. 


.2478, 


2481 


. .2687, 


2482. 


.2688, 


2485. .2610, 


2490. 


.2657, 




2493. 


.2645, 


2493 


. .2606, 


2494 . 


.2538, 


2494. .2652, 


2494. 


.2652, 




2497. 


.2748, 


2539 


. .2652, 


2552. 


.2638, 


2554 . .2595, 


2554. 


.2595, 




2587. 


.2667, 


2608 


. .2652, 


2683. 


.2751, 


2695. .2805, 


2707. 


.2811, 




2707. 


.2820, 


2707 


. .2811, 


2707. 


.2838, 


2757. .2849, 


2758. 


.2850 





Seq. No. 


38961 










Seq. ID OJyyillz 


01. 0403. C10 




Gene No. 


80231 










Strand 








Start 


27781 










End 31158 








Name 


OJ991112 01 


.0403 


.ClO.ol 


.tm 


Method TBLASTX: 


Maize 






Start 


2048 










End 2820 








GI 


none 










Score 141 








Exons 


2048. 


.2143, 


2049 


. .2141, 


2049. 


.2129, 2058. .2141, 


2058. 


.2141, 






2058. 


.2141, 


2061 


. .2141, 


2341. 


.2505, 2341. .2430, 


2341. 


.2490, 






2341. 


.2481, 


2342 


.2473, 


2343. 


.2489, 2365. .2478, 


2371. 


.2502, 






2374. 


.2472, 


2422 


.2502, 


2476. 


.2811, 248S..2652, 


2490. 


.2813, 






2493. 


.2642, 


2494 


. .2553, 


2496. 


-2651, 2497. .2667, 


2551. 


.2667, 






2620. 


.2820, 


2695 


. .2805, 


2707. 


.2814, 2707. .2805 








Seq. No. 


38961 










Seq. ID OJ991112 


01. 0403. C10 




Gene No. 


80231 










Strand 








Start 


27781 










End 31158 








Name 


OJ991112 01 


.0403 


C10.o2 


. tm 


Method TBLASTX: 


Maize 






Start 


4098 










End 7522 








GI 


none 










Score 39 








Exons 


4098. 


.4172, 


4158 


.4193, 


4200. 


.4232, 4200. .4226, 


4244. 


.4264, 






4303. 


.4458, 


4303 


.. 4455, 


4526. 


.4744, 4534 . .4776, 


4545. 


.4811, 






4545. 


.4811, 


4546 


.4812, 


7084. 


.7248, 7124 . .7246, 


7'291. 


.7521, 






7304. 


.7522 















Seq. No. 38961 
Gene No. 80231 
Start 27781 

Name OJ991112_01 . 0403 . C10 . ol 

Start 4151 
GI none 

Exons 4151. .4198, 4293.-4457, 

4544. .4693, 4545. .4697, 
4711. .4821, 4723. .4812, 
7124. .7252, 7291. .7410, 



Seq. ID OJ991112_01. 0403. C10 
Strand 

End 31158 
tw Method TBLASTX : Wheat 

End 7522 

Score 47 
4306. .4458, 4315. .4455, 4338. .4457, 
4545. .4700, 4549. .4701, 4689. .4811, 
7073. .7201, 7084. .7176, 7084.. 7251, 
7301. .7426, 7399. .7521, 7460.. 7522 



Seq. No. 38961 Seq. ID 

Gene No. 80231 Strand 

Start 27781 End 

Name OJ991112_01 . 0403 .C10 . o2 . tc Method 

Start 4290 End 

GI none Score 



OJ991112_01. 0403. C10 
31158 

TBLASTX: Cress 

7581 

59 



38700 



Exons 



4290. .4448, 4292. .4441, 4306. 
4544. .4621, 4545. .4817, 4546. 
7072. .7251, 7145. .7252, 7291. 



.4455, 4321. .4458, 4543. .4623, 
.4818, 4721. .4822, 6960. .6980, 
.7581, 7304. .7429, 7463. .7513 



Seq. No. 38961 

Gene No. 80231 

Start 27781 

Name OJ991112_01 . 04 03 . CIO . o3 . ts 

Start 4291 

GI none 

Exons 4291.. 4455, 4306.. 4461, 4545. 

7066. .7248, 7124. .7246, 7291. 



Seq. ID OJ991112_01. 0403. C10 
■Strand 

End 31158 

Method TBLASTX : Soybean 

End 7557 

Score 111 

.4799, 4545. .4811, 4561. .4812, 
.7557, 7304.. 7522 



Seq. No. 38961 Seq. ID 

Gene No. 80231 Strand 

Start 27781 End 

Name O J9 9 1 1 1 2_0 1.0403. C10. o5 . tm Method 

Start 10082 End 

GI none Score 
Exons 



OJ991112_01. 0403. C10 
31158 

TBLASTX: Maize 

27255 

130 



10082. .10183, 10087. .10197, 1024 9. .10317, 10268. .10321, 
13613. .13690, 13614. .13685, 13772. .13858, 13963. .14 013, 
26985. .27068, 26989 .. 27069, 27163 .. 27255 , 27189.. 27254 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38961 
80231 
27781 

OJ991112_01.04 03.C10.o4 .tc 
10087 



none 
10087. 
13784. 
27169. 



Seq. ID OJ991112__01. 0403. C10 
Strand 

End 31158 
Method TBLASTX: Cress 
End 27255 
Score 139 

.10152, 10249. .10314, 13610 .. 13723, 13616 .. 13738 , 
,13855, 13784. .13846, 26878 .. 27069, 2 6991 .. 27065 , 
.27255 



%2$ 

Id 



Seq. No. 38961 

Gene No. 80231 

Start 27781 

Name OJ991112_01 . 04 03 . C10 . o7 . ts 

Start 10087 

GI none 

Exons 10087 
13619 



OJ991112 01. 0403. C10 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

10179, 10091. .10174, 10249. .10314, 10268. .10324, 
13690, 13772. .13852, 26914 .. 27069, 26980 .. 27060, 



31158 

TBLASTX : Soybean 

27354 

69 



26982. .27065, 27175 .. 27354 , 27178 .. 27291, 27189.. 27260 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38961 
80231 
27781 

OJ991112__01, 
19224 
none 
19224 . 
19321. 
19765. 
20330. 
21109. 
21112. 
23025. 
23213. 



0403. C10. o4.tm 



, 19286, 
. 19428, 
, 19848, 
,20413, 
.21186, 
,21192, 
,23123, 
,23368, 



19228. 
19488. 
19767. 
20830. 
21110. 
22320. 
23032. 
23218. 



19272, 
19679, 
19832, 
20997, 
21190, 
22430, 
23112, 
23370, 



Seq. ID OJ991112_01. 0403. C10 
Strand 

End 31158 

Method TBLASTX : Mai ze 

End 24603 

Score ' 4 9 
19295. . 194 08, 19312. .19431, 
1948 9. .19674, 19526. .19678, 
20329. .20406, 20329 .. 20406, 
20834 . .20998, 2084 1 .. 21005, 
21110. .21187, 21111. .21224, 
22340. .22441, 23015 .. 23062 , 
23182. .23367, 23207 .. 23368 , 
23466.-23549, 234 68 .. 23551 , 



38701 






2 34 69 . 


. 2 Jo4 9, 


2 J / 2o . 


O O. O C A 

. 2 Jo oU , 


23739. .23852, 23764 


O O Q *7 1 

. . 2 Jo / 1 , 




O A 1 o c 

2 4 123 . 


. 2 4 JU / , 


24 loo . 


. 24 J22 , 


24162. .24320, 24163 


O A Q 0 1 

. . 24 J2 1 , 




0 A A 1 O 


0 A cm 

. 24 DUO, 


2 4 4 10. 


. 2 4 o y2 , 


24501. .24596 




Seq. No. 


O O A £ T 

Jo 961 








. Seq. ID 


OJ991112 


A 1 A A A "3 
Ul . U4 U J 


Gene No. 


O A O "3 T 

802 Jl 








Strand 






Start 


27781 








End 


31158 




Name 


OJ9911 


no a i a 
12 01.0 


4 03 . C10 


. o3 . tc 


Method 


TBLASTX: 


Cress 


Start 


i mo ^ 

19324 








End 


24592 




GI 


none 








Score 


84 




Exons 


19324. 


.19431, 


19325. 


.19408, 


19488. .19679, 19489 


. .19680, 




19765. 


.19848, 


19777. 


.19842, 


20329. .20409, 20330 


. .20407, 




o a o o o 
2Uo 33 . 


.2094 6, 


2Uo J / . 


O A O 1 O 

. 2Uo / 2 , 


20893. .20964, 20956 


. . 2uy y / , 




o a a c i 
2U90 / . 


. 2 09o 9, 


O 1 1 1 1 
21111. 


.21212, 


21112. .21186, 23032 


OT1 OT 

. . 2 J1U J, 




23034 . 


o o a a a 

. 23090, 


O O O 1 A 

23210 . 


. 23326, 


23218. .23325, 23471 


O "D C C 1 

. . 2 Jool , 




234 /2 . 


O O C £ /I 

. 2 Jo 64 , 


OOT3Q 

23 / 39 . 


. 2 Jo 02 , 


24155. .24322, 24156 


O /I o o O 

. . 24 J2 J , 




O /I /I 1 Q 

24 4 1 o . 


0 A C. Q 1 

. 2 4 3 y 1 , 


O A A QH 

2 4 4 y / . 


. 24 0 y2 








Seq. No. 


38961 








Seq. ID 


OJ991112 


JD1.0403 


Gene No. 


80231 








Strand 






Start 


O *7 *7 O 1 

2 / / o 1 








End 


31158 




Name 


OJ 9911 


to a i a 

12 01.0 


4 03 . C10 


. 06 . tS 


Method 


TBLASTX: 


Soybean 


Start 


i a yi o o 

194 8o 








End 


19848 




GI 


none 








Score 


170 




Exons 


1 O A Q O 

1 94 o o . 


. i yo / y , 


i y4 o y . 


. i y bo u , 


19765. .198 


48, 19768 


1 Q Q A Q 

. . i y o 4 o 


Seq. No. 


38 961 








Seq. ID 


OJ991112 


A 1 A A A O 
U 1 . U4 U J 


Gene No. 


80231 








Strand 






Start 


27781 








End 


31158 




Name 


ATQQ1 1 

vjj y y n 


i o a i a 
12 Ul . U 


4 U J . LIU 


. Oo . £ S 


Method 


TBLASTX: 


Soybean 


Start 


o a d c o 

20353 








End 


21159 




GI 


none 








Score 


66 




Exons 


O A O C O 

2U3o J . 


.20409, 


o a o /- a 
20360 . 


O A A T O 

.20413, 


20833. .20994, 20834 


O A A A O 

. . 2uy y2 , 




O 1 1 1 1 


01 1 CO 

. 2 1 loo , 


21112 . 


01 1 CO 

. 2 1 ioy 








Seq. No. 


o o a £ t 
Jo 961 








Seq. ID 


OJ991112 


A 1 A A A *3 
. U 1 . U4 U J 


Gene No. 


80231 








Strand 






Start 


27781 








End 


31158 




Name 


OJ9911 


12_0l'."0 


403. CIO 


.o2. tw 


Method 


TBLASTX: 


Wheat 


Start 


2 Uo J J 








End 


22436 




GI 


none 








Score 


215 




Exons 


2Uo J J . 


o a a m 
. 2099 / , 


O A O "3 A 

2Uo J4 . 


O A A A O 

.2099b/ 


20834. .210 


10, 20835 


O 1 A 1 1 

. . 2 1U1 1 , 




o i i a a 
2 1 11) 9 . 


. 2 1 lo 6, 


O 1 1 1 A 

2 1 1 1U . 


O 1 1 O *7 

. 2 1 lo / , 


21111. .212 


24, 21112 


01 1 QO 

. .21192, 




o o oo a 
22 J2U . 


O O /l O *7 

.2242 / , 


o o o yi a 
2234 0. 


.22429, 


22347. .224 


36 




Seq. No. 


o o a i 

38 961 








Seq. ID 


OJ991112 


AT A A A *D 
Ul . U4 U J 


Gene No. 


80231 








Strand 






Start 


27781 








End 


31158 




Name 


A7QQ1 1 

oj y y 1 1 


12 U 1 . U 


a a "3 1 n 
4 U3 . C1U 


. OO . ts 


Method 


TBLASTX: 


Soybean 


Start 


23216 








End 


23834 




GI 


none 








Score 


127 




Exons 


23216. 


.23371, 


23218. 


.23370, 


23439. .235 


64, 23468 


. .23551, 




23737. 


.23829, 


23739. 


.23834 








Seq. No.' 


38961 








Seq. ID 


OJ991112 


_01.0403 


Gene No. 


80231 








Strand 






Start 


27781 








End 


31158 





387 



02 



Name 

Start 

GI 

Exons 



OJ991112JD1 . 0403 . CIO . o4 . ts Method TBLASTX : Soybean 

24153 End 24592 

none Score 156 

24153. .24326, 24164 24322, 24165 .. 24326, 24418 .. 24591, 

24419. .24592, 24422. .24592 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



38961 
80231 
27781 
OJ991112 
27781 
1907_2 
27781. 
29033. 
31011. 



_01. 0403. C10. o8.gp 



R1084 

28159, 28230. 
29098, 29184. 
31158 

•5669640/gbiAAD46405 
ethylene-responsive 
esculentum] 1 



28322, 
29284, 



Seq. ID OJ991112_01. 0403. C10 
Strand 

End 31158 

Method AAT/GAP 

End 31158 

Score 2034 
28468. .28530, 2884 7 .. 2894 4 , 
29370. .29442,- 30833 .. 30929, 



1|AF096249_1 1.0e-82 (AF096249) 
small GTP-binding protein [Lycopersicon 





Seq. No. 


38961 






Seq. ID 


OJ991112 


01.0403 




Gene No. 


80231 






Strand 








Start 


27781 






End 


31158 






Name 


OJ991112 01. 0403. C10 


. o3 . tm 


Method 


TBLASTX:! 


Maize 




Start 


27909 






End 


30905 




% :=? 


GI 


none 






Score 


40 




r n 


Exons 


27909 


..27953, 27942. 


.28061, 


27944. .28060, 28083 


. .28106, 


ri! 




28105 


..28161, 28112. 


.28165, 


28219. .28335, 28230 


. .28322, 


r =; 




28468 


..28533, 28469. 


.28531, 


28833. .28943, 28846 


. .28944, 






28847 


..28945, 28847. 


.28948, 


29017. .29100, 29028 


. .29108, 


: i : 




29055 


..29114, 29176. 


.29283, 


29186. .29284, 29356 


. .29436, 


w 




29361 


..29447, 29369. 


.29446, 


30831. .30905 






Seq. No. 


38961 






Seq. ID 


OJ991112 


_01.0403 




Gene No. 


80231 






Strand 








Start 


27781 






End 


31158 






Name 


OJ991112 01. 0403. C10 


. 08 . gs 


Method 


GENSCAN 






Start 


28082 






End 


30905 






GI 


none 






Score 


.69 






Exons 


28082 


..28159, 28230. 


.28322, 


28468. .28530, 28847 


. .28944, 






29184 


..29284, 29370. 


.29406, 


30833. .30905 






Seq. No. 


38961 






Seq. ID 


OJ991112 


_01.0403 




Gene No. 


80231 






Strand 








Start 


27781 






End 


31158 






Name 


OJ991112 01. 0403. C10 


. 08 ,np 


Method 


AAT/NAP 






Start 


28085 






End 


30905 






GI 


2808638 




Score 


780 






Exons 


28085 


..28159, 28230. 


.28322, 


28468. .28 


530," 28847 


. .28944, 






29033 


..29098, 29184. 


.29284, 


29370. .29442, 30833 


. .30905 




GI Descrip. 


(AJ00: 


1367) small GTP 


-binding protein 


[Daucus carota] 




Seq. No. 


38961 






Seq. ID 


OJ991112 


_01.0403 




Gene No. 


80231 






Strand 








Start 


27781 






End 


31158 






Name 


OJ991: 


112_01. 0403. C10 


.ol.tc 


Method 


TBLASTX : i 


Cress 




Start 


28219 






End 


29448 






GI 


none 






Score 


125 





38703 



Exons 



Seq. No. 

Gene. No. 

Start 

Name 

Start 

GI 

Exons 



28219. .28335, 28230 .. 28322 , 284 68 28533, 28469. . 28531, 

28470. .28535, 28836.-28943, 28836 2894 6, 28838.-28945, 

28847..28948, 28 968 .. 29099, 28981 29100, 29020'. . 29097, 

29028 . .29108, 29176. .29283, 29184 29282, 29186. . 29284, 

29361. .29447, 29369.-29446, 29371. .29448 



Seq. ID OJ991112_01. 0403. CIO 
Strand 

End 31158 
Method TBLASTX : Soybean 
End 30905 
Score 130 

,28948, 28845.-28943, 28981 .. 29100, 2 9028 .. 29108 , 
,29283, 29186. .29284, 29361 .. 29447, 2 9369 294 4 6, 
,30905 



38961 
80231 
27781 

OJ991112_01. 0403. C10. o2.ts 
28844 
none 
28844 . 
29176. 
30831. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38961 
80231 
27781 

OJ991112_01. 0403. C10. o3.tw 
28844 



OJ991112 01. 0403. C10 



none 
288.44 . 
29176, 
29369. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

,28948, 28845. .28910, 29010 .. 29108, 29032 .. 29088, 
,29283, 29185. .29292, 29190 .. 29285, 2 9361 294 4 4 , 
,29446 



31158 

TBLASTX: Wheat 

29446 

49 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ991112_01.0403.C12 



38962 

80232 Strand + 

57 End 1556 

OJ991112_01 . 0403 . C12 . ol . gs Method GENSCAN 

57 End 1556 

none Score . 67 

57. .14 8, 275. .1090, 1274. .1406, 1501. .1556 



38963 Seq. ID 

80233 Strand 

1 End 

OJ991112_01. 0403.C13.ol.np Method 

1 End 

7485405 Score 
1. .442 

hypothetical protein F12L6.10 - Arabidopsis thaliana 
gi|3355473|gb|AAC27835.1| (AC004218) hypothetical protein 
[Arabidopsis thaliana] 



OJ991112_01.0403.C13 
+ 

451 . 
AAT/NAP 
442 
120 



38963 Seq. ID 

80233 Strand 

1 End 
OJ991112_01.04 03.C13.ol.gs Method 

7 2 End 

none Score 
72. .451 



OJ991112_01.0403.C13 
+ 

451 

GENSCAN 

451 

.79 



Seq. No. 38963 Seq. ID 

Gene No. 80234 Strand 

Start 416 End 

Name OJ991112_01 . 04 03 . C13 . ol . gp Method 



OJ991112_01.0403.C13 
+ 

892 

AAT/GAP 



38704 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

.Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



416 
none 

416. .892 



End 
Score 



892 
927 



38963 
80235 
2286 

OJ991112_01.04 03.C13.o2. 
2230 

67191_1.R1084 
.2230. .2382, 2480. .2641, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.2899 

, 0e-46 CHALCONE-- FLAVONONE 

ISOMERASE (CHALCONE ISOMERASE) >gi_542 18 l_pir S41570 chalcone 

isomerase (EC 5.5.1.6) - maize >gi_39614 9_emb_CAA804 4 1_ (Z22760) 
chalcone flavonone isomerase [Zea mays] 1 



gp 



2718. 



OJ991112_01.0403.C13 
+ 

6037 
AAT/GAP 
2899 
801 - 



'729103/sp|Q08704 |CFI_MAIZE 6. 



38963 
80235 
2286 

OJ991112_01.04 03.C13.o2.gs 
2286 
none 



Seq. ID OJ991112_01.0403.C13 

Strand + 

End 6037 

Method GENSCAN 

End 3954 

Score .72 



2286. .2382, 2480. .2641, 2718. .2941, 3023. .3229, 3585. .3621, 
3863. .3954 



38963 
80235 
2286 

OJ991112_01.04 03.C13.o2.np 
2290 
729103 

2290. .2382, 2480. .2641, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
2718. .2941, 



OJ991112 
+ 

6037 
AAT/NAP 
3244 
775 
3023. .3244 



"01.0403.C13 



CHALCONE — FLAVONONE ISOMERASE (CHALCONE ISOMERASE) 
gi|542181|pir| IS41570 chalcone isomerase (EC 5.5.1.6) - maize 
gi | 396149 | emb| CAA80441.il (Z22760) chalcone flavonone isomerase 
[Zea mays] 



38963 Seq. ID 

80235 Strand 
2286 End 
OJ991112_01 . 04 03 . C13 . o3 . gp Method 
2885 End 
67543_1.R1084 Score 
2885. .2941, 3023. .3374 

' 729103/sp|Q08704 |CFI_MAIZE 4.0e-ll CHALCONE — FLAVONONE 

ISOMERASE (CHALCONE ISOMERASE) >gi_54218 l_pir S41570 chalcone 

isomerase (EC 5.5.1.6) - maize >gi_39614 9_emb_CAA804 4 1_ (Z22760) 
chalcone flavonone isomerase [Zea mays] 1 



OJ991112_01.0403.C13 
+ 

6037 
AAT/GAP 
3374 
717 



38963 Seq. ID 

80235 Strand 
2286 End 
OJ991112_01.04 03.C13.o3.np Method 
3522 ' End 

5042418 Score 
3522. .3550, 5098. .5539, 5782. .6037 

(AC006193) Hypothetical Protein [Arabidopsis thaliana] 



OJ991112_01 .04 03.C13 
+ 

6037 
AAT/NAP 
6037 
152 



38705 



Seq. No. 


38963 








Seq. ID 


OJ991112 


__01.0403.C13 


Gene No . 


80236 








Strand 






Start 


9782 








End 


10177 




Name 


OJ991112_01 


a a a o 

. 0403 . 


C13 . o4 


.gp 


Method 


AAT/GAP 




Start 


9721 








End 


1 A A O O 

10082 




GI 


none 








Score 


648 




Exons 


A T O "I 1 AAOO 

9721 . . 10082 














Seq. No. 


38963 








Seq. ID 


OJ991112 


_01.0403.C13 


Gene No. 


o a o o a 

80236 








Strand 


+ 




Start 


9782 








End 


1 A 1 *7 T 

10177 




Name 


OJ991112 01 


A A A O 

. 0403 . 


C13 . o5 


.gs 


Method 


GENS CAN 




Start 


9782 








End 


1 A 1 "7 1 

10177 




GI 


none 








Score 


n a 
. 94 




Exons 


a t o o i o i —j *-j 

9782 . . 10177 














Seq. No. 


38963 








Seq. ID 


OJ991112 


_01.0403.C13 


Gene No . 


80237 








Strand 






Start 


7245 








End 


7 604 




Name 


OJ991112 01 


.0403. 


C13 . o2 


. tm 


Method 


TBLASTX : 


Maize 


Start 


1 








End 


875 




GI 


none 








Score 


f* o 

68 




Exons 


1..57, 4. .387, 5. 


.409, ! 


32. .42.6, 583. .( 


^~ O ""7 f~ o o 

o27 , 623 . . 


•"jio ooo n t r 

712, 822 . . 875 


Seq. No. 


38963 








Seq. ID 


OJ991112 


O 1 O A O O /—i i — > 

01 . 0403 . C13 


Gene No. 


80237 








Strand 






Start 


7245 








End 


7604 




Name 


OJ991112 01 


.0403. 


C13 . ol 


. tm 


Method 


TBLASTX: 


Maize 


Start 


2277 








End 


3196 




GI 


none 








Score 


129 




Exons 


2277. .2321, 


2292. 


. 2387 , 


2339. 


.2383, 2< 


431. .2547, 


O y|T C 0/~00 

2475 . . 2633, 




2476. .2553, 


2544. 


o r a o 
. 2 64 Z , 


2545. 


.2646, 2671. .2943, 


A T 1 1 OA/IT 

z / 11 . .2 94 / , 




2980. .3051, 


3017. 


. 3052 , 


3059. 


.3196, 3103.. 3192 




Seq. No. 


38963 








Seq. ID 


OJ991112 


_01.0403.C13 


Gene No . 


80237 








Strand 






Start 


7245 








End 


7604 




Name 


. OJ991112 01 


.0403. 


C13 . ol 


. ts 


Method 


TBLASTX: 


Soybean 


Start 


2280 








End 


3205 




GI 


none 








Score 


86 




Exons 


2280. .2387, 


2476. 


o c c o 

. 2553, 


2554 . 


.2643, 2702. .2947, 


O *7 1 A OA/1/" 

2710 . . 294 6, 




3062. .3205 














Seq. No. 


38963 








Seq. ID 


OJ991112 


_01.0403.C13 


Gene No. 


80237 








Strand 






Start 


7245 








End 


7604 




Name 


OJ991112 01 


.0403. 


C13 . ol 


. tc 


Method 


TBLASTX: 


Cress 


Start 


2475 








End 


3184 






none 








Score 


86 




Exons 


2475. .2543, 


2476. 


.2553, 


2544 . 


.2642, 2545. .2643, 


2710. .2943, 




2711. .2947, 


3017. 


.3067, 


3071. 


.3184 






Seq. No. 


38963 








Seq. ID 


OJ991112 


_01.0403.C13 


Gene No. 


80237 








Strand 






Start 


7245 








End 


7604 




Name 


OJ991112 01 


.0403. 


C13.o4 


.gs 


Method 


GENSCAN 





38706 




Start 


7245 


j-i j 

End 


7604 




GI 


none 


Score 


. 65 




Exons 


*7 O >l C TOrt"3 TOOT 1 /~ /~\ A 

7245.. 7293, 7387 . . 7 604 . 








Seq. No. * 


38963 


"Seq. ID 


OJ991112_01.0403 


.C13 


Gene No. 


80238 


Strand 






Start 


978 1 


End 


994 3 




Name 


OJ991112 01 . 04 03 . C13 . o3 . tm 


Method 


TBLASTX : Maize 




Start 


9781 


End 


994 3 




GI 


none 


Score 


184 




Exons 


9781.. 9903, 9782.. 9910, 9905 


. .994 3 






Seq. No. 


38964 


Seq. ID 


OJ991112 01.0403 


. C14 


Gene No. 


80239 


Strand 


+ 




Start 


433 


End 


2147 




Name 


n Trim i i o r\ i a /i /~* i /i _ i ^ 

OJ991112 01 . 0403 . C14 . ol . np 


Method 


AAT/NAP 




Start 


A O O 

4 33 


End 


962 




GI 


74 1364 9 


Score 


202 




Exons 


yt"5*5 rno OOO rt/"0 

4 33.. 508 , 832 . . 962 








GI Descrip. 


(AL162971) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


38964 


Seq. ID 


OJ991112_01.0403 


.C14 


Gene No. 


80239 


. Strand 


+ 




Start 


433 


End 


2147 




Name 


OJ991112 01.0403.C14.ol.gs ■ 


Method 


GENSCAN 




Start 


502 


End 


2147 




GI 


none 


Score 


.53 




Exons 


502. .508, 832. .923, 1244. .1282, 1953.. 


2147 




Seq. No. 


38964 


■ Seq. ID 


OJ991112_01.0403 


.C14 


Gene No. 


80239 


Strand 


+ 




Start 


433 


End 


2147 




Name 


OJ991112 01.0403.C14.ol.gp 


Method 


AAT/GAP 




Start 


1010 


End 


1661 




GI 


3763469 


Score, 


1235 




Exons 


1010. .1661 






Seq. No. 


38964 


Seq. ID 


OJ991112_01.0403 


.C14 


Gene No. 


80240 


Strand 






Start 


3794 


End 


8802 




Name 


OJ991112 01-0403. C14.o3.tm 


Method 


TBLASTX: Maize 




Start 


423 


End 


977 




GI 


none 


Score 


101 




Exons 


423. .512, 429. .509, 430. .510 


, 430. .516, 828. .977, 831. . 


944 


Seq. No. 


38964 


Seq. ID 


OJ991112_01.0403 


. C14 


Gene No . 


80240 


Strand 






Start 


3794 


End 


8802 




Name 


OJ991112 01.0403.C14.o2.np 


Method 


AAT/NAP 




Start 


3598 


End 


4579 




GI 


6478148 


Score 


227 




Exons 


3598. .3701, 3808. .4020, 4276 


. .4579 






GI Descrip. 


(AJ242804) putative glycine 


and proline-rich protein [Sporobolus 




stapf ianus] 








Seq. No. 


38964 


Seq. ID 


OJ991112_01.0403 


.C14 


Gene No. 


80240 


Strand 







38707 



Start 


o / 94 








End 


o o o o 


Name 


OJ991112 01. 


0403 


. C14 . o2 


• gp • 


Method 


AAT/GAP 


Start 


3675 








End 


A 1 C f\ 

4 7 60 


GI 


none 








Score 


1 A 1 O 

1418 


Exons 


jo / j . .4 UUo , 


A O A <\ 

4 z4 9 


A C C\ "3 

. 4 bU J , 


a co a 
4 bo b . 


. 4 / bu 




Seq. No. 


38964 








Seq. ID 


OJ991112 


Gene No. 


80240 








Strand 




Start 


3794 








End 


8802 


Name 


OJyyiiiz oi. 


04 U J 


C14 . OZ 


.gs 


Method 


GENSCAN 


Start 


3794 








End 


8667 


GI 


none 








Score 


.84 


Exons 


3794 . .4020, 


424 9 


. 4 603, 


5583 . 


.5714, 7134. .7460, 




8284 . . 8 667 












Seq. No. 


38964 








Seq. ID 


OJ991112 


Gene No. 


■80240 








Strand 




Start 


3794 








End 


8802 


Name 


OJ991112 01. 


0403 


C14 . o3 


.gp 


Method 


AAT/GAP 


Start 


5222 








End 


7208 


GI 


none 








Score 


1017 


Exons 


bZZZ . .5714, 


7134 


*7 o n o 








Seq. No. 


"3 o (1 *T /l 








Seq. ID 


OJ991112 


Gene No. 


80240 








Strand 




Start 


3794 








End 


8802 


Name 


OJ991112 01. 


0403 


C14 .o2 


. tm 


Method 


TBLASTX: 


Start 


5421 








End 


5611 


GI 


none 








Score 


249 


Exons 


5421. .5609, 


5422 


.5610, 


5423. 


.5611 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



38964 
80240 
3794 

OJ991112_01. 04 03.C14 .o3.np 
5440 
4505029 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991112 01.0403.C14 



8802 
AAT/NAP 
8802 
508 

5440. .5731, 7122. .7460; 7569. .7805, 8284. .8694, 8731. .8802 
leukotriene A4 hydrolase gi | 126353 | sp | P0 9960 | LKHA_HUMAN 
LEUKOTRIENE A-4 HYDROLASE (LTA-4 HYDROLASE) (LEUKOTRIENE A(4) 
HYDROLASE) gi | 2118059 | pir | | S65947 leukot riene-A4 hydrolase (EC 
3.3.2.6) long isoform - human gi | 307 130 | gb | AAA36176 . 1 | (J03459) 
leukotriene A-4 hydrolase precursor [Homo sapiens] 
gi I 307131 1 gb | AAA36177.il (J02959) leukotriene A4 hydrolase [Homo 
sapiens] 



Seq. No. 38964 

Gene„No. 80240 

Start ' 3794 

Name OJ991112_01 . 0403 . C14 . ol . ts 

Start 5607 

GI none 

Exons 5607.. 5717, 7131.. 7460, 7132. 
7569. .7601 



OJ991112_01.0403.C14 
8802 

TBLASTX : Soybean 
7601 
337 

.7458, 7133. .7462, 7257. .7466, 



Seq. ID 

Strand 

End . 

Method 

End 

Score 



Seq. No. 
Gene No. 



38964 
80240 



Seq. ID 
Strand 



OJ991112 01.0403.C14 



38708 





Start 


3794 






End 


8802 




Name 


OJ991112_01 


. 0403 . C14 . ol , 


. tm 


Method 


TBLASTX: Maize 




Start . : 


5612 






End 


7720 




GI 


none 






Score 


125 




Exons 


r- / 1 O C 1 1 A 

5612 . . 5719, 


5613 ... 5717, 


7120 . 


.7461, 7120.. 7407, 7131.. 7460, 






I LOO . . / H DO, 


/ o by . . / / lo , 


*7 c c n 

/ o by . 


.7718, 7571. .7720, 7577. .7720 




Seq. No. 


38964 






Seq. ID 


OJ991112_01.0403.C14 




Gene No. 


80240 






Strand 






Start 


37 94 






End 


8802 




Name 


OJ991112 01 


. 0403 . C14 . o2 , 


. ts 


Method 


TBLASTX : Soybean 




Start 


7 602 






End 


7802 




GI 


none 






Score 


73 




Exons 


*"7 A A 1 O A A 

7 602 . . 7802 , 


"7 /" A / mo 

/ 604 . . / 1 51 , 




.7739, 7645. .7800 




Seq. No. 


38964 






Seq. ID 


OJ991112_01.0403.C14 




Gene No. 


80240 






Strand 






Start 


3794 






End 


8802 




Name 


OJ991112JD1 


.0403.C14.ol, 


,tw 


Method 


TBLASTX: Wheat 




Start 


7722 






End 


8554 




GI 


none 






Score 


123 




Exons 


7722 . . 7808, 


7723 . . 7872, 


8135 . 


.8173, 8280. .8309, 8282. .8371, 






s-\ r\ r\ a r\ ^\ s~ 

8284 . . 8376, 


8284 . . 8376, 


8360 . 


.8449, 8361. .8534, 8374. .8553, 






8377 . . 8544, 


8387 . . 8554 








f rj 


Seq. No. 


38965 






Seq. ID 


OJ991112_01.0403.C15 


Til 


Gene No. 


80241 






Strand 


+ 




Start 


1041 






End 


2385 




Name 


OJ991112 01 


.0403.C15.o3, 


,np 


Method 


AAT/NAP 




Start 


1041 






End 


2385 




GI 


6630699 






Score 


84 


? | : 


Exons 


1041. . 1065, 


2307. .2385 










GI Descrip. 


(AP000969) : 


hypothetical 


protein [Oryza 


sativa] 


,s 




gi | 6721536 | db j IBAA89566, 


.11 (AP001073) 


hypothetical protein 






[Oryza sativa] 








' 


Seq. 'No. 


38965 






Seq. ID 


.OJ991112_01.0403.C15 




Gene No. 


80242 






Strand 






Start 


1 






End 


1537 


f~3 


Name 


OJ991112 01 


.0403.C15.ol, 


■ gp 


Method 


AAT/GAP 




Start 


1 






End 


316 




GI 


uC-osflcyp035gllbl 




Score 


604 




Exons 


1. .316 











GI Descrip. 

Seq. No.. 

Gene No. 

Start 

Name 

Start 

GI 

Exons ■ 

GI Descrip. 

Seq. No. 
Gene No. 
Start 



'2944040 2.0e-38 (AF048900) indeterminate spikelet 1 [Zea mays] 1 

38965 Seq. ID OJ991112_01 . 04 03 . C15 

80242 Strand 

1 End 1537 

OJ991112_01 . 04 03 . C15 . ol . np Method AAT/NAP 

1 End 1419 

6539570 Score 218 

1.-35, 985. .1058, 1217. .1419 

(AP000836) hypothetical protein [Oryza sativa] 



38965 
80242 
1 



Seq. ID 

Strand 

End 



OJ991112_01.0403.C15 
1537 



38709 



Name 

Start 

GI 

Exons 



OJ991112_01.04 03.C15.ol.gs Method 
47 End 
none Score 
47. .296, 1209. .1377, 1492. .1537 



GENS CAN 

1537 

.72 



Seq. No. 


oo y dj 




beq. iu 


(jjyyin^ ui.u4Uo 


. LID 


Gene No. 


oUZ 4 J 




ourana 






Start 


±04 O 




iitna 


z by y 




Name 


uj y y i i iz 


Ul . U 4 Uo . LI 3 .Oi . tm 


Method 


i bLAo i a : Maize 




Start 


" 41 




End 


293 




GI 


none 




Score 


162 




Exons 


41. .292, 


42. .197, 240. .293 








Seq. No. 


38965 




Seq. ID 


OJ991112_01.0403 


.C15 


Gene No. 


80243 




Strand 






Start 


1546 




End 


2699 




Name 


OJ991112 


01.0403.C15.ol.tc 


Method 


TBLASTX: Cress 




Start 


116 




End 


296 




GI 


none 




Score 


91 




Exons 


116. .292, 


129. .296 









Seq. No. 38965 Seq. ID 

Gene No. 80243 Strand 

Start 1546 End 

Name OJ991112_01 . 0403 . C15 . o2 . np Method 

Start 1546 End 

GI 6630699 Score 
Exons .1546.. 1661, 2561.. 2699 

GI Descrip. (AP000969) hypothetical protein [Oryza sativa] 

gi | 6721536 | dbj | BAA89566 . 1 | (AP001073) hypothetical protein 
[Oryza sativa] 



OJ991112_01.0403.C15 

2699 
AAT/NAP 
2699 
89 



- EST ' 
f ^ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



38965 Seq. ID OJ991112_01 . 0403 . C15 

80243 Strand 

1546 End 2699 

OJ991112_01. 0403. CIS. o4 .np Method AAT/NAP 

2524 - End 2699 

5922620 Score 185' 

2524. .2699 

(AP000492) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6016853 | dbj IBAA85196.1 | (AP000570) EST. D15357 (C0514) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 38966 Seq. ID OJ991112_01 . 0403 . C16 

Gene No. 80244 Strand + 

Start 2856 End 4200 

Name OJ991112_01 . 04 03 . C16 . o2 . np Method AAT/NAP 

Start 2856 End 4200 

GI 6630699 Score 85 

Exons 2856.. 2876, 4132.. 4200 

GI Descrip. (AP000969) hypothetical protein [Oryza sativa] 

gi I 67215361 dbj | BAA89566 . 1 1 (AP001073) hypothetical protein 
[Oryza sativa] 



Seq. No. 



38966 



Seq. ID OJ991112_01.0403.C16 



38710 



Gene No. 80245 Strand 

Start 493 End 4063 

Name OJ991112_01 . 0403 . C16. ol . np Method AAT/NAP 

Start 493 End 4063 

GI 5922620 Score 309 

Exons 493.. 606, i249..1637, 2460.. 2573, 3920.. 3978, 4017.. 4063 

GI Descrip. (AP000492) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi|6016853|dbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



38966 Seq. ID OJ991112_01 . 0403 . C16 

8024 6 Strand 

4339 End 6109 

OJ991112_01. 0403.C16.o3.np Method AAT/NAP 

4339 End 6109 

5922620 Score 160 

4339. .4520, 6089. . 6109 

(AP000492) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gil 6016853|dbj |BAA85196.1| (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38966 Seq. ID 

80247 Strand 

8545 End 
OJ991112_01 . 04 03 . C16 . o3 . gs Method 

8545 End 

none Score 

8545. .8930, 934 7. .9588, 10150. .10262 



OJ991112_01.0403.C16 

10262 
GENSCAN 
10262 
.75 



Seq. No. 

Gene No. 

Start 

Name* 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38966 
80248 
10958 

OJ991112_01. 0403.C16.o4.gs 

10958 

none 

10958. . 11196, 11238. .11313 

38966 
80249 
12778 

OJ991112_01.0403.C16.o5.gs 
12778 
none 
12778. 
15862, 
16609. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991112_01.0403.C16 

11313 
GENSCAN 
11313 . 
.57 



OJ991112 01.0403.C16 



,12896, 13645. .13810, 15007. 
,16007, 161-20. .16207, 16340. 

,17015 



17052 
GENSCAN 
17015 
. 91 

15143, 15235, 
16370, 16483. 



, 15476, 
,16508, 



Seq. No. 38966 Seq. ID 

Gene No. 80249 Strand 

Start 12778 End 

Name OJ991112_01 . 0403 . C16 . o4 . np Method 

Start 13716 End 

GI 7489779 Score 



OJ991112_01.0403.C16 

17052 
AAT/NAP 
17015 
1164 



38711 



Exons 13716. .13919, 14607 .. 14717, 15007 15143, 15235 .. 15338 , 

15432. .15476, 15862 .. 16007 , 16120 16207 , 16340 16370, 
16483. .16508, 16609 .. 16906, 16940.. 17015 

GI Descrip. indeterminate spikelet 1 - maize gi | 294 4040 | gb IAAC05206 . 1 | 
(AF048900) indeterminate spikelet 1 [Zea mays] 



Seq. No. 38966 

Gene No. 80249 

Start 12778 

Name OJ991112_01 . 0403 . C16 . ol . ts 

Start 15197 

GI none 
Exons 



Seq. ID OJ991112_01.0403.C16 
Strand 

End 17052 

Method TBLASTX : Soybean 

End 16513 

Score 72 



15197. .15340, 15234. .15341, 15260 .. 15340, 15425 .. 15478 , 
15431. .15484, 15432 .. 154 94 , 15858 .. 16016, 15859 .. 16011, 
16117. .16203, 16120. .16209, 16123 16209, 16481.. 16513 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38966 
80249 
12778 

OJ991112JD1 .0403.C16.ol.tc 
15227 



none 
15227, 
15425, 
16120. 



15352, 15249. 
15478, 15853. 
16209, 16121. 



16482. .16508, 16617. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.15368, 15260. 
.16011, 15861. 
.16201, 16126. 
.16730, 16618. 



OJ991112_01.0403.C16 
17052 

TBLASTX: Cress 
16730 
83 

,15340, 15404. .15478, 
,16016, 15909. .16016, 
,16209, 16481. .16507, 
,16701 



Seq. No. 38966 
Gene No. 80249 
Start 12778 

Name OJ991112_01 . 04 03 . C16 . ol . tm 

Start 15260 
GI none 
Exons 15260, 

15859. 

16481, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991112 01.0403.C16 



,15340, 15287. .15352, 15404. 
16011, 15861. .16010, 16117. 
16507, 16620. .16676 



17052 

TBLASTX: Maize 
16676 
201 

15478, 15425. .15478, 
16209, 16120. .16209, 



Seq. No. 38966 

Gene No. 80249 

Start 12778 

Name OJ991112_01 . 04 03 . C16 . ol . gp 

Start 15897 

GI 2431456 

Exons 15897 .. 16007, 16120 .. 16207 , 
16609. . 16654 

GI Descrip. 2944040 2.0e-38 (AF048900) indeterminate spikelet 1 [Zea mays] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991112_01.0403.C16 

17052 
AAT/GAP 
16654 
481 



16340. .16370, 16483. .16508, 



Seq. No. 38966 Seq. ID 

Gene No. 8024 9 Strand 

Start 12778 End 

Name OJ991112_01 . 0403 . CI 6 . o2 . gp Method 

Start 16797 End 

GI 2311843 Score 

Exons 16797. .17052 



OJ991112_01.0403.C16 

17052 
AAT/GAP 
17052 
468 



Seq. No. 
Gene No. 



38967 
80250 



Seq. ID OJ991112_01.0403.C17 
Strand + 



38712 



Start 1704 End 4647 

Name OJ991112_01 . 0403 . C17 . ol . gp Method AAT/GAP 

Start 1704 End 2121 

GI uC-osflcyp097b05bl Score 601 

Exons 1704.. 2121 

GI Descrip. ' 140503/sp | P12173 | YCTI_ORYSA 3.0e-39 HYPOTHETICAL 14 KD PROTEIN 
IN TRNI INTRON (ORF 133) >gi_825 18_pir__JQ027 9 hypothetical 
14. 5K protein (trnl intron) - rice chloroplast 

>gi_12041_emb_CAA3394 5_ (X15901J ORF133; ORF within trnl intron 
[Oryza sativa] >gi_12061_emb_CAA33915_ (X15901) ORF133; ORF 

within trnl intron [Oryza sativa] >gi_22 6660_prf 1603356CL trnl 

intron ORF 133 [Oryza 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



38967 
80250 
1704 

OJ991112 01.0403.C17.ol.np 



Seq. ID OJ991112_01.0403.C17 

Strand + 

End 4647 

Method AAT/NAP 

End 2706 

Score 401 



1780 
140503 
1780.. 2083, 2613.. 2706 

HYPOTHETICAL 14 KD PROTEIN IN YCF68 TRNI INTRON (ORF 133) 
gi I 82518 Ipir | | JQ0279 hypothetical 14. 5K protein (trnl intron) 
rice chloroplast gi | 1204 1 | emb | CAA33945 | (X15901) ORF133; ORF 
within trnl intron [Oryza sativa] gi | 12061 | emb | CAA33915 | 
(X15901) ORF133; ORF within trnl intron [Oryza sativa] 
gi|226660|prf M 1603356CL trnl intron ORF 133 [Oryza sativa] 



Seq. No. 38967 

Gene'No. 80250 

Start 1704 

Name OJ991112_01 .04 03. C17 . o2 . gp 

Start 2552 

GI 14884_1.R1084 

Exons 2552.. 2649, 3768.. 3923, 
GI Descrip. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

4000. .4126, 4203. .4647 
'1173187/sp|P46297|RS23_FRAAN 3.0e-69 40S RIBOSOMAL PROTEIN S23 

(S12) >gi_1362041_pir S56673 ribosomal protein S23.e, cytosolic 

(clone RJ3) - garden strawberry >gi_643074 (U19940) putative 40S 
ribosomal protein sl2 [Fragaria x ananassa] 1 



OJ991112_01.0403.C17 
+ 

4647 
AAT/GAP 
4647 
1514 



Seq. No. 38967 

Gene No. 80250 

Start 1704 

Name OJ991112_01 . 04 03 . C17 . o2 . np 

Start 3763 

GI 1173187 

Exons 3763.. 3923, 4000.. 4126, 
GI Descrip. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
4203. .4340 

4 OS RIBOSOMAL PROTEIN S23 (S12) gi | 136204 1 | pir || S56673 ribosomal 
protein S23.e, cytosolic (clone RJ3) - garden strawberry 
gi I 643074 (U19940) putative 40S ribosomal protein sl2 [Fragaria 
x ananassa] 



OJ991112_01.0403.C17 
+ 

4647 
AAT/NAP 
4340 
643 



Seq. No. 38967 Seq. ID 

Gene No. 80250 Strand 

Start 1704 ' End 

Name OJ991112_01 . 0403 . C17 . o2 . gs Method 

Start 3781 End 

GI none Score 



OJ991112_01.0403.C17 
+ 

4647 
GENSCAN 
4343 
.86 



38713 



Exons 



3781. .3923, 4000. .4126, 4203. .4343 



Seq. No. 38967 

Gene No. 80251 

Start 4732 

Name OJ991112_01 . 0403 . C17 . o3 . gs 

Start 4732 

GI none 
Exons 



Seq. ID OJ991112_01.0403.C17 

Strand + 

End 8397 

Method GEN SCAN. 

End 8397 

Score . . 63 



4732..5375, 5424. .5533, 5664. .5886, 6098. .6221, 7294. .7322, 
7939. .8059, 8140. .8397 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



38967 
80251 
4732 

OJ991112_01.04 03.C17.o3.gp 
5169 

18187 1.R1084 



Seq. ID OJ991112_01.0403.C17 

Strand + 

End 8397 

Method AAT/GAP 

End 5799 

Score 635 



5169. .5375, 5501. .5533, 5664;. 5799 

, 6016679/gb|AAF01506.1|AC009991_2 5.0e-30 (AC009991) putative 
nucleic acid binding protein [Arabidopsis thaliana] 1 





Seq. No. 


38 967 


Seq. ID 


OJ991112_01.0403.C17 




Gene No. 


80251 


Strand 


+ 


Si 

~- 


Start 


4732 


End 


8397 




Name 


ojyym^ u i . U4 Uo . ci / . o o . np 


Method 


AAT/NAP 


n 


Start 


COT/"* 

527 6 


End 


8385 




GI 


601 66 / 9 


Score 


747 


y 


Exons 


5276.. 5375, 5501.. 5533, 5664 


..5886, 7939. .8116, 8185. .8385 


3 


GI Descrip. 


(AC009991) putative nucleic 


acid binding protein [Arabidops 






+■ h a 1 t ana 1 

Ulld.-L_LClJ.lCL J 








Seq. No. 


38967 


Seq. ID 


OJ991112_01.0403.C17 




Gene No. 


80252 


Strand 


+ 




Start 


8477 


End 


8727 


cr. 


Name 


OJ991112 01.0403.C17.o4.gp 


Method 


AAT/GAP 




Start 


8477 


End 


8727 




GI 


5005085 


Score 


458 


IS? 


Exons 


8477.. 8727 






EE? 


Seq. No. 


38967 


Seq. ID 


OJ991112_01.0403.C17 




Gene No. 


80253 


Strand 






Start 


36 


End 


1131 




Name 


OJ991112 01.0403.C17.ol.gs 


Method 


GENSCAN 




Start 


36 


End • 


1131 




GI 


none 


Score 


.83 




Exons 


36. .179, 292. .460, 948. .1131 








Seq. No. 


38967 


Seq. ID 


OJ991112_01.0403.C17 




Gene No. 


80254 


Strand 






Start 


8869 


End 


11601 




Name 


OJ991112 01.0403.C17.o7.tm 


Method 


TBLASTX: Maize 




Start 


949 


End 


1367 




GI 


none 


Score 


85 




Exons 


949. .1002, 950. .1003, 1021.. 


1107, 1108 


. . 1236, 1109. .1237, 






1148. .1240, 1266. .1367 








Seq. No. 


38967 


Seq. ID 


OJ991112_01.0403.C17 



38714 




Gene No. 


80254 










Strand 




OLaiL 


8869 












1 1 £m 

11DU1 


Name 


OJ991112 01 


C\A ft "5 
. U4U J 


.LI / . OO 


. urn 


Method 


1 nii/\o 1 a : Ma 1 z e 


btart 


1581 










bna 


1 ODi 


H T 
bi 


none 










Score 


on a 


Exons 


1581. 


.1613, 




. . 1 O OZ , 


1 / Uo . 


. . lO DU 




beq. no. 


38967 










Seq. ID 


OJ991112_01.0403.C17 


Gene No. 


80254 










Strand 




Start 


8869 










End 


11601 


Name 


OJ991112 01 


. u *± u o 




. LW 


Method 


TBLASTX : Wheat 


otarc 


3759 










End 


4128 


C T 


none 










Score 


284 


Exons 


3759. , 


.3923, 


■3*7 £fl 
O / DU . 


"3 Q ^ "5 


"3 "7 £7 
3 1 O f , 


,.3943, 3989. .4126, 3997.. 4128, 




4001. , 


.4126 












Q s-± r*r 

ocq« JN o . 


38967 










Seq. ID 


OJ991112__01.0403.C17 


Gene No. 


80254 










Strand 




Start 


8869 










End 


11601 


Name 


OJ991112 01, 




. Ul / . Ol 




Method 


TBLASTX: Maize 


Of vf 


3769 










End 


4358 


p t 


none 










Score 


279 


Exons 


3769. , 


.3933, 






oyy / . 


.4128, 4000. .4125, 4001. .4126, 




4202. , 


.4345, 


a 0 n 

4 Z U 3 < 


/I "5 Q 
. . H 2> D O 








oeq . 1NO . 


38967 










Seq. ID 


OJ991112_01.0403.C17 


Gene No. 


80254 










Strand 




Start 


8869 










End 


11601 


Name 


OJ991112 01. 




pi 7 /vi 
. Ol / . Ol 


. IS 


Method 


TBLASTX: Soybean 




3769 










End 


4348 


P T 

li 


none 










Score 


252 


Exons 


3769. . 


.3933, 


0770 

O / / u < 


. . jyzz , 


■5771 
3 1 1 1 . 


.3923, 3997. .4128, 4001. .4126, 




4200. . 


.4280, 


/! 9 n 9 


yl "5 yl Q 


/ion'? 


.4346 




C /-> /-r XT — 

oeq . INO . 


38967 










Seq. ID 


OJ991112_01.0403.C17 


Gene No. 


80254 










Strand 




Start 


8869 










End 


11601 


Name 


OJ991112 01. 


. U*tUj . 


, LI / . Ol 


. LC 


Method 


TBLASTX: Cress 




3798 










End 


4345 


LI 


none 










Score 


192 


IT 1 V ^> y-\ 


3798. . 


,3923, 


r)7QQ 




jyy / . 


.4128, 4001. .4126, 4194. .4280, 




4202. . 


,4342, 


d 9 f) "3 


A^A^ 


A 9 DP 
4 Z U 0 . 


.4345 




ocCj. IN O . 


38967 










Seq. ID 


OJ991112_01.0403.C17 


Gene No. 


80254 










Strand 




Start 


8869 










End 


11601 


Name 


OJ991112 01. 


- U4t u 0 . 


LI / . OZ 


-1- m 


Method 


TBLASTX: Maize 




5126 










End 


7989 


*P T 


none 










Score 


39 


Exons 


5126. . 


,5164, 


ci -57 


ci 70 
.01 / 0 , 


j^o 4 . 


.5373, 52* 


35. .5374, 5497. .5532, 




5650. . 


5889, 


JDDJ . 


C7A7 


C 7 CO 


.5887, 7939.. 7989 


Seq. No. 


38967 










Seq. ID 


OJ991112_01.0403.C17 


Gene No. 


80254 










Strand 




Start 


8869 










End 


11601 


Name 


OJ991112 01. 


0403. 


C17.o2 


. tc 


Method 


TBLASTX: Cress 


Start 


5245 










End 


5889 



38715 




GI 


none 








Score 


93 




Exons 


524 5. . 5364 , 


c o o c 

5285 


. .53/1, 


c c a a 

5500 . 


.5532, 5635.. 5889, 


5663 . . 5707 , 




5 / 62 . .boo / 














Seq. No. 


O O O /T ~f 

38 967 








Seq. ID 


OJ991112 


01 . 0403 . C17 


Gene No. 


o o o c a 

80254 








Strand 






Start 


8869 








End 


11601 




Name 


OJ991112_01 


.0403 


C17.o2 


.ts 


Method 


TBLASTX: 


Soybean 


Start 


5288 








End 


8381 




GI 


none 








Score 


100 




Exons 


5288 . . 53 / 1 , 


C O A ZT 

5296 


.53 64, 


c a n n 
54 99. 


.5531, 5500.. 5532, 


c r c o o a 

5662 . .588 9, 




5663 . . 5 70 / , 


C "7 £ A 

5 / 62 


COOT 

.58 8 / , 


*7 A O 

/ 936 . 


.8046, 7952. .8065, 


8131 . . 8364 , 




813/. . o 304 , 


821 / 


. o Jol 










Seq. No. 


38 967 








Seq. ID 


OJ991112 


a i A ^ A O /"< 1 ~7 

01.04 03 . C17 


Gene No. 


80254 








Strand 






Start 


8869 








End 


11601 




Name 


OJ991112 01 


a /i a "2 
.04 03 


CI / . 04 


. tw 


Method 


TBLASTX: 


Wneat 


Start 


5759 








End 


8056 




GI 


none 








Score 


190 




Exons 


c t c o com 

5 /59 . . 5803, 


5/61 


coon 
.5889, 


5 / 62 . 


.5887, 7939. .8004, 


TOCO O A A C 

/ 952 . . 8005, 




onno o a c o 

8008 . . 8052 , 


onnn 
8 009 


o a c c 
.8056, 


o a i a 
8 010. 


. 8054 






Seq. No. 


38967 








Seq. ID 


OJ991112 


_01.0403.C17 


Gene No. 


80254 








Strand 






Start 


O O £ C\ 

8 8 69 








End 


11601 




Name 


t~\ t O A 1 1 "1 A A1 

OJ991112 01 


04 03 


CI / . o3 


. tm 


Method 


TBLASTX: 


Maize 


Start 


8169 








End 


8374 




GI 


none 








Score 


311 




Exons 


oi^rn o o c c 


O O A T 

82 0 / 


O O T /I 

.83/4, 


o o a n 
8209 . 


.8364 






Seq. No. 


38967 








Seq. ID 


OJ991112 


_01.0403.C17 


Gene No. 


80254 








Strand 






Start 


o o r n 
8 8 69 








End 


11601 




Name 


OJ991112 01 


0403 . 


C17 . o3 


. tc 


Method 


TBLASTX: 


Cress 


Start 


8209 








End 


8364 




GI 


none 








Score 


240 




Exons 


820 9. .83 64, 


821/. 


o o t~ O 

.8363 










Seq. No. 


38967 








Seq. ID 


OJ991112 


_01.0403.C17 


Gene No. 


80254 








Strand 






Start 


o o r a 

88 69 








End 


11601 




Name 


/~\ TOOT T 1 A A1 

OJ991112 01 


a ^ a o 

04 03. 


C17 . o3 


. tw 


Method 


TBLASTX: 


Wheat 


Start 


8209 








End 


8553 




GI 


none 








Score 


270 




Exons 


o o a a o o *r /i 

8209 . . 8364 , 


O A 1 "7 

821/. 


O O a 

. 8369, 


O A 1 f~ 

8416. 


.8553 






Seq. No. 


38967 








Seq. ID 


OJ991112 


_01.0403.C17 


Gene No. 


80254 








Strand " 






Start 


O O f~ A 

88 69 








End 


11601 




Name 


OJ991112 01. 


0403 . 


C17 .o4 


. tc . 


Method 


TBLASTX: 


Cress 


Start 


8821 ' 








End 


9427 




GI 


none 








Score 


138 




Exons 


8821. .9015, 


8873. 


.9016, 


,9.-2^5. 


.9427, 9247.. 9420 




Seq. No. 


38967 








Seq. ID 


OJ991112 


_01.0403.C17 


Gene No. 


80254 








Strand 







38716 



Start 
Name 
Start 
GI 

Exons 



8869 

OJ991112_01.0403.C17.o6.tm 

8869 

none 

8869. .8979, 8870. .8995, 8873. 
8979.. 9026, 9242.. 9436, 9243. 



End 

Method 

End 

Score 



11601 

TBLASTX : Maize 

10108 

117 



,8980, 8880. .8996, 8971. .9015, 
,9437, 9244. .9438, 9245. .9439, 



10007. .10102, 10008. .10100, 10025. .10108 



Seq. No. 38967 

Gene No. 80254 

Start 8869 

Name OJ991112_01 . 04 03 . C17 . o4 . gs 

Start 8869 

GI none 
Exons 



Seq. ID OJ991112_01.0403.C17 
Strand- 
End 11601 
Method GENSCAN 
End 11550 
Score .93 



8869. .9013, 9248. .9434, 10009 .. 10171 , 1084 8 .. 11036, 
11147. . 11409, 11415. .11550 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



38967 
80254 
8869 

OJ991112_01.0403.C17.o4 . np 

8875 

3894172 

8875.. 9013, 9248.. 9434, 



OJ991112 01.0403.C17 



Seq. ID 
Strand 
End 

Method 
End 
Score 
10009. . 10171, 
11147. .11283, 11385. .11526 

(AC005312)' putative cinnamoyl-CoA reductase [Arabidopsis 
thaliana] 



11601 
AAT/NAP 
11526 
659 

10848. .11036, 



Seq. No. 38967 Seq. ID 

Gene No. 80254 Strand 

Start 8869 End 

Name OJ991112_01 . 04 03 . C17 . o3 . ts Method 

Start 8900 End 

GI none Score 
Exons 



OJ991112_01.0403.C17 
11601 

TBLASTX: Soybean 

10971 

108 



8900. .9004, 8902. .9015, 9247. .9435, 9251. .9436, 10007 .. 10171 , 
10008. .10166, 10845. .10970, 10849.. 10971 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38967 
80254 
8869 

OJ991112_01.0403.C17.o2.tw 

9238 

none 



Seq. ID OJ991112_01.0403.C17 
Strand 
End 

Method 
End 
Score 



11601 

TBLASTX: Wheat 

10173 

197 



9238. .9432, 9245. .9439, 9247. .9435, 9291. .9440, 10007 .. 10165, 
10008. .10172, 10008. .10172, 10105. .10173 



Seq. No. 38967 Seq. ID OJ991112_01 . 04 03 . C17 

Gene No. 80254 Strand 

Start 8869 End 11601 

Name OJ991 112_01 . 04 03 . C17 . o5 . gp Method AAT/GAP 

Start 10019 End 11601 

GI 18047_1.R1084 Score 1286 

Exons 10019. .10170, 1084 6 .. 11036, 1114 7 .. 11331 , 11415. .11601 

GI Descrip. '3894172 2.0e-30 (AC005312) putative cinnamoyl-CoA reductase 
[Arabidopsis thaliana] ' 



Seq. No. 



38967 



Seq. ID OJ991112 01.0403.C17 



38717 



Gene No. 80254 Strand 

Start 8869 End 

Name OJ991112_01 . 04 03 . C17 . o4 . tm ' Method 

Start 10953 End 

GI none Score 

Exons 10953. .11039, 10954 .. 11034 , 11142 .. 11207 , 11147 

11416. .11514, 11467. .11520 



11601 

TBLASTX: Maize 
11520 s " - 
121 

11332, 



Seq. No. 38968 

Gene No. 80255 

Start 2291 

Name OJ991022_16 . 0303 . CI . ol . tm 

Start 2291 

GI none 

Exons 2291.. 2386, 2308.. 2379, 2380, 
2671. .2769 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991022_16.0303.C1 
2778 

TBLASTX: Maize 

2769 

64 



,2427, 2434. .2592, 2437. .2559, 



Seq. No. 


38968 


Seq. ID 


OJ991022_16.0303.C1 


Gene No. 


80255 


Strand 




Start 


2291 


End 


2778 


Name 


OJ991022 16.0303.Cl.ol.tw 


Method 


TBLASTX: Wheat 


Start 


2485 


End 


2778 


GI 


none 


Score 


81 


Exons 


2485. .2592, 2583. .2771, 25* 


34. .2778 




Seq. No. 


38969 


Seq. ID 


OJ991022__16.0303.C2 


Gene No. 


80256 ' 


Strand 


+ 


Start 


2658 


End 


2820 


Name 


OJ991022 16.0303.C2.o2.gp 


Method 


AAT/GAP 


Start 


2658 


End 


2820 


GI 


uC-osf Icypl54c08al 


Score 


272 


Exons 


2658. .2820 






GI Descrip. 


' 57017 99/emb|CAB52175. 1 | 3 


Oe-29 (AJ245408) putative syntaxin 



protein [Arabidopsis thaliana] 1 



Seq. No. 38969 Seq. ID 

Gene No. 80257- Strand 

Start 6957 End 

Name OJ991022_16 . 0303 . C2 . o2 . gs Method 

Start 6957 End 

GI . none Score 

Exons 6957.. 7145, 9313.. 9567 



OJ991022_16.0303.C2 
+ 

9567 
GENSCAN 
9567 
. 54 



Seq. No. . 38969 
Gene No. 80258 
Start 19214 

Name OJ991022_16 . 0303 . C2 . o2 . np 

Start 19214 
GI - 7489553 
Exons 19214 . . 1 

GI Descrip. probable 

gi|24626 

sativa] 



Seq. ID OJ991022_16.0303.C2 



Strand 
End 

Method 

End 

Score 



+ 

19604 
AAT/NAP 
19604 
345 



9604 

reverse transcriptase - rice (fragment) 
40 | emb | CAA73800.il (Y13370) reverse transcriptase [Oryza 



Seq. No. 
Gene No. 
Start 



38969 
80259 
654 6 



Seq. ID 

Strand 

End 



OJ991022 16. 0303. C2 



6648 



38718 






Name 


oj991022 16.0303.C2 


.o3.gp 


Method 


AAT / GAP 








Start 


C C A C 




End 


c ei a o 

6648 








GI - 


none 




. Score 


i o rt 

120 








Exons 


DO 4 D . . ob4 a 














Seq. No. 


38 9 by 




Seq. ID 


OJ991022 


T f rt *D rt *3 

1 6 . 0303 , 


. C2 




Gene No. 


80260 




Strand 










Start 


9959 




End 


22261 








Name 


OJ991022_16.0303.C2 


.o3.gs 


Method 


GENSCAN 








Start 


one n 

y yr>y 




End " 


22261 








GI 


none 




Score 


.74 








Exons 


rt rt C rt 11COC 1 1 O 1 rt 

9959.. 11535, lioiz. 


1 O 1 o c 

. 1218b, 


12407. .12465, 13478. 


. 13671 , 








1 /I rt rt -7 1 vl 1 *3 *7 

14 15 J . . 14 2y / , 14/0/ 


..14 yzo , 


19951. .20041, 21328 


. .213/5, 








22Uyo . . ZZ2bl 














Seq. No. 


Jo y by 




Seq. ID 


OJ991022 


i a rt "3 n *3 
1 o . 0 30 3 < 


. C2 




Gene No. 


80260 




Strand 










Start 


9959 




End 


22261 








Name 


^-rrtnirtoo 1 norto /"* o 
QjyyiU22 lb. 0303. Cz 


.ol .np 


Method 


AAT /NAP 








Start 


1 rt 1 >l /*" 

1014 6 




End 


11894 








GI 


/" "7 rt C rt O A 

6705984 




Score 


1358 








Exons 


1014 6. .11894 












% ~ 


GI Descrip. 


(AB033235) gag-pol ] 


polyprotein [Oryza 


sativa] 








Seq. No. 


38969 




Seq. ID 


OJ991022 


1 6.0303, 


,C2 


fn 


Gene No. 


80260 




Strand 








ru 


Start 


rt rt C rt 

995 9 




End. 


22261 








Name 


a Tnni rt rt o rtOrt"5 /-»rt 

OJ991022 16.0J03.C2 


.o2 . tm 


Method 


TBLASTX: 


Maize 






Start 


i rt >i 0 1 
104 81 




End 


10717 








GI 


none 




Score 


87 








Exons 


1U4 0 1 . . 1U / 1 / , 1048 / 


. .10687, 


10590. .10712 






ru 


Seq. No. 


38969 




Seq. ID 


OJ991022 


_16.0303. 


.C2 




Gene No. 


80260 




Strand 










Start 


rt rt C rt 

9959 




End 


22261 






=i = 


Name 


/rtTrtrtlrtrtrt If rt O rt O f* 0 

OJ991022 16. 0303. C2 


,o2.ts 


Method 


TBLASTX: 


Soybean 




= sS; 


Start 


1 rt A O 1 

104 81 




End 


10717 • 








GI 


none 




Score 


87 






f '1 


Exons 


1 A/i 01 imi'7 i rt vi o *7 

104 o 1 . . 10 / 1 / , 1048 / 


. .10687, 


10590. .10712 






H 


Seq. No. 


0 0 rt ^ rt 
38 969 




Seq. ID 


OJ991022 


1 r rt o rt *D 

16 . 0303 . 


. C2 




Gene No. 


80260 




Strand 










■ Start 


9959 




End 


22261 








Name 


/"NTrtrtlrtOrt 1 (T rtOrt'O 0 

OJ991022 16. 0303. C2 


.o2. tw 


Method 


TBLASTX: 


Wheat 






Start 


i rt A O >i 

104 84 




End 


10954 








GI 


none 




Score 


97 








Exons 


i rt /i 0 /i 1 n n 0 i rt vi n /■ 

104 84 .. 10672 , 10496 


. .10666, 


10525. .10668, 10673 


. .10954, 








1 rt ^ O C TrtOOC Trt^"rtO 

10685 .. 10885, 10698 


. . 10907 












beq. No. 


Jo y by 




Seq. ID 


OJ991022 


_16.0303. 


. Lz 




Gene No. 


80260 




Strand 










Start 


9959 




End 


22261 








Name 


OJ991022 16. 0303. C2 


. ol . tw 


Method 


TBLASTX: Wheat 






Start 


11345 




End 


11857 








GI 


none 




Score 


60 








Exons 


11345. .11857, 11346 


. .11387, 


11351. . 11845 







38719 




Seq. No. 


38969 






Seq. ID 


OJ991022_16.0303 


.C2 


Gene No. 


80260 






Strand 






Start 


9959 






End 


22261 




Name 


OJ991022 16.0303.C2. 


ol . ts 


Method * 


TBLASTX: Soybean 




Start 


11456 






End 


11839 




GI 


none 






Score 


164 




Exons 


11456. . 


11632, 11669. 


. 11839 








Seq. No. 


38969 






Seq. ID 


OJ991022_16.0303 


.C2 


Gene No. 


80260 






Strand 






Start 


9959 






End 


22261 




Name 


OJ991022 16. 0303. C2. 


_ O j 

o3 . tm 


Method 


TBLASTX : Maize 




Start 


11672 






End 


11857 




GI 


none 






Score 


150 




Exons 


11672. . 


11857, 11673. 


. 1184 6 








Seq. No. 


38969 






Seq. ID 


OJ991022_16.0303 


.C2 


Gene No. 


80260 






Strand 






Start 


9959 






End 


22261 




Name 


OJ991022 16. 0303. C2. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


19388 






End 


19744 




GI 


none 






Score 


84 




Exons 


19388. . 


19519, 19393. 


.19485, 


19545. .19577, 19568 1 9654 , 






19569. . 


19685, 19682. 


. 1974 4 , 


19683. .19739 




Seq. No. 


38969 






Seq. ID 


OJ991022_16.0303 


.C2 


Gene No. 


80260 






Strand 






Start 


9959 






End 


22261 




Name 


OJ991022 16. 0303. C2. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


19931 






End 


20334 




GI 


none 






Score 


96 ' 




Exons 


19931. . 


19969, 19967. 


. 20095, 


19968. .20096, 20074 .. 201 18 , 






20118. . 


20249, 20122. 


. 20334 








Seq. No. 


38969 






Seq. ID 


OJ991022_16.0303 


.C2 


Gene No. 


80260 






Strand 






Start 


9959 






End 


22261 




Name 


OJ991022 16. 0303. C2. 


o3 . tw 


Method 


TBLASTX: Wheat 




Start 


20157 






End 


20469 




GI 


none 






Score 


201 




Exons 


20157 . . 


20285, 20167. 


. 2037 6, 


20197. .20376, 20389 .*. 204 69 




Seq. No. 


38970 






Seq. ID 


OJ991022_16.0303 


.C3 


Gene No. 


80261 






Strand 






Start 


614 






End 


995 




Name 


OJ991022 16. 0303. C3. 


ol .gs 


Method 


GENSCAN 




Start 


614 






End 


995 




GI 


none 






Score 


.56 




Exons 


614. .703, 720. .776, 


r\ s~ r\ r\ r\ t~ 

960 . . 995 








Seq. No. 


38971 






- Seq. ID 


OJ991022_16.0303 


.C4 


Gene No. 


80262 






Strand 






Start 


3211 






End 


5804 




Name 


OJ991022 16. 0303. C4. 


ol.gp 


Method 


AAT/GAP 




Start 


3095 






End 


3615 




GI 


LIB3431 


-001-P1-N1-B5 


Score 


758 





Exons 3095.. 3327, 3433.. 3615 

38720 




GI Descrip. ' 4680203/gb | AAD27566. 1 | AF114171J7 1.0e-39 (AF114171) TNP2-like 
protein [Sorghum bicolor] 1 



Seq. No. 


38971 


Seq. ID 


OJ991022_16.0303. 


P4 


Gene No. 


80262 


Strand 






Start 


3211 


End 


5804 




Name 


OJ991022_16 ,:Q303 . C4 ,q2 . gs 


Method 


GENSCAN 




Start 


3211 


End 


5804 




GI 


none 


Score 


.72 




Exons 


3211. .3327, 3433. .3604, 3771. 


.3941, 4024. .4856, 4938. .5240, 




5276..5S86, 5675. .5804 








Seq. No. 


38971 


Seq. ID 


OJ991022_16.0303. 


C4 


Gene No. 


80262 


Strand 






Start 


3211 


End 


5804 




Name 


OJ991022 16.0303.C4.ol.np 


Method 


AAT/NAP 




Start 


4476 


End 


5344 




GI 


4680204 


Score 


89 




Exons 


4476. .4919, 4986. .5344 








GI Descrip. 


(AF114171) hypothetical protein [Sorghum bicolor] 




Seq. No. 


38972 


Seq. ID 


OJ991022_16.0303. 


C5 


Gene No. 


80263 


Strand 






Start 


1871 


End 


1969 




Name 


OJ991022 16.0303.C5.ol.gs 


Method 


GENSCAN 




Start 


1871 


End 


1969 




GI 


none 


Score 


.52 




Exons 


1871. . 1969 








Seq. No. 


38973 


Seq. ID 


OJ991022_16.0303. 


C6 


Gene No. 


80264 


Strand 






Start 


1 


End 


3222 




Name 


OJ991022 16.0303.C6.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


773 




GI 


5002953 


Score 


962 




Exons 


1..383, 642..773 








GI Descrip. 


4680203/gb|AAD27566.1 IAF114171 7 l.Oe- 


39 (AF114171) TNP2 


-like 




protein [Sorghum bicolor] 








Seq. No. 


38973 


Seq. ID 


OJ991022_16.0303. 


C6 


Gene No. 


80264 


Strand 






Start 


1 


End 


3222 




Name 


OJ991022 16.0303.C6.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


3222 




GI 


4680203 


Score 


1747 




Exons 


1..368, 645. .875, 1029. .1121, 


1163. .2738, 3199. .3222 




GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum bicolor] 




Seq. No. 


38973 


Seq. ID 


OJ991022_16.0303. 


C6 


Gene No. 


80264 


Strand 






Start 


1 


End 


3222 




Name 


OJ991022 16.0303.C6.ol.tw 


Method 


TBLASTX: Wheat 




Start 


36 


End 


758 




GI 


none 


Score 


68 




Exons 


36. .197, 40. .180, 216. .758, 268. .714 






Seq. No. 


38973 


Seq. ID 


OJ991022_16.0303. 


C6 



38721 



rif 



Gene No. 

Start 

Name 

Start 

GI - 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



80264 Strand 

1 End 

OJ991022_16.0303.C6.o2.tc Method 

45 End 

none Score 

45. .197, 58. .180, 216. .467, 268. .471 



3222 

TBLASTX: Cress 

471 

68 



End 

Method 

End 

Score 



38973 
80264 
1 

OJ991022_16.0303.C6.ol.tm 
369 
none 

369.-854, 376..52S, 661. .852 

38973 
80264 
1 

OJ991022_16.0303.C6.o3.tw 
7 62 
none 

762..84S, 763. .834, 882. .1133, 883. .1083 



Seq. ID OJ991022_16.0303.C6 
Strand 

3222 

TBLASTX: Maize 
854 
89 



Seq. ID OJ991022_16.0303.C6 
Strand 

3222 

TBLASTX: Wheat 
1133 
63 



End 

Method 

End 

Score 



38973 
80264 
1 

OJ991022_16.0303.C6.o3.tm 
891 
none 

891. .953, 960. .1106, 970. .1077 

38973 
80264 
1 

OJ991022_16.0303.C6.o2.ts 
1250 
none 

1250. .1483, 1329. .1484 



Seq. ID OJ991022_16.0303.C6 
Strand 

End 3222 > 

Method TBLASTX : Mai ze 

End 1106 

Score 93 



Seq. ID OJ991022_16.0303.C6 
Strand 

End 3222 

Method TBLASTX : Soybean 

End 1484 

Score 98 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38973 
80264 
1 

OJ991022_16.0303.C6.o2.tm 

1319 

none 



Seq.- ID OJ991022_16.0303.C6 
Strand 

End 3222 

Method TBLASTX : Mai ze 

End 17 63 

Score 14 9 



1319. .1513, 1517. .1642, 1596. .1763 



38973 
80264 
1 

OJ991022_16.0303.C6.o4 .tw 

1353 

none 



Seq. ID OJ991022_16.0303.C6 
Strand 

End 3222 

Method TBLASTX : Wheat 

End 1703 

Score 100 



1353. .1514, 1358. .1513, 1482. .1589, 1517. .1654, 1550. .1609, 
1584. .1670, 1593. .1661, 1662. .1703 



Seq. No. 



38973 



Seq. ID OJ991022_16. 0303.C6 



38722 




Gene No. 80264 

Start 1 

Name OJ991022_16 . 0303 . C6 . ol . 

Start 1608 

GI none 

Exons 1608... 1937, 1633.. 1683, 

Seq. No. 38973 

Gene No. 80264 

- Start 1 

Name OJ991022_16 . 0303 . C6 . ol . 

Start 1686 

GI none 

Exons 1686.. 1934, 1690.. 1935, 




Strand 

End 3222 

tc Method TBLASTX: Cress 

End 1938 

Score 56 
1650. .1754, 1705. .1764, 1801. .1938 

Seq. ID OJ991022_16.0303.C6 
Strand 

End 3222 

ts Method TBLASTX: Soybean 

End 2105 

Score 105 
1984. .2103, 1986. .2105 



Seq. No. 38973 

Gene No. 80264 

Start 1 

Name OJ991022_16 . 0303 . C6 . o2 . tw 

Start 1704 

GI none 

Exons 1704.. 1829, 
2263. .2286 



1833. .1937, 1843. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
. 1938, 



OJ991022 16. 0303. C6 



3222 

TBLASTX: Wheat 
2384 
64 

1984. .2145, 1986. .2384, 



Seq. No. 38974 Seq. ID OJ991022 

Gene No. 80265 Strand + 

Start 528 End 1148 

Name OJ991022_16 . 0303 .C7 . ol . gs Method GENSCAN 

Start 528 End 1148 

GI none Score .78 

Exons 528.. 624, 667.. 1148 



16. 0303. C7 



Seq. No. 

Gene No. 

Start 

Name 

.Start 

GI 

Exons 

GI Descrip, 



38974 Seq. ID 

80266 Strand 

2058 End 

OJ991022_16.0303.C7.ol.np Method 

2058 End 

6721512 * Score 



OJ991022_16.0303.C7 
+ 

4033 
AAT/NAP 
4033 
102 



2058. .2085, 3722. .3853, 3881. .4033 

(AP001072) hypothetical protein [Oryza sativa] 



Seq. No. 


38974 








Seq. ID 


OJ991022 


Gene No. 


80267 








Strand 




Start 


4324 








End 


4758 


Name 


OJ991022 16. 


0303 


.C7.o2 


gs 


Method 


GENSCAN 


Start 


4324 








End 


4758 


GI 


none 








Score 


.46 


Exons 


4324. .4426, 


4678 


. . 4758 








Seq. No. 


38975 








Seq. ID 


OJ991022 


Gene No. 


80268 








Strand 


+ 


Start 


260 








End 


3956 


Name 


OJ991022 16. 


0303 


,C8.ol 


gs 


Method 


GENSCAN 


Start 


260 








End 


3934 


GI 


none 








Score 


.72 


Exons 


260. .3934 













38723 



Seq. No. 38975 

Gene No. 80268 

Start 260 

Name OJ991022_16 . 0303 . C8 . o3 . tw 

Start 706 

GI none 
Exons 



Seq. ID OJ991022__16.0303.C8 



Strand 
End 

Method 

End 

Score 



+ 

3956 

TBLASTX: Wheat 

1103 

128 



706. .804, 707. .841, 818. .1102, 892. .1083, 921. .1103 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



38975 Seq. ID 

80268 Strand 
260 End 
OJ991022_16 . 0303 . C8 . ol . np Method 
812 End 
6630696 Score 
812. . 3956 

(AP000969) ESTs D22 114 (C10364 ) , AU07 6106 (E20423 ) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



OJ991022__16.0303.C8 
+ 

3956 
AAT/NAP 
3956 
5342 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



38975 
80268 
260 

OJ991022_16.0303.C8.ol.gp 
854 

101595JL.R1084 

854. .1554, 1670. .1744 

'3047066 3.0e-15 (AF058825) 



Seq. ID OJ991022_16.0303.C8 

Strand + 

End 3956 

Method AAT/GAP 

End 1744 

Score 1439 

contains similarity to 



retrovirus-related POL polyproteins [Arabidopsis thaliana] 1 



ty 


Seq. No. 


38975 






Seq. ID 


OJ991022_16.0303.C8 




Gene No. 


80268 






Strand 


+ 




Start 


260 






End 


3956 




Name 


OJ991022 16 


.0303 


.C8 .o4 . tm 


Method 


TBLASTX: Maize 


= 


Start 


854 






End 


1162 




GI 


none 






Score 


311 




Exons 


854. .1162, 


901. . 


1083, 978. 


.1097, 983.. 


1159 


=. jl 


Seq. No. 


38975 






Seq. ID 


OJ991022_16.0303.C8 


~ ~ 


Gene No. 


80268 






Strand 


+ 




Start 


260 






End 


3956 




Name 


OJ991022 16 


.0303 


.C8.ol.tm 


Method 


TBLASTX: Maize 




Start 


1646 






End 


2055 




GI 


none 






Score 


390 




Exons 


1646. .1996, 


1665 


..1958, 1669. .1959, 1961. .2026, 1963. .2055, 



1970. .2053 



Seq. No. 38975 Seq. ID 

Gene No. 80268 Strand 

Start 260 End 

Name OJ991022_16 . 0303 . C8 . o3 . ts Method 

Start 2003 End 

GI none Score 

Exons 2003.. 2152, 2135.. 2383 



OJ991022__16.0303.C8 
+ 

3956 

TBLASTX : Soybean 

2383 

90 



Seq. No. 
Gene No. 
Start 



38975 
80268 
260 



Seq. -ID 

Strand 

End 



OJ991022_ 
+ 

3956 



16. 0303. C8 



38724 





Name 


OJ991022_16 


. 0303 


.C8 . o3 . 


tm 


Method 


TBLASTX : Maize 






Start 


2141 








End 


2605 






GI 


none 








Score 


313 






Exons 


2141. . 2605, 


2380 


. . 2598 












Seq. No. 


38975 








Seq. ID 


OJ991022_16.0303 


,C8 




Gene No. 


80268 








Strand 


+ " 






Start 


O f~ ft 

260 








End 


3956 






Name 


OJ991022 16 


. 0303 


. C8 . o4 . 


tw 


Method 


TBLASTX : Wheat 






Start 


2248 








End 


2448 






GI 


none 








Score 


275 






Exons 


0 0/10 O/l/O 

2248 . .2448, 


o o >t o 


O A A C 


O O C 1 

2251 . 


O A A O 

.2448 








Seq. No. 


38975 








Seq. ID 


OJ991022_16.0303 


.C8 




Gene No. 


80268 








Strand 


+ 






Start 


260 








End 


o ft c r 

3956 






Name 


OJ99l022_l6 


. 0303 


. C8 . o2 . 


ts 


Method 


TBLASTX : Soybean 






Start 


2393 








End 


2791 






GI 


none 








Score 


207 






Exons 


2393 . . 2614 , 


2395 


. . 2610, 


o /■*■ 1 o 

2 618 . 


. 27 91 








Seq. No. 


38975 








Seq. ID 


OJ991022_16.0303 


-C8 




Gene No. 


80268 








Strand 


+ 






Start . 


260 








End 


3956 




r tr? 


Name 


OJ991022_16 


. 0303 


. C8 . ol . 


tw 


Method 


TBLASTX: Wheat 




L : • 


Start 


2449 








End 


3196 




?: 3 


GI 


none 








Score 


271 




? ^ 


Exons 


n * /I n O ft I - 

2449 . . 2856, 


2449 


. .2946, 


2456 . 


.3196, 3007. .3192, 3014. .3196 




Seq. No. 


38975 








Seq. ID 


OJ991022_16.0303 


.C8 




Gene No. 


80268 








Strand 


+ 






Start 


260 








End 


3956 






Name 


OJ991022__16 


. 0303 


. C8 . ol . 


ts 


Method 


TBLASTX : Soybean 




= 


Start 


3116 








End 


3580 






GI 


5509260 








Score 


388 






. Exons 


3116 . . 3580, 


3211 


. . 3372, 


3299 . 


.3466 








GI Descrip. 
















TS ==? 


Seq. No. 


38975 








Seq. ID 


OJ991022_16.0303 


.C8 




Gene No. 


80268 








Strand 


+ 




^ s? 


Start 


o r r\ 

260 








End 


3956 






Name 


OJ991022_16 


. 0303 


C8 . ol . 


tc 


Method 


TBLASTX: Cress 






Start 


3209 








End 


3469 






GI 


none 








Score 


291 






Exons 


3209 . . 34 69, 


3211 


. 3381 












Seq. No. 


38975 








Seq. ID 


OJ991022_16.0303 


.C8 




Gene No. 


80268 








Strand 


+ 






Start 


260 








End 


3956 






Name 


OJ991022 16 


0303 


C8 .o2 . 


tm 


Method 


TBLASTX: Maize 






Start 


3250 








End 


3715 






GI 


none 








Score 


359 






Exons 


3250. .3381, 


3251 


.3715, 


3386. 


.3466, 3502. .3612 






Seq. No. 


38975 








Seq. ID 


OJ991022_16.0303 


.C8 




Gene No. 


80268 








Strand 


+ 






Start 


260 








End 


3956 





38725 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ991022__16 . 0303 . C8 . o2 . tw Method 
3251 End 
none Score 
3251.. 3595, 3268.. 3432, 3590.. 3796 



TBLASTX: Wheat 

3796 

316 



38975 
80268 
260 

OJ991022_16.0303.C8.o4 .ts 

3649 

none 



Seq. ID OJ991022_16.0303.C8 

Strand + 

End 3956 

Method TBLASTX : Soybean 

End 3889 

Score 14 6 



3649.. 3813, 3650.. 3808, 3809.. 3889 



38976 
80269 
1 

OJ991022_16.0303.C9.ol.np 
1 

4680186 
1..22, 702. .907 

(AF111709) unknown [Oryza sativa subsp. indica] 



Seq. ID OJ991022_16.0303.C9 

Strand + 

End 1404 

Method AAT/NAP 

End 907 

Score 247 



38976 
80269 
1 

OJ991022_16. 0303.C9.ol.gs 

795 

none 

795. .855, 1298. .1404 



Seq. ID OJ991022_16.0303.C9 

Strand + 

End 1404 

Method GENSCAN 

End 1404 

Score . 8 



Seq. No. 38976 

Gene No. 80270 

Start 453 

Name OJ991022_16 . 0303 . C9 . ol . gp 

Start 453 

GI uC-osflcyp033a04bl 

Exons 453 . . 835 

GI Descrip. 1 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



Seq. ID OJ991022_16. 0303.C9 
Strand 

835 

AAT/GAP 
835 
664 



End 

Method 
End . 
Score 



Seq. No. 38976 
Gene No. 80271 . 

Start 1297 

Name OJ991022_16 . 0303 . C9 . o2 . np 

Start 1297 
GI 6907087 
Exons 1297.. 1398, 1940.. 2238 

GI Descrip. (AP001129) ESTs- C72771 (E2215) , AU082313 (E2215 ) correspond to a 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] 



Seq. ID OJ991022_16. 0303.C9 
Strand 

End 2238 

Method AAT/NAP 

End 2238 

Score 4 61 



Seq. No. 38976 

Gene No. 80271 

Start 1297 

Name ' OJ991022_16 . 0303 . C9 . o2 . gs 

Start 1716 

GI none 



Seq. ID OJ991022_16.0303.C9 
Strand 

End 2238. 

Method GENSCAN 

End 2138 

Score .77 



38726 



Exons 



1716. .2138 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



38977 Seq. ID 

80272 Strand 
1 End 
OJ991022_16. 0303. CIO. ol.np Method 
1 End 
6630696 Score 
1..32, 880. .1669 

(APQ00969) ESTs D22114 (C10364 ) , AU076106 (E20423) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



OJ991022_16. 0303. C10 
+ 

4582' 
AAT/NAP 
1669 
1153 



38977 
80272 
1 

OJ991022__16. 0303. C10. ol.gs . 

1169 

none 

1169. .1622, 2478. .2587, 2715. 
3593. .3751, 3840. .3968, 4310. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.2858, 



OJ991022_ 
+ 

4582 
GENSCAN 
4582 
. 6 

2982. .3057, 



16. 0303. C10 



4362, 4454.-4582 



3294. .3419, 



16. 0303. C10 



38977 Seq. ID OJ991022_ 

80273 Strand . + 
12868 End 13963 
OJ991022_16. 0303. C10. o6.np Method AAT/NAP 
12868 End 13963 
7497004 Score 130 
12868. .12940, 13542 .. 1384 6, 13929. .13963 
hypothetical protein C34D4.11 - Caenorhabditis elegans 
gi|1330342|gb|AAB00696.1| (U58755) C34D4.11 gene product 
[Caenorhabditis elegans] 

38977 Seq. ID OJ991022_1 6 . 0303 . C10 

80274 Strand 

1 End 271 

OJ991022_16. 0303. C10. ol.gp Method AAT/GAP 
1 End 271 

2428308 Score 396 

1. .271 

4521194/dbj | AB013613 . 1 | AB013613 3.0e-14 Oryza sativa DNA, 
centromere sequence RCB11 



Seq. No. 


38977 






Seq. ID 


OJ991022_16.0303 


.C10 


Gene No. 


80275 






Strand 






Start 


7406 






End 


14255 




Name 


OJ991022 16. 0303. C10 


o2 


tm 


Method 


TBLASTX: Maize 




Start 


938 






End 


1213 




GI 


none 






Score 


307 




Exons 


938. .1213, 940. .1212 












Seq. No. 


38977 






Seq. ID 


OJ991022_16.0303 


C10 


Gene No. 


80275 






Strand 






Start 


7406 






End 


14255 




Name 


OJ991022 16. 0303. C10 


ol 


ts 


Method 


TBLASTX: Soybean 




Start 


1058 






End 


1432 




GI 


none 






Score 


117 





38727 



Exons 


1 0 ^r iirq 


1 064 1 1 RQ 

lwU4 • • X X O _7 , 


1 207 


..1338, 1208. .1432 




Seq. No. 


38977 






Seq. ID 


OJ991022_16.0303 


.C10 


Gene No. 


80275 






Strand 






Cf art 


7406 






End 


14255 




Lvalue 


OJQQ1022 16 


0303 CIO ol 


• L. W 


Method 


TBLASTX: Wheat 




O L. ci IT U 


1070 ~ 






End 


1545 




O J. 


none 






Score 


105 




F von <5 


1070 1144 


1075 1143 


1159 

J- J. J Zt 


..1545, 1160. .1543 




C <-} /-T Mo 

D C q . LNvJ . 


^fl Q77 

JO 3 / / 






Seq. ID 


OJ991022_16.0303 


.C10 




R027S 






Strand 






Start 


7406 






End 


14255 




Name 


OJ991022 16. 


0303. C10. o2 


.gs 


Method 


GENSCAN 




Cfarr 


7406 






End 


14255 




yj ± 


nnno 
1 lUl its 






Score 


.49 




IT von q 


7406 7577 


7650. .7853, 


8177 


..8321, 9411. .9609, 9688. .10112, 




1 0276 1 0^R2 


, 12145. .12217, 


12996. .13164, 13434 .. 13769, 






141 ^7 14255 
1 4 1 j / • . x *± ^. j j 












O ti . LNL? . 


^R Q77 






Seq. ID 


OJ991022_16.0303 


pi n 

. u 




80275 






Strand 






Start 


7406 






End 


14255 




Name 


OJ991022 16. 


0303. C10. o4 


.np 


Method 


AAT/NAP 






7 S QR 






End 


9894 






4 7 Q^S7 






Score 


859 




Exons 


7 R Qfi 7 67 ^ 

/ J .7 O . ■ / U / J , 


7976. .8613, 


8689 


..9609, 9688. .9894 








protein 612 - maize transposon MuA2 






rri 19 2^7^1 pmh 


ICAA44165 | 


(X62251) ORF [Zea mays] 




Qpn Mo 


^R Q77 
JO _? / / 






Seq. ID 


OJ991022_16.0303 


.C10 


Gene No. 


80275 






Strand 






Start 


7406 






End 


14255 




IN cuuc 


OJ991022 16. 


0303. C10. o5 


.np 


Method 


AAT/NAP 




OLai t 


7710 






End 


10926 






6721515 






Score 


420 






7710. .7739, 


8044. .8514, 


9286 


..9599, 9756. .9931, 10859.. 


10926 




(AP001072) Similar to mudrA. 


(M76978) 


[Oryza sativa] 




Seq. No. 


38977 






Seq. ID 


OJ991022_16.0303 


.C10 


Gene No. 


80275 






Strand 






O Lai L 


7406 






End 


14255 




IN cU lit: 


OJ991022 16. 


0303. C10. o3 


. tm 


Method 


TBLASTX: Maize 






8089 






End 


8613 






none 






Score 


62 




LAUUo 


8089. .8295, 


8140. .8271, 


8296 


. .8418, 8434. .8613 




Seq. No. 


38977 






Seq. ID~ 


OJ991022_16.0303 


.C10 


Gene No. 


80275 






Strand 






O L. ClJL L 


7406 






End 


14255 




Name 


OJ991022 16. 


0303. C10. ol 


. tm 


Method 


TBLASTX: Maize 




Start 


8686 






End 


9235 




GI 


none 






Score 


48 




Exons 


8686. .8808, 


8689. .8883, 


8893 


..8958, 8956. .9234, 8957. .9235 


Seq. No. 


38977 






Seq. ID 


OJ991022_16.0303 


.C10 


Gene No. 


80275 






Strand 







38728 



otart 


7406 










bno 


1 A 0 ^ R 
1H ZDD 




Name 


OJ991022 16. 


UjUj . 


LIU . OQ 




Method 




• 

Mai ze 




9241 










hna 


o ^ a n 
y o h u 




C T 
bl 


none 










Score 


/ / 




Exons 


9241. 


.9540, 


y z y o . 


CtA 1 0 

. y 4 iz 










beq. wo. 


3897 8 










Seq. ID 


OJ991022 


mn*5 oil 
lb . UoUo . Cll 


Gene No. 


80276 










Strand 


+ 




Start 


2300 










End 


5500 




Name 


OJ991022- 16. 


UjUj. 


pi i ^ i 

Lli . Ol 


. gs 


Method 


GENSCAN 




CM 1 i^4- 

otart 


2300 










End 


5500 




bl 


none 










Score 


.59 




Exons 


2300. 


.2350, 


O A A n 


. z y 4 y , 


"5 A *3 1 
Jl . 


.3920, 4002. .4080, 


^ uy y . . 4 o j / , 




4494 . 


.4553, 


H ozz . 




/on 


.5500 






Seq. No. 


38978 










Seq. ID 


OJ991022 


lo . UjUj . CI 1 


Gene No. 


80277 










Strand 






Start 


1847 










End 


1966 




Name 


OJ991022 16. 


0303. 


Cll.ol 


np 


Method 


AAT/NAP 




Start 


1847 










End 


1966 




GI 


7248394 








Score 


64 




Exons 


1847. 


.1966 















GI Descrip. (AP001389) ESTs C97394 (C60113) , AU075824 (R0165) , D38985 (R0165) 
correspond to a region of the predicted gene . -Similar to 
Arabidopsis thaliana chromosome II BAC F15011 genomic sequence 
putative pol polyprotein with a reverse transcriptase domain 
(AC006446) 



Seq. No. 38978 

Gene No. 80278 

Start 4975 

Name OJ991022_16 . 0303 . Cll . o2 . np 

Start 4975 

GI 7248394 

Exons 4975.. 5108, 7471.. 8514, 
GI Descrip. 



OJ991022 16. 0303. Cll 



Seq. ID _ 
Strand 

End 16035 
Method AAT/NAP 
End 14899 
Score 1810 
8781. .9453, 14650. . 14899 
(AP001389) ESTs C97394 (C60113) , AU075824 (R0165 ) , D38985 (R0165) 
correspond to a region of the predicted gene . -Similar to 
Arabidopsis thaliana chromosome II BAC F15011 genomic sequence 
putative pol polyprotein wit-h a reverse transcriptase domain 
(AC006446) 



Seq. No. 38978 Seq. ID 

Gene No. 80278 Strand 

Start 4975 End 

Name OJ991022_16 . 0303 . Cll . o3 . ts Method 

Start 5785 End 

GI none Score 

Exons 5785.. 5823, 5790.. 6032, 5896.. 6015 



OJ991022_16. 0303. Cll 
16035 

TBLASTX: Soybean 

6032 

46 



Seq. No. 38978 Seq. ID 

Gene No. 80278 Strand 

Start 4975 End 

Name OJ991022__16 . 0303 . Cll . o3 . tw Method 

Start 5811 End 

GI none Score 

Exons 5811.. 6218, 5845.. 6210 



OJ991022_16. 0303. Cll 
16035 

TBLASTX: Wheat 

6218 

113 



38729 



Seq. No. 38978 

Gene No. 80278 

Start 4975 

Name OJ991022_16 . 0303 . 

Start 6288 

GI none 

Exons 6288.. 6475, 6604, 
12389. .12605 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Cll.o2.gs 
.8579, 8585. 



38978 
80278 
4975 

OJ991022_16.0303, 

6515 

none 

6515. .6571, 6602. 

38978 
80278 
4975 

OJ991022_16.0303. 

6548 

none 

6548.. 6829, 6549, 

38978 
80278 
4975 

OJ991022_16.0303. 

6602 

none 

6602. . 6958 

38978 
80278 
4975 

OJ991022__16.0303. 

7145 

none 

7145. .7435, 7475. 

38978 
80278 
4975 

OJ991022JL6.0303. 

7197 

none 

7197. .7451, 7199. 

38978 
80278 
4975 

OJ991022_16.0303. 

7760 

none 

7760. .7948, 7773. 



Cll .o4 .tw 



6904 



Cll.o4 . ts 



. 6761 



Cll.o3.tm 



Cll.o2.tw 
.7564 

Cll.ol.ts " 
.7450, 7472, 

Cll.o2.ts 
.7904, 7949. 



Seq. ID OJ991022_16. 0303. Cll 
Strand 

End 16035 

Method GEN SCAN 

End 12605 

Score .41 

.9061, 9177.. 9466, 10367 104 16, 



Seq. ID OJ991022_16. 0303. Cll 
Strand 

End 16035 

Method TBLASTX : Wheat 

End 6904 

Score 174 



Seq. ID OJ991022_16. 0303. Cll 
Strand 

End 16035 

Method TBLASTX : Soybean 

End 6829 

Score 81 



Seq. ID OJ991022_16. 0303. Cll 
Strand 

End 16035 

Method TBLASTX : Mai ze 

End 6958 

Score 198 



Seq. ID OJ991022JL6. 0303. Cll 
Strand 

End 16035 

Method TBLASTX: Wheat 

End 7564 

Score 81 



Seq. ID OJ991022_16. 0303. Cll 
Strand 

End 16035 

Method TBLASTX : Soybean 

End 7609 

Score 135 
.7609, 7476.. 7607 

Seq. ID OJ991022_16. 0303. Cll 
Strand 

End 16035 

Method TBLASTX : Soybean 

End 8230 

Score 89 
.8230, 7992.. 8192 



38730 




Seq. No. 


38978 




Seq. ID 


OJ991022_16.0303 


.Cll 


Gene No. 


80278 




Strand 






qf ar f 
OLdit 


'iZ/ / D 




End 


16035 




Name 


(juyyiuzz id. ujUj.tii.oj 




Method 


TBLASTX: Wheat 




OLail 


l OH 1 




End 


8228 






none 




Score 


37 




Exons 


7P.47 7Q4P. 1Q1 Q 
/ 0 fi / . . 1 zjHO t /DDI. . i z? f 


7 qi n 


..8227, 7914;. 8228 




Seq. No. 


38978 




Seq. ID 


OJ991022_16.0303 


.Cll 


Gene No. 


80278 




Strand 






Q4- -J y-f- 


fi Z7 / J 




End 


16035 




Name 


VJjyyiUZZ ID. UjUj.LII .Ol 




Method 


TBLASTX: Maize 




orar u 


7Q1 C 

/ y i o 




End 


8377 






none 




Score 


206 




TT* ^\ 1^ £i 

HiXons 


7Q1£ ft^77 7Q17 OOOQ 


ft 1 1 1 
0 1 1 1 


. .8377 






oeq . ino . 


Oo / o 




Seq. ID 


OJ991022_16.0303 


pi 1 
.Cll 


Gene No. • 


80278 




Strand 






Start 


4975 




End 


16035 




Name 






Method 


TBLASTX: Wheat 






Q 9 £ c: 
OZ DO 




End 


8650 




C T 


none 




Score 


286 




Exons 


QOf;c QCQO Q9£"7 

O Z DO . . 0 Oo Z , 0 Z O / . . OJO / , 


OOOQ 

0 z 0 y 


..8582, 8593. .8649, 8603. .8 


C A A 




ODUj . . ODjU 










Seq. No. 


38978 




Seq. ID 


OJ991022_16.0303 


.Cll 


Gene No. 


80278 




Strand 






Of o v-f- 
OtSlL 


/QIC 

Hz? 1 0 




End 


16035 




Name 


ujyyiuzz id. uouo. til . , 


. cm 


Method 


TBLASTX: Maize 




Of -i v- 4- 


Q07Q 

OJ / O 




End 


8596 






none 




Score 


213 




Exons 


QTIQ QCQ1 QOIQ QCQC 


ft 1 Q£ 

0 j y d 


. .8596 






oeq . JNO . 


TQQ7Q 

J O -/ / o 




Seq. ID 


OJ991022_16.0303 


PI 1 
. L, 1 1 


(~1 qho NT 
VJCilti InU. 


00070 




Strand 






Start 


4975 




End 


16035 




Name 


OJ991022 16.0303.Cll.ol, 


,gp 


Method 


• AAT/GAP 




oT,arr. 


12743 




End 


13106 






71195 2.R1084 




Score 


660 




TP /-v r"\ c 


12743. . 13106 










bi uescrip. 


■ 4521194 /dbj IAB013613. 1 1 


IAB013613 3.0e- 


14 Oryza sativa DNA, 




centromere sequence RCBll 1 








Seq. No. 


38978 




Seq. ID 


OJ991022_16.0303 


.Cll 


Gene No. 


80278 




Strand 






OLaiT. 


4975 




End 


16035 




Name 


OJ991022 .16.0303.Cll.o3. 


.gs 


Method 


GENSCAN 




o rar t 


14636 




End 


15972 






none 




Score 


.44 




i^xons 


14636. .14958, 15404 .. 15568 , 15844. .15972 




Seq. No. 


38978 




Seq. ID 


OJ991022_16.0303 


.Cll 


Gene No. 


80278 




Strand 






Start 


4975 




End 


16035 




Name 


OJ991022 16.0303.Cll.o3. 


np 


Method 


AAT/NAP 




Start 


15494 




End 


16035 




GI 


7248393 




Score 


300 





38731 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15494. .15850, 15941. .16035 

(AP001389) hypothetical protein [Oryza sativa] 



38979 Seq. ID 

80279 Strand 

28 6 End 
OJ991022_16.0303-C12.61.gs Method 

28 6 End 

none Score 

286. .371, 1042. .1199, 1406. .1608 



OJ991022_16.0303.C12 
+ 

1608 
GENSCAN 
1608 
.73 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38979 Seq. ID OJ991022_16 . 0303 . C12 

80280 Strand 

1 End 3317 

OJ991022_16.0303.C12.ol.np Method AAT/NAP 

1 End 3317 

6523547 Score 56 

1..70, 2169. .2291, 3229. .3317 

(AJ242540) hydroxyproline-rich glycoprotein DZ-HRGP [Volvox 
carteri f. nagariensis] 



38980 
80281 
632 

OJ991022_16.0303.C13.ol.gs 

632 

none 



Seq. ID OJ991022_16.0303.C13 



Strand 
End 

Method 

End 

Score 



+ 

4429 
GENSCAN 
3776 
. 63 



632. .634, 1894. .1954, 2227. .2351, 2577. .3776 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



38980 Seq. ID OJ991022_16 . 0303 . C13 

80281 Strand + 

632 End 4429 

OJ991022_16 . 0303 . C13 . o2 . gp Method AAT/GAP 

1501 End 1807 

72524JL.R1084 Score 433 

1501. . 1807 

1 5091496/dbj | AB023482.2 | AB023482 3.0e-84 Oryza sativa genomic 
DNA, chromosome 6, clone P0680A03, complete sequence'- 



38980 Seq. ID 

80281 Strand 

632 End 

OJ991022_16. 0303.C13.ol.np Method 

1760 End 

7106512 Score 



OJ991022_16.0303.C13 
+ 

4429 
AAT/NAP 
4429 
1537 



1760. .1820, 1894. .2060, 2306. .2452, 2642. .3692, 4213. .4429 
(AP001278) EST C98429 (E0138 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



38980 Seq. ID 

80282 Strand 

1502 End 

OJ991022_16.0303.C13.ol.gp . Method 

1502 End 

5816518 Score 
1502. .1607 

4521193/dbj IAB013450. 1 IAB013450 3.0e-40 Oryza sativa DNA, 



OJ991022_16.0303.C13 

1607 
AAT/GAP 
1607 
153 



38732 



similar sequence to Pib gene 



Seq. No. 38981 Seq. ID 

Gene No. 80283 Strand 

Start 239 End 

Name OJ991122_ll . 0317 . C4 . ol . gs Method 

Start . 239 End 

GI none Score 

Exons 239.. 440, 3241.. 3628 



OJ991122_11.0317.C4 
+ 

3628 
GENSCAN 
3628 
.53 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



38981 Seq. ID 

80284 Strand 

4850 End 

OJ991122_l 1.0317 .C4 .o2.np Method 

4850 End 

7340854 Score 



OJ991122_11.0317.C4 
+ 

7779 
AAT/NAP 
7779 
642 



4850. .4912, 4977. .5211, 7664. .7779 

(AP001551) hypothetical protein [Oryza sativa] 



Seq. No. 38981 Seq. ID 

Gene No. 80285 Strand 

Start 9763 End 

Name OJ991122_ll . 0317 . C4 . o2 . gp Method 

Start 9745 End 

GI 428542 Score 

Exons 9745.. 10112 



OJ991122_11.0317.C4 
+ 

13424 
AAT/GAP 
10112 
582 



Seq. No. 38981 

Gene No. 80285 

Start 9763 

Name OJ991122_ll . 0317 . C4 . o3 . gs 

Start 9763 

GI none 

Exons 9763.. 10106, 11288 .. 11405, 
13247. .13424 



Seq. ID OJ991122_11.0317.C4 

Strand + 

End 13424 

Method GENSCAN 

End 13424 

Score .83 
11501. .11638, 12612. .12760, 



Seq. No. 38981 

Gene No. 80285 

Start 9763 

Name OJ991122_ll . 0317 . C4 . o3 . np 

Start 9763 

GI 7340853 

Exons 9763.. 10106, 11288 .. 11405 , 
GI Descrip. 



Seq.' ID OJ991122_11.0317.C4 
Strand + 
End 13424 
Method AAT/NAP 
End 11701 
Score 1090 
11501. .11701 

(AP001551) EST D24694 (R2388) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 



38981 
80286 
3223 

OJ991122_ll. 0317.C4 .ol.gp 
3223 

96783_1.R1084 
3223. .3684 

/ 287938/emb 1X54204 | CVPRSET5C 6.0e-47 Cloning vector pRSETSc 
•{pBluescript KS plus derivative) 1 



Seq. ID OJ991122_11.0317.C4 
Strand 

End 3684 

Method AAT/GAP 

End 3684 

Score 851 



38981 



Seq. ID OJ991122_11.0317.C4 



38733 



Gene No. 80286 Strand 

Start 3223 End 3684 

Name OJ991122_ll . 0317 . C4 . ol .np Method AAT/NAP 

Start 3263 End 3586 

GI 7340855 Score 527 

Exons 3263.-3586 

GI Descrip. (AP001551) EST AU065411 (R3610) corresponds to a region of the 

predicted gene.; hypothetical protein [Oryza sativa] 



Seq. No. 38981 

Gene No. 80287 

Start 14458 

Name OJ991122_ll . 0317 . C4 . o2 . tm 

Start 9955 

GI none 

Exons 9955.. 10107, 9996.. 10112, 10019.. 10117 



Seq. ID OJ991122_11.0317.C4 



Strand 
End 

Method 

End 

Score' 



17324 

TBLASTX: Maize 

10117 

190 





beq. no. 


38981 


Seq. ID 


OJ991122 


11 n 7 1 "7 n a 




Gene No. 


80287 


Strand 








Start 


14458 


End 


17324 






Name 


OJ991122 11.0317.C4.ol.tm 


Method 


TBLASTX: 


Maize 




Start 


11498 


End 


11715 






GI 


none 


Score 


282 






Exons - 


11498. .11713, 11500.. 11715 








SJ 


Seq. No. 


• 38981 


Seq. ID 


OJ991122 


_11.0317.C4 


?i 5 


Gene No. 


80287 


Strand 






r Li; 


Start 


14458 


End 


17324 




[3 


Name 


OJ991122 11.0317.C4.o4.gs 


Method 


GENSCAN 






Start 


14458 


End 


17324 






GI 


none 


Score 


.75 




fy 


Exons 


14458. .14530, 15693. .15884 


, 17230.. 17324 






Seq. No. 


38982 


Seq. ID 


OJ991122 


_11.0317.C5 


f ™; 


Gene No. 


80288 


Strand 


+ 






Start 


1 


End 


1956 






Name 


OJ991122 11.0317.C5.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


1944 




? ~ 


GI 


3834322 


Score 


900 






Exons 


1..205, 1147. .1506, 1534.. 


1944 








GI Descrip. 


(AC005679) EST gb|R30300 comes from this gene. 


[Arabidopsis 



thaliana] 



Seq. No. 38982 

Gene No. 80288 

Start 1 

Name OJ991122_ll . 0317 .C5 . ol . gs 

Start 8 

GI none 

Exons 8.. 205, 1150.. 1330, 1781.. 1956 



Seq. ID OJ991122_11.0317.C5 

Strand + 

End 1956 

Method GENSCAN 

End 1956 

Score .83 



Seq. No. 38982 Seq. ID OJ991122_ll . 0317 . C5 

Gene No. 80288 Strand + 

Start 1 End 1956 

Name OJ991122_l 1 . 0317 . C5 . ol . gp Method AAT/GAP 

Start 14 End 1409 

GI 39951 2.R1084 Score 811 



38734 



Exons 14.. 205, 1150.. 1409 

GI Descrip. ' 2832617/emb | CAA1674 6 .1 | 6.0e-26 (AL021711) putative protein 
[Arabidopsis thaliana] 1 



Seq. No. 
Gene No. 
Start 
Name 
Start 
'GI 
Exons 



38982 
80289 
.2221 

OJ991122_ll. 0317. C5.ol. tin 
60 



none 

60. .125, 80. .133, 
1147. . 1254, 
1480. .1701, 
1979. .2047 



Seq. ID 
Strand 
End 

Method 
End 
Score 

100. .135, 134. .205, 136. .198, 167. 
1149. .1256, 1149. .1298, 1302. .1700, 1303 
1698.. 1889, 1699.. 1926, 1712.. 1921, 1978 



OJ991122_11.0317.C5 
+ 

5873 

TBLASTX: Maize 
2052 
106 



205, 
. 1701, 
.2052, 



Seq. No. 


38982 












Seq. ID 


OJ991122_11.0317 


.C5 


Gene No. 


80289 












Strand 


+ 




Start 


2221 












End 


5873 




Name 


OJ991122 


_11. 


0317 


,C5. 


o2 


.tc 


Method 


TBLASTX: Cress 




Start 


80 












End 


205 




GI 


none 












Score 


212 




Exons 


80. .205, 


97. 


. 198 














Seq. No. 


38982 












Seq. ID 


OJ991122_11.0317 


.C5 


Gene No. 


80289 












Strand 


+ 




Start 


2221 












End 


5873 




Name 


OJ991122 


_11. 


0317 


.'C5. 


o3 


.ts 


Method 


TBLASTX: Soybean 




Start 


80 












End 


205 




GI 


none 












Score 


213 




Exons 


80. .205, 


97. 


.198 















Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 



38982 
80289 
2221 

OJ991122 11.0317.C5.ol.ts 



1326 

none 

1326. 

1681. 

1900. 



1526, 1327, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1617, 1518. .1574, 



1758, 1779. .1838, 1780, 
1944, 1920. .1943 



OJ991122__11.0317.C5 
+ 

5873 

TBLASTX : Soybean 
1944 
210 

1629. .1691, 1677. .1754, 



,1839, 1840. .1911, 1854. .1889, 



Seq. No. 

Gene No. 

Start 

Name 

Start" 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

"Exons 



38982 
80289 
2221 

OJ991122_11.0317.C5.ol. tw 

1455 

none 

1455. .1670, 1455. .1700, 1459. 
1698. .1829, 1699. .1830, 1714. 

38982 
80289 

2221 v 

OJ991122_11.0317.C5.o2.gs 

2221 

none 



Seq. ID 

Strand 
End 

Method 
End 
Score 

.1710, 1642 
.1830 



OJ991122_11.0317.C5 
+ 

5873 

TBLASTX: Wheat ■ 
1830 
194 

1701, 1683.. 1829, 



Seq. ID OJ991122_ll . 0317 .C5 

Strand + 

End 5873 

Method GENSCAN 

End 4613 

Score .52 



2221. .2407, 3224. .3368, 3524. .3698, 3750. .3797, 4341. .4613 



38735 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ991122_11.0317.C5 

Strand + 

End 5873 

Method AAT/NAP 

End 5726 

Score 264 



38982 
80289 
2221 

OJ991122_11.0317.C5.o2.np 
4374 
1076748 
4374.. 4529, 5499.. 5726 

major intrinsic protein - rice gi | 440869 | dbj | BAA04257 | (D17443) 
major intrinsic protein [Oryza sativa] 



38982 
80289 
2221 

OJ991122_11.0317.C5.o3.gs 

5412 

none 

5412. .5873 



Seq. ID OJ991122_11.0317.C5 

Strand + 

End 5873 

Method GEN SCAN 

End 5873 

Score .47 



Seq. No. 38982 

Gene No. 80289 

Start 2221 

Name OJ991122_ll . 0317 . C5 . o2 . tm 

Start 5498 

GI none 

Exons 5498.. 5725, 5499.. 5741 



Seq. ID OJ991122_11.0317.C5 

Strand + 

End 5873 

Method TBLASTX : Mai ze 

End 5741 

Score 307 



Seq. No. 38982 

Gene No. 80289 

Start 2221 

Name OJ991122_ll . 0317 . C5 . ol . tc 

Start 5499 

GI none 

Exons 5499.. 5741, 5504.. 5725 



Seq. ID OJ991122_11.0317.C5 

Strand + 

End 5873 

Method TBLASTX : Cress 

End 5741 

Score 278 



Seq. No. 38982 

Gene No. 80289 

Start 2221 

Name OJ991122_ll . 0317 . C5 . o2 . ts 

Start 5499 

GI none 

Exons 5499.. 5741, 5504.. 5725 



Seq. ID OJ991122_11.0317.C5 

Strand + 

End 5873 

Method TBLASTX : Soybean 

End 5741 

Score 263 



Seq. No. 38983 

Gene No. 80290 

Start 1 

Name OJ991122_ll . 0317 . C6 . ol . gp 

Start 1 

GI LIB34 75-011-P1-K1-D2 

Exons 1..45, 130. .191, 546. .590 

GI Descrip. ' 5139541/emb | CAB45652 . 1 | 5.0e-18 (AJ243308) nodulin26-like major 
intrinsic protein [Pisum sativum] f 



Seq. ID OJ991122_11.0317.C6 
Strand + 

765 

AAT/GAP 
590 
236 



End 

Method 

End 

Score 



Seq. No. 38983 

Gene No. 80290 

Start 1 

Name OJ991122_ll . 0317 . C6 . ol . np 



Seq. ID OJ991122_11.0317.C6 

Strand + 

End 7 65 

Method AAT/NAP 



38736 



Start 1 End 765 

GI 1076748 Score 333 

Exons 1..45, 130,. 191, 546. .765 



GI Descrip. major intrinsic protein - rice gi | 4 40869 | dbj | BAA04257 | (D17443) 
major intrinsic protein [Oryza sativa] 



beq . NO . 


"3Q QQ *a 




beq. 1JJ 




Gene No . 


onoQn 




Strand 


+ 


Start 


l 




End 


765 


Name 


OJ991122 ll.0317.C6.ol. 


gs 


Method 


GENSCAN 


Start 


130 




End 


759 


C T 


none 




Score 


.44 


Exons 


iju. . iy i , o4o. . /oy 








Seq. No. 






Seq. ID 


OJ991122_11.0317.C6 


Gene No . 


ouz y i 




Strand 


+ 


Start 


J4 Jo 




End 


7510 


Name 


OJ991122 ll.0317.C6.o2. 


gs 


Method 


GENSCAN 


Start 


3435 




End 


7510 




none 




Score 


.47 


Exons 


3435. .3573, 4139. .4321, 


4634. 


.4677, 6544. .6743, 6939. .7083 




7418. .7510 








Seq. No. 


38983 




Seq. ID 


OJ991122 11. 0317. C6 


Gene No. 


80292 




Strand 




Start 


8730 




End 


114 94 


Name 


OJ991122 ll.0317.C6.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


1 




End 


735 


GI 


none 




Score 


71 


Exons 


1..48, 514. .735, 537. .713 






Seq. No. 


38983 




Seq. ID 


OJ991122_11.0317.C6 


Gene No. 


80292 




Strand 




Start 


8730 




End 


11494 


Name 


OJ991122 ll.0317.C6.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


1 




End 


735 


GI 


none 




Score 


.71 


Exons 


1..48, 3. .71, 514. .735, 


546. . 


713 




C ^ *** NT a 

beq. No. 


38983 




Seq. ID 


OJ991122_11.0317.C6 


Gene No . 


80292 




Strand 




Start 


8730 




End 


11494 


Name 


OJ991122 ll.0317.C6.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


1 




End " 


735 


GI 


none 




Score 


72 


Exons 


1..48, 4. .45, 120. .197, 


535. . 


735, 546. 


.713 


Seq. No. 


38983 




Seq. ID 


OJ991122_11.0317.C6 


Gene No. 


80292 




Strand 




Start 


8730 




End 


11494 


Name 


OJ991122 ll.0317.C6.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


129 




End 


738 


GI 


none 




Score 


242 


Exons 


129.. 20%; 535.. 735, 546 


. .713, 


679. .738 




Seq. No. 


38983 




Seq. ID 


OJ991122_11.0317.C6 


Gene No. 


80292 




Strand 





38737 



Start 
Name 
Start 
GI 

Exons 



8730 End 11494 

OJ991122_ll . 0317 . C6 . o3 . gs Method GENSCAN 

8730 End : 11488 

none Score .7 

8730. .8977, 9013. .9052, 11297. .11488 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



38983 
80292 
8730 

OJ991122_l 

8754 

7488365 

8754 . .8977 

TFL1 prote 

gi|4903016 

gi|5262160 

[Arabidops 

(AF152907) 

gi|7268833 

[Arabidops 



1.0317.C6.O2 .np 



10912. . 10952, 
in homolog F9F13 
Idbj IBAA77840. 1| 
|emb|CAB45803. 1 1 
is thaliana] gi | 
twin sister of 
| embl CAB79037.il 
is thaliana] 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991122 11. 0317. C6 



11494 
AAT/NAP 
11494 
393 

11124 11185, 11297. .11494 ■ 

.20 - Arabidopsis thaliana 
(AB027506) TSF [Arabidopsis thaliana] 
(AL080253) TFL1 like protein 

6117980 | gb | AAF03937 . 1 | AF152 907_1 

FT [Arabidopsis thaliana] 
(AL161553) TFL1 like protein 



Seq. No. 38983 

Gene No. 80292 

Start 8730 

Name OJ991 122JL1 . 0317 . C6 . o2 . tc 

Start 8791 

GI none 
Exons 



OJ991122 11. 0317. C6 



Seq. ID 
Strand 
End 

Method 
End 
Score 

8791. .8856, 8802. .8864, 8892. .8978, 8901. .8972, 10841 .. 10960, 
11123. .11215, 11123. .11185, 11288 11326, 11321 .. 11470 , 
11327. .11470 



11494 

TBLASTX: Cress 

11470 

61 



Seq. No. 


38984 






Seq. ID 


OJ991122 


_11.0317.C7 


Gene No. 


80293 






Strand 


-f 




Start 


4963 






End 


5527 




Name 


OJ991122 11 


.0317.C7.ol. 


gs 


Method 


GENSCAN 




Start 


4963 






End 


5527 




GI 


none 






Score 


.51 




Exons 


4963. .5313, 


5396. .5527 










Seq. No. 


38984 






Seq. ID 


OJ991122 


_11.0317.C7 


Gene No. 


80294 






Strand 






Start 


1440 






End 


4221 




Name 


OJ991122 11 


.0317.C7.ol. 


np 


Method 


AAT/NAP 




Start 


1440 






End 


4221 




GI 


4512673 






Score 


362 




Exons 


1440. .1493, 


2132. .2209, 


2589. 


.2680, 2857.. 2965, 


3299. . 3571, 




3725. .3859, 


4104 . .4221 










GT Descrip. 


(AC006931) 


putative phosphoprotein phosphatase 


[Arabidopsis 




thaliana] 













Seq. No. 38984 Seq. ID 

Gene No; 80295 Strand 

Start 7991 End 

Name OJ991122_ll . 0317 . C7 . o2 . gs Method 

Start 7991 End 

GI none Score 

Exons 7991.. 8302 



OJ991122_11.0317.C7 

8449 
GENSCAN 
8302 
.54 



.38738 



Seq. No. 


38984 


Seq. ID 


OJ991122_ll 


.0317 


Gene No. 


.80295 


Strand 






otarL 




End 


8449 




Name 


atqqi 100 1 1 mi 7 nn ^1 -t-m 


Method 


TBLASTX: Maize 




0 uuu 


End 


8347 




C T 


none 


Score 


87 




Exons 


QC\C\C\ q 1 n / Qnm 01 nc 01 no 
oUUU. • 0 1 U 4 / oUUl. . 0 1 UD , olUz 


..8185, 8122. .8181, 81? 


36. .8 






. .8347 






OcCj • IN O • 




Seq. ID 


OJ991122__ll 


.0317 


Gene No. 


80295 


Strand 






Start 


7991 


End * 


8449 




Name 


OJ991122 11.0317.C7.o2.np 


Method 


AAT/NAP 




otart 


8003 


End 


8449 






7489603 


Score 


102 




Exons 


8003. .8298, 8400. .8449 








bi uescrip. 


zinc-finger protein R2931 - 


rice gi| 3618316 |dbj IBAA3320 




(AB001886) zinc finger protein [Oryza 


sativa] 




Seq. No. 


38985 


Seq. ID 


OJ991122_ll 


.0317 


Gene No . 


80296 


Strand 


+ 




Start 


2576 


End 


3145 




Name 


OJ991122 11.0317.C8.ol.gs 


Method 


GENSCAN 




Start 


2576 


End 


3145 






none 


Score 


.97 




Exons 


2576. .3145 








Seq. No. 


38985 


Seq. ID 


OJ991122_ll 


.0317 


Gene No . 


80297 


Strand 


+ 




otart 


6583 


End 


7726 




Name 


OJ991122 11.0317.C8.o2.gs 


Method 


GENSCAN 






6583 


End 


7726 






none 


Score 


.45 




Exons 


6583. .6585, 6749. .6851, 7106 


..7258, 7620. .7726 




oeq. in 0 . 


38985 


Seq. ID 


OJ991122_ll 


0317 


Gene No. 


80298 


Strand 






Start 


1665 


End 


1746 




Name 


OJ991122 11.0317.C8.ol.gp 


Method 


AAT/GAP 




otart 


1665 


End 


1746 






38012 1.R1084 


Score 


91 




Exons 


1665. . 1746 








bi uescrip . 


M097 94 7/gb|U72255 IOSU72255 


2.0e-23 Oryza sativa 






beta-1 , 3-glucanase precursor 


(Gns9 j gene, complete 


cds ' 


Seq. No. 


38985 


Seq. ID 


OJ991122_ll 


0317 


Gene No . 


80299 


Strand 






otart 


12670 


End 


14736 




Name 


OJ991122 11.0317.C8.o3.gs 


Method 


GENSCAN 




Start 


12670 


End 


14736 




GI 


none 


Score 


. 61 




Exons 


12670. . 12 696, 13931. .14 060, 


14711. . 14736 




Seq. No. ' 


38985 


Seq. ID 


OJ991122_ll. 


0317 


Gene No. 


80300 


Strand 






Start 


15996 


End 


16508 





38739 




Name 


A T001 1 OO 11 ri"31 1 C O j-\ A r~* 

ojyyu^z ii . Uoi / . io . 04 . gs 




P TT NT Q P Zi M 








Start 


i o y y b 




1 OOUO 








GI 


none 


Score 










Exons 


loyy D . - loll / / 1040O . . IDDUO 












Seq. No. 


38986 


Seq. ID 


OJ991122_ 


11, 


.0317 


.C9 


Gene No. 


80301 


Strand 


+ 








Start 


123 


End 










Name 


OJ991122 11.0317.C9.ol.gs 


Method . 










Start 


123 


End 


1 QQ1 

1 y o x 








GI 


none 


Score 


• Do 








Exons • 


123. .239, 689. .806, 1866. .1981 










Seq. No. 


38987 


Seq. ID 


OJ991122_ 


1 1 

X X i 


nn i 

■ U Jl / 


pi n 


Gene No. 


80302 


Strand 


+ 








Start 


1272 


End 


2821 








Name 


OJ991122 11.0317.C10.ol.np 


Method 


AAT/NAP 








Start 


1272 


End 


2821 








GI 


6983857 


Score 


1251 








Exons 


1272. .1391, 1455. .2014, 218 


5. .2645, 2677. .2821 








GI Descrip. 


(AP001168) hypothetical protein [Oryza 


sativa] 








Seq. No. 


38988 


Seq. ID 


OJ991122_ 


11, 


.0317 


.Cll 


Gene No. 


80303 


Strand 


+ 








Start 


19271 


End 


19748 








Name 


OJ991122 11.0317.Cll.ol.gp 


Method 


AAT/GAP 








Start 


19271 


End 


19748 








GI 


4878274 


Score 


895 








Exons 


19271. .19748 












Seq. No. 


38988 


Seq. ID 


OJ991122_ 


11 


.0317 


.Cll 


Gene No. 


80304 


Strand 










Start 


12281 


End 


15855 








Name 


OJ991122 11.0317.Cll.o3.gs 


Method 


GEN SCAN 








Start 


12281 


End 


15855 








GI 


none 


Score 


.5 








Exons 


12281. .12667, 14731 .. 15105, 


15805.. 15855 








Seq. No. 


.38988 


Seq. ID 


OJ991122_ 


1 1 
X X 




PI 1 

■ X X 


Gene No. 


80304 


Strand 










Start 


12281 


End 


15855 








Name 


OJ991122 11.0317.Cll.ol.np 


Method 


AAT/NAP 








Start 


12284 


End 


13380 








GI 


6815053 


'Score 


704 








Exons 


12284. .12521, 12571. .12726, 


13227. .13380 








GI Descrip. 


(AP001080) hypothetical protein [Oryza 


sativa] 








Seq. No. 


38989 


Seq. ID 


OJ991122_ 


19 


.0330 


.CI 


Gene No. 


80305 


Strand 


+ 








Start 


474 


End 


6012 








Name 


OJ991122 19.0330.Cl.ol.gs 


Method 


GENSCAN 








Start 


474 


End 


6012 








GI 


none 


Score 


. 63 








Exons 


474. .518, 891. .1021, 3784.. 


3794, 5822. 


. 6012 








Seq. No. 


38989 


Seq. ID 


OJ991122_ 


19 


.0330 


.CI 


Gene No. 


80306 


Strand 











38740 



Start 


6133 




End 


10384 






Name 


OJ991122 19. 0330. CI.. 


ol . np 


Method - 


7\ 7\ T / M Z\ D 






btart 


6133 ^ :" : 




End 


IUjoI 






f T 
bl 


6907089 




Score 


o tr n "7 
jjl / 






Exons 


6133.. 6158, 7528.. 8403, 8503 


. .10381 








GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa J 






o6q - NO . 


38989 




Seq. ID 




± y . u jjU 




bene wo . 


80306 




Strand 


+ 






Start 


6133 




End 


10384 






Name 


OJ991122 19. 0330. CI. 


ol.gp 


Method 


AAT/GAP 






Of -, 

bt art 


7088 




End 


7549 






r" t 
bl 


LIB34 32-059-P1-K1-D8 


Score 


727 






Exons 


7088. .7549 












GI Descrip. 


'5734616/dbj | AP000391 . 1 | AP000391 0.0e+00 Oryza 


sativa genor 




DNA, chromosome 6, clone : P0538C01 1 








Seq. No. 


38989 




Seq. ID 


OJ991122 


i q n "5 1 n 
i y . u jju 


bl 


Gene No. 


80306 




Strand 


+ 






C+- -i -v- 4- 

otart 


6133 




End 


10384 






Name 


OJ991122 19. 0330. CI. 


o2 .gs 


Method 


GENSCAN 






Start 


7526 




End 


10384 






bl 


none 




Score 


.86 






Exons 


7526.. 8403, 8503.. 8944, 9017 


. .10384 








C ^-v NT 

beq. NO. 


38989 




Seq. ID 


OJ991122 


i q n *5 *3 n 


bl 


Gene No. 


80307 




Strand 


+ 






Start 


18217 




End 


19942 






Name 


OJ991122 19. 0330. CI. 


o3 . np 


Method 


AAT/NAP 






Start 


18217 




End 


19942 






GI 


6721516 




Score 


583 






Exons 


18217. .18458, 18874. 


.19198, 


19772. .19942 






GI Descrip . 


(AP001072) hypothetical protein [Oryza 


sativa] 






beq. no. 


38989 




Seq. ID 


OJ991122 


_19.0330 


CI 


Gene No. 


80308 




Strand 


+ 






Start 


20685 




End 


33277 






Name 


OJ991122 19. 0330. CI. 


o4 . gs 


Method 


GENSCAN 






Start 


20685 




End 


33277 






GI 


none 




Score 


.67 






Exons 


20685. .20984, 22054. 


.22237, 


22335. .22444, 23138 


. .23292, 






23356. .23599, 23772. 


.23927, 


24213. .244* 


39, 26633 


. .26701, 






26826..26929, 27388. 


.27678, 


28252. .28347, 28450 


. .28551, 






28808. .28878, 30410. 


.31141, 


31537. .31696, 31804 


. .31959, 






32142. .32267, 32894. 


.33277 










Seq. No. 


38989 




Seg, ID 


OJ991122 


_19.0330 


CI 


bene ino . 


80308 




Strand 


+ 






Start 


20685 




End 


33277 






Name 


OJ991122 19. 0330. CI. 


o4 . np 


Method 


AAT/NAP 






Start 


20688 




End 


24888 






GI 


6587808 




Score 


1243 






Exons 


20688. .20863, 21537. 


.21630, 


22054. .22237, 22335 


. .22444, 






22941. .23036, 23138. 


.23599, 


23772..23927, 24213 


. .24442, 





24861. .24888 

GI Descrip. (AC010924) Contains similarity to gb|AF151801 CGI-43 protein 
from Homo sapiens. EST gblAI 999800 comes from this gene. 



38741 




[Arabidopsis thaliana] 



Seq. No. 


,38 98 9 ''-A^.-. 


*. .."^ ■ • ; 




Seq. *ip- 


OJ991122_ 


_19. 0330;. 


CI 


Gene No. 


80308 - 






. Strand 


+ ■ " 






Start 


20685 






End 


33277 






Name 


OJ991122 19. 


0330 . CI 


. o2 . gp 


Method 


AAT/GAP 






Start 


24310 






End 


2524 3 






GI 


none 






Score 


1000 






Exons 


O/l Q1 n O A A A 0 




. . ^DZ4 o 










Seq. No. 


38989 






Seq. ID 


OJ991122_ 


19.0330. 


CI 


Gene No. 


80309 






Strand 


+ 






Start 


36903 






End 


41173 






Name 


OJ991122 19. 


0330. CI 


. o7.gs 


Method 


GENSCAN 






Start 


36903 






End 


41173 






GI 


none 






Score 


.54 






Exons 


36903. .36958 


, 374 60 


. .37527, 


38762. .39047, 40665. 


.40860, 





40958. .41173 



Seq. No. 38989 Seq. ID 

Gene No. 80309 Strand 

Start 36903 End 

Name OJ991122_19 . 0330 . CI . o4 . gp Method 

Start 40574 End 

GI ' LIB3432-018-P1-K1-G3 Score 

Exons 40574. .40860, 40958.. 41080 

GI Descrip. 1 2130105/pir | | S53521 3.0e-26 histone H2A type 2 {clone wcH2A-4) 
- wheat >gi_5368 92__dbj__BAA07278__ (D38089) protein H2A [Triticum 
aestivum] >gi_5368 96_dbj_BAA07280_ (D38091) protein H2A 
[Triticum aestivum] 1 



OJ991122__19.0330.C1 
+ 

41173 
AAT/GAP 
41080 
772 



Seq. No. 38989 Seq. ID 

Gene No. 80309 Strand 

Start 36903 End 

Name OJ991122__19 . 0330 . CI . 06 . np Method 

Start 40672 End 

GI 2130105 Score 

Exons 40672. .40860, 40958.. 41170 

GI Descrip. histone H2A type 2 {clone wcH2A-4) - wheat 

gi|536892|dbj |BAA07278| (D38089) protein H2A [Triticum aestivum] 
gi|536896|dbj |BAA07280| (D38091) protein H2A [Triticum aestivum] 



OJ991122_19.0330.C1 
+ 

41173 
AAT/NAP 
41170 
573 



Seq. No. 38989 Seq. ID 

Gene No. 80310 Strand 

Start 49967 End 

Name OJ991122_19 . 0330 . CI . o7 . np Method 

Start 49967 End 

GI 6523547 Score 

Exons 49967. .50177, 50335.. 50471 

GI Descrip. (AJ242540) hydroxyproline-rich glycoprotein DZ-HRGP [Volvox 
carteri f. nagariensis] 



OJ991122_19.0330.C1 
+ 

50471 
AAT/NAP 
50471 
54 



Seq. No. . 38989 Seq. ID 

Gene No. 80311 Strand 

Start 11031 End 

Name OJ991122 JL9 . 0330 . CI . o2 . np Method 

Start 11031 End 



OJ991122_19.0330.C1 

18215 

AAT/NAP 

18215 



38742 



GI 


7228457 




Score 


6630 


Exons 


11031. .12581, 12648 


. ,13799, 


13922. .14756, 14820 .. 15370, 




18180. .18215. '.. 








GI Descrxp. 


(AP001366) "Similar' 


to Sorghum bicolor Gypsy-Ty3 type 




retrotransposon RetroSorl, 


polyprotein 


. (AF098806) [Oryza 




sativa] 








Seq. No. 


i n n n n 

3898 9 




Seq. ID 


ojyyiiz,i_ iy.ujju.ci 


Gene No. 


o a o t o 

80312 




Strand 




O Lcir L. 


33309 




End 


Joo4 / 


Name 


OJ991122 19-.0330.C1 


.o3.gp 


Method 


AAT/GAP 


OCdlU 


33309 




End 


33547 


H T 
b± 


"5 1 All AO 

3107103 




Score 


411 


Exons 


33309 . . 33547 








Seq. No. 


O A A A A 

38989 




Seq. ID 


AiTAAIIAA to aooa 

OJ99112Z ly. 0330. CI 


Gene No. 


O A O 1 O 

80313 




Strand 






33861 




End 


*D C "7 A A 

36744 


Name 


✓"\TAA11AA *1A A "5 A A o1 

OJ991122 19. 0330. CI 


. o5 . gs 


Method 


GEN SCAN 


OLdlt 


33861 




End 


O A f A C 

34 69b 


b± 


none 




Score 


.74 


Exons 


338 61 .. 34480, 34689 


. .34695 






beq. no. 


38989 




Seq. ID 


OJ991122_19.0330.C1 


Gene No. 


80313 




Strand 




Start 


338 61 




End 


36744 


Name 


OJ991122 19. 0330. CI 


. o5 . np 


Method 


AAT/NAP 


btart 


33888 




End 


36732 


C T 
bi 


4008006 




Score 


1029 


Exons 


33ooo . . 34474 , 35406 


. .36732 






GI Descrip. 


(AF084034) receptor 


-like protein kinase [Arabidopsis thali 


Seq. No. 


"1 A A O A 

38 989 




Seq. ID 


OJ991122_19.0330.C1 


Gene No. 


80313 




Strand 




o u art 


338 61 




End 


36744 


Name 


OJ991122 19. 0330. CI 


. 06 . gs 


Method 


GEN SCAN 




35302 




End 


36744. 


bl 


none 




Score 


. 91 


IT 1 v « o 


35302 . .36744 








Seq. No. 


38989 




Seq. ID 


OJ991122_19.0330.C1 


Gene No. 


80314 




Strand 




otdit 


46589 




End 


50887 


Name 


OJ991122 19. 0330. CI 


. 06 . tw 


Method 


TBLASTX: Wheat 


o tar u 


11040 




End 


11642 


bl 






Score 


77 


Exons 


11040. . 11165, 11044 


. .11166, 


11358. .11642, 11359. .11637 


Seq. No. 


38989 




Seq. ID 


OJ991122_19.0330.C1 


Gene No. 


80314 




Strand 




Start 


46589 




End 


50887 


Name 


OJ991122 19. 0330. CI 


. o4 . tw 


Method 


TBLASTX: Wheat 


Start 


11643 




End 


12024 


GI 


J-.none 




Score 


167 


Exons 


11643. . 12023, 11674 


. . 11922, 


11968. . 12024 


Seq. No. 


38989 




Seq. ID 


OJ991122_19.0330.C1 



38743 




Gene No. 


80314 




Strand 


- 


Start 


46589 




End 


50887 


Name . V. 


..OJ991122_19 . 0330. CI 


. o5.tm • 


Method 


TBLASTX: Maize 


Start 


11838 




End 


12161 


GI 


none 




Score 


185 


Exons 


1 -1 rt rt rt 1 rt -1 -1 /"> ^ 

11838 . .12161, 11851 


. . 12132 






Seq. No. 


38989 




Seq. ID 


OJ991122_19.0330 


Gene No. 


80314 




Strand 




Start 


46589 




End 


50887 


Name 


-r rt rt 1 1 rt rt ^ r\ rt <~\ ^% /-\ «i 

OJ991122 19. 0330. CI 


. 08 . tw 


Method 


TBLASTX: Wheat 


Start 


12354 




End 


12666 


GI 


none 




Score 


73 


Exons 


12354 .. 12614, 12465 


. . 12 635, 


12490. .12666 


Seq. No. 


rt rt rt rt rt 

38989 




Seq. ID 


OJ991122_19.0330 


Gene No. 


80314 




Strand 




Start 


46589 




End 


50887 


Name 


*T rt /*\ 'I "1 rt rt -1 rt rt rt rt /"\ y-^i -| 

OJ991122 19. 0330. CI 


. o5 . tw 


Method 


TBLASTX: Wheat 


Start 


12669 




End 


13103 


GI 


none 




Score 


83 


Exons 


12669. . 12818, 12670 


. . 12807, 


12865. .13038, 12876. .13103, 




12879. . 13103 








Seq. No. 


38989 




Seq. ID 


OJ991122_19.0330 


Gene No. 


80314 




Strand 




Start 


46589 




End 


50887 


Name 


S-y. -r rt rt "1 1 rt rt -1 /^i rt rt rt rt j^. -1 

OJ991122_19 . 0330 . CI 


. o9. tm 


Method 


TBLASTX: Maize 


Start 


13476 




End 


21630 


GI 


none 




Score 


273 


Exons 


-| rt Jl /" -| rt 1* rt rt rt jI 

13476 . . 13577, 20684 


. .20863, 


20685. .20864, 214 92 21629, 




21529. .21630, 21535 


. .21621, 


21537. .21629 


Seq. No. 


38989 




Seq. ID 


OJ991122_19.0330 


Gene No. 


80314 




Strand 




Start 


46589 




End 


50887 


Name - 


OJ991122_19.0330 .CI 


. o4 . ts 


Method 


TBLASTX : Soybean 


Start 


-1 rt ■*? rt rt 

13728 




End 


14099 


GI 


none 




Score 


90 


Exons 


i rt rt rt I /i rt rt rt "i rt rt rt: rt 

13728 .. 14099, 13939 


. . 14082 






Seq. No. 


38989 




Seq. ID 


OJ991122_19.0330 


Gene No. 


80314 




Strand 




Start 


4 6589 




End 


50887 


Name 


OJ991122 19 . 0330 . CI 


. o2.tw 


Method 


TBLASTX: Wheat 


Start 


13753 




End 


14177 


GI 


none 




Score 


326 


Exons 


13753 .. 14172, 13758 


. . 14 177 






Seq. No. 


38989 




Seq. ID 


OJ991122_19.0330 


Gene No. 


80314 




Strand 




Start 


46589 




End 


50887 


Name 


OJ991122 19. 0330. CI 


. o4 . tm 


Method 


TBLASTX: Maize 


Start 


* 13851 




End 


14235 


GI 


none 




Score 


217 


Exons 


13851. .14234, 13870 


. .14235 







38744 






Seq. No. 


38989 






Seq. ID 


OJ991122_19.0330. 


CI 




Gene .No. 


80314 






Strand 








. -'Start'"" 


46589 






. End 


50887 






'Name 


OJ991122 19. 0330. CI. 


b3 . tm 


Method 


TBLASTX: Maize 






Start 


14262 






End 


14618 






GI 


none 






Score 


111 






Exons 


14262. 


.14567, 14262. 


.14 618,. 


14263 . . 145 


83 






Seq. No. 


38989 






Seq. ID 


OJ991122_19.0330. 


CI 




Gene No. 


80314 






Strand 








Start 


46589 






End 


50887 






Name 


OJ991122 19. 0330. CI. 


ol . tw 


Method 


TBLASTX: Wheat 






Start 


14286 






End 


14749 






GI 


none 






Score 


395 






Exons 


14286. 


.14747, 14287. 


.14748, 


14306 . .147 


49 






Seq. No. 


38989 






Seq. ID 


OJ991122_19.0330. 


CI 




Gene No. 


80314 






Strand 








Start 


46589 






End 


50887 






Name 


OJ991122 19. 0330. CI. 


08 . ts 


Method 


TBLASTX : Soybean 






Start 


14343 






End 


14708 






GI 


none 






Score 


116 






Exons 


14343. 


.14477, 14484. 


. 14708 








r==5 


Seq. No. 


38989 






Seq. ID 


OJ991122_19.0330. 


CI 




Gene No. 


80314 






Strand 






c" i : 


Start 


46589 






End 


50887 






Name 


OJ9911 


22_19.0330.C1- 


o3 . tw 


Method 


TBLASTX: Wheat 




f ^% 

r~ 


Start 


14916 






End 


15359 






GI 


none 






Score 


176 




w 


Exons 


14916. 


.15359, 14944. 


. 15204, 


15237. .15359 




fy 


Seq. No. 


38989 






Seq. ID 


OJ991122_19.0330. 


CI 




Gene No. 


80314 






Strand 






- -~ 


Start 


46589 






End 


50887 




'4 


Name 


OJ991122 19. 0330. CI. 


oil . ts 


Method 


TBLASTX: Soybean 






Start 


20697 






. End 


21632 






GI 


none 






Score 


186 






Exons 


20697. 


.20864, 20777. 


. 20863, 


21534 . .21632, 21535.. 21621 




!~ 


Seq. No. 


38989 






Seq. ID 


OJ991122_19.0330. 


CI 




Gene No. 


80314 






Strand 








Start 


46589 






End 


50887 






Name 


OJ9911 


22_19.0330.C1. 


ol . tm 


Method 


TBLASTX: Maize 






Start 


22142 






End 


23940 






GI 


none 






Score 


80 






Exons 


22142. 


.22219, 22142. 


.22231, 


2214 3. .22235, 2214 4. .22236, 








22320. 


.22442, 22331. 


. 22444 , 


22923. .23036, 22935. .23036, 








22937. 


.23038, 22940. 


. 23038, 


23136. .23297, 23137 .. 23277 , 








23137. 


.23304, 23165. 


. 23293, 


23193. .23294, 23353 .. 23598 , 








23354 . 


.23605, 23355. 


. zobUU , 


23772. .23927, 23773 2394 0, 








23773. 


.23940 












Seq. Up. 


38989 






Seq. ID 


OJ991122_19.0330. 


CI 




Gene No. 


80314 






Strand 








Start 


46589 






End 


50887 






Name 


OJ991122_19.0330.C1. 


o9. ts 


Method 


TBLASTX : Soybean 





38745 




Start 


23327 








End 


23572 






GI 


none 








Score 


190 






Exons • 


. 23327. 


.23572, 


23340. 


. 23504 , 


23353.-23565 






Seq. No. 


38989 








Seq. ID 


OJ991122 


_19.0330 


.CI 


Gene No. 


80314 








Strand 








Start 


46589 








End 


50887 






Name 


OJ991122 19. 0330. CI. 


o7 . ts 


Method 


. TBLASTX : 


Soybean 




Start 


23772 








End 


23941 






GI 


none 








Score 


194 






Exons 


23772. 


.23927, 


23774. 


. 2394 1 , 


23800. .23940, 23849 


. .23941 




Seq. No. 


38989 








Seq. ID 


OJ991122 


_19.0330 


.CI 


Gene No. 


80314 








Strand 








Start 


46589 








End 


50887 






Name 


OJ991122 19. 0330. CI. 


olO . ts 


Method 


TBLASTX : 


Soybean 




Start 


24204 








End 


24377 






GI 


none 








Score 


186 






Exons 


24204 . 


.24377, 


24299. 


.24376 










Seq. No. 


38989 








Seq. ID 


OJ991122 


19 . 0330 


.CI 


Gene No. 


80314 








Strand 








Start 


46589 








End 


50887 






Name 


OJ991122 19. 0330. CI. 


o2 . tm 


Method 


TBLASTX : 


Maize 




Start 


30716 








End 


31381 






GI 


none 








Score 


35 






Exons 


30716. 


.30739, 


30730. 


. 30951, 


30734. .31000, 30902 


. .31141, 






30953. 


.31096, 


30957. 


. 31145, 


30966. .31142, 31256 


. . 31330, 






31257. 


.31379, 


31257. 


. 31379, 


31258. .31380, 31259 


. . 31381 




Seq. No. 


38989 








Seq. ID 


OJ991122 


19 . 0330 


.CI 


Gene No. 


80314 








Strand 








Start 


46589 








End 


50887 






Name 


OJ991122 19. 0330. CI. 


ol . ts 


Method 


TBLASTX: 


Soybean 




Start 


33885 








End 


34397 






GI 


none 








Score 


125 






Exons 


33885. 


.34121, 


33901. 


. 34137, 


34152. .34274, 34207 


. . 34 275, 






34332. 


.34397 














Seq. No. 


38989 








Seq. ID 


OJ991122 


19 . 0330 


. CI 


Gene No. 


80314 








Strand 








Start 


46589 








End 


50887 






Name 


OJ991122 19. 0330. CI. 


ol.tc 


Method 


TBLASTX: 


Cress 




Start 


33927 








End 


36552 






GI 


none 








Score 


69 






Exons 


33927. 


.34031, 


33934. 


. 34032, 


34012. .34122, 34017 


. . 34121, 






34152. 


.34265, 


34213. 


. 34269, 


34260. .34331, 34276 


. . 34314 , 






34332. 


.34412, 


35458. 


. 35613, 


35626. .35751, 36064 


. . 36144 , 






36178. 


.36396, 


36190. 


. 36552, 


36191. .36529 






Seq. No. 


38989 








Seq. ID 


OJ991122 


19 . 0330 


. CI 


Gene No. 


80314 








Strand 








Start 


46589 








End 


50887 






Name 


OJ991122 19. 0330. CI. 


o7 . tm 


Method 


TBLASTX : 


Maize 




Start 


33927 








End 


36361 






GI 


none 








Score 


115 






Exons 


33927. 


.34031, 


33927. 


.34121, 


33934. .34122, 34143 


. .34265, 





38746 





34207. 


.34257, 34332 


. . 34466, 


34360. .34410, 36209.. 36361 




Seq. No.. 


38989 






Seq. ID 


OJ991122_19.0330 


.ci 


Gene No. 


80314 






Strand 






Start 


46589 






End 


50887 




Name 


• OJ991122 19. 0330. CI 


. olO . tm 


Method 


TBLASTX: Maize 




Start 


35458 






End 


35715 




GI 


none 






Score 


84 




Exons 


35458. 


.35616, 35528 


. . 35617, 


35620. .35715, 35621.. 35686 




Seq. No. 


38989 






Seq. ID 


OJ991122_19.0330 


.Cl 


Gene No. 


80314 






Strand 






Start 


46589 






End 


50887 




Name 


OJ991122 19. 0330. CI 


.05. ts 


Method 


TBLASTX: Soybean 




Start 


35482 






End 


35796 




GI 


none 






Score 


49 




Exons 


35482. 


.35616, 35572 


. . 35613, 


35609. .35758, 35611.. 35796 




Seq. No. 


38989 






Seq. ID 


OJ991122_19.0330 


.Cl 


Gene No. 


80314 






Strand 






Start 


46589 






End 


50887 




Name 


OJ991122 19. 0330. CI 


. o3 . ts 


Method 


TBLASTX : Soybean 




Start . 


36064 






End 


36552 




GI 


none 






Score 


102 




Exons 


36064 . 


.36135, 36190 


. . 36522, 


36190. .36552, 36377.. 36529 




Seq. No. 


38989 






Seq. ID 


OJ991122_19.0330 


.Cl 


Gene No . 


80314 






Strand 






Start 


46589 






End 


50887 




Name 


OJ991122 19. 0330. CI 


. o7 . tw 


Method 


TBLASTX: Wheat 




Start 


40550 






End 


41127 




GI 


none 






Score 


44 




Exons 


40550. 


.40597, 40683 


. . 40772, 


4 068 9. .407 69, 4 07 34 . .4 0787, 






40741. 


.40821, 40952 


. .41125, 


4 0955. .41065, 4 0957. .41127 




Seq. No. 


38989 






Seq. ID 


OJ991122_19.0330 


.Cl 


Gene No. 


80314 






Strand 






Start 


46589 






End 


50887 




Name 


OJ991122 19. 0330. CI 


. 08 . tm 


Method 


TBLASTX: Maize 




Start 


40668 






End 


41170 




GI 


none 






Score 


113 




Exons 


40668. 


.40769, 40719 


. .40793, 


40741. .40E 


J21, 40952. .41170, 






40955. 


.4.1122, 40957 


. .41136 








Seq. No. 


38989 






Seq. ID 


OJ991122_19.0330 


.Cl 


Gene No . 


80314 






Strand 






Start 


46589 






End 


50887 




Name 


OJ991122 19. 0330. CI 


.o2. ts 


Method 


TBLASTX: Soybean 




Start 


40686 






End 


41170 




GI 


none 






Score 


82 




Exons 


40686. 


.40772, 40719 


. . 40793, 


40741. .40E 


J21, 40952. .41170, 






40957. 


.41136 










Seq. No. 


38989 






Seq. ID 


OJ991122_19.0330 


.Cl 


Gene No. 


80314 






Strand 






Start 


46589 






End 


50887 




Name 


OJ991122 19. 0330. CI 


.o2.tc 


Method 


TBLASTX: Cress 





38747 




Start 


40710 




End 


41136 






GI 


none 




Score 


37 






Exons 


/! rt ^7 1 rt A f\ ~"7 C A yiA"710 

40710 .. 40754 , -40728 




40741. .40821, 40952 


. . 41125, 






40955 .. 4 1065, 40957 


. . 4 11 Jo 










Seq. No. 


38989 




Seq. ID 


OJ991122 


_19.0330 


.CI 


Gene No. . 


80314 




Strand 








Start 


46589 




End 


50887 






Name 


OJ991122 19. 0330. CI 


. o5 . gp 


Method 


AAT/GAP 






Start 


4 6589 




End 


48140 






GI 


rt a /-\ rt rt *7 ~l 

2428977 




Score 


698 






Exons 


4 6589 .. 4 6902, 47397 


. .47453, 


48094. .48140 






Seq. No. 


38989 




Seq. ID 


OJ991122 


-1 rt rt rt rt rt 

_19. 0330 


.CI 


Gene No. 


80314 




Strand 








Start 


46589 




End 


50887 






Name 


OJ991122_19.0330.C1 


.06. ts 


Method 


TBLASTX: 


Soybean 




Start 


4 6665 




End 


49247 






GI 


none 




Score 


68 






Exons 


4 6665 .. 4 6817 , 46677 


. . 4 6745, 


48097. .48285, 48099 


. . 48284 , 






4 9010 .. 49084 , 49015 


. . 4 9083, 


49016. .49084, 49176 


. . 4 9247 , 






4 9176 .. 4 9238 , 49178 


. . 4 9246 










Seq. No. 


38989 




Seq. ID 


OJ991122 


19.0330 


.CI 


Gene No. 


80314 




Strand 








Start 


46589 




End 


50887 






Name 


OJ991122_19 . 0330 . CI 


.oil. tm 


Method 


TBLASTX : 1 


Maize 




Start 


46677 




End 


50385 






GI 


none 




Score 


109 






Exons 


46677 . . 46814, 46679 


. .46864, 


48093. .48212, 48093 


. . 48212, 






Jt fl rt rt X /I n O 1 ") r - rt rt rt f 

4809.4..48213, 50295 


. . 50339, 


50341. .50385 






Seq. No. 


rt rt rt rt 

38989 




Seq. ID 


OJ991122 


1 rt rt rt rt rt 

_19 . 0330 


.CI 


Gene No. 


80314 




Strand 








Start 


46589 




End 


50887 






Name 


/— \ -j- rt rt -l -i rt rt -1 rt rt rt rt rt /~i 1 

OJ991122 19. 0330. CI 


. o9 . gs 


Method 


GENSCAN 






Start 


48010 




End 


50887 






GI 


none 




Score 


.57 






Exons 


48010 4804 9, 48094 


. . 48284 , 


49178. .49312, 49561 


. . 4 9643, 






r* rt i~ /~i r*rt/~rtrt i - rt t -i rt 

50561 .. 50632, 50718 


. . 50887 










Seq. No. 


38989 




Seq. ID 


OJ991122 


_19. 0330 


. CI 


Gene No. 


80314 




Strand 








Start 


46589 




End 


50887 






Name 


OJ991122_19.0330.C1 


. 06 . tm 


Method 


TBLASTX:] 


Maize 




Start 


48215 




End 


49412 






GI 


none 




Score 


105 






Exons 


48215 .. 48283, 48216 


. . 48287, 


48216. .48284, 49014 


. . 49085, 






49015. . 49083, 49016 


. . 49087, 


49016. .49084, 49176 


. .49412, 






49178 . . 49333 












Seq. No. 


38989 




Seq. ID 


OJ991122_ 


_19.0330 


.CI 


Gene No. 


80314 




Strand 








Start 


46589 




End 


50887 






Name 


OJ991122 19. 0330. CI 


. 06 . gp 


Method 


AAT/GAP 






Start 


49234 




End 


49789 






GI 


LIB3432-029-P1-K1-D10 


Score 


781 







38748 



Exons 49234. .49596, 49741.. 49789 

GI Descrip. 1 59024 00/gb I AAD55502 . 1 | AC00814 8_12 1. 

protein [Arabidopsis thaliana] 1 



Oe-32 (AC008148) Unknown 



Seq. No. ' 38989 Seq. ID 

Gene No. 80314 Strand 

Start 46589 ■ End 

Name OJ991122_19 . 0330 . CI . o7 . gp Method 

Start 50360 End 

GI 5004769 Score 

Exons 50360. .50559, 50716.. 50846 



OJ991122_19.0330.C1 

50887 
AAT/GAP 
50846 
628 



Seq. No. 38990 Seq. ID 

Gene No. 80315 Strand 

Start 1 End 

Name OJ991122_19 . 0330 . C2 . ol . np Method 

Start 1 End 

GI 7248392 Score 

Exons 1..287, 1059.. 1154 

GI Descrip. (AP001389) hypothetical protein [Oryza sativa] 



OJ991122_19.0330.C2 

1154 
AAT/NAP 
1154 
109 



Seq. No. 


38990 


Seq. ID 


OJ991122_19.0330 


.C2 


Gene No. 


80315 


Strand 






Start 


1 


End 


1154 




Name 


OJ991122 19.0330.C2.ol.gs 


Method 


GENSCAN 




Start 


339 


End 


546 




GI 


none 


Score 


.42 




Exons 


339. .546 








Seq. No. 


38991 


Seq. ID 


OJ991122_19.0330 


.C3 


Gene No. 


80316 


Strand 


+ 




Start 


1 


End 


10384 




Name 


OJ991122 19.0330.C3.o2.np 


Method 


AAT/NAP 




Start 


1 


End 


8437 




GI 


4505323 


Score 


83 




Exons 


1..39, 3473. .3695, 4165. .4257, 


5476. . 


5572, 8406. .8437 




GI Descrip. 


Wiskott-Aldrich syndrome-like" 


gi|2116984 | dbj |BAA20128| 


(D88460) 




N-WASP [Homo sapiens] 









Seq. No. 38991 Seq. ID 

Gene No. 80316 Strand 

Start 1 End 

Name OJ991122_19 . 0330 . C3 . ol . gs Method 

Start 365 End 

GI none Score 

Exons 365. .406 



OJ991122_19.0330.C3 
+ 

10384 
GENSCAN 
406 
.81 



Seq. No. 38991 Seq. ID 

Gene No. 80316 Strand 

Start 1 End 

Name OJ991122_19 . 0330 . C3 . ol . np Method 

Start 1514 End 

GI 7484931 Score 

Exons 1514. .1660, 1706. .1821, 3476.. 3503 
GI Descrip. 



19. 0330. C3 



OJ991122 
+ 

10384 
AAT/NAP 
3503 
81 



Arabidopsis thaliana 



DNA-binding protein homolog F21E10.14 
gi|3047087|gb|AAC13600.1| (AF058914) contains similarity to 
SRF-type transcription factor DNA-binding and dimerization 



38749 




domain (Pfam: transcript_f act . hmm, score 63.38) [Arabidopsis 
thaliana] 



beq. no. 


■3QQQT 






beq. i u 


r\ t Q Q1199 1 q Ao^n 


Gene No . 


OUjID 






b t. r ana 






1 
1 






Ulna 


1 KJOOH 


Name 


Pi TQQ1 10 9 1 Q 

uj y i?i i^z i y . 




. Lj . oz . gs 


fuf /^v 4» V* /~\ /*4 


bt»N bbAN 


btdll 


1 DfJ 






Cjlio. 


A A Q "3 
H 4 O J 




none 






Score 


.47 


Exons 


1649. .1983, 


2540 


..2619, 3465. 


.4483 




beq. in o . 


38991 






Seq. ID 


OJ991122_19.0330.C3 


Gene No . 


80316 






Strand 


+ 


Of -, v- 4- 

b uart: 


1 






End 


10384 


Name 


OJ991122 19. 


0330 


. C3 . o3 . np 


Method 


AAT/NAP 


oiart 


4378 






End 


9959 


t 
bl 


4220486 






Score 


377 


Exons 


4378. .4422, 


5563 


..5850, 8920. 


.9061, 9134. .9231, 9678. .9959 


GI Descrip. 


(AC006069) unknown protein [Arabidopsis thaliana] 


beq. NO. 


38991 






Seq. ID 


OJ991122_19.0330.C3 


Gene No . 


80316 






Strand 


+ 


Start 


1 






End 


10384 


Name 


OJ991122 19. 


0330, 


,C3.o4 .gs 


Method 


GENSCAN 


btart. 


8176 






End' 


10384 


GI 


none 






Score 


. 64 


Exons 


8176. .8235, 


8920, 


. . 9230, 9671 . 


.9872, 10256. .10384 


beq. no. 


38991 






Seq. ID 


OJ991122_19.0330.C3 


Gene No . 


80317 






Strand 




b tar l 


13395 






End 


13461 


Name 


OJ991122 19. 


0330. 


.C3.ol.tw 


Method 


TBLASTX: Wheat 


btiar x. 


1508 






End 


1867 


bl 


none 






Score 


100 


Exons 


1508. .1675, 


1522, 


..1683, 1684. 


.1857, 1703. .1867 


oeq . lno . 


38991 






Seq. ID 


OJ991122_19.0330.C3 


bene no . 


80317 






Strand " 




04- -i v- 4- 

otart 


13395 






End 


13461 


Name 


OJ991122 19. 


0330, 


,C3.ol.tm 


Method 


TBLASTX: Maize 


Cf a v-+- 

b rarr. 


9034 






End 


9746 


C T 
bl 


none 






Score 


167 


Exons 


9034 . .9174, 


9034 . 


. .9180,' 9175. 


.9231, 9177. .9248, 9178. .9237, 




9675. .9728, 


9729. 


. .9746 






beq. no. 


38991 






Seq. ID 


OJ991122_19.0330.C3 


bene no . 


80317 






Strand 




C-j- r +- 


13395 






End 


13461 


Name 


OJ991122 19. 


0330. 


, C3 . o5 . gs 


Method 


GENSCAN 


Start 


13395 






End 


13461 


GI 


none 






Score 


. 62 


Exons 


13395. . 13461 








Seq. No. 


38992 






Seq. ID 


OJ991122_19.0330.C4 


Gene No. 


80318 






Strand 


+ 


Start 


776 






End 


1895 


Name 


OJ991122 19. 


0330. 


,C4 .ol.np 


Method 


AAT/NAP 



38750 




Start 


776 


End 


1865 




GI 


7446182 


Score 


691 




Exons 


. 776.'. 908, 1041.. 1170, 1275.. 1865 






GI Descrip. 


probable myb factor - rice gi | 1945283 | emb | CAA72186 . 1 | (Yli: 




myb factor [Oryza sativa] 








Seq. No. 


38992 


Seq. ID 


OJ991122 19.0330 


. C4 


Gene No. 


80318 


Strand 


+ 




Start 


776 


End 


1895 




Name 


OJ991122 19.0330.C4.ol.gs 


Method 


GENSCAN 




Start 


823 


End 


1895 




GI 


none 


Score 


.81 




Exons 


823. .948, 1041. .1170, 1285. .1895 






Seq. No. 


38992 


Seq. ID 


OJ991122_19.0330 


.C4 


Gene No. 


80319 


Strand 


+ 




Start 


6072 


End 


8610 




Name 


OJ991122 19.0330.C4.o2.gs 


Method 


GENSCAN 




Start 


6072 . 


End 


8610 




GI 


none 


Score , 


. 44 




Exons 


6072.. 6104, 6497.. 6547, 7: 


817. .7990, 8494. .8610 




Seq. No. 


38992 


Seq. ID 


OJ991122_19.0330 


. C4 


Gene No. '•'*' 


80320 


Strand 


+ 




Start 


10179 


End 


10283 




Name 


OJ991122 19.0330.C4.ol.tc 


Method 


TBLASTX: Cress 




Start 


739 


End 


1452 




GI 


none 


Score 


227 




Exons 


739. .909, 785. .910, 1031. 


.1183, 1039.. 


,1200, 1272. .1376, 






1273. .1452 








Seq. No. 


38992 


Seq. ID 


OJ991122_19.0330 


.C4 


Gene No. 


80320 


Strand 


+ 




Start 


10179 


End 


10283 




Name 


OJ991122 19.0330.C4 .ol.tm 


Method 


TBLASTX: Maize 




Start 


763 


End 


1389 




GI 


none 


Score 


171 - 




Exons 


763. .810, 802. .912, 806..! 


910, 1030.. 1173, 1031.. 1183, 






1272. .1385, 1272. .1376, 1273. .1389 






Seq. No. 


38992 


Seq. ID 


OJ991122_19.0330 


. C4 


Gene No. 


80320 


Strand 


+ 




Start 


10179 


End 


10283 




Name 


OJ991122 19.0330.C4.ol.tw 


Method 


TBLASTX: Wheat 




Start 


766 


End 


1389 - 




GI 


none 


Score 


140 




Exons 


766. .912, 788. .910, 1030. 


.1173, 1031.. 


1183, 1272. .1376, 






1273. . 1389 








beq . jno . 


38992 


Seq. ID 


OJ991122_19.0330 


.C4 


Gene No. 


80320 


Strand 


+ 




Start 


10179 


End 


10283 




Name 


OJ991122 19.0330.C4.ol.ts 


Method 


TBLASTX: Soybean 




Start 


775 


End 


1800 




GI 


none 


Score 


230 




Exons 


775. .918, 785. .910, 1030., 


.1182, 1031.. 


1183, 1272.. 1376, 





1273. .1398, 1519. .1569, 1696. .1725, 1783. .1800 



38751 




Seq. No. 


38992 


Seq. ID 


OJ991122 19.0330 


.C4 


Gene No . . 


80320 


Strand 


+ 




Start 


10179 


End 


10283 




Name 


OJ991122 19. 0330 ,C4 .o2 .np 


Method 


AAT/NAP 




Start 


10179 


End 


10283 




GI 


5852175 


Score 


27 




Exons 


10179 . . 10283 








GI Descrip. 


(AL117265) zhbOOOS.l [Oryza 


sativa] 






Seq. No. 


38993 


Seq. ID 


OJ991122_19.0330, 


.C5 


Gene No. 


80321 


Strand 


+ 




Start 


288 


End 


359 




Name 


OJ991122_19. 0330.C5 .ol .gs 


Method 


GENSCAN 




Start 


288 


End 


359 




GI 


none 


Score 


. 93 




Exons 


288 . . 359 








Seq. No. 


38993 


Seq. ID 


OJ991122_19.0330, 


,C5 


Gene No . 


80322 


Strand 






Start 


5880 


End 


9736 




Name 


OJ991122 19.0330.C5.ol.np 


Method 


AAT/NAP 




Start 


5880 


End 


9736 




GI 


514324 


Score 


247 




Exons 


5880. .6100, 7134. .7225, 7315 


..7412, 7796. .7970, 8616. .8701, 




9213.. 9330, 9453.. 9557, 9697 


. .9736 






GI Descrip. 


(L34773) RNA polymerase subunit [Arabidopsis thaliana] 





gi | 2462755 (AC002292) RNA polymerase subunit (isoform B) 
[Arabidopsis thaliana] gi | 1586550 | prf | | 220424 6B RNA polymerase 
[Arabidopsis thaliana] 



Seq. No. 


38994 








Seq. ID 


OJ991122_19.0330.C6 


Gene No. 


80323 








Strand 




Start 


445 








End 


10056 


Name 


OJ991122 19. 


.0330 


.C6.ol. 


gs 


Method 


GENSCAN 


Start 


445 








End 


10056 


GI 


none 








Score 


.8 


Exons 


445. .933, 3409.. 


3476, 3565.. 


3707, 3811 


..3868, 3991. .4348, 




4437. .4521, 


4636 


. .4910, 


4991 


..5223, 5626. .5911, 10018. .1005 


Seq. No. 


38994 








Seq. ID 


OJ991122_19.0330.C6 


Gene No. 


80323 








Strand 




Start 


445 








End 


10056 


Name 


OJ991122 19. 


.0330 


.C6.ol. 


gp 


Method 


AAT/GAP 


Start 


3044 








End 


4208 


GI 


none 








Score 


1787 


Exons 


3044.. .3707, 


3811 


. .3868, 


3991 


. .4208 




Seq. No. 


38994 . 








Seq. ID 


OJ991122_19.0330.C6 


Gene No. 


• 80323 








Strand 




Start 


445 








End 


10056 


Name 


OJ991122 19. 


,0330 


.C6.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


3485 








End 


4042 


GI 


none 








Score 


50 


Exons 


3485. .3535, 


3507 


. .3539, 


3527 


..3595, 3528. .3593, 3581. .3709, 




3582. .3710, 


3805 


. .3870, 


3810 


..3869, 3986.. 4042 



38752 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38994 Seq. ID 

80323 Strand 

44 5 • End ' 

OJ991122_19,0330.C6.ol.tw Method 

34 92 End 

none Score 



OJ991122_19.0330.C6 
10056 

TBLASTX : Wheat 

3870 

36 



3492. .3533, 3527. .3628, 3540. .3629, 3617. .3709, 3810. .3869, 
3811. .3870 



Seq. No. 


38994 




Seq. ID 


OJ991122_ 


19.0330 


.C6 


Gene No . 






Of v r-\ri 

b rrana 








btart 


A A Q 
4 4 3 




bna 


lUUb o 






Name 


ATQQ1 1 OO TQ 

ojyyiizz iy. 


noon r> c ~ o 

U J JU . Co . oz . gp 


Method 


AAT/GAP 






Start 


c r\ a o 




End 


COOT 

5881 






bl 


none 




Score 


/z4 






Exons 




C /-n r COOT 

DO JO. . OOOl 










Seq. No. 


38995 - 




Seq. ID 


OJ991122_ 


19.0330 


.C7 


Gene No. 


80324 




Strand 


+ 






Start 


7239 




End 


9065 






Name 


OJ991122 19. 


0330.C7.o2.gs 


Method 


GENSCAN 






Start 


7239 




End 


9065 






GI 


none 




. Score 


.7 






Exons 


7239. .7269, 


7983.. 8069, 8980 


. .9065 








Seq. No. 


38995 




Seq. ID 


OJ991122_ 


19.0330 


.C7 


Gene No. 


80325 




Strand 


+ 






Start 


15913 




End 


19697 






Name 


OJ991122 19. 


0330.C7.o4 .gs 


Method 


GENSCAN 






Start 


15913 




End 


19697 






GI 


none . 




Score 


. 64 






Exons 


15913. .16004 


, 16150. .16237, 


16898. .16968, 17215. 


. 17296, 





18240. .18352, 19256 .. 19274 , 19512. .19697 



Seq. No. 38995 Seq. ID OJ991122JL9 . 0330 . C7 

Gene No. 80326 Strand + 

Start 21503 End 22263 

Name OJ991122_19 . 0330 . C7 . ol . np Method AAT/NAP 

Start 21503 End 22263 

GI 6016874 Score 101 

Exons 21503. .21604, 22040.. 22263 

GI Descrip. (AP000570) ESTs C1914 3 (E10020 ) , D25076 (R3116 ) correspond to a 

region of the predicted gene.; Similar to putative AC 9 
transposase. (P03010) [Oryza sativa] 



Seq. No. 


38995 










Seq. ID 


OJ991122 


Gene No. 


80327 










Strand 




Start 


4332 










End 


4973 


Name 


OJ991122 19. 


0330 


.C7 


.ol 


.gs 


Method 


GENSCAN 


Start 


4332 










End 


4973 


GI 


none 










Score 


.6 


Exons 


4332. .4973 














Seq. No. 


38995 










Seq. ID 


OJ991122 


Gene No. 


80328 










Strand 




Start 


21530 










End 


24263 


Name 


OJ991122 19. 


0330 


.C7 


. o5 


. gs 


Method 


GENSCAN 



38753 



Start 


21530 


End 


24263 




GI 


none 


Score 


.82 




Exons 


21530. .22038, 22087. .22516, 


22536. .22623, 24217.. 24263 




Seq. No. 


38995 


Seq. ID 


OJ991122_19.0330. 


C7 


Gene No. 


80328 


Strand 






Start 


21530 


End 


24263 




Name 


OJ991122_19 . 0330 . C7 . ol . gp 


Method 


AAT/GAP 




Start 


23831 


End 


24111 




GI 


3762147 


Score 


466 




Exons 


23831 . .24111 








Seq. No. 


38996 


Seq. ID 


OJ991122_19.0330. 


C8 


Gene No. 


80329 


Strand 


+ 




Start 


305 


End 


896 




Name 


OJ991122_19 . 0330 .C8 . ol . gs 


Method 


GENSCAN 




Start 


305 


End 


896 




GI 


none 


Score 


. 73 




Exons 


305 . . 373, 780 . . 896 








Seq. No. 


38996 


Seq. ID 


OJ991122_19.0330. 


C8 


Gene No. 


80330 


Strand 






Start 


2782 


End 


3282 




Name 


OJ991122_19. 0330 .C8 . o2 .gs 


Method 


GENSCAN 




Start 


2782 


End 


3282 




GI 


none 


Score 


.62 




Exons 


2782.. 2 97 8, 3180.. 32 82 








Seq. No. 


38996 


Seq. ID 


OJ991122_19.0330. 


C8 


Gene No. 


80331 


Strand 






Start 


7796 


End 


14210 




Name 


OJ991122_19.0330.C8.o3.gs 


Method 


GENSCAN 




Start 


7796 


End 


13840 




GI 


none 


Score 


.67 




Exons 


7796. .8083, 8705. .8935, 9103 


..9360, 9458. .10930, 11032.. 


11190, 




11303.. 11358, 11715.. 11841, 


11929. .12738, 13229 .. 134 65, 






13542. .13695, 13782. .13840 








Seq. No. 


38996 


Seq. ID 


OJ991122_19.0330. 


C8 


Gene No. 


80331 


Strand 






Start 


7796 


End 


14210 




Name 


OJ991122 19.0330.C8.ol.np 


Method 


AAT/NAP 




Start 


8684 


End 


14210 




GI 


5902400 


Score 


2943 




Exons 


8684. .8935, 9103. .9360, 9458 


..10609, 10772. .10924, 11029 


. . 11190, 




11303. .11429, 11510. .11841, 


11929. .12738, 13127 .. 134 65, 






13542. .13695, 13782. .14210 








GI Descrip. 


(AC008148) Unknown protein [Arabidopsis 


thaliana] 




Seq. No. 


38996 


Seq. ID 


OJ991122_19.0330. 


C8 


Gene No . 


80331 


Strand 






Start 


7796 


End 


14210 




Name 


OJ991122 19.0330.C8.ol.ts 


Method 


TBLASTX: Soybean 




Start 


8687 


End 


9760 




GI 


none 


Score 


222 




Exons 


8687. .8926, 8688. .8846, 9103 


..9234, 9104. .9223, 9106. .9237, 




9220.. 9363, 9239.. 9364, 9455 


..9760, 9456. .9755 





38754 



Seq. No. 38996 
Gene No. 80331 
Start 7796 

Name OJ991122JL9 . 0330 . C8 . ol . tm 

Start 8760 
GI none 

Exons 8760.. 8858, 8760.. 8930, 8762. 

9099.. 9362, 9100.. 9363, 9104. 
9455. .9868, 9456. .9869, 9864. 
10340. .10378 



Seq. ID 
Strand 
End 

Method 
End 
Score 

,8932, 8762 
.9364, 9104 



OJ991122 19. 0330. C8 



14210 

TBLASTX: Maize 
10378 
170 

8941, 9079. .9363, 
9364, 9455.. 9868, 



,10334, 9878.. 10333, 10339 .. 10377, 



Seq. No. 38996 

Gene No. 80331 

Start 7796 

Name OJ991122_19 . 0330 . C8 . o4 . tc 

Start 8822 

GI none 

Exons 8822.. 8941, 9082.. 9219, 9093. 

9220.. 9363, 9221.. 9364 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.9218, 



OJ991122 19. 0330. C8 



14210 

TBLASTX: Cress 
9364 
81 

9100. .9234, 9104. .9223, 



Seq. No. 


38996 


Seq. ID 


OJ991122_19.0330.C8 


Gene 'No. 


80331 


Strand 




Start 


7796 


End 


14210' 


Name 


OJ991122 19.0330.C8.o2.tc 


Method 


TBLASTX: Cress 


Start 


9468 


End 


9760 


GI 


none 


Score 


221 


Exons 


9468.-9755, 9470.. 9760, 9503 


.9760 




Seq. No. 


38996 


Seq. ID 


OJ991122_19.0330.C8 


Gene No. 


80331 


Strand 




Start 


7796 


End 


14210 


Name 


OJ991122 19.0330.C8.ol.gp 


Method 


AAT/GAP 


Start 


9487 


End 


9735 


GI 


568619 


Score 


490 


Exons 


9487. .9735 






GI Descrip. 


59024 00/gb|AAD55502.1 IAC0081' 


18JL2 l.Oe 


-32 (AC008148) Unknown 



protein - [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



38996 
80331 
7796 

OJ991122_19.0330.C8.o4 .ts 
9914 
none 



14210 

TBLASTX: Soybean 
10303 
86 

9914. .10015, 10031. .10237, 10032 .. 10244 , 10241. .10303 



Seq. ID OJ991122_19.0330.C8 
Strand 
End 

Method 
End 
Score 



38996 Seq. ID 

80331 Strand 
7796 End 
OJ991 122_1 9 . 0330 . C8 . o2 . gp Method 
10190 End 
uC-osflM202062d03bl Score 
10190.. 10683 

, 50424 37/gb|AC00778 9. 1 IAC00778 9 l.Oe 
genomic sequence, complete sequence 1 



OJ991122_19.0330.C8 

14210 
AAT/GAP 
10683 
984 

-65 Oryza sativa BAC T49B20 



38755 




Seq. No. 


38996 






Seq. ID 


a Tnm i ft ft 

OJ991122 


1ft ft ft ft ft 

19 . 0330 


. C8 


Gene No. 


80331 






Strand 








Start 


7796 






_ v End 


14210 






Name 


OJ991 


122 19. 0330. C8 


— ft X. „ 

. o3 . tm 


- Method 


(DOT 7V O *"P V 

TBLASTX : 


Maize 




Start 


11022 






End ' 


1 i /I Oft 

11429 






GI 


none 






Score . 


1 A C 

145 






Exons 


11022 


i i i ft ft i i ft ft e 

. . 11192, 11025 


.11192, 


11026 . .111 


r\ /- 1 1 ft ft A 

96, 11029 


. .11193, 






11300 


1 1 vl ft O 1 1 ft ft >l 

. . 11428 , 11304 


i 1 a o ft 

.11429, 


11304 . . 114 


ft o 






Seq. No. 


38996 






Seq. ID 


OJ991122 


1ft ft ft ft ft 

19 . 0330 


. C8 


Gene No. 


80331 






Strand 








Start 


7796 






End 


14210 






Name 


OJ991 


122 19. 0330. C8 


ol . tc 


Method 


TBLASTX : 


Cress 




Start 


11330 






End 


i *i o ft c 






GI 


none 






Score 


o f r 

2 66 






Exons 


11330 


..11428, 11506 


.11745, 


1 1 C 1 A 1 1 "7 

11510 . . 117 


ft A 1 1 C 1 ft 

o4, 11512 


1 1 T / r 

. .117 4 5, 






11746 


..11835, 11756 


"1 1 O ft ft 

.11833 










Seq. No. 


38996 






Seq. ID 


OJ991122 


_JL9.0330 


.C8 


Gene No. 


80331 






Strand 








Start 


7796 






End 


1 j| Ol ft 

14210 






Name 


OJ991122 19. 0330. C8 


o2 . ts 


Method 


TBLASTX : 


Soybean 




Start 


11379 






End 


1184 4 






GI 


none 






Score 


64 






Exons 


11379 


..11426, 11381 


. 11428 , 


1 1 /I O O 1 1 O 

11488 . .118 


A A 1 1 C 1 A 

44, 11510 


1 1 O A ft 

. .11842 




Seq. No. 


38996 






Seq. ID 


/-\ -r rt r\ i 1 rt *~\ 

OJ991122 


-1 f\ n — \ — \ rt 

__19 . 0330 


. C8 


Gene No. 


80331 






Strand 








Start 


7796 






End 


14210 






Name 


OJ991122 19. 0330. C8 


o2 . tm 


Method 


TBLASTX: 


Maize 




Start 


11504 






End 


12129 






GI 


none 






Score 


451 






Exons 


11504 


..11842, 11505 


. 11843, 


11506. .118 


44, 11923 


. . 12051, 






11929 


..12051, 11930 


. 12061, 


12021. .12125, 12022 


. . 12129, 






12025 


. .12126 












Seq. No. 


38996 






Seq. ID 


OJ991122 


in ft o ft 
__19 . 0330 


. C8 


Gene No. 


80331 






Strand 








Start 


7796 






End 


14210 






Name 


OJ991 


122_19.0330.C8 


ol . tw 


Method 


TBLASTX: 


Wheat 




Start 


12104 






End 


12631 






GI 


none 






Score 


65 






Exons 


12104 


..12238, 12106 


. 12210, 


12267. .12347, 12267 


i ft ft /* o 

. . 12368 , 






12364 


..12465, 12364 


. 12465, 


12461. .12553, 12488 


. . 12550, 






12562 


..12630, 12563 


1 ft /~ ft 1 

.12631 










Seq. No. 


38996 






Seq. ID 


OJ991122 


1 r\ rt «1 — 1 rt 

_19 . 0330 


. C8 


Gene No. 


80331 






Strand 








Start 


7796 






End 


14210 






Name 


OJ991122 19. 0330. C8 


o4 . tm 


Method 


TBLASTX: 


Maize 




Start 


12412 






End 


13298 






GI 


none 






Score 


198 






Exons 


12412 


..12576, 12586 


.12738, 


12587. . 127 


39, 13118 


. . 13294, 






13122 


..13298, 13125 


.13289, 


13126. .132 


90 






Seq. No. 


38996 






Seq. ID 


OJ991122 


_19.0330 


.C8 


Gene No. 


80331 






Strand 









38756 




Start 


7796 






End 


14210 




Name 


OJ991122 19. 0330. C8 


o5 . tc 


Method 


TBLASTX : Cress 




Start 


12604 






End 


13330 i-. 




GI 


none 






Score 


64 V "V' 




Exons 


12604 . 


12687, 12604 


. 12738, 


12608. .12739, 12615 .. 1274 9, 






13118. 


13219, 13125 


. 1 oZ 4 1 , 


13211. .13330 




Seq. No. 


38996 






Seq. ID 


OJ991122_19.0330 


. C8 


Gene No. 


80331 






Strand 






Start 


7796 






End 


14210 




Name 


OJ991122 19. 0330. C8 


o3 . tc 


Method 


TBLASTX: Cress 




Start 


13331 






End 


13841 




GI 


none 






Score 


61 




Exons 


13331. 


13369, 13364 


. 13474 , 


13386. .13484, 13510 .. 13728, 






13542. 


13697, 13758 


.13841, 


13760. ;i3840 




Seq. No. 


38996 






Seq. ID 


OJ991122_19.0330 


. C8 


Gene No. 


80331 






Strand 






Start 


7796 






End 


14210 




Name 


OJ991122 19. 0330. C8 


00 . ts 


Method 


TBLASTX : Soybean 




Start 


13362 






End 


13936 




GI 


none 






Score 


111 




Exons 


13362. 


13484, 13364 


. 13474 , 


13540. .13698, 13542 .. 13697 , 






- 13758. 


13934, 13760 


. 13933, 


13784. .13936 




Seq. No. 


38996 






Seq. ID 


OJ991122_19.0330 


. C8 


Gene No. 


80331 






Strand 






Start 


7796 






End 


14210 




Name 


OJ991122 19. 0330. C8 


o5 . tm 


Method 


TBLASTX : Maize 




Start 


13635 






End 


14023 




GI 


none 






Score 


92 




Exons 


13635. 


13697, 13758 


. 13859, 


137 60. .13858, 13844 .. 14023, 






13845. 


14000 










Seq. No. 


38997 






Seq. ID 


OJ991022_08.0308 


. CI 


Gene No. 


80332 






Strand 






Start 


404 






End.-. 


2111 




Name 


OJ991022 08. 0308. CI 


ol . np 


Method 


AAT/NAP 




Start 


404 






End 


2111 




GI 


373830* 






Score 


640 




Exons 


404. .605, 748. .947, 


1812. .2111 






GI Descrip. 


(AC005309) putative 


serine 


protease [Arabidopsis thaliana] 


Seq. No. 


38997 






Seq. ID 


OJ991022_08.0308 


.CI 


Gene No. 


80332 






Strand 






Start 


404 






End 


2111 




Name 


OJ991022 08'. 0308. CI 


ol . gs 


Method 


GENSCAN 




Start 


425 






End 


2052 




GI 


none 






Score 


.87 




Exons 


425. .605, 748. .947, 


1812. .2052 






Seq. No. 


38997 






Seq. ID 


OJ991022_08.0308 


.CI 


Gene No. 


80332 






Strand 






Start 


404 






End 


2111 




Name 


OJ991022 08. 0308. CI 


o2 . tm 


Method 


TBLASTX : Maize 




Start 


497 






End 


949 




GI 


none 






Score 


130 





38757 






497 61 0 497 607 49R 60R 


4 QQ 619 


A Q Q CflQ 7 A S 


Q4 ft 

y h o 




74 9 .. 949 








O C L^ > IN L» . 


3R997 


OCL] . 1 U 


P1TQQ1099 HQ fl^HQ 


Pi 


Gene No. 


80332 


Strand 






Start 


404 


End 


2111 




Name 


OJ991022 08 0308 CI ol ts 


Mp +" h oH 


1 DlirlO 1A. ouyUcdil 




o Lai l 


si ^ — 


HillLl 


90^7 




GI 


none 


Scor e 


1 9Q 




F! v o n q 


SI ^ 608 S14 609 S9^ 609 

*J X . • U U O , J11 i i UU?/ J • • \j\J Z> f 


7 4 S Q4 R 


749 94 Q 1771 


9 n 




1807 1869 1809 1970 1814 


90^S 






OC^i LN L> • 


^fl 997 


OCL] . 1 U 


UJy^lU^/ Uo . UjUo 


.CI 


Gene No. 


80332 


Strand 






Start 


404 


End 


2111 




Name 


0*79910?? 08 moR PI ol 


l v lc LilUCl 


TRT aQTY'fyaoc 
1 Olirto 1 A . LicSS 




o Lai L 


S9^ — 

*J £. O 




1 fl Q7 




(IT 
\j i 


n on o 
I 1L/I ic 


Score 


1 j! 






S9^ 618 S9^ 606 S9S 60ft 


7 4 S 9^0 

/ H D . . jjU f 


7 4 S 94 ft 740 


Q/l Q 




1783 1896 1814 1897 






Seq. No. 


38997 


Seq. ID 


OJ991022_08.0308 


.CI 


Gene No. 


80332 


Strand 






Qf p rt 
>j Lai. L 


4 04 

*4 U *i 


End 


2111 




Name 


O.T9 91 09 9 OR 0"30R PI ol 1-m 

UU Z* J -L\J UO.UjUO.L1.U1. LIU 


Method 


TBLASTX: Maize 






1 R07 ~~ 

lOU / 


End 


2104 




GI 


none 


Score 


82 




R von 


1807 1 977 181? 1 9SR 1R14 


.1975, 1976.. 2104, 1981.. 2082 


Seq. No. 


38998 


Seq. ID 


OJ991022_08 . 0308 


.C2 


Gene No. 


80333 


Strand 






Start 


339 


End 


1620 




Name 


O.T991 099 OR 0^0R P9 ol n*Q 

UUJ^IUll U O ■ UJUO «Lv£ ■ Ul • LJo 


Method 


GENSCAN 




Start 


^9 ~ 

*J *J z* 


End 


1620 




GI 


none 


Score 


.59 




P, v n n q 


339 S94 1 61 6 1 690 








Seq. No. 


38999 


Seq. ID 


OJ991022J3.8.0308 


.C7 


Gene No. 


80334 


Strand 


+ 




Start 


61 


End 


656 




Name 


O.T991 099 OR O^OR P7 ol rrc 


Method 


GENSCAN 




C-f- a rt 


61 _ 
U 1 


End 


656 




GI 


none 


Score 


.79 




F! v o n ^ 


61 1 OS S6R 6S6 








Seq. No. 


39000 


Seq. ID 


OJ991022_08.0308 


-C8 


Gene No. 


80335 


Strand 






Start 


137 


End 


273 






O.T991 099 OR O^OR PR ol n-c= 


Method 


GENSCAN 




O Lai L 


1 ^7 ~ 


End 


273 




GI 


none 


Score 


.69 




Exons 


137. .273 








Seq. No. 


39000 


Seq. ID 


OJ991022_08.0308 


.C8 


Gene No. 


80336 


Strand 






Start 


860 


End 


930 




Name 


OJ991022 08.0308.C8.o2.gs 


Method 


GENSCAN 





38758 






bcarc 


o OU 








bna 


QTA 

yju 






bl 


none 








Score 


A 9 
. H Z 






Exons 


OCA Q9H 
















Seq. No. 


39001 








Seq. ID 


OJ991022_08.0308. 


C9 




Gene No. 


80337 








Strand 


+ 






bcarc 


Z / O 1 








bna 


9Q CZA 
JO oh 






Name 


Pi tq Qi noo no 

ujyyiuzz uo 


. UjU o . 


by . oi . 


gs 


Method 


PCMCPAM 

bbNbbAN 






b cart 


9 "7 Q 1 








17 T-l /-J 


JO OH 






bl 


none 








Score 


1 Q 






Exons 




joUU . 


9 Q £ /I 
. J O 0 4 












beq. no. 


*j q n n i 
jyuu i 








beq. iu 


/^TQQ1H99 HQ ATAQ 

ujyyiuzz uo.ujuo. 


C Q 

by 




Gene- No. 


80338 








Strand 


4- ~~ 






Start 


6006 








End 


8810 






Nanie 


uuyyiuzz uo 


. UjUo . 


PQ ^1 

u y . o i . 


np 


Method 


AAT/NAP 






C4- -, v4- 

b cart 


oyoz 








End 


8810 






bl 


9 9 n 9 9 q 9 








Score 


1516 






Exons 


o y 0 Z . . O 4 Uj , 


o / 1 J . 


QQ1 A 
. O O 1 U 












GI ' Descrip . 


(HtiUU jo 1 / / 1 


r*p^i Q"; 


' gene 


product [Drosophila melanogaster ] 






Seq. No. 


39001 








Seq. ID 


OJ991022_08.0308. 


C9 




Gene No. 


80338 








Strand 


+ 




u 


bcarc 


DUUD 








End 


8810 






Name 


A TQQ1 flOO AO 

ujyyiuzz uo 


. UoUo . 


by . oz . 


gs 


Method 


GENSCAN 




\J 


bcar c 


ouud 








End 


8411 




L : : 


bl 


none 








Score 


.65 




- — 


Exons 


DUU D . . o H 1 1 
















Seq. No. 


39001 








Seq. ID 


OJ991022_08.0308. 


C9 




Gene No. 


80338 








Strand 


+ 






bcarr 


OUU O 








End 


8810 






Name 


ujyyiuzz uo 


. UoUo . 


by . oz . 


tc 


Method 


TBLASTX: Cress 






bcarc 


oyo4 








End 


7223 






bl 


none 








Score 


178 






Exons 


oyo4 . . / 1 oh , 


-71 QQ 

/loo. 


"7999 
. /ZZJ 












beq. no. 


jyuu 1 








Seq. ID 


OJ991022_08.0308. 


C9 


%3 


Gene No. 


80338 








Strand 


+ 




13 


Start 


6006 








End 


8810 




is? 


Name 


Pi TQ Q 1 H 9 9 HQ 

ujyyiuzz uo 


fi O A Q 

. UoUo . 


PQ — O 

by . oz . 


tm 


Method 


TBLASTX: Maize 






bcar c 


d y ou 








End 


7496 






bl 


none 








Score 


225 






Exons 


bybU . . / lo4 , 


/UjO . 


*7 1 Q 9 

. /loo, 


7187. . 


,•7444, 71? 


38. .7445, 7403. .7495, 






9 A 9 9 7/1 

/ 4 zz . . / 4 y o 
















Seq. No. 


39001 








Seq. ID 


OJ991022JD8.0308. 


C9 




Gene No. 


80338 








Strand 


+ 






b car c 


OUUD 








End 


8810 






Name 


ATQQ1 noo no 

ujyyiuzz Uo 


. U JUo . 


by . oi . 


tc 


Method 


TBLASTX: Cress 






Start 










End 


7724 






GI 


none 








Score 


77 






Exons 


7350. .7445, 


7403. 


.7573, 


7413. . 


,7724, 7592.. 7720 






Seq. No. 


39001 








Seq. ID 


OJ991022_08.0308. 


C9 




Gene No. 


80338 








Strand 


+ 






Start 


6006 








End 


8810 





38759 



Name 

Start 

GI 

Exons 



OJ991022_08 .0308.C9.ol . tm 

7607 

none 

7607. .7669, 7608. .7667, 7668. 
8001. .8120, 8127. .8219, 8129. 



Method TBLASTX: Maize 
End 8219 
Score 72 

.7997,' 7682. .7996, 8000. .8119, 
.8197 





Seq. No. 


39001 


Seq. ID 


OJ991022 08.0308. 


C9 




Gene No. 


80338 


Strand 


+ 






Start 


6006 


End 


8810 






Name 


OJ991022_08.0308.C9.ol.ts 


Method 


TBLASTX: Soybean 






Start 


7719 


End 


8054 






GI 


none 


Score 


257 






Exons 


7719.. 7997, 7724.. 7972, 8001. 


. 8054 








Seq. No. 


39002 


Seq. ID 


OJ991022 08.0308. 


Cll 




Gene No. 


80339 


Strand 


+ 






Start 


454 


End 


883 






Name 


OJ991022_08 .0308. Cll. ol.gs 


Method 


GENSCAN 






Start 


454 


End 


883 






GI 


none 


Score 


.49 






Exons 


454 . . 520, 687 . . 883 










Seq. No. 


39002 


Seq. ID 


OJ991022_08 . 0308 . 


Cll 


h. as? 


Gene No. 


80340 


Strand 








Start 


1631 


End 


1737 




— ™ 


Name 


OJ991022_08 .0308.Cll.o2.gs 


Method 


GENSCAN 




fli 


Start 


1631 


End 


1737 






GI 


none 


Score 


.71 






Exons. 


1631 . . 1737 










Seq. No. 


39003 


Seq. ID 


OJ991022_08.0308. 


C14 




Gene No. 


80341 


Strand 








Start 


19 


End 


750 






Name 


OJ991022_08 .0308.C14.ol.tm 


Method 


TBLASTX: Maize 






Start 


19 


End 


750 






GI 


none 


Score 


169 






Exons . 


19. .174, 27. .176, 29. .175, 69 


..176, 727. .750 






Seq. No. 


39004 


Seq. ID 


OJ991022_08.0308. 


C15 


1. „? 
~ Si 


Gene No. 


80342 


Strand 








Start 


829 


End 


1397 






Name 


OJ991022 08.0308.C15.ol.gs 


Method 


GENSCAN 






Start 


829 


End 


1350 






GI 


none 


Score 


1 






Exons 


829 . . 1350 










Seq. No. 


39004 


Seq. ID 


OJ991022_08.0308. 


C15 




Gene No. 


80342 


Strand 








Start 


829 


End. 


1397 






Name 


OJ991022 08.0308.C15.ol.np 


Method 


AAT/NAP 






Start 


832 


End 


1397 






GI 


2194119 


Score 


287 






Exons 


832. .1029, 1057. .1397 










GI Descrip. 


(AC002062) No definition line 


found [Arabidopsis thaliana] 




Seq. No. 


39004 


Seq. ID 


OJ991022_08.0308. 


C15 




Gene No. 


80342 


Strand 







38760 



Start 
Name 
Start 
GI 

Exons 



829 End 

OJ991022_08 . 0308 . C15 . ol . ts Method 

841 - End 

none Score 
841. .1023 



1397 

TBLASTX : Soybean 

1023 

189 



Seq. No. 39004 Seq. ID 

Gene No. * 80342 Strand 

Start 829 End 

Name OJ991022_08 . 0308 . C15 . ol . tc Method 

Start 847 End 

GI none Score 

Exons 847.. 1026, 872.. 985 



OJ991022_08.0308.C15 
1397 

TBLASTX: Cress 

1026 

109 



Seq. No. 39005 Seq. ID 

Gene No. 80343 Strand 

Start 1124 End 

Name OJ991022JD8 . 0308 . CI 6 . ol . gs Method 

Start 1124 End 

GI none Score 

Exons 1124.. 1212, 2177.. 2477 



OJ991022_08.0308.C16 
+ 

2477 
GEN SCAN 
2477 
.75 



Seq. No. 39005 Seq. ID 

Gene No. 80344 si Strand 

Start 3043 End 

Name OJ991022_08 . 0308 . CI 6 . o2 . gs Method 

Start 3043 End 

GI none Score 

Exons 3043.. 3240, 4305.. 4484 

Seq. No. 39005 Seq. ID 

Gene No. 80344 Strand 

Start 3043 End 

Name OJ991022_08 . 0308 . C16 . ol . np Method 

Start 4215 End 

GI 2194119 Score 

Exons 4215.-. 4553 

GI Descrip. (AC002062) No definition line 

Seq. No. 39005 Seq. ID 

Gene No. 80344 Strand 

Start 3043 End 

Name OJ991022_08 . 0308 . C16 . ol . tw Method 

Start 4216 End 

GI none Score 

Exons 4216.. 4377, 4233.. 4400 



OJ991022_08.0308.C16 

4553 
GENSCAN 
4484 
.4 



OJ991022_08.0308.C16 

4553 
AAT/NAP 
4553 
221 



found [Arabidopsis thaliana] 



OJ991022_08.0308.C16 
4553 

TBLASTX: Wheat 

4400 

120 



Seq. No. 39006 Seq. ID 

Gene No. 80345 Strand 

Start 4662 End 

Name OJ991022_08 . 0308 . C17 . o3 . gs Method 

Start 4662 End 

GI none Score 

Exons 4662.. 4803, 4879.. 5174 



OJ991022_08.0308.C17 
+ 

5174 
GENSCAN 
5174 
.84 



Seq. No. 
Gene No. 



39006 
80346 



Seq. ID 
Strand 



OJ991022 08.0308.C17 



38761 



Start 1 

Name OJ991022_08 . 0308 . C17 . ol . np 

Start 1 

GI . 2194119 

Exons 1..214, 527.. 744 

GI Descrip. (AC002062) No definition line 

Seq. No. 39006 

Gene No. 80346 

Start 1 

Name OJ991022_08 . 0308 . C17 . ol . gs 

Start 46 

GI none 

Exons 46.. 220, 473.. 770 

Seq. No. 39006 

Gene No. 80347 

Start 2302 

Name OJ991022_08 . 0308 . C17 . ol . tc 

Start 9 

GI none 

Exons 9.. 194, 10.. 135 



End 770 

Method AAT/NAP 

End 744 

Score 236 

found [Arabidopsis thaliana] 

Seq. ID OJ991022_08.0308.C17 

Strand 

End 770 

Method GENSCAN 

End 770 

Score .89 



Seq. ID OJ991022_08.0308.C17 
Strand 

End 2631 

Method TBLASTX : Cress 

End 194 

Score 67 



Seq. No. 39006 

Gene No. 80347 

Start 2302 

Name OJ991022_08 . 0308 . C17 . o2 . tm 

Start 9 

GI none 

Exons 9.. 194, 10.. 168 



Seq. ID OJ991022_08.0308.C17 
Strand 

End 2631 

Method TBLASTX : Mai ze 

End 194 

Score 60 



Seq. No. 39006 

Gene No. 80347 

Start 2302 

Name OJ991022_08 . 0308 . C17 . ol . ts 

Start 9 

GI none 

Exons 9.. 194 



Seq. ID OJ991022_08.0308.C17 
Strand 

End 2631 

Method TBLASTX : Soybean 

End - 194 

Score 202 



Seq. No. 39006 

Gene No. 80347 

Start 2302 

Name OJ991022_08 . 0308 . C17 . o2 . gs 

Start 2302 

GI none 

Exons 2302.. 2422, 2448.. 2504, 2576. 



Seq. ID OJ991022_08.0308.C17 
Strand 

End 2631 

Method GENSCAN 

End 2631 

Score .41 
.2631 



Seq. No. 39006 

Gene No. 80348 

Start 4902 

Name OJ991022_08 . 0308 . C17 . ol . tm 

Start 4902 

GI none 

Exons 4902.. 4973, 4903.. 5082, 4903. 

Seq. No. 39007 

Gene No. 80349 



Seq. ID OJ991022_08.0308.C17 
Strand 

End 5177 

Method TBLASTX : Maize 

End 5177 

Score 112 

.5157, 4904. .5158, 4905. .5177 

Seq. ID OJ991022_08.0308.C18 

Strand + 



38762 



Start 
Name 
Start 
GI 

Exons 



207 End 4625 

OJ991022J38 . 0308 .C18 . ol . gs Method GENSCAN 
207 End 4625 

none Score .74 

207. .1326, 1402. .2505, 2884. .2988, 3252. .3341, 3930. .4021, 
4130. .4625 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39007 
80349 
207 

OJ991022_08 . 0308 . C18 . o2 . np 

2603 

6808363 



Seq. ID OJ991022_08.0308.C18 

Strand + 

End 4625 

Method AAT/NAP 

End 4604 

Score 135 



2603. .2668, 2900. .3012, 3276. .3318, 3906. .4021, 4101. .4319, 
4531. .4604 

(AL137612) hypothetical protein [Homo sapiens] 



39007 
80350 
6002 

OJ991022_08.0308.C18 .o2,gs 

6002 

none 

6002. . 6114, 6186. . 6252 

39007 
80351 
7195 

OJ991022_08.0308.C18.ol.ts 

240 

none 

240. .599, 241. .603 

39007 
80351 
7195 

OJ991022_08.0308.C18.ol. tm 

1125 

none 



Seq. ID OJ991022_08.0308.C18 
Strand 

End 6252 

Method GENSCAN 

End 6252 

Score .89 



Seq. ID OJ991022_08.0308.C18 
Strand 

End 7807 

Method TBLASTX: Soybean 

End 603 

Score 492 



Seq. ID OJ991022_08.0308.C18 
Strand 

End 7807 

Method TBLASTX: Maize 

End * 1477 

Score 202 



1125. .1325, 1125. .1325, 1135. .1332, 1393. .1476, 1395. .1472, 
1400. .1477 



Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39007 
80351 
7195 

OJ991022_08. 0308 .C18.o3. ts 

1135 

none 



39007 
80351 
7195 

OJ991022_08.0308.C18.o2.tm 

2145 

none 



Seq. ID OJ991022_08.0308.C18 
Strand 

End 7807 

Method TBLASTX : Soybean 

End 1332 

Score 67 



1135. .1182, 1179. .1322, 1180. .1332 



Seq. ID OJ991022_08. 0308 .C18 
Strand 

End 7807 

Method TBLASTX : Mai ze 

End 4231 

Score 67 



2145. .2237, 2146. .2235, 2268. .2309, 2327. .2437, 2329. .2523, 



38763 



2361. .2498, 2481. .2525, 2481. .2504, 2859. .2987, 2881. .3009, 
2889.. 2993, 3252.. 3344, 3254.. 3343, 3903.. 4022, 3907.. 4023, 
3908. .4024, 4073. .4231, 4098. .4229 



C a ft M r\ 

oeq. in o . 


39007 


Seq. ID 


OJ991022_08.0308.C18 


bene ino . 


80351 


Strand 




Of a -V-+- 


7195 


End 


7807 


Name 


OJ991022 08.0308.C18.o2.ts 


Method 


TBLASTX: Soybean 




3261 


End 


4273 


GI 


none 


Score 


107 


Exons 


3261. .3344, 3278. .3343, 3906. .4022, 3907. .4038, 3986. .4024, 




407^ 497^ 40Qft 49SQ 






oeq. wo. 


39007 


Seq. ID 


OJ991022_08.0308.C18 


bene ino . 


80351 


Strand 




Of v-f 


7195 


End 


7807 


Name 


OJ991022 08.0308.C18.o3.gs 


Method 


GENSCAN 


O Lai L 


7195 


End 


7807 


b X 


none 


Score 


.92 


HiAUI lo 


7195. .7343, 7726. .7807 






Seq. No. 


39008 


Seq. ID 


OJ991022_08.0308.C19 


Gene No. 


80352 


Strand 




Of 2 y-f 


1 


End 


710 


Name 


OJ991022 08.0308.C19.ol.np 


Method 


AAT/NAP 


b car l. 


1 


End 


710 




7485530 


Score 


128 


Exons 


1..59, 142. .189, 228. .470, 


632. .710 




bx uescnp. 


hypothetical protein F16A16 


.150 - Arabidopsis thaliana . 




gi I 4218124 | emb | CAA22978 . 1 1 


(AL035353) 


hypothetical protein 




[Arabidopsis thaliana] gi | 7269729 | emb 


CAB814 62. 1 | (AL1 61573) 




hypothetical protein [Arabidopsis thaliana] 


oecj . LNO . 


39008 


Seq. ID 


OJ991022_08.0308.C19 


bene ino . 


80352 


Strand 




Cf -| v-f 


1 


End 


710 


Name 


OJ991022 08.0308.C19.ol.gs 


Method 


GENSCAN ■ 


Of 2 v~f" 


264 


End 


592 


b-L 


none 


Score 


.96 


Exons 


264. .512, 581. .592 






C ^ /-y Mrt 

OcCj. LN O • 


39009 


. Seq. ID 


OJ991022_08.0308.C20 


bene ino . 


80353 


Strand 


-f 


Qf 3 y- f 


471 


End 


612 


Name 


OJ991022 08-0308. C20.ol.gp 


Method 


AAT/GAP 


Cf 3 r f 


471 


End 


612 


C T 
bl 


7406 1.R1084 


Score 


192 


Exons 


471. .612 






GI Descrip. 


f 1122315/emb|CAA63901| 7 . Oe 


-10 (X94191) heat shock protein 17.0 




[Pennisetum glaucum] 1 






Seq. No. 


39009 


Seq. ID 


OJ991022_08.0308.C20 


Gene No. 


80354 


Strand 


+ 


Start 


1064 


End 


3450 


Name 


OJ991022 08.0308.C20.ol.gs 


Method 


GENSCAN 


Start 


1064 


End 


3193 


GI 


none 


Score 


.4 



38764' 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



1064. .1985, 2167. .3193 



39009 ■ Seq. ID 

80354 Strand . 

1064 . End 

OJ991022_08 .0308 .C20.ol.np Method 
1064 End 
7228442 Score 
1064. .3450 

(AP001366) EST C28952 (C62945 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog. (AC003981) [Oryza sativa] 



OJ991022_08.0308.C20 
+ 

3450 
AAT/NAP 
3450 
4207 



39009 
80354 
1064 

OJ991022_08 .0308 .C20.ol.tm 

2081 

none 



Seq. ID OJ991022_08.0308.C20 



Strand 
End 

Method 

End 

Score 



+ 

3450 

TBLASTX: Maize 

2672 

89 



2081. .2182, 2085. .2204, 2238. .2537, 2255.-2476, 2601. .2672 



39009 Seq. ID 

80354 Strand 
1064 End 
OJ991022J38 . 0308 .C20 . o2 . gp Method 
2119 End 
5701669 Score 
2119. .2550 

5441880/dbj IBAA82378.il 5.0e-75 (AP000367) EST C28952 (C62945 ) 
corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 



OJ991022_08.0308.C20 
+ 

3450 
AAT/GAP 
2550 
853 



39009 
80354 
1064 

OJ991022_08.0308.C20.ol.tw 

2370 

none 



Seq. ID OJ991022_08.0308.C20 



Strand 
End 

Method 

End 

Score 



+ 

3450 

TBLASTX: Wheat 

2750 

208 



2370. .2564, 2379.-2576, 2570.:2689, 2574. .2750, 2574. .2720 



39010 
80355 
1 

OJ991022 08.0308.C21.ol.np 



Seq. ID 
Strand 
End 

Method 

1 End 
5441880 Score 
1..49, 216. .313, 560. .691, 807. .1041 

(AP000367) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



OJ991022_08.0308.C21 
+ 

1598 
AAT/NAP 
1041 
709 • 



39010 Seq. ID 

80355 Strand 

1 End 

OJ991022_08 . 0308 . C21 . ol . gs Method 

64 End 

none Score 



OJ991022_08. 0308 .C21 
+ 

1598 
GENSCAN 
1347 
.77 



38765 



Exons 



64. .108, 216. .313, 560. .691, 755. .802, 807. .1009, 1160. .1347 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ991022_08.0308.C21 

Strand + 

End 1598 

Method AAT/GAP 

End - 1598 

Score 836 



39010 
80355 
1 

OJ991022_08.0308.C21.ol.gp 
1145 

LIB34 31-045-P1-N1-A10 
1145. .1598 

f 5441876/dbj | AP000367 . 1 | AP000367 0.0e+00 Oryza sativa genomic 
DNA, chromosome 2, clone : P04 37H03 (contig b) ' 



Seq. ID OJ991022_08.0308.C21 

Strand + 

End 1598 

Method AAT/NAP 

End 1344 

Score 275 



39010 
80355 
1 

OJ991022_08. 0308.C21.o2.np 
1160 
7228442 
1160. .1344 

(AP001366) EST C28 952 {C62945 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog. (AC003981) [Oryza sativa] 



Seq. No. 


39011 








Seq. ID 


OJ991022_08.0308 


.C22 


Gene No. 


80356 








Strand 


+ 




Start 


882 








End 


1415 




Name 


OJ991022_08 


.0308 


.C22.ol. 


gs 


Method 


GENSCAN 




Start 


882 








End 


1415 




GI 


none 








Score 


.59 




Exons 


882. .1098, 


1186. 


.1415 










Seq. No. 


39012 








Seq. ID 


OJ991022_08.0308 


.C23 


Gene No. 


80357 








Strand 


+ 




Start 


1 








End 


210 




Name 


OJ991022 08 


.0308 


.C23.ol. 


np 


Method 


AAT/NAP 




Start . 


1 








End 


204 




GI 


2194119 








Score 


246 




Exons 


1. .204 














GI Descrip. 


(AC002062) 


No definition 


line 


found [Arabidopsis thaliana] 


Seq. No. 


39012 








Seq. ID 


OJ991022_08.0308 


.C23 


Gene No. 


80357 








Strand 


+ 




Start 


1 








End 


210 




Name 


OJ991022 08 


.0308 


C23.ol. 


gs 


Method 


GENSCAN 




Start 


46 








End 


210 




GI 


none 








Score 


.95 




Exons 


46. .210 














Seq. No. 


39012 








Seq. ID 


OJ991022_08.0308 


.C23 


Gene No. 


80358 








Strand 






Start 


681 








End 


869 




Name 


OJ991022 08 


.0308 


C23.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


1 








End 


173 




GI 


none 








Score 


217 




Exons 


1..171, 51. 


.173 












Seq. No. 


39012 








Seq. ID 


OJ991022JD8.0308 


.C23 



38766 



Gene No. 80358 Strand 

Start 681 End 869 

Name OJ991022JD8 . 0308 . C23 . o2 . gs Method GENSCAN 

Start 681 End 8 69 

GI none Score .97 

Exons 681.. 869 



beq. no. 










Seq. ID 


OJ991022_08.0308.C24 


Gene No . 


o u jj y 








Strand 


+ 


Start 


1601 








End 


3290 


Name 


OJ991022_08 


.0308 


C24 .ol. 


np 


Method 


AAT/NAP 


Start 


i a n i 
1 bU 1 








End 


3290 


GI 


O 1 Q A 1 1 Q 








Score 


299 


Exons 


1 601 . . 1 o4 3 , 


2817 


.3290 








GI Descrip. 


(AC002062 ) 


No definition 


line 


found [Arabidopsis thaliana] 


Seq. No. 


jyu 1 o 








Seq. ID 


OJ991022_08.0308.C24 


Gene No . 


oUjoU 








Strand 




Start 


2506 








End 


3236 


Name 


OJ991022 08 


.0308 


C24.ol. 


gs 


Method 


GENSCAN 


Start 


2506 








End 


3151 


GI 


none 








Score 


.5 


Exons 


2506. .2730, 


2964 


.3151 








Seq. No. 


39013 








Seq. ID 


OJ991022_08.0308.C24 


Gene No. 


80360 








Strand 




Start 


2506 








End 


3236 


Name 


OJ991022 08 


.0308 


.C24.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


2840 








End 


3236 


GI 


none 








Score 


240 


Exons 


2840. .3133, 


2841 


. .3236 









Seq. No. 39013 Seq. ID 

Gene No. 80360 Strand 

Start 2506 End 

Name OJ991022_08 . 0308 . C24 . ol . tm Method 

Start 2913 '*• End 

GI none Score 

Exons 2913.. 3110, 2942.. 3106, 3174.. 3236 



OJ991022_08.0308.C24 
3236 

TBLASTX: Maize 

3236 

180 



Seq. No. 


39013 




Seq. ID 


OJ991022_08.0308.C24 


Gene No. 


80360 




Strand 




Start 


2506 




End 


3236 


Name 


OJ991022 08 


.0308.C24 .ol.tc 


Method 


TBLASTX: Cress 


Start 


2925 




End 


3236 


GI 


none 




Score 


148 


Exons 


2925. .3110, 


3050. .3148, 3170. 


.3229, 3171.. 3236 


Seq. No. 


39014 




Seq. ID 


OJ991022_08.0308.C25 


Gene No. 


80361 




Strand 


+ 


Start 


1 




End 


541 


Name 


OJ991022 08 


.0308.C25.ol.np 


Method 


AAT/NAP 


Start 


1 




End 


541 


GI 


2194119 




Score 


368 


Exons 


1. .541 








GI Descrip. 


(AC002062) 


No definition line 


found [Arabidopsis thaliana] 



38767 






Seq. No. 


39014 






Seq. ID 


OJ991022 08.0308.C25 




Gene No. 


80361 






Strand 


+ 






1 






bna 


54 1 




Name 


oj y yiozz_uo 


o -6 r\ o 
. UiUo 


. C25 . ol . gs 


Method 


GENSCAN 




Start 


DO 






End 


541 




bl 


none 






Score 


. y / 




Exons 


DO . . D4 1 












Seq. No. 


jyui4 






Seq. ID 


OJ9yi0zZ 08.0308.C25 




Gene No. 


80362 






Strand 


+ 




Start 


4831 






End 


5865 




Name 




.0308 


.C25.o2.np 


Method 


AAT/NAP 




Start 


^ 001 
4 o ol 






End 


5865 




GI 


ziy4 liy 






Score 


597 




Exons 


/ion cQ/rc 

4 o Jl . . jo bo 












GI Descrip. 




No definition line 


found [Arabidopsis thaliana] 




Seq. No. 


39014 






Seq. ID 


OJ991022_08.0308.C25 




Gene No. 


80362 






Strand 


+ 




O ■(- -> -v- +~ 

btart 


4 o Jl 






End 


5865 




Name 


ojyyiozz 0o 


.0308 


.C25.ol.gp 


Method 


AAT/GAP 




Start 


r /it A 

54 /y 






End 


5719 




GI 


none 






Score 


446 




Exons 


54 / 9 . . 5719 










rn 


Seq. No. 


39014 






Seq. ID 


OJ991022_08.0308.C25 


Til 


Gene No. 


80363 






Strand 


+ 




Start 


H O O £T 






End 


8614 


? « 


Name 


ojyyiuzz uy 


.0308 


. C25 . o3 . gs 


Method 


GENSCAN 




Start 


TOO/" 

/zoo 






End 


8614 




GI 


none 






Score 


. 77 


i y 


Exons 


/ZOO. . / 4 4 1 , 


7550 


..7720, 8603. 


.8614 




_ 


Seq. No. 


jyui4 






Seq. ID 


OJ991022_08.0308.C25 




Gene No. 


80364 






Strand 






Start 


5577 






End 


7933 




Name 


Pi TQQ1 flOO HQ 


.0308 


.C25.ol.ts 


Method 


TBLASTX : Soybean 


L 


C4- -i 

otart 


z 






End 


5502 




GI 


none 






Score 


64 




Exons 


Z . . oz , 1U4 . 


.199, 


4838. .5062, 


4852. .5034, 5131. .5172, 5200. .5376, 






04 b4 . . OOUZ 












beq. No. 


jyui4 






Seq. ID 


OJ991022_08.0308.C25 




/■>____ 111- 

bene No . 


oU Jb4 






Strand 






Start 


5577 






End 


7933 




Name 


OJ991022__08 


.0308 


.C25.o2.tc 


Method 


TBLASTX: Cress 




Start 


o 
Z 






End 


5850 






none 






Score 


44 




Exons 


z . . 55, /l . . 


259, 356. .430, 379 


..429, 449. .526, 460. .507, 






COOT r o / A 

5zz / . . 534 9, 


5365 


.5430, 5512. 


.5586, 5673.. 5732, 5677.. 5757, 






C "7 O 1 C001 

57 81. .5831, 


5782 


.5850 








Sg.q . No . 


39014 






Seq. ID 


OJ991022_08.0308.C25 




Gene No. 


80364 






Strand 






Start 


5577 






End 


7 933 




Name 


OJ991022 08 


.0308 


C25.ol.tm 


Method 


TBLASTX: Maize 




Start 


341 






End 


5850 



38768 




GI none Score 63 

Exons 341. .412, 449. .526, 4754. .4798, 4864. .5022, 4871. .5065, 

5131. .5196, 5154. .5174, 5173. .5343, 54 64 .. 554 7; '5.662 .. 5733 , 

5782. .5850 



C 1 a M 

beq. NO. 




beq. id 


atqqi ooo no n *d n o 
UOyjxvZZ Uo.UoUo 


. Cz 0 


bene no . 


q n q a a 


Strand 






Start 


EC 77 

00 / / 


bna 


7QT5 

/ yj o 




Name 


ujyyiuzz uo . u ouw . b^o . oz . ts 


Method 


i DJLAb ix : boyoean 




Start 


A 1 




OoOU 




GI 


5057685 


Score 


197 




Exons 


341. .526, 382. .522, 5668.. 

C7QO CO cn 
0 / OZ . . 00 OU 


5775, 5670.. 


.5726, 5781.. 5837, 




GI Descrip. 










beq. No. 


o q n 1 >i 


Seq. ID 


OJ991022JD8.0308 


. Czo 


Gene No . 


oUob4 


Strand 






Start 


CC77 

00 / / 


End 


7933 




Name 


(jjyyiuzz Uo . UoUo . lzd . oi . t c 


Method 


TBLASTX: Cress 




Start 


4754 


End 


5226 




GI 


none 


Score 


39 




Exons 


y|"7C>l A~I QO A Q d A CAOQ A Q 

4/04..4/yz, 3oo4..oUzo, 4 o 


71. .5089, 5131. .5226 




Seq. No. 


O O f\ 1 /I 


Seq. ID 


OJ991022_08.0308 


. C25 


Gene No . 


oUoo4 


Strand 






Start 


5577 


End 


7933 




Name 


OJyylUzz Uo . U oUo . Czo . oo . np 


* Method 


AAT/NAP 




Start 


00 / / 


End 


7933 




C T 


DUiDbyi 


Score 


61 




Exons 


CC77 c^yl Q HCQQ 7QT3 

00//. . ot>4 y , /coy. . /yoo 








GI Descrip. 


(AC009991) unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


39015 


Seq. ID 


OJ991022_08.0308 


. C2 6 


Gene No . 


80365 


Strand 


+ 




Start 


1 


End 


1784 




Name 


OJ991022 08.0308.C26.ol.np 


Method 


AAT/NAP 




bt art 


1 


End 


1784 






7442091 


Score 


119 




Exons 


1..304, 1661. .1784 








GI Descrip. 


proline-rich protein F25E4 


.50 - Arabidopsis thaliana 






gil 7321040 lemb ICAB82148.il 


(AL050399) 


putative proline- 


rich 




protein [Arabidopsis thaliana] 






Seq. No. 


39015 


Seq. ID 


OJ991022_08.0308 


. C26 


Gene No . 


80365 


Strand 


+ 




Start 


1 


End 


1784 




Name 


OJ991022 08.0308.C26.ol.gs 


Method 


GENSCAN 




Start 


56 


End 


454 




GI 


none 


Score 


.62 




Exons 


56. .454 








Seq. No. 


39016 


Seq. ID 


OJ991022_08.0308 


.C27 


Gene No. 


80366 


Strand 


+ 




Start 


1 


End 


627 




Name 


OJ991022 08.0308.C27.ol.gs 


Method 


GENSCAN 




Start 


1 


End 


627 




GI 


none 


Score 


.49 





38769 



Exons 



1..111, 544. .627 



Seq. No. 39016 Seq. ID OJ991022_08 . 0308 . C27 

Gene No. 80367 Strand - 

Start 1 End 374 

Name OJ991022_08 . 0308 . C27 . ol . np Method AAT/NAP 

Start 1 End 374 

GI 3660465 Score 164 

Exons 1 . .374 

GI Descrip. (AJ001753) Inositol 1 , 3, 4-Trisphosphate 5/6 kinase [Arabidopsis 
thaliana] 



Seq. No. 39016 Seq. ID 

Gene No. 80368 Strand 

Start 1827 End 

Name OJ991022_08 . 0308 . C27 . o2 . gs Method 

Start 1827 End ' 

GI none Score 

Exons 1827.. 1867, 1971.. 2290, 2600.. 2642 



OJ991022_08.0308.C27 

2773 
GENSCAN 
2642 
.91 



Seq. No. 39016 Seq. ID 

Gene No. 80368 Strand 

Start 1827 End 

Name OJ991022_08 . 0308 . C27 . o2 . np Method 

Start 214 3 End 

GI 6063554 Score 

Exons 2143.. 2411, 2736.-2773 

GI Descrip. (AP000615) ESTs AU075609 (C63344 ) , C71850 (E0464 ) , C98611 (E0464 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



OJ991022_08 . 0308 . C27 

2773 
AAT/NAP 
2773 
52 



Seq. No. 39017 Seq. ID 

Gene No. 80369 Strand 

Start 2529 End 

Name OJ991022_08 . 0308 . C28 . ol . gp Method 

Start 2529 End 

GI none Score 

Exons 2529.. 2999 



OJ991022_08.0308.C2£ 
+ 

10747 
AAT/GAP 
2999 
882 



Seq. No. 39017 " Seq. ID 

Gene No. 80369 . Strand 

Start 2529 End 

Name OJ991022_08 . 0308 . C28 . ol . gs Method 

Start 2569 End 

GI none Score 

Exons 2569.. 3031, 3632.. 3972, 4224.. 5039 



OJ991022__08.0308.C28 
+ 

10747 
GENSCAN 
5039 
.85 



Seq. No. 39017 

Gene No. 80369 

Start 2529 

Name OJ991022_08 . 0308 . C28 . ol . np 

Start 3649 

GI 7486743 

Exons 3649. .3924, 
GI Descrip. hypothetical 



Seq. ID OJ991022_08.0308.C28 

Strand - + 

End 10747 

Method AAT/NAP 

End 10697 

Score 608 
4224. .4787, 10491. .10697 
protein F9D16.260' - Arabidopsis thaliana 



gi|4454048|emb|CAA23045.1| (AL035394) putative 
[Arabidopsis thaliana] gi | 7269228 I emb | CAB8 1297 . 



protein 

1| (AL161560) 



38770 



putative protein [Arabidopsis thaliana] 



Seq. No. 


39017 


Seq. ID 


atqqi noo no nono r"~>Q 


Gene No . 


80369 


Strand • 


+ •*. " '.' 


Start 


2529 


End 


ID / 4 / 


Name 


OJ991022 08.0308.C28.o3.gs 


Method 


GENSCAN 


Start 


6864 


End 


1U / 4 / 


GI 


none 


Score 


C A 


Exons 


6864. .7015, 9596. .10268, 10274. .10747 




beq. no. 


39017 


Seq. ID 


OJ991022_08.0308.C28 


Gene No . 


80370 


Strand 


+ 


Start 


13504 


End 


15830 


Name 


OJ991022 08.0308.C28.o4.np 


Method 


AAT/NAP 


Start 


13504 


End 


15830 


GI 


7485221 


Score 


552 


Exons 


13504. .13615, 14 656. .15830 






GI Descrip. 


hypothetical protein A IG002N01.14 - Arabidopsis thaliana 




gi I 2 191135 |gb IAAB61022.il 


(AF007269) . A 


, IG002N01.14 gene product 




[Arabidopsis thaliana] gi | 7267605 | emb | CAB80917 . 1 | (AL161491) 




hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


39017 


Seq. ID 


OJ991022_08.0308.C28 


Gene No . 


80370 


Strand 


+ 


Start 


13504 


End 


15830 


Name 


OJ991022 08.0308.C28.o3.np 


Method 


AAT/NAP 


Start 


13540 


End 


"15796 


GI 


7486743 


Score ' 


549 


Exons 


13540. .13558, 14759.. 15796 






GI Descrip. 


hypothetical protein F9D16 


.260 - Arabidopsis thaliana 




gi | 4 4 54048 | emb | CAA2304 5 . 1 | 


(AL035394) 


putative protein 




[Arabidopsis thaliana] gi | 7269228 | emb | 


CAB81297.1 | (AL161560) 




putative protein [Arabidopsis thaliana] 


Seq. No. 


39017 


Seq. ID 


OJ991022_08.0308.C28 


Gene No . 


80370 


Strand 


+ 


Start 


13504 


End 


15830 


Name 


OJ991022 08.0308.C28.o4 . gs 


Method 


GENSCAN 


Start 


14501 


End 


15820 


GI 


none 


Score 


.75 


Exons 


14501. .15820 






Seq. No. 


39017 


Seq. ID 


OJ991022_08.0308.C28 


Gene No. 


80370 


Strand 


+ 


Start 


13504 


End 


15830 


Name 


OJ991022 08.0308.C28.o2.np 


Method 


AAT/NAP 


Start 


14661 


End 


15830 


GI 


7485221 


Score 


545 


Exons 


14661. .15830 







GI Descrip. hypothetical protein A_IG002N01 . 14 - Arabidopsis thaliana 

gi|2191135|gb|AAB61022.1| (AF007269) A_IG002N01 . 14 gene product 
[Arabidopsis thaliana] gi | 7267 605 | emb | CAB80917 . 1 | (AL161491) 
hypothetical protein [Arabidopsis thaliana] 



Seq. No. 
Gene No. 
Start 



39017 
80371 
5443 



Seq. ID 

Strand 

End 



OJ991022 08.0308.C28 



5598 



38771 



Name 

Start 

GI 

Exons 



OJ991022_08 . 0308 . C28 . o2 . gs 
5443 



none 
5443. 



5598 



Method GENSCAN 
End 5598 
Score .86 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39017 
80372 
16917 

OJ991022_08, 

3627 

none 

3627. .3758, 
3853. .3927, 
4622. .4705, 
4929. .5003, 
9742. .9780, 



OJ991022 08.0308.C28 



0308.C28.ol.tm 



3655. 
3875. 
4659. 
9621. 
9757. 



10320. 
10620. 
15170. 



10427, 
10688, 
.15.322, 



10350 
14705 
15458 



Seq. ID 
Strand 
End 

Method 
End 
Score 
3712, 3762 
4388, 4368 
4893, 4915 
9736, 9634 
9935, 9943 
..10427, 10466. .10585, 10619 .. 10684 , 
..14866, 14866. .15045, 14867 .. 15055, 
..15595, 15697. .15765, 15719. .15787 



762, 3656, 
934, 4338, 
778, -4855. 
737, 9632. 
939, 9834. 



21150 

TBLASTX : Maize 
15787 
67 

3902, 3763.. 3927, 
4490, 4388.. 4507, 
4998, 4924 . .4998, 
9741, 9741.. 9788, 
10113, 10105. .10164, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39017 Seq. ID 

80372 Strand 
16917 End 
OJ991022_08 . 0308 . C28 . ol . tc Method 

3643 ■ End 
none Score 



OJ991022_08.0308.C28 
21150 

TBLASTX: Cress 

15052 

120 



3643. .3762, 3763. .3921, 3780. .3902, 9634. .9741, 9742. .9780, 
9766. .9945, 9849. .9923, 14756 .. 14866, 14867 .. 15052, 14884. .1504? 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39017 
80372 
16917 
OJ991022 
3649 
none 
3649. .37 
9634. .97 
14867. . 1 
15437. .1 



08.0308.C28.ol.ts 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991022 08.0308.C28 



62, 3651.. 3761, 3763 
41, 9745. . 9945, .9940 
5049, 14890. .15045, 15068 
5472 



21150 

TBLASTX : Soybean 
15472 
116 

3927, 3786.. 3881, 4221.. 4490, 
10104, 14747. .14866, 14 758 14 8 65, 
15139, 15170. .15397, 



Seq. No. 39017 Seq. ID 

Gene No. 80372 Strand 

Start 16917 End 
Name OJ991022_08 . 0308 . C28 ..o3 . tc Method 

Start 4356 End 

GI none Score 
Exons 4356. . 

10620. 

15448. 



OJ991022_08.0308.C28 
21150 

TBLASTX: Cress 

15778 

108 



4559, 4641. .4721, 4884. .4976, 4885. .4992, 
.10679, 10622. .10669, 15131 .. 15322 , 15407, 
.15579, 15664. .15684, 15719 .. 15778 , 15721, 



10341. .10421, 

.15520, 

.15765 



Seq. No. 39017 

Gene No. 80372 

Start 16917 

Name OJ991022_08 . 0308 . C28 . o5 . gs 

Start 16917 

GI none 
Exons 



Seq. ID OJ991022_08.0308.C28 
Strand 

End 21150 

Method GENSCAN 

End 21150 

Score .73 



16917. .17012, 17358. .17423, 17561. .17625, 19088. .19151, 



38772 



19301. .19374, 19504. .19591, 19940 2014 6, 21148 21150. 



Seq. No. 39017 

Gene No. 80372 " 

Start 16917 

Name OJ991022_08 . 0308 .C28 . o5 . np 

Start 17112 

GI 5902930 

Exons 17112. .17255, 17358 .. 17423, 
19265. .19374, 19504 .. 19591 , 



Seq. ID 
Strand 
End 

Method 

End 

Score 
17561. . 17625, 
19930. .20034 



OJ991022 08.0308.C28 



21150 
AAT/NAP 
20034 
798 

19088, 



19151, 



GI Descrip. (AB029510) small GTP-binding protein OsRac3 [Oryza sativa] 



Seq. No. 39017 Seq. ID 

Gene No. 80372 Strand 

Start 16917 End 

Name OJ991022_08 . 0308 . C28 . o2 . tm Method 

Start 17155 End 

GI none Score 

Exons 17155. .17256, 17158 .. 17256, 

17359. .17433, 17359 17433, 
19072. .19155, 19089. .19163, 
19265. .19375, 19285 .. 19398 , 
19930. .20013, 19930.. 20034 



OJ991022_08.0308.C28 
21150 

TBLASTX: Maize 
20034 
126 

17228. .17257, 17358. .17426, 
17553. .17627, 17561. .17626, 
19089. .19154, 19265. .19378, 
19502. .19591, 19503. .19592, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39017 
80372 
16917 

OJ991022__08 .0308.C28.o2 .ts 
17182 



none 

17182, 

17547. 

19265. 

19509. 



,17256, 17206. 

,17627, 17561. 

.19375, 19281. 

.19598, 19930. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

17256, 17358. .17426, 17359 
17626, 19072. .19170, 19089 
19337, 19502. .19591, 19503 
20034, 19942. .20013, 19976 



OJ991022 08.0308.C28 



21150 

TBLASTX : Soybean 
20035 
64 

.17439, 
. 19163, 
. 19592, 
.20035 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39017 Seq. ID 

80372 . Strand 

16917 End 

OJ991022_08 . 0308 . C28 . ol . tw Method 

17197 End 

none Score 



OJ991022_08.0308.C28 
21150 

TBLASTX: Wheat 

19319 

80 



17197. .1725 6, 17203. .17256, 17358. .174 26, 17359. .17433, 
17553. .17627, 17561 .. 17 626, 19072 .. 19155, 1 9089 1 9163, 
19089. .19154, 19265. .19318, 19265 .. 19318 , 19287. .19319 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39017 
80372 
16917 

OJ991022_08 .0308.C28.o2 .tc 
17206 



none 
17206. 
17362. 
19072. 



,17256, 17214. 
17433, 17561. 
19170, 19265. 



19502. .19591, 19503. 
19976. .20032 



Seq. ID OJ991022_08.0308.C28 
Strand 

End 21150 
Method TBLASTX : Cress 
End . 20.032 
Score 59 

17429, 17362. .17424, 
17627, 19026. .19163, 
19378, 19265. .19375, 19306. .19380, 
19592, 19504 .. 19599, 19930 .. 20031-, 



17255, 17358. 
17626, 17568. 



38773 



Seq. No. 39017 

Gene No. 80372 

Start • 16917 

Name OJ991022_08 . 0308 . C28 . o2 . gp 

Start 17561 

GI 145_4.R1084 . 

Exons 17561. . 17625, 
19930. .20213 

GI Descrip. 1 4 9594 59/gb | AAD34 355 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991022_08.0308.C28 

21150 
AAT/GAP - 
20213 
1073 



19088. .19151, 19265. .19374, 19504 .. 19591, 

1| 2.0e-71 (AF126052) RACA small GTP 



binding protein [Zea mays] 





beq. no. 


39018 




Seq. ID 


ojyyiuzz Uo.ujub.c^y 




Gene No. 


80373 




Strand 


+ 




Start 


2360 




End 


274 9 




Name 


OJ991022 08.0308 


.C29.ol.gp 


Method 


AAT/GAP 




Start 


2360 




End 


274 9 




GI 


none 




Score 


t r\ n 

709 




Exons 


2360. .2749 










Seq. No. 


39018 




Seq. ID 


OJ991022_08.0308.C29 




Gene No. 


80374 




Strand 






Start 


319 




End 


3723 




Name 


OJ991022 08.0308 


.C29.ol.gs 


Method 


GENSCAN 


res 
IJ 


Start 


319 




End 


3474 


\J 


GI 


none 




Score 


.61 


iff 


Exons 


319.. 587, 614.. 793, 1038.. 1136, 1882.. 


1948, 2897.. 3001, 


i Li 




3409. .3474 










Seq. No. 


39018 




Seq. ID 


OJ991022_08.0308.C29 




Gene No. 


80374 




Strand 






Start 


319 




End 


3723 


r i i 


Name 


OJ991022 08.0308 


.C29.ol.np 


Method 


AAT/NAP 




Start 


2630 




End 


3723 




GI 


2190559 




Score 


67 




Exons 


2630. .2774, 2897 


..3001, 3694. 


.3723 




E 5 


GI Descrip. 


(AC001229) F5I14 


.16 [Arabidopsis thaliana] 




Seq. No. 


39018 - 




Seq. ID 


OJ991022_08.0308.C29 




Gene No. 


80374 




Strand 






Start 


319 




End 


3723 


f =5 

i 1ST 


Name 


OJ991022 08.0308 


.C29.ol. tm 


Method 


TBLASTX : Maize 




Start 


2661 




End 


3701 




GI 


none 




Score 


86 




Exons 


2661.. 2777, 2667 


..2777, 2894. 


.3001, 2896.. 3012, 2934.. 3002, 



3382.. 3474, 3406.. 3462, 3595.. 3699, 3596.. 3700, 3612.. 3701 



Seq. No. 39018 

Gene No. 80374 

Start 319 

Name OJ991022_08 . 0308 . C29 . ol . ts 

Start 2676 

GI none 

Exons 2676.. 2777, 2685.. 2777, 2894. 

3612. .3701, 3637. .3699 



Seq. ID OJ991022_08.0308.C29 
Strand 

End 3723 

Method TBLASTX : Soybean 

End 3701 

Score 69 

.3001, 2934.. 3005, 3406.. 3462, 



Seq. No. 
Gene No. 



39018 
80374 



Seq. ID 
Strand 



OJ991022 08.0308.C29 



38774 




Start 


319 




End 


3723 


Name 


OJ991022_08 . 0308 .C29 . ol . 


, tc 


Method 


TBLASTX: Cress 


Start 


2679 




End 


3701 


GI 


none 




Score 


76 


Exons 


267 9 . .2777 , 2878. . 2 98 8, 


2882 . 


.3001, 2937. .3005, 3406. .3462, 




3407. .3466, 3586. .3699, 


3596. 


.3700, 3612.. 3701 


Seq. No. 


39019 




Seq. ID 


OJ991022_08.0308.C30 


Gene No. 


80375 . 




Strand 




Start 


1 




End 


761 


Name 


OJ991022 08.0308.C30.ol. 


np 


Method 


AAT/NAP 


Start 


1 




End 


725 


GI 


3738306 




Score 


127 


Exons 


1..32, 493. .725 








GI Descrip. 


(AC005309) putative serine protease [Arabidopsis thaliana] 


Seq. No. 


39019 




Seq. ID 


OJ991022_08.0308.C30 


Gene No. 


80375 




Strand 




Start 


1 




End 


761 


Name 


OJ991022 08.0308.C30.ol. 


as 


Method 


GENSCAN 


Start 


493 




End 


715 


GI 


none 




Score 


. 7 


Exons 


493. .715 








Seq. No. 


39019 




Seq. ID 


OJ991022 08.0308.C30 


Gene No. 


80375 




Strand 




Start 


1 




End 


761 


Name 


OJ991022 08.0308.C30.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


493 




End 


730 


GI 


none 




Score 


298 


Exons 


493. . 726, 494 . .727, 495. 


.728, 


497. .730 




Seq. No. 


39019 




Seq. ID 


OJ991022 08.0308.C30 


Gene No. 


80375 




Strand 




Start 


1 




End 


761 


Name 


OJ991022 08.0308.C30.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


493 ' 




End 


761 


GI 


none 




Score 


247 


Exons 


493. .726, 494. .727, 504. 


.761 






Seq. No. 


39020 




Seq. ID 


OJ991022_08.0308.C31 


Gene No. 


80376 




Strand 


+ 


Start 


266 




End 


814 


Name 


OJ991022 08.0308.C31.ol. 


gp 


Method 


AAT/GAP 


Start 


266 




End 


814 


GI 


uC-osflcyp032h03bl 




Score 


928 


Exons 


266. .814 








GI Descrip. 


■283442/pir | IA40215 5 . Oe 


-09 TcD antigen 


l - Trypanosoma cruzi 


Seq. No. 


39020 




Seq. ID 


OJ991022__08.0308.C31 


Gene No . 


80377 




Strand 




Start 


1192 




End 


1458 


Name 


OJ991022 08.0308.C31.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


334 




End 


1077 


GI 


none 




Score 


65 


Exons 


334. .585, 418. .645, 427. 


.570, 


428. .571, 


428. .547, 429. .563, 




487. .708, 487. .705, 568. 


.825, 


593. .757, 


598. .771, 608. .811, 



38775 




608. .706, 628. .888, 628. .885, 632. .886, 650. .685, 653. .751, 
688. .948, 688. .915, 746. .958, 748. .981, 803. .847, 808. .1032, 
812. .988, 866. .988, 889. .924, 910. .1077 



Seq. No. 


*D A A O A 

39020 






beq. xu 


n TQQ1 09 9 

vju y j x uz z 


OP. 


UjUO 




Gene No. 


80377 






Strand 










Start 


i i AO 

1 1 yz 






T? r~\ /~l 


X H D O 








Name 


/"\tAA1AOO AQ A*3AO 

ojyyiuzz uo . u juo . 




o2.gp 


Method 


7\ n T 1 n Zi D 
t\t\ 1 / bnr 








Start 


1 1 A O 

119z 
















GI 


none 






Score 


504 








Exons 


1192. .1458 
















Seq. No. . 


39021 






Seq. ID 


OJ991022_ 


n p. 
u o . 


UjUO 


r^9 


Gene No. 


O A O "7 O 






Strand 


+ 








Start 


1 






End 


886 








Name 


/""\TAA1AOO AQ A "3 A Q 

ojyyiuzz uo.ujuo. 


LoZ . 


ol . np 


Method 


AAT/NAP 








Start 


1 






End 


886 








GI 


5091544 






Score 


288 








Exons 


1..379, 827..8'86 
















GI Descrip. 


(AC007067) T10O24 


.13 


[Arabidopsis thaliana] 








Seq. No. 


39021 






Seq. ID 


OJ991022_ 




UjUo 


poo 


Gene No. 


80378 






Strand 


+ 








Start 


1 






End • ■ 


886 








Name 


OJ991022 08.0308. 


C32. 


ol . gs 


Method 


GEN SCAN 








Start 


57 






End 


379 








GI 


none 






Score 


.82 








Exons 


57. .222, 326. .379 














Seq. No. 


39022 






Seq. ID 


OJ991022_ 


Uo . 


UjUo 




Gene No. 


80379 






Strand 


+ 








Start 


1 






End 


900 








Name 


OJ991022 08.0308. 


C33. 


ol . np 


Method 


AAT/NAP 








Start 


1 






End 


900 








GI 


5091544 






Score 


211 








Exons 


1..27, 464. .550, 


645. 


.729, : 8 


05. . 900 










GI Descrip. 


(AC007067) -T10O24 


.13 


[Arabidopsis thaliana] 








Seq. No. 


39022 






Seq. ID 


OJ991022 


Uo . 


UjUo 


• L J J 


Gene No. 


80380 






Strand 










Start 


1757 






End 


3640 








Name 


OJ991022 08.0308. 


C33. 


ol . gs 


Method 


GENSCAN 








Start 


1757 






End 


3640 








C T 


none 






Score 


.93 








Exons 


1757.. 1983, 3124. 


.3291, 3406 


. .3640 










Seq. No. 


39022 






Seq. ID 


OJ991022 


_08. 


0308 


.C33 


Gene No. 


80380 






Strand 










Start 


1757 






End 


3640 








Name 


OJ991022 08.0308. 


C33. 


o2 . np 


Method 


AAT/NAP 








Start 


1799 






End 


3472 








GI 


732311 






Score 


158 








Exons 


1799.. 1980, 3124. 


.3291, 3406 


. .3472 










GI Descrip. 


HYPOTHETICAL 15.7 


KD 


PROTEIN 


IN PBPD- 


COMA INTERGENIC REGION 



(0RF2) gi | 1075880 | pir | IB55220 pbpD 3'-region hypothetical 
protein - Bacillus subtilis gi 1520537 (U11882) unknown [Bacillus 
subtilis] gi| 1934785 | emb | CAB07916 | (Z93933) unknown [Bacillus 



38776 



subtilis] gi | 2635646 | emb| CAB15139 | 
yugD [Bacillus subtilis] 



[Z99120) alternate gene name 



OJ991022_08.0308.C33 . 
3640 

TBLASTX: Soybean 
3460 
135 

3125. .3304, 3126. .3302, 3231. .3323, 3402. .3452, 3404. .3460 



Seq. No. 39022 Seq. ID 

Gene No. 80380 Strand 

Start 1757 End 

Name GJ991022_08 . 0308 . C33 . ol . ts Method 

Start 3125 End 

GI none Score 
Exons 



Seq. No. 39023 

Gene No. 80381 

Start 1758 

Name OJ991022_08 . 0308 . C34 . ol . gs 

Start 1758 

GI none 

Exons 1758.. 2154, 2351.. '2385, 2534, 
3293.. 3391, 3659.. 3763 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991022 
+ 

3876 
GENSCAN 
3763 
.63 



08.0308.C34 



.2632, 2795. .2893, 3104. .3202, 



Seq. No. 


39023 


Seq. ID 


OJ991022 08.0308.C34 


Gene No. 


80381 


Strand 


+ 


Start 


1758 


End 


3876 


Name 


OJ991022 08.0308.C34.ol.np 


Method 


AAT/NAP 


Start 


2540 


End 


3757 


GI 


5911312 


Score 


503 


Exons 


2540.. 2632, 2795. .2893, 3104. 


.3202, 3293.. 3391, 3659.-3757 


GI Descrip. 


(AF02 6167) ankyrin repeat protein EMB506 [Arabidopsis thaliana 


Seq. No. 


39023 


Seq. ID 


OJ991022_08.0308.C34 


Gene No, 


80381 


Strand 


+ 


Start 


1758 


End 


3876 


Name 


OJ991022 08.0308.C34.ol.gp 


Method 


AAT/GAP 


Start 


2863 


End 


3876 


GI . 


LIB34 31-047-P1-N1-D8 


Score 


805 


Exons 


2863.-2893, 3104.. 3202, 3293. 


.3391, 3659.-3876 


GI Descrip. 


' 5911312/gb|AAD5574 6.1|AF026167_l 1 . 0e- 


-46 (AF026167) ankyrin 



repeat protein EMB506 [Arabidopsis thaliana] 1 



Seq. No. 39023 

Gene No. 80382 

Start 4473 

Name OJ991022_08 . 0308 . C34 . o2 . gp 

Start 4473 

GI 39248_1.R1084 

Exons 4473.. 4903 

GI Descrip. ' 4512325/dbj | BAA75230 . 1 | 2.0e-20 
related protein [Mus musculus] ' 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991022_ 
+ 

4903 
AAT/GAP 
4903 
819 



08.0308.C34 



(AB023619) methyl transferase 



Seq. No. 39023 

Gene No. 80383 

Start 4898 

Name OJ991022_08 : 0308 . C34 . o2 . tc 

Start 3101. 

GI none 
Exons 



Seq. ID OJ991022_08.0308.C34 
Strand 
End 

Method 
End 
Score 



6040 

TBLASTX: Cress 

3745 

141 



3101. .3202, 3103. .3162, 3122. .3205, 3290. .3391, 3292.-3393, 
3293. .3391, 3298. .3393, 3656.-3745, 3658. .3744 



38777 




Seq. No. 


39023 








Seq. ID 


OJ991022 


_08.0308.C34 


Gene No. 


80383 








Strand 






Start 


4898 








End 


6040 




Name 


OJ991022 08 


.0308 


.C34 .o2 


.np 


Method 


AAT/NAP 




Start 


4600 








End 


5772 




GI 


4160294 








Score 


642 




Exons 


4600. .5089, 


5488 


. .5772 










GI Descrip. 


(Y18644) methyltransf erase-like protein 1 [Mus 


musculus] 


Seq. No. 


39023 








Seq. ID 


OJ991022 


_08 . 0308 . C34 


Gene No. 


80383 








Strand 






Start 


4898 








End 


6040 




Name 


OJ991022 08 


.0308 


.C34 .ol 


. tm 


Method 


TBLASTX: 


Maize 


Start 


4622 








End 


5553 




GI 


none 








Score 


96 




Exons 


4622. .4735, 


4622 


. .4861, 


4635. 


.4904, 4636. .4905, 


4636. . 4905, 




4644 . .4949, 


4900 


. .5073, 


4904 . 


.5092, 4911. .5087, 


5476 . . 5553, 




5485. .5538 














Seq. No. 


39023 








Seq. ID 


OJ991022 


_08.0308.C34 


Gene No. 


80383 








Strand 






Start 


4898 








End 


6040 




JSIame 


OJ991022 08 


.0308 


.C34.ol 


tc 


Method 


TBLASTX: 


Cress 


Start 


4642 








End 


4927 




GI 


none 








Score* 


242 




Exons 


4642. .4734, 


4644 


. .4904, 


4648. 


.4905, 4774. .4905, 


4904 . . 4927 


Seq. No. 


" 39023 








Seq. ID 


OJ991022 


_08.0308.C34 


Gene No. 


80383 








Strand 






Start 


4898 








End 


6040 




Name 


OJ991022 08 


.0308 


C34.o2 


QS 


Method 


GENSCAN 




Start 


4898 








End 


5856 




GI 


none 








Score 


.59 




Exons 


4898. .5089, 


5488 


.5856 










Seq. No. 


39023 








Seq. ID 


OJ9'91022 


_08.0308.C34 


Gene No. 


80383* 








Strand 






Start 


4898 








End 


6040 




Name 


OJ991022 08 


0308.C34.ol. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


4961 








End 


5757 




GI 


none 








Score 


89 




Exons 


4961. .5065, 


4971 


.5066, 


5066. 


.5092, 5485. .5592, 


5486. . 5542, 




5633. .5755, 


5635 


.5757 










Seq. No. 


39023 








Seq. ID 


OJ991022 


_08.0308.C34 


Gene No. 


80383 








Strand 






Start 


4898 








End 


6040 




Name 


OJ991022 08 


0308, 


C34 .o3. 


tc 


Method 


TBLASTX: 


Cress 


Start 


4991 








End 


5757 




GI 


none 








Score 


68 




Exons 


4991. .5053, 


5042. 


.5092, 


5485. 


.5598, 5486. .5542, 


5641. .5757, 




5660. .5755 














Seq. No. 


39023 








Seq. ID 


OJ991022 


_08.0308.C34 


Gene No. 


80383 








Strand 






Start 


4898 








End 


6040 





38778 



Name OJ991022_08 . 0308 . C34 . o3 . gp Method AAT/GAP 

Start 5553 End 6040 

GI uC-osflcypl74b05bl Score 976 

Exons 5553. . 6040 

GI Descrip. 1 2131358 /pir I I S677 60 2.0e-ll hypothetical protein YDL201w - 
yeast (Saccharomyces cerevisiae) >gi_1429356_emb_CAA674 68_ 
(X99000) ORF D1075 [Saccharomyces cerevisiae] 

>gi_14 31332_emb_CAA98779_ (Z74249) ORF YDL201w [Saccharomyces 
. cerevisiaer 1 



Seq. No. 39023 Seq. ID 

Gene No. 80383 Strand 

Start 4898 End 

Name OJ991022_08 . 0308 . C34 . o2 . tm Method 

Start 5554 End 

GI none Score 

Exons 5554.. 5760, 5555.. 5755 



OJ991022_08.0308.C34 
6040 

TBLASTX: Maize 

5760 

248 





Seq. No. 


39024 


Seq. ID 


OJ991022_08 .0308 .C35 




Gene No. 


80384 


Strand 






Start 


863 


End 


2488 




Name 


OJ991022 08,0308. C35.ol.gs 


Method 


GENSCAN 




Start 


863 


End 


2488 . 




GI 


none 


Score 


.81 




Exons 


863. .1309, 1386. .1529, 1541. 


.1633, 2462. .2488 


r ! § 


Seq. No. 


39024 


Seq. ID 


OJ991022_08.0308.C35 




Gene No. 


80384 


Strand 






Start 


863 


End 


2488 




Name 


OJ991022 08.0308.C35.ol.np 


Method 


AAT/NAP 




Start 


1438 


End 


1936 




GI 


5732634 


Score 


97 




Exons 


1438. .1936 








GI Descrip. 


(AF121009) hypothetical protein Jv0534 


[Mycobacterium 






tuberculosis H37Rv] 








Seq. No. 


39025 


Seq. ID 


OJ991022 .08.0308.C37 




Gene No. 


80385 


Strand 


+ 




Start 


141 


End 


8408 




Name 


OJ991022 08.0308.C37.ol.np 


Method 


AAT/NAP 




Start 


141 


End 


8408 




GI 


3915635 


Score 


323 




Exons 


141. .236, 2815. .2922, 4287.. 


4385, 4469. 


.4670, 5740. .5882, 






6033. .6161, 8318. .8408 







GI Descrip. CYCLIN DELTA- 1 gi | 2995130 | emb | CAA58285 | (X83369) cyclin delta-1 
[Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39025. 

80385 

141 

OJ991022_08 .0308.C37.ol.gs 

2337 

none 



Seq. ID OJ991022 08.0308.C37 



Strand 
End 

Method 

End 

Score 



+ 

8408 
GENSCAN 
6194 
. 62 



2337. .2738, 2836. .2922, 4469. .4597, 5712. .5882, 6033. .6194 



Seq. No. 
Gene No. 



39025 
80386 



Seq. ID 
Strand 



OJ991022 08.0308.C37 



38779 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



7080 

OJ991022_08.0308.C37.ol.ts 

2714 

none 

2714. .2749, 2715. .2741, 2821, 
4287. .4388, 4294. .4389, 4295. 
4466. .4666, 4468. .4641 

39025 
80386 
7080 

OJ991022_08.0308.C37.ol.tc 

2821 

none 

2821. .2922, 4295. .4387, 4296. 

39025 
80386 
7080 

OJ991022_08. 0308.C37.o4 . tm 

4483 

none 



End 9697 

Method TBLASTX : Soybean 

End 4 666 

Score 42 

.2922, 2848. .2934, 2905. .2967, 
.4384, 4299. .4388, 4465. .4563, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991022_08.0308.C37 
9697 

TBLASTX: Cress 
4666 
110 

4397, 4466. .4666, 4471. .4614 
OJ991022 08.0308.C37 



Seq. ID 
Strand 
End 

Method 

End 

Score 



9697 

TBLASTX: Maize 

5882 

214 



4483. .4665, 4490. .4702, 4490. .4669, 5736. .5813, 5737. .5823, 
5741. .5830, 5743. .5790, 5862. .5882 



39025 



OJ991022 08.0308.C37 



80386 
7080 

OJ991022_08.0308.C37.o2.np 

6986 

6069646 



9697 
AAT/NAP 
9697 
607 



Seq. ID 
Strand 
End 

Method 
End 
Score 

6986. .7975, 8258. .8632, 9674. .9697 

(AP000616) similar to putative reverse transcriptase 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



(AC005315) 
Similar to 



Seq. No. 


39025 








Seq. ID 


OJ991022JD8.0308 


.C37 


Gene No. 


80386 








Strand 






Start 


7080 








End 


9697 




Name 


OJ991022 08 


.0308 


.C37.o2. 


.gs 


Method 


GENSCAN 




Start 


7080 








End 


9341 




GI 


none 








Score 


.51 




Exons 


7080. .8549, 


9163 


. .9341 










Seq. No. 


39025 








Seq. ID 


OJ991022_08.0308 


.C37 


Gene No. 


80386 








Strand 






Start 


7080 








End 


9697 




Name 


OJ991022 08 


.0308 


.C37.o2, 


,tw 


Method 


TBLASTX: Wheat 




Start 


7113 








End 


7460 




GI 


none 








Score 


171 




Exons 


7113. .7160, 


7272 


. .7460 










Seq. No. 


39025 








Seq. ID 


OJ991022_08.0308 


.C37 


Gene No. 


80386 








Strand 






Start 


7080 








End 


9697 





38780 



Name 


OJ991022_08 


. 0308 .C37 .o2 . 


tm 


Method 


TBLASTX: Maize 




Start 


7194 






End 


7473 




GI 


none 






Score 


119 




Exons 


7194 . .74 69, 


7276 . .7473 










Seq. No. 


39025 






Seq. ID 


OJ991022_08.0308 


.C37 


Gene No. 


80386 






Strand 






Start 


7080 






End 


9697 




Name 


OJ991022_08 


. 0308 .C37 .o3. 


tm 


Method 


TBLASTX: Maize 




Start 


7806 






End 


8031 




GI 


none 






Score 


116 




Exons 


7806 . . 8030, 


7807 . . 8031 










Seq. No. 


39025 






Seq. ID 


OJ991022_08.0308 


.C37 


Gene No. 


80386 






Strand 






Start 


7080 






End 


9697 




Name 


OJ991022_08 


. 0308 .C37 .o2 . 


ts 


Method 


TBLASTX: Soybean 




Start 


7884 






End 


8423 




GI 


none 






Score 


161 




Exons 


7884 . . 8012, 


8043 . .8066, 


8073 . 


. 8423 






Seq. No. 


39025 






Seq. ID 


OJ991022_08.0308 


.C37 


Gene No. 


80386 






Strand 






Start 


7080' 






End 


9697 




Name 


OJ991022 08 


.0308.C37.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


7962 






End 


8402 • 




GI 


none 






Score 


58 




Exons 


7962 . . 8120, 


7966. . 8055, 


8100 . 


.8402, 8 


L10 . .8400 




Seq. No. 


39025 






Seq. ID 


OJ991022JD8 .0308 


.C37 


Gene No. 


80386 






Strand 






Start 


7080 






End 


9697 




Name 


OJ991022_08 


.0308.C37.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


8043 






End 


8612 




GI 


none 






Score 


83 




Exons 


8043 . .8612, 


8110 . . 8313, 


8356. 


.8496 






Seq. No. 


39026 






Seq. ID- 


OJ991022_08 .0308 


.C38 


Gene No. 


80387 






Strand 


+ " 




Start 


4 67 






End 


2595 




Name 


OJ991022 08 


.0308.C38.ol. 


gs 


Method 


GENSCAN 




Start 


467 






End 


2595 




GI 


none 






Score 


. 66 




Exons 


467. .660, 933. .983, 1097 


..1349, 1495. 


. 1522, 1566. . 1870, 






2446. .2595 












Seq. No. 


39026 






Seq. ID 


OJ991022_08 .0308 


.C38 


Gene No. 


80388 






Strand 






Start 


2611 






End 


3104 




Name 


OJ991022 08 


.0308.C38.ol. 


gp 


Method 


AAT/GAP 




b car z 


2611 






End 


3104 




GI 


LIB3433-015 


-Q6-K6-C4 




Score 


956 




Exons 


2611. .3104 












GI Descrip. 


, 5123950/emb|CAB45508. 1 | 


l.Oe 


-10 (AL079349) - endoxyloglucan 




transferase 


-like protein 


[Arabidopsis 


thaliana] 1 




Seq. No. 


39026 






Seq. ID 


OJ991022_08.0308 


.C38 



38781 




Gene No. 


o i o 

8038 9 








Strand 




Start 


3016 








End 


4597 


Name 


OJ991022_08 


.0308 


.C38.ol 


-np 


Method 


AAT/NAP 


Start 


3016 








End 


4 594 


GI 


424 9380 








Score 


260 


Exons 


3016 . . 3082, 


4121 


. .4594 








GI Descrip. 


(AC005966) 


ESTs 


gb|Z37637, gb|AA042498 


and gb|AA042269 come 




this gene. 


[Arabidopsis 


thaliana] 




Seq. No. 


39026 








Seq. ID 


OJ991022 08.0308.C38 


Gene No. 


80389 








Strand 


- 


Start 


OAT f~ 

3016 








End 


4 597 


Name 


OJ991022 08 


.0308 


.C38.o2 


. gs 


Method 


GEN SCAN 


Start 


4025 








End 


4594 


GI 


none 








Score 


. 44 


Exons 


/inOC A C CI A 

4 U2 o . .4 594 












Seq. No. 


39026 








Seq. ID 


OJ991022_08.0308.C38 


Gene No. 


80389 








Strand 




Start 


3016 








End 


4597 


Name 


OJ991022 08 


.0308 


.C38.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


4268 








End 


4595 


GI 


none 








Score 


49 


Exons 


4268 . . 4351, 


4281 


. .4352, 


4 4 6.0 . 


.4594, 4470.. 4595 . 


Seq. No. 


39026 








Seq. ID 


OJ991022_08.0308.C38 


Gene No. 


80389 








Strand 




Start 


3016 








End 


4597 


Name 


OJ991022_08 


.0308 


.C38.ol 


. ts 


Method 


TBLASTX: Soybean 


Start 


4271 








End 


4595 


GI 


none 








Score 


95 


Exons 


4271. . 4 351, 


4458 


. .4595, 


4460. 


.4594 




Seq. No. 


39026 








Seq. ID 


OJ991022_08.0308.C38 


Gene No. 


80389 








Strand 




Start 


3016 








End 


4597 


Name 


, OJ991022_08 


.0308 


:C38.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


4295 








End 


4 597 


GI 


none 








Score 


58 


Exons 


4295 . .4351, 


4295 


. .4351, 


4433. 


.4597, 4439. .4528, 4458. .4595 


Seq. No. 


39027 








Seq. ID 


OJ991022_08.0308.C39 


Gene No. 


80390 








Strand 


+ 


Start 


8 610 








End 


9457 


Name 


OJ991022 08 


.0308 


.C39.o2 


. gs 


Method 


GENSCAN 


Start 


8610 








End 


9457 


GI 


none 








Score 


.87 


Exons 


8 610 . .8712, 


8813 


. .8982, 


9068. 


.9130, 9289.. 9308, 9413.. 9457 


Seq. No. 


39027 








Seq. ID 


OJ991022_08.0308.C39 


Gene No. 


o 039 1 








Strand 




Start 


1908 








End 


7718 


Name 


OJ991022 08 


.0308 


.C39.ol 


.gs 


Method 


GENSCAN 


Start 


1908 








End 


7718 


GI 


none 








Score 


. 61 


Exons 


1908. .2085, 


2588 


. .3114, 


3178. 


.3279, 4537. .4592, 5682. .5967, 




6031. .6066, 


6202 


. .6468, 


7065. 


.7228, 7295.. 7718 



38782 




Seq. No. 


39028 




Seq. ID 


OJ991022_08 


0308 


.C40 


Gene No. 


80392 




Strand 


+ 






Start 


555 




End 


1 ~i f r\ 
1360 






Name 


OJ991022 08 


. 0308 . C40 . ol . gs 


Method 


GENSCAN 






Start 


555 




End 


1280 






GI 


none 




Score 








Exons 


555 . . 1280 












Seq. No. 


39028 




Seq. ID 


OJ991022 08 


0308 


.C40 


Gene No. 


80392 




Strand 








Start 


555 




End 


looU 






Name 


OJ991022_08 


.0308.C40.ol.np 


Method 


AAT/NAP 






Start 


989 




End 


i *5 f n 

1360 






GI 


4651204 




Score 


131 






Exons 


r\ o r\ *i o f~ f\ 

98 9. .1360 












GI Descrip. 


(AB0262 62 ) 


ring finger protein [Cicer 


arietinum] 






Seq. No. 


39029 




Seq. ID 


OJ991022_08 


0308 


.C41 


Gene No. 


80393 




Strand 








Start 


58 




End 


734 






Name 


OJ991022 08 


.0308.C41.ol.gs 


Method 


GENSCAN 






Start 


58 




End 


734 






GI 


none 




Score 


.91 






Exons 


58. .138, 183. .449, 642. .734 










Seq. No. 


39029 




Seq. ID 


OJ991022_08 


0308 


. C4 1 


Gene No. 


80393 




Strand 


+ 






Start 


58' 




End 


734 






Name 


OJ991022 08 


.0308.C41.ol.np 


Method 


AAT/NAP 






Start 


94 




End 


449 






GI 


2335106 




Score 


155 






Exons 


94 . .449 












GI Descrip. 


(AC002339) 


putative salt-inducible protein [Arabidopsis 






thaliana] 












Seq. No. 


39030 




Seq. ID 


OJ991022_08 


0308 


.C45 


Gene No. 


80394 




Strand 








Start 


1 




End 


705 






Name 


OJ991022 08 


.0308.C45.ol.np 


Method 


AAT/NAP 






Start 


1 




End 


705 






GI 


5690095 




Score 


577 






Exons 


1. .705 












GI Descrip. 


(AJ238507) 


transposase related protein 


[Zea mays] 






Seq. No. 


39030 




Seq. ID 


OJ991022_08 


0308 


.C45 


Gene No. 


80394 




Strand 








Start 


1 




End 


'705 






Name 


OJ991022 08 


.0308.C45.ol.tm 


Method 


TBLASTX: Maize 




Of -a v +- 


10 




End 


414 






GI 


none 




Score 


175 






Exons 


10. .237, 11 


..238, 265. .414 










Seq. No. 


39030 




Seq. ID 


OJ991022_08 


0308 


^.C45 


Gene No. 


80394 




Strand 








Start 


1 




End 


705 






Name 


OJ991022 08 


.0308.C45.ol.gs 


Method 


GENSCAN 







38783 



Start 


35 


End 


378 




GI 


none 


Score 


. 53 




Exons 


35 . . 378 








Seq. No. 


39031 


Seq. ID 


OJ991012_07 


.0303. C4 


Gene No. 


80395 


Strand 


+ 




Start 


291 


End 


411 




Name 


OJ991012 07 . 0303 . C4 . ol . gs 


Method 


GENSCAN 




Start 


291 


End 


411 




GI 


none 


Score 


. 55 




Exons 


291 . .411 








Seq. No. 


39031 


Seq. ID 


OJ991012 07 


. 0303 . C4 


Gene No. 


80396 


Strand 






Start 


1 


End 


738 




Name 


OJ991012 07.0303.C4.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


738 




GI 


5441880 


Score 


70 




Exons 


1..28, 573.-738 








GI Descrip,. 


(AP000367) EST C28952 (C62945) 


corresponds to a region of the 




predicted gene.; Similar to maize transposon MuDR ] 


mudrA protein. 




(AC003981) [Oryza sativa] 








Seq. No. 


39032 


Seq. ID 


OJ991012_07 


.0303. C8 


Gene No. 


80397 


Strand 


+ 




Start 


2559 


End 


3877 




Name 


OJ991012 07.0303.C8.ol.gs 


Method 


GENSCAN 




Start 


2559 


End 


3877 




GI 


none 


Score 


.72 




Exons 


2559. .2638, 2715. .2943, 3659. 


.3877 






Seq. No. 


39033 


Seq. ID 


OJ991012_07 


.0303. C9 


Gene No. 


80398 


Strand 






Start 


233 


End 


313 




Name 


OJ991012 07.0303.C9.ol.gp 


Method 


AAT/GAP 




Start 


233 


End ' 


313 




GI 


LIB3477-003-P1-K1-E9 " 


Score 


117 




Exons 


233. .313 








GI Descrip. 


? 2498586/sp|Q40638 |MP01 ORYSA 


2.0e-24 


MAJOR POLLEN 


ALLERGEN ORY 




S 1 PRECURSOR (ORY S I) >gi 1173557 (U31771) Ory s 


1 [Oryza 




sativa] ' 








Seq. No. 


39034 


Seq. ID 


OJ991012_07 


.0303. C10 


Gene No. 


80399 


Strand 


+ 




Start 


885 


End 


4106 




Name 


OJ991012 07.0303.C10.ol.gs 


Method 


GENSCAN 




Start 


885 


End 


4106 




GI 


none 


Score 


.74 




Exons 


885. .1182, 2737. .2925, 3081.. 


3431, 3511. .4106 




Seq. No. 


39034 


Seq. ID 


OJ991012_07 


.0303. C10 


Gene No. 


80400 


Strand 


+ 




Start 


8337 


End 


12201 




Name 


OJ991012 07.0303.C10.ol.np 


Method 


AAT/NAP 




Start 


8075 


End 


12201 




GI 


6006867 


Score 


1246 




Exons 


8075. .8141, 839S..8779, 9777. 


.10068, : 


10096. . 10149, 


10240. . 10513, 



38784 




11317. .11489, 12072.. 12201 
GI Descrip. (AC009540) unknown protein [Arabidopsis thaliana] 





C tn /-r NT ^ 

beq . INO . 






Seq. ID 


PtTGGini9 m n9n9 


.LIU 




Gene No . 


OU4UU 




Strand 


+ 






Of -s v- 4- 

btart 


Q "3 9 7 
OJJ / 




End 


199m 






Name 


Pt TQQ1 H1 0 fi"7 

ujyyiuiz u/. 


0303. C10. o3.gs 


Method 


PITMCPRNT 

bfcjNbbAN 






C 4- v~ 4- 

b tar t 


o O J / 




End 


llOUl 






GI 


none 




Score 


.95 






Exons 


8337. .8779, 


9777.. 10149, 10240. .10513, 


11317. .11501 






beq. INO. 


"3 Gn 9/i 




Seq. ID 


OJ991012_07.0303 


.C10 




bene no . 


QO/ini 

O U4 Ul 




Strand 








b tar t 


4 / y 3 




End 


7728 






Name 


pi tqqi m 9 m 


0303. C10. o2.gs 


Method 


GEN SCAN 






b t art 


/I 9 Q 

4 / yo 




End" 


7728 






GI 


none 




Score 


.7 






Exons 


4795. .4844, 


5164.. 5335, 6681 


..6836, 7352. .7484, 7619. .7728 




beq. NO. 


9 Q H 9 /I 

o y u o4 




Seq. ID 


OJ991012_07.0303 


.C10 




Gene No . 


on / no 
o U 4 




Strand 








Of v- 4- 

b tar t 






End 


15997 






Name 


p\ tg g i m 9 m 


0303. C10. ol.tc 


Method 


TBLASTX: Cress 




rs =? 


C 4- >~ 4- 

b tar l 


o 4 Uo 




. End 


8762 






P T 


none 




Score 


93 




m 


Exons 


8408. .8533, 


8411. .8761, 8412 


. .8762 






r Li 


beq . wo. 


o yuo4 




Seq. ID 


OJ991012_07.0303 


.C10 


ti 


Gene No . 


q n /i n 9 




Strand 






"2 


Pf v-f 

bt.ar t 


1 9 1 9 £ 




End 


15997 




% j 


Name 


pi tg g i n i 9 m 


0303. C10. ol.ts 


Method 


TBLASTX : Soybean 




\ y 




P/i i "7 
O H ± / 




End 


10023 








none 




Score 


110 




= 


Exons 


o 4 1 / . . o oy o , 


8420.. 8533, 8421 


..8699, 8688. .8780, 8693. .8 


779, 






9769. .10023, 


9775. .10023 










Seq. No. 


39034 




Seq. ID 


OJ991012_07.0303 


.C10 


. s~ 


Gene No. 


80402 




Strand 








btam 


12126 




End 


15997 






Name 


OJ991012 07. 


0303. C10. ol.tm 


Method 


TBLASTX: Maize 






C 4- -i vf 

bt art 


8433 




End 


11504 






PT 


none 




Score 


497 






Exons 


8433. .8780, 


8441. .8779, 9769 


..10059, 9777. .9884, 10087. 


.101 






10237. .10296, 10328 .. 10408 , 


10342. .104 94, 10387. .10500, 








10401. . 10499, 11315. .11365, 


11316. .11420, 11448. .11504, 








11456. . 11500 










Seq. No. 


39034 




Seq. ID 


OJ991012J)7.0303 


.C10 




Gene No. 


80402 




Strand 








Start 


12126 




End 


15997 






Name 


OJ991012 07. 


0303. C10. o3.tc 


Method 


TBLASTX: Cress 






Start 


9784 




End 


10305 






GI 


none 




Score 


202 






Exons 


9784. . 10059, 


9796.. 10023, 10114 .. 10155, 


10237. . 10305 





Seq. No. 39034 Seq. ID OJ991012_07 . 0303 . C10 

Gene No. 80402 Strand 



38785 



Start 
Name 
Start 
GI 

Exons 



12126 End 
OJ991012_07. 0303. CIO. o4 .ts . Method 
10024 End 
none' Score 

10024 10086, 10090. .10170, 10233 .. 10298, 10237 

10335. . 10517, 10386. .10517, 10387 10518, 11315 

11316. .114 98, 11440. .114 99 



15997 

TBLASTX : Soybean 
11499 
44 

10305, 
11395, 



Seq. No. 39034 

Gene No. 80402 

Start 12126 

Name OJ991012_07 . 0303 . C10 . o2 . tw 

Start 10063 

GI none 

Exons 10063. . 10170, 10218 .. 10523, 
10287. .10529, 11313. .114 02, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

10220 

11315 



OJ991012 07. 0303. C10 



15997 

TBLASTX: Wheat 
11402 
110 

.10522, 10237. .10527, 
.11395 



Seq. No. 39034 

Gene No. 80402 

Start 12126 

Name OJ991012_07 . 0303 . C10 . o4 . tc 

Start 10405 

GI none 

Exons 10405. . 10527, 10425 10517 , 
11439. .11519 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991012JD7. 0303. C10 
15997 

TBLASTX: Cress 

11519 

94 



11313. .114 2 6, 11415. .114 98, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39034 
80402 
12126 

OJ991012_07 . 0303. C10. ol.tw 

12122 

none 



Seq. ID OJ991012_07. 0303. C10 
Strand 
End 

Method 
End 
Score 



15997 

TBLASTX: Wheat 

12581 

72 



12122. .12226, 12123 .. 12227 , 12201 .. 12356, 12234 .. 12359, 
12450. .12581, 12451. .1257 6, 12458. .12580 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



39034 
80402 
12126 
OJ991012 
12126 
none 
12126 
12209 



07.0303.C10.o2.tm 



12182, 
12358, 



12454. .12582, 



12132. 
12210. 
12455. 



12152, 
12377, 
12589 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991012 07. 0303. C10 



15997 

TBLASTX: Maize 
12589 
35 

12192. .12356, 12199. .12357, 
12450. .12581, 12451. .1257 9, 



Seq. No. 39034 

Gene No. 80402 

Start 12126 

Name OJ991012_07 . 0303 . C10 . o4 . gs 

Start 12126 

GI none 

Exons 12126. .12356, 12450 .. 12578 , 13337 13432, 13754 
14132. . 14308, 15457. .15567 



Seq. ID OJ991012_07. 0303. C10 
Strand 

15997 
GENSCAN 
15567 
.92 



End 

Method 

End 

Score 



.13921, 



Seq. No. 
Gene No. 
Start 



39034 
80402 
12126 



Seq. ID 

Strand 

End 



OJ991012 07. 0303. C10 



15997 



38786 



Name 

Start 

GI 

Exons 

GI Descrip. 



Method AAT/NAP 
End 15997 
Score 676 
13337. .134 32, 13754. .13921, 
15883. .15997 

Yhr074wp gi 1.731675 | sp | P387 95 I YHN4_YEAST HYPOTHETICAL 80.7 KD 
•PROTEIN IN ERG7-NMD2 INTERGENIC REGION gi | 626631 | pir | | S4 68 11 
hypothetical protein YHR074w - yeast (Saccharomyces cerevisiae) 
gi 1 500832 (U10556) Yhr074wp [Saccharomyces cerevisiae] 



OJ991012_07 .0303 .CIO. o2.np 

12209 

6321865 

12209. .12356, 12450 12578 , 
14132. .14302, 15451. .15598, 



Seq. No. 39034 

Gene No. 80402 

Start 12126 

Name OJ991012_07 . 0303 . C10 . o2 . ts 

Start 12252 

GI none 

Exons 12252. .12359, 12252 .. 12356, 
12451. .12579, 13337. .13369 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991012_07. 0303. C10 
15997 

TBLASTX : Soybean 

13369 

93 



12450. .12536, 124 50 .. 12581 , 



Seq. No. 39034 
Gene No. 80402 
Start 12126 

Name OJ991012_07 . 0303 . C10 . o2 . tc 

Start 12270 
GI none 

Exons 12270. .12356, 12277 .. 12357 , 

13319. .13432, 13333. .1344 6, 
13751. .1387 6, 13754. .1387 9 



Seq. ID 
Strand 
End 

Method 
End 
Score 

12450 

13341 



OJ991012 07. 0303. C10 



15997 

TBLASTX: Cress 
13879 
93 

12581, 12451. . 12579, 
13418, 13357. . 13428, 



1=3 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39034 
80402 
12126 

OJ991012_07. 0303. C10. ol.gp 
12304 

LIB34 32-028 -P1-K1-E6 
12304. .12356, 124 50 .. 12578 , 



OJ991012 07. 0303. C10 



Seq. ID _ 
Strand 

End 15997 
Method AAT/GAP 
End 13829 
Score 603 
13337. .134 32, 13754. .1382 9 
1 7 31 675/sp | P38795 | YHN4_YEAST 2.0e-39 HYPOTHETICAL 80.7 KD 

PROTEIN IN ERG7-NMD2 INTERGENIC REGION >gi_62 6631_pir S46811 

hypothetical protein YHR074w - yeast (Saccharomyces cerevisiae) 
>gi_500832 (U10556) Yhr074wp [Saccharomyces cerevisiae] 1 



39034 
80402 
12126 

OJ991012_07 .0303. C10. o3.tm 

13358 

none 

13358. .13438, 13358. .13438, 
13773. .13937, 13822. .13950, 
14124 . . 14168 



Seq. ID 
Strand 
End 

Method 

End 

Score 
13751. .13924, 
13825. .13950, 



OJ991012 07. 0303. C10 



15997 

TBLASTX: Maize 
14168 
117 

13754. V'13924, 
14117. .14167, 



Seq. No. 39034 Seq. ID 

Gene No. 80402 Strand 

Start 12126 End 

Name OJ991012_07 . 0303 . C10 . o3 . ts Method 

Start 13370 End 

GI none Score 



OJ991012_07. 0303. CIO 
15997 

TBLASTX: Soybean 

14221 

152 



38787 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



13370. .13432, 13751 13924 , 13754 .. 13924 , 13825 . . 13950 , 
13827. .13925, 13834 13950, 14117 .. 14221, 14124. .14216 



39034 
80402 
12126 

OJ991012_07. 0303. CIO. o2.gp 
13841 

12313_1.R1084 
13841. . 13921, 14132 



OJ991012 07. 0303. C10 



Seq. ID _ 
Strand 

End 15997 
Method AAT/GAP 
End 15579 
Score 643 
14308, 15457. .15579 
f 731675/sp|P38795|YHN4_YEAST 5.0e-30 HYPOTHETICAL 80.7 KD 

PROTEIN IN ERG7-NMD2 INTERGENIC REGION >gi_626631_pir S4 6811 

hypothetical protein YHR074w - yeast (Saccharomyces cerevisiae) 
>gi_500832 (U10556) Yhr074wp [Saccharomyces cerevisiae] ' 





Seq. No. 


39034 


Seq. ID 


OJ991012_07. 0303. C10 




Gene No. 


80402 


Strand 






Start 


12126 


End 


15997 




Name 


OJ991012 07.0303.C10.o5.ts 


Method 


TBLASTX : Soybean 




Start 


14222 


End 


15600 




GI 


none 


Score 


102 




Exons 


14222. .14311, 14223. .14 309, 


15452. .15598, 15454. .15600, 






15454. .15600 








Seq. No. 


39034 


Seq. ID 


OJ991012_07. 0303. C10 




Gene No. 


80402 


Strand 






Start 


12126 


End 


15997 




Name 


OJ991012 07.0303.C10.o4.tm 


Method 


TBLASTX: Maize 


L .Ji 


Start 


15452 


End 


15600 


h ~~ 


GI 


none 


Score 


194 


% =? 


Exons 


15452. .15598, 15454 .. 15600, 


15457. .15600 


fx I 
z L; 


Seq. No. 


39035 


Seq. ID 


OJ991012_07.0303.C11 




Gene No. 


80403 


Strand 


+ 


□ 


Start 


8709 


End 


9116 


'"■4 


Name 


OJ991012 07.0303.Cll.o2.gp 


Method 


AAT/GAP 




Start 


8709 


End 


9116 


t ~- 


GI 


96989 1.R1084 


Score 


357 


T ^ 


Exons 


8709. .8952, 9083. .9116 








GI Descrip. 


' 4 503521/ref |NP_001559. 1 |pEIF3S6| 7 . 0e- 


-36 murine mammary tumor 



integration site 6 (oncogene homolog) 
>gi_2498490_sp_Q64252_INT6_MOUSE VIRAL INTEGRATION SITE PROTEIN 
INT-6 >gi_2114363 (U62962) similar to mouse Int-6 [Homo sapiens] 
>gi_2351382 (U54562) eIF3-p48 [Homo sapiens] >gi_2688818 
(U85947) Int-6 [Homo sapiens] >gi_2695701 (U94175) mammary 
tumor-associated protein INT6 [Homo sapi ? 



Seq. No. 39035 Seq. ID OJ991012_07 . 0303 . Cll 

Gene No. 80404 Strand + 

Start 12808 End 17195 

Name OJ991012_07 . 0303 . Cll . o3 . gp Method AAT/GAP 

Start 12807 End 17195 

GI 2170_2.R1084 Score 1322 

Exons 12807. .12932, 13142 .. 13167, 15820 .. 15909, 1602 9 . . 1 6117 , 

16763. .17195 

GI Descrip. ' 136640/sp j P25866 | UBC2_WHEAT 8.0e-86 UBIQUITIN-CONJUGATING 

ENZYME E2-17 KD (UBIQUITIN-PROTEIN LIGASE) (UBIQUITIN CARRIER 



38788 



PROTEIN) >gi_170785 (M62720) ubiquitin carrier protein [Triticum 
aestivum] 1 



Seq. No. 39035 

Gene No. 80404 

Start 12808 

Name OJ991012_07 . 0303 . CI 1 . o3 . gs 

Start 12808 

GI none 
Exons 



Seq. ID OJ991012_07.0303.C11 

Strand + 

End 17195 

Method GENSCAN 

End 16891 

Score .8 



12808. .12932, 13023 .. 13056, 13684 13771, 15251 .. 15303, 
15756. .15909, 16029 .. 1 6117 , 16763. .16891 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



39035 Seq. ID 

80404 Strand 

12808 End 

OJ991012_07.0303.Cll.o3.np Method 

12808 End 

136640 Score 



OJ991012_07.0303.C11 
+ 

17195 
AAT/NAP 
16888 
689 



12808. .12932, 13142 .. 13167, 15820 .. 15909, 16029 .. 1 6117 , 
16763. .16888 

UBIQUITIN-CONJUGATING ENZYME E2-17 KD { UBIQUITIN-PROTEIN LIGASE) 
(UBIQUITIN CARRIER PROTEIN) gi | 170785 (M62720) ubiquitin carrier 
protein [Triticum aestivum] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



39035 Seq. ID 

80405 Strand ■ 

32851 End 

OJ991012_07.0303.Cll.o6.gs ' Method 
32851 End 
none Score 



OJ991012_07.0303.C11 
*+ 

33384 
GENSCAN 
33384 
.4 



32851. .32925, 32981 .. 3304 4 , 33077.. 33384 



39035 Seq. ID 

80406' Strand 
37431 End 
OJ991012_07.0303.Cll.o9.gp Method 
37431 End 
102_5.R1'0"84 Score 
37431. .37991 

1 4 58 5 92 5 /gb | AAD25585 . 1 | AC007211_7 2.0e- 
protein [Arabidopsis thaliana] 1 



07.0303.C11 



OJ991012_ 
+ 

37991 
AAT/GAP 
37991 
955 



■19 (AC007211) unknown 



39035 
80406 
37431 

OJ991012_07.0303.Cll.o8.gp 
37454 
2427831 
37454. .37682 

5852181/emb|CAB55419.1| 3.0e-21 (AL117265) zhbOOll.l [Oryza 
sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991012_ 
+ 

37991 
AAT/GAP 
37682 
387 



07.0303.C11 



Seq. No. 39035 Seq. ID 

Gene No. 80407 Strand 

Start 40068 End 

Name OJ991012__07 . 0303 . Cll . 08 . np Method 

Start 40053 End 



OJ991012_07. 0303. Cll 
+ 

45448 

AAT/NAP 

45126 



38789 



GI 


7452465 




Score 


1906 




Exons 


40053. .40316, 4 1328 .. 4 1566, 


41938. .42139, 42742 .. 42810, 






42884. .43070, 43840 .. 44006, 


44437. .45126 




GI Descrip. 


hypothetical protein T22A6. 


120 - Arabidopsis thaliana 






gil 5051771 | emb | CAB45064 . 


11 


(AL078637) 


putative protein 






[Arabidopsis thaliana] gi | 726927 9 | emb | 


ICAB79339.il (AL161561) 




putative protein [Arabidopsis thaliana] 




Seq. No. 


39035 




Seq. ID 


OJ991012JD7.0303. 


Cll 




80407 




Strand 


+ 




Start 


40068 




End 


45448 




Name 


OJ991012 07.0303.Cll.o9. 


gs 


Method 


GENSCAN 




Start 


40068 




End 


45135 




GI 


none 




Score 


.67 




Exons 


40068. .40316, 4 1328 .. 4 1566, 


41938. .42139, 42742 .. 42810, 






42884. .4 3070, 4372 6 .. 4 3824 , 


4 384 0. . 4 400 6, 4 4 542. .4 5135 




Seq. No. 


39035 




Seq. ID 


OJ991012J37.0303. 


Cll 


Gene No. 


80407 




Strand 


+ 




Start 


40068 




End 


45448 




Name 


OJ991012 07.0303.Cll.olO 


.gp 


Method 


AAT/GAP 




Start 


41349 




End 


42134 




GI 


2428608 




Score 


752 




Exons 


41349. .41566, 41938. .42134 








GI Descrip. 


• 505177 l/emb| CAB45064 . 1 | 


8.0e-49 (AL078637) putative protein 




[Arabidopsis thaliana] 










Seq. No. 


39035 




Seq. ID 


OJ991012_07.0303. 


Cll 


Gene No. 


80407 




Strand 


+ 




Start 


40068 




End 


45448 




Name 


OJ991012 07. 0303. Cll. oil 


.gp 


Method 


AAT/GAP 




Start 


44445 




End 


45448 




GI 


29952 1.R1084 




Score 


1962 




Exons 


44445. .45448 










GI Descrip. 


1 505177 l/emb|CAB4 50 64 . 1 | 


1. 


0e-81 (AL078637) putative protein 




[Arabidopsis thaliana] ' 










Seq. No. 


39035 




Seq. ID 


•"8j991012_07.0303. 


Cll 


Gene No. 


80408 




Strand 


+ 




Start 


52359 




End . 


53119 




Name 


OJ991012.07. 0303.Cll.ol2 


.gs 


Method 


GENSCAN . 




Start 


52359 




End 


53119 




GI 


none 




Score 


.8 




Exons 


52359. .52531, 53023.. 53119 








Seq. No. 


39035 




Seq. ID 


OJ991012_07.0303. 


Cll 


Gene No . 


80409 




Strand 






Start 


481 




End 


5683 




Name 


OJ991012 07. 0303. Cll. ol. 


gs 


Method 


GENSCAN 




Start 


481 




End. 


5680 




GI 


none 




Score 


.94 




Exons 


481. .616, 985. .1153, 202 


8. . 


2162, 2865, 


..2968, 3869.. 4092, 






4733. .5038, 5487. .5680 










Seq. No. 


39035 




Seq. ID 


OJ991012_07.0303. 


Cll 


Gene No. 


80409 




Strand 






Start 


481 




End 


5683 





38790 



AAT/NAP 

5683 

947 

.2968, 3869. .4092, 



Name OJ991012_07 . 0303 .Cll . ol . np Method 

Start 481 End 

GI 6321865 Score 

Exons 481.. 616, 985.. 1158, 2024.. 2162, 2865. 

4733. .5038, 5487. .5683 

GI Descrip. Yhr074wp gi | 731675 | sp | P387 95 | YHN4_YEAST HYPOTHETICAL 80.7 KD 
PROTEIN IN ERG7-NMD2 INTERGENIC REGION gi | 626631 | pir || S4 6811 
hypothetical protein YHR074w - yeast ( Saccharomyces cerevisiae) 
gi 1 500832 (U10556) Yhr074wp [Saccharomyces cerevisiae] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



39035 
80410 
7009 

OJ991012 

7009 

10383_2. 

7009. .74 

•4503521 

integrat 

>gi_24 98 

INT-6 >g 

>gi_2351 

(U85947) 

tumor-as 



OJ991012 07. 0303. Cll 



_07. 0303. Cll. ol.gp 



Seq. ID _ 
Strand 

End 12498 
Method AAT/GAP 
End 8182 
R1084 Score 1145 

15, 7549. .7686, 8112. .8182 

/ref |NP_001559.1|pEIF3S6| 5.0e-24 murine mammary tumor 
ion site 6 (oncogene homolog) 

490_sp_Q64252_INT6_MOUSE VIRAL INTEGRATION SITE PROTEIN 
i_2114363 (U62962) similar to mouse Int-6 [Homo sapiens] 
382 (U54562) eIF3-p48 [Homo sapiens] >gi_2688818 

Int-6 [Homo sapiens] >gi_2695701 (U94175) mammary 
sociated protein INT6 [Homo sapi 1 



Seq. No. 39035 Seq. ID 

Gene No. 80410 Strand 

Start 7009 End 

Name OJ991012_07 . 0303 . Cll . o2 . gs Method 

Start 7310 End 

GI none Score 
Exons 



OJ991012_07. 0303. Cll 

12498 
GENSCAN 
12498 
.74 



7310. .7415, 7549. .7673, 8723. .8942, 9452. .9573, 9677. .9904, 
10419. .10819, 11624. .11994, 12096 .. 12175, 12361. .12498 



Seq. No. 39035 Seq. ID OJ991012_07 . 0303 . Cll 

Gene No. 80410 Strand 

Start 7009 End 12498 

Name OJ991012_07 . 0303 . Cll . o2 . np Method AAT/NAP 

Start 7313 End 10721 

GI 6735308 Score 1153 

Exons 7313. .7415, 7549. .7686, 8112. .8255, 8723. .8942, 9519. .9567, 

9673. .9996, 10442. .10721 
GI Descrip. (AL137080) translation initiation factor 3-like protein 

[Arabidopsis thaliana] 



Seq. No. 39035 
Gene No. 80411 
Start 18030 

Name OJ991012_07 . 0303 . Cll . o4 . gs 

Start 18030 
GI none 
Exons 18030. 

19424 . 

21183. 



,18203, 18479. 
,19455, 19569. 
.22479 



18620, 
19777, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

18803 

19871 



OJ991012 07. 0303. Cll 



23261 
GENSCAN 
22479 
.63 

19080, 19215. 
20111, 20523. 



.19326, 
,20656, 



Seq. No. 
Gene No. 



39035 
80411 



Seq. ID 
Strand - 



OJ991012 07. 0303. Cll 



38791 




Start 


18030 


End 


23261 




Name 


OJ991012_07.0303.C11. 


o4.gp Method 


AAT/GAP 




Start 


18191 


End 


18802 




GI ' 


45908_1.R1084 


Score 


878 




Exons 


18191. . 18620, 18767 . . 


18802 






GI Descrip. 


1 60068 64/gb| AAF0064 0. 


1 |AC009540_17 2.0e-54 (AC009540) 






hypothetical protein 


[Arabidopsis thaliana] 1 




Seq. No. 


39035 


Seq. ID 


OJ991012_07.0303 


. Cll 


Gene No. 


80411 


Strand 






Start 


18030 


End 


23261 




Name 


OJ991012 07.0303.C11. 


o4.np Method 


AAT/NAP 




Start 


18829 


End 


23261 




GI 


7487258 


Score 


812 




Exons 


18829. .19044, 19182. . 


19310, 19584 . . 197! 


35, 19884. .20126, 






20550. .20663, 21120.. 


21510, 21538. .21900, 22042 .. 2254 1, 






23223. .23261 








GI Descrip. 


hypothetical protein 


T20F6.8 - Arabidopsis thaliana 






gi|2947063|gb|AAC05344.1| (AC002521) putative receptor-. 


like 




protein kinase [Arabidopsis thaliana] 






Seq. No. 


39035 


Seq. ID 


OJ991012_07.0303 


. Cll 


Gene No. 


80411 


Strand 






Start 


18030 


End 


23261 




Name 


OJ991012 07.0303.C11. 


o5.gp Method 


AAT/GAP 




Start 


18895 


End 


19463 




GI 


701676 


Score 


601 




Exons 


18895. .19080, 19215. . 


19326, 19424. .19463 




GI Descrip. 


6006864/gb|AAF00640.1 


IAC009540 17 l.Oe- 


-23 (AC009540) 




hypothetical protein 


[Arabidopsis thaliana] 




Seq. No. 


39035' 


Seq. ID 


OJ991012_07.0303 


.Cll 


Gene No. 


80411 


Strand 






Start 


18030 


End 


23261 




Name 


OJ991012 07.0303.C11. 


o6.gp Method 


AAT/GAP 




Start 


19552 


End 


21326 




GI 


3762483 


Score 


1288 




Exons 


19552. .19777, 19871.. 


20111, 20523. .20656, 21183. .21326 




GI Descrip. 


60068 64/gb| AAF0064 0. 1 


IAC009540 17 2 . 0e- 


-54 (AC009540) 






hypothetical protein 


[Arabidopsis thaliana] 




Seq. No. 


39035 


Seq. ID 


OJ991012JD7.0303 


. Cll 


Gene No. 


80411 


Strand 






Start 


18030 


End 


23261 




Name 


OJ991012 07.0303.C11. 


o5.np Method 


AAT/NAP 




Start 


20564 


End 


22708 




GI 


4512674 


Score 


200 




Exons 


20564 . .20611, 21550.. 


22220, 22637.. 22708 




GI Descrip. 


(AC006931) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


39035 


Seq. ID 


OJ991012J37.0303 


.Cll 


Gene No. 


80411 


Strand 






Start 


18030 


End 


23261 




Name 


OJ991012 07.0303.C11. 


o7.gp Method 


AAT/GAP 




Start 


22331 


End 


22856 




GI 


44745 1.R1084 


Score 


1037 




Exons 


22331. .22856 









38792 



GI Descrip. ' 5852181/emb | CAB55419 . 1 1 
sativa] 1 



3.0e-21 (AL117265) zhbOOll.l [Oryza 



Seq. No. 39035 

Gene No. 80412 

Start 26810 

Name OJ991012JD7 . 0303 .Cll . o5 . gs 

Start 26810 

GI none 

Exons 26810. .27034, 29894 . . 30059, 
31633. .32043, 32543.-32686 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991012_07. 0303. Cll 

32686 
GENSCAN 
32686 
.65 



31278. .31303, 31372 . .31587 , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ991012 07. 0303. Cll 



39035 Seq. ID 

80412 Strand 
26810 End 32686 

OJ991012_07. 0303. Cll. o6.np Method AAT/NAP 
31291 End 32028 

112305 Score 499 

31291. .32028 

small nuclear ribonucleoprotein-associated protein N - rat 
gi 1 206694 (J05497) snRNP-associated polypeptide N [Rattus 
norvegicus] 



39035 
80413 
33978 

OJ991012JD7. 0303. Cll. o7 . np 

33978 

6006882 



Seq. ID GJ991012_07. 0303. Cll 
Strand 

End 37337 

Method AAT/NAP 

End 37 337 

Score 102 



33978. .33998, 35285 .. 35652, 37263.. 37337 
(AC008153) unknown protein [Arabidopsis thaliana] 



39035 
80413 
33978 

OJ991012_07. 0303. Cll. o7.gs 

35036 . 

none 

35036. .35065, 35159 .. 35300, 
36099. .36154 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991012_07. 0303. Cll 

37337 
GENSCAN 
36154 
. 6 



35373. .35551, 35587 .. 35803, 



Seq. No. 39035 

Gene No. 80414 

Start 46963 

Name OJ991012_07 . 0303 . Cll . olO . gs 

Start 46963 

GI none 

Exons 46963. .47067, 4 8291 .. 4 8423, 
50486. .50545 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991012J)7. 0303. Cll 

51485 
GENSCAN 
50545 
.63 



49694 . .49809, 4 9891 .. 4 9962, 



Seq. No. 39035 Seq. ID 

Gene No. 80414 Strand 

Start 46963 End 

Name, . OJ991012_07 . 0303 . Cll . ol2 . gp Method 

Start ■ 47987 End 

GI 25851_1 .R1084 Score 

Exons 47987. .48067, 48291.. 48370 



OJ991012_07. 0303. Cll 

51485 
AAT/GAP 
48370 
243 



38793 




GI Descrip. ? 3184082/emb | CAA19338 | 2.0e-58 (AL023781) N-terminal 
acetyltransferase 1 [Schizosaccharomyces pombe] ' 





Seq. No. 


39035 




Seq. ID 


OJ991012 


_07.0303 


.Cll 




Gene No. 


80414 




Strand 










Start 


46963 




End 


51485 








Name 


OJ991012_07 . 0303 . Cll 


,o9.np 


Method 


AAT/NAP 








Start 


47990 




End 


51151 








GI 


673074 6 




Score 


249 








Exons 


4 7 990 .. 4 8067 , 48291. 


.48412, 


49683. .49809, 49891 


. .49976, 








51029 . . 51151 














GI Descrip. 


(AC018849) putative ' 


N-terminal acetyltransferase [Arabidops. 






thaliana] 














Seq. No. 


39035 




Seq. ID 


OJ991012 


_07.0303, 


.Cll 




Gene No. 


80414 




Strand 










Start 


46963 




End 


51485 








Name 


OJ991012 07. 0303. Cll 


. oil . gs 


Method 


GENSCAN 








Start 


50988 




End 


51485 








GI 


none 




Score 


. 6 








Exons 


50988. .51485 














Seq. No. 


39035 




Seq. ID 


OJ991012 


_07.0303. 


.Cll 




Gene No. 


80415 




Strand 


— 








Start 


57946 




End 


59037 






u ^ 


Name 


OJ991012 07. 0303. Cll 


.olO.np 


Method 


AAT/NAP 






Si : 


Start 


57913 




End 


59037 








GI 


4104058 




Score 


205 








Exons 


57913. .58283, 58869. 


.59037 










LJ 


GI Descrip. 


(AF031195) blue copper-binding protein 


homolog 


[Triticum 


. ^ 




aestivum] 














Seq. No. 


39035 




Seq. ID 


OJ991012 


_07.0303, 


.Cll 


= 


Gene No. 


80415 




Strand 


— 






r ™ 


Start 


57946 




End 


59037 






'~. i 


Name 


OJ991012 07. 0303. Cll 


. ol3 . gs 


Method 


GENSCAN 






r ~ 


Start 


57946 




End 


59037 








GI 


none 




Score 


.96 








Exons 


57946. .58283, 58869. 


.59037 












Seq. No. 


39035 




Seq. ID 


OJ991012 


_07.0303. 


.Cll 




Gene No. 


80416 




Strand 










Start 


60524 




End 


61759 








Name 


OJ991012 07. 0303. Cll 


. ol4 . gs 


Method 


GENSCAN 








Start 


60524 




End 


61759 








GI 


none 




Score 


.98 








Exons 


60524. .60739, 61568. 


. 61759 












Seq. No. 


39035 




Seq. ID 


OJ991012 


_07.0303. 


.Cll 




Gene No. 


80417 




Strand 










Start 


62808 




End 


64846 








Name 


OJ991012 07. 0303. Cll 


. ol5 . gs 


Method 


GENSCAN 








Start 


62808 




End 


64846 








GI 


none 




Score 


.45 








Exons 


62808. .62969, 64373/ 


. 64729, 


64745. .64846 








Seq. No. 


39035 




Seq. ID 


OJ991012 


_07.0303. 


.Cll 



38794 



Gene No. 80418 
Start 67412 

Name . OJ991012JD7 . 0303 . Cll . o9 . tm 
Start 475 
GI none 

Exons 475. .618, 483. .617, 714. .821, 

2023. .2109, 2025.. 2114 



Strand 
End 

Method 

End 

Score 



72731 

TBLASTX: Maize 

2114 

135 



984. .1151, 986. .1153, 987. .1151, 



Seq. No. 39035 

Gene No. 80418 

Start 67412 

Name OJ991012_07 . 0303 . Cll . o3 . ts 

Start 4020 

GI none 

Exons 4020.. 4091, 4742.. 5038, 4747, 
5618. .5686 



Seq. ID OJ991012JD7. 0303. Cll 
Strand 

End 72731 

Method TBLASTX : Soybean 

End 568 9 

Score 230 

.5037, 5486.. 5689, 5595.. 5666, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



39035 
80418 
67412 

OJ991012_07. 0303. Cll. o7.tc 

4984 

none 

4984.. 5037, 5486.. 5686, 5595. 

39035 
80418 
67412 

OJ991012_07. 0303. Cll. ol4.tm 

7264 

none 

7264. .7332, 7268. .7300, 7272. 
7334. .7414, 7335. .7412, 7340. 
7S58..7689, 8114. .8152, 8115. 
8167. .8256 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.5666, 5609.. 5683 



OJ991012_07. 0303. Cll 
72731 

TBLASTX: Cress 
5686 
78 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991012 07. 0303. Cll 



72731 

TBLASTX: Maize 
8256 
49 

.7328, 7323. .7409, 7330. .7410, 
.7414, 7548. .7688, 7552. .7644, 
.8159, 8152. .8256, 8154. .8255, 



Seq. No. 39035 
Gene No". 80418 
Start 67412 

Name OJ991012_07 . 0303 . Cll . o3 . tc 

Start 7551 
GI none 

Exons 7551. .7685, 7570. .7641, 8111. 

8167. .8256, 8168. .8257, 8720. 
8886. .8945 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991012 07. 0303. Cll 



72731 

TBLASTX: Cress 
8945 
81 

.8152, 8152.. 8256, 8154. 
.8944, 8721.. 8804, 8721. 



,8255, 
,8945, 



Seq. No. 39035 
Gene No. 80418 
Start 67412 

Name OJ991012_07 . 0303 . Cll . o2 . tw 

Start 8109 
GI none 

Exons 8109.. 8153, 8111.. 8152, 8152. 

8720. .8749, 8721. .8762, 8747. 
8752. .8946, 8886. .8957 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991012 07. 0303. Cll 



72731 

TBLASTX: Wheat 
8957 
57 

8256, 8154.. 8255, 8159.. 8257, 
8944, 8751. .8804, 8752. .8943, 



Seq. No. 



39035 



Seq. ID OJ991012_07. 0303. Cll 



38795 



Gene No, 

Start 

Name 

Start 

GI 

Exons 



80418 Strand 

67412 End 

OJ991012_07 . 0303 . Cll . o2 . tm Method 

8699 . End 

none Score 



72731 

TBLASTX: Maize 

10734 

214 



8699.-8944, 8701. .8943, 8721. .8945, 8722. .8946, 8756. .8944, 
9442. .9576, 9445. .9579, 9452. .9580, 9677. .9907, 9677. .9907, 
9679. .9912, 1044 6 .. 10535, 10446 .. 10676, 10447 10572, 
10669. .10734, 10671.. 10712 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39035 
80418 
67412 

OJ991012_07. 0303. Cll. o2.ts 
8720 



Seq. ID OJ991012_07. 0303. Cll 
Strand 

72731 

TBLASTX: Soybean 
10710 
90 



End 

Method 
End 

none Score 
8720. .8944, 8721. .8804, 8743. .8943, 8748. .8951, 8886. .8945, 
9445. .9579, 9452. .9580, 9677. .9736, 9679.-9765, 9729. .9905, 
9731. .9907, 9731. .9907, 10441. .10569, 1044 6. .10535, 
1044 6. .10709, 104 47. . 10569, 10532. . 10570, 10654. .10710 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39035 
80418 
67412 

OJ991012_07 . 0303 . Cll . ol . tw 

9469 

none 



Seq. ID OJ991012_07. 0303. Cll 
Strand 

End .72731 
-Method TBLASTX : Wheat 
End 9907 
Score 118 



9469. .9567, 9470. .9568, 9672. .9812, 9680. .9907, 9720. .9905 



39035 
80418 
67412 

OJ991012_07. 0303. Cll. o2.tc 

9502 

none 



Seq. ID OJ991012_07. 0303. Cll 
Strand 

End 72731 

Method TBLASTX : Cress 

End 10718 

Score 61 



9502. .9570, 9505. .9561, 9684. .9788, 9685. .9873, 9686. .9907, 
9686. .9907, 1044 6. .10718, 10447. .10569 



Seq. No. 


39035 






Gene No. 


80418 






Start 


67412 






Name 


OJ991012 07. 0303. Cll, 


.ol2 . tm 


Start 


12763 






GI 


none 






Exons 


12763. 


.12804, 12786.. 


.12932, 


Seq. No. 


39035 






Gene No. 


80418 






Start 


67412 






Name 


OJ991012 07. 0303. Cll. 


.o9. ts 


Start 


12786 






GI 


none 






Exons 


12786. 


.12932, 12793.. 


. 12933 


Seq. No. 


39035 






Gene No. 


80418 






Start 


67412 







Seq. ID OJ991012__07. 0303. Cll 
Strand 

End 72731 

Method TBLASTX : Mai ze 

End 12938 

Score 42 



Seq. ID OJ991012_07. 0303. Cll 
Strand 

End 72731 - 

Method TBLASTX : Soybean 

End 12933 

Score 221 



Seq. ID OJ991012_07. 0303. Cll 
Strand 

End 72731 



38796 



Name 

Start 

GI 

Exons 



OJ991012 07.0303.Cll.o3.tw 



Method TBLASTX : Wheat 



12792 

none 

12792. 

13143. 

15820. 

16754 . 

16924 . 



,12932, 12793. 

,13169, 15818. 

,15909, 16028. 

,16894, 16760. 



,16977, 16926. . 16961, 16927 



End 17029 
Score 226 
12933, 12841. .12933, 12876 12938 , 
15908, 15819. .15914, 
16115, 16030. .16116, 
16895, 16762. . 16896, 
16962, 16997. .17029 



,15907, 15819. 
,16117, 16029. 
,16894, 16761. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39035 Seq. ID 

80418 Strand^ 

67412 End 

OJ991012_07 .0303.Cll.o5.tc Method 

12807 End 

none Score 



OJ991012_07.0303.C11 
72731 

TBLASTX : Cress 

16891 

217 



12807. .12932, 12808 .. 12933 , 15818 .. 15910 , 158 19 .. 15908 , 
16006. .16101, 16028. . 16117, 16030 .. 16113 , 16754 .. 16891 , 
16762. .16890 



Seq. No. 39035 • Seq. ID 

Gene No. 80418 Strand 

Start 67412 End 

Name OJ991012_07 . 0303 . Cll . olO . tm .Method 

Start 15802 End 

GI none Score 

Exons 15802.-. 15906, 15809 .. 15910 , 15810 

16032. . 16115, 16033. .16116, 16754 



OJ991012 07. 0303. Cll 



72731 

TBLASTX: Maize 
16891 
171 

15908, 16028. .16117, 
16891, 16762.. 16890 



OJ991012 07. 0303. Cll 



Seq. No. 39035 Seq. ID 

Gene No. 80418 Strand 

Start 67412 End 

Name OJ991012_07 . 0303 . Cll . 06 . ts Method 

Start 15818 End 

GI none Score 

Exons 15818. .15916, 158 19 15914 , 16024 .. 16128 , 16026 .. 16133 , 
16028. .16120 



72731 

TBLASTX: Soybean 

16133 

169 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39035 
80418 
67412 

OJ991012_07. 0303. Cll. o8.ts 
16735 
none 



72731 

TBLASTX: Soybean 
16891 
88 

16735. .16890, 16743 .. 16883, 16756 .. 16884 , 16757. .16891 



Seq. ID OJ991012_07. 0303. Cll 
Strand 
End 

Method 
End 
Score 



39035 
80418 
67412 

OJ991012_07. 0303. Cll. o5.tm 

18860 

none 

188 60. .1894 3, 188 68 . . 18 942, 
19200. .19334, 19210. .19263, 
19426. .19455 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991012 07. 0303. Cll 



72731 

TBLASTX: Maize 
19456 
139 

1894 4. .19084, 18 94 6 .. 19083, 
1924 5. . 19319, 19424 . . 19456, 



Seq. No. 
Gene No. 



39035 
80418 



Seq. ID 
Strand 



OJ991012 07. 0303. Cll 



38797 



Start 


67412 






End 


72731 




Name 


OJ991012 07.0303.C11 


. 08 . tc 


Method 


TBLASTX: Cress 




Start 


18877 






End 


19328 




GI 


none 






Score 


129 




Exons 


18877. 


.19044, 18878. 


. 19042, 


19209. . 19328 




Seq. No. 


39035 






Seq. ID 


OJ991012_07.0303 


.Cll 


Gene No. 


80418 






Strand 






Start 


67412 






End 


72731 




Name 


OJ991012 07.0303.C11 


. o7 . ts 


Method 


TBLASTX : Soybean 




Start 


19575 






End 


19964 




GI 


none 






Score 


118 




Exons 


19575. 


.19763, 19576. 


.19797, 


19872. .19964, 19873. .19962 




Seq. No. 


39035 






Seq. ID 


OJ991012_07.0303 


.Cll 


Gene No. 


80418 






Strand 






Start 


67412 






End 


72731 




Name 


OJ991012 07.0303.C11 


. o9 . tc 


Method 


TBLASTX: Cress 




Start 


19644 






End 


20657 




GI 


none 






Score 


92 




Exons 


19644. 


.19781, 19872. 


. 19946, 


19956*. .20120, 20532.. 20657 




Seq. No. 


39035 






Seq. ID 


OJ991012_07.0303 


.Cll 


Gene No. 


80418 






Strand 






Start 


67412 






End 


72731 




Name 


OJ991012 07.0303.C11 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


19647 






End 


20663 




GI 


none 






Score 


89 




Exons 


19647. 


.19769, 19647. 


.19781, 


1964 8. .19785, 19651. .19785, 






19869. 


.19916, 19873. 


. 19917, 


1987 6. .19917, 19917. .20123, 






19917. 


.20114, 20506. 


. 20652 , 


20520. .20663, 20520.. 20654 




Seq. No. 


39035 






Seq. ID 


OJ991012JD7.0303 


.Cll 


Gene No. 


80418 






Strand 






Start 


67412 






End 


72731 




Name 


OJ991012 07.0303.C11 


. o4 . ts 


Method 


TBLASTX: Soybean 




Start 


21373 






End 


21801 




GI 


none 






Score 


293 




Exons 


21373. 


.21489, 21541. 


.21801 








Seq. No. 


39035 






Seq. ID 


OJ991012_07.0303 


. Cll 


Gene No. 


80418 






Strand 






Start 


67412 






End 


72731 




Name 


OJ991012 07.0303.C11 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


21550 






End 


22250 




GI 


none 






Score 


417 




Exons 


21550.. 


.21705, 21831. 


.22250, 


21832. .22203, 21898 2217 9, 






21981. 


.22250 










Seq. No. 


39035 






Seq. ID 


OJ991012_07.0303 


. Cll 


Gene No. 


80418 






Strand 






Start 


67412 






End 


72731 




Name 


OJ991012 07.0303.C11 


. 06 . tc 


Method 


TBLASTX: Cress 




Start 


21625 






End 


22050 




GI 


none 






Score 


106 




Exons 


21625. 


.21762, 21822. 


.22049, 


21826. .22050 





38798 




Seq. No. 


39035 






Seq. ID 


OJ991012_07.0303 


.Cll 


Gene No. 


80418 






Strand 






Start 


67412 






End 


72731 




Name 


OJ991012 07.0303.C11 


.o7. tm 


Method 


TBLASTX: Maize 




Start 


22251 






End 


22553 




GI 


none 






Score 


235 




Exbns 


22251. 


.22286, 22326. 


. 22553, 


22327. .22548 




Seq. No. 


39035 






Seq. ID 


OJ991012_07.0303 


.Cll 


Gene No. 


80418 






Strand 






Start 


67412 






End 


72731 




Name 


OJ991012 07.0303.C11 


.o5 . ts 


Method 


TBLASTX : Soybean 




Start • 


31421 






End 


32032 




GI 


none 






Score 


59 




Exons 


31421. 


.31435, 31537. 


.31569, 


31564. .31602, 31574 .. 31603, 






31606. 


.31662, 31741. 


. 31794, 


31742. .31795, 31777 31827 , 






31855. 


.32028, 31865. 


. 32029, 


31928. .32032 




Seq. No. 


39035 






Seq. ID 


OJ991012_07.0303 


.Cll 


Gene No. 


80418 






Strand 






Start 


67412 






End 


72731 




Name 


OJ991012 07.0303.C11 


. o4 . tc 


Method 


TBLASTX: Cress 




Start 


31741 






End 


32035 




GI 


none 






Score 


48 




Exons 


31741. 


.31785, 31742. 


. 31795, 


31855. .32034, 31865. .32035 




Seq. No. 


39035 






Seq. ID 


OJ991012_07.0303 


.Cll 


Gene No . 


80418 






Strand 






Start 


67412 






End 


72731 




Name 


OJ991012 07.0303.C11 


. 06 . tm 


Method 


TBLASTX: Maize 




Start 


31741 






End 


32032 




GI 


none 






Score 


91 




Exons 


31741. 


.31794, 31742. 


.31795, 


31777. .31827, 31855 .. 32031 , 






31859. 


.32032 










Seq. No. 


39035 






Seq. ID 


OJ991012_07.0303 


.Cll 


Gene No . 


80418 






Strand 






Start 


67412 






End 


72731 




Name 


OJ991012 07.0303.C11 


.olO.tc 


Method 


TBLASTX: Cress 




Start 


40077 






End 


41408 




GI 


none 






Score 


82 




Exons 


40077. 


.40154, 40079. 


. 40153, 


4017 9. .4 0319, 4 0235. .40297, 






40354. 


.40383, 41316. 


.41408, 


41327. .41407 




Seq. No. 


39035 






Seq. ID 


OJ991012_07.0303 


.Cll 


Gene No. 


80418 






Strand 






Start 


67412 






End 


72731 




Name 


OJ991012 07.0303.C11 


. oil .tm 


Method 


TBLASTX: Maize 




Start 


40077 






End 


40265 




GI 


none 






Score 


246 




Exons 


40077. 


.40265, 40077. 


.'40265 








Seq. No. 


39035 






Seq. ID 


OJ991012_07.0303 


.Cll 


Gene No. 


80418 






Strand 






Start 


67412 






End 


72731 




Name 


OJ991012 07.0303.C11 


.ol.ts 


Method 


TBLASTX : Soybean 




Start 


40079 






End 


45093 





38799 



GI 


none 








Exons 


40079. 


.40153, 


40080. 


.40163, 




41299 . 


.41562, 


41316. 


.41567, 




41324 . 


.41569, 


41936. 


.42115, 




42903. 


.43073, 


43825. 


.43992, 




44431. 


.44568, 


44436. 


.44609, 




44623. 


.44682, 


44655. 


. 45092, 


Seq. No. 


39035 








Gene No. 


80418 








Start 


67412 








Name 


OJ991012 07.0303.C11 


. ol3 . tm 


Start 


41315 








GI 


none 








Exons 


41315. 


.41458, 


41325. 


. 41567, 


Seq. No. 


39035 








Gene No. 


80418 








Start 


67412 








Name 


OJ991012 07.0303.C11 


. oil . tc 


Start 


41418 








GI 


none 








Exons 


41418. 


.41579, 


41420. 


.41578, 




42007. 


.42090 






Seq. No. 


39035 








Gene No. 


80418 








Start 


67412 








Name 


OJ991012 07.0303.C11 


.08 .tm 


Start 


41935 








GI 


none 








Exons 


41935. 


.42105, 


41936. 


.42106, 




42877. 


.43062, 


42877. 


.43074, 




43841. 


.43912, 


43842. 


.43913 



Score 8 9 

40179. .40319, 40244 .. 40315, 

41320. .41490, 41324 .. 41569; 

42881. .43075, 42901 .. 4 3068 , 

43841. .44008, 43842 .. 4 4009, 

44437. .44616, 44 622 .. 44681, 
44665. .45093 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq.' ID 

Strand 

End 

Method 

End 

Score 



OJ991012_07.0303.C11 
72731 

TBLASTX : Mai ze 

41572 

213 



OJ991012_07.0303.C11 

72731 ' 
TBLASTX: Cress 
42094 
181 



OJ991012_07.0303.C11 
72731 

TBLASTX: Maize 

43913 

169 



Seq. No. 39035 Seq. ID 

Gene No.. 80418 Strand 

Start 67412 End 

Name OJ991012_07 . 0303 . Cll . ol . tc Method 

Start 44436 End 

GI none Score 
Exons 



OJ991012_07.0303.C11 
72731 

TBLASTX: Cress 

45096 

197 



44436.-44537, 44437 .. 44616, 44620. . 44670, 4 4 634 . . 4 4 68 1 , 

44655. .44843, 44665 .. 44874, 44779 .. 44862, 44845 44925, 

44853. .44924, 44916 .. 45095, 44 916 .. 45092, 44 917 .. 45096, 
44941. .45096 



Seq. No. 39035 Seq. ID 

Gene No. 80418 Strand 

Start 67412 End 

Name OJ991012JD7 . 0303 . Cll . ol . tm Method 

Start 44594 End 

GI none Score 

Exons 44594 . .44674, 44595 .. 44657, 44595 

44655. .45008, 44665 .. 45012, 44665 



44741, 
45012 



OJ991012_07. 0303. Cll 
72731 

TBLASTX: Maize 

45012 

75 

44596. .44682, 



Seq. No. 
Gene No. 



39035 
80418 



Seq. ID 
Strand 



OJ991012 07. 0303. Cll 



38800 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



67412 End 72731 

OJ991012_07 . 0303 . Cll . oil . np Method AAT/NAP 
67412 End 70455 

6143887 Score 60 

67412. .67490, 6854 1 68671 , 70403.. 70455 
(AC010718) unknown protein [Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991012 07. 0303. Cll 



72731 
AAT/NAP 
72731 
173 



39035 
80418 
67412 

OJ991012_07. 0303. Cll. ol2.np 
68261 
3023751 

68261. . 68291, 70251 .. 70356, 
72693. .72731 

70 KD PEPTIDYLPROLYL ISOMERASE ( PEPT IDYL PROLYL CIS-TRANS 
ISOMERASE) (CYCLOPHILIN) (PPIASE) gi | 107 6772 | pir | | S55383 
peptidylprolyl isomerase (EC 5.2.1.8) - wheat 
gi|854626|emb|CAA60505| (X86903) peptidylprolyl isomerase 
[Triticum aestivum] 



70474 . .70674, 7074 1 70825, 



Seq. No. 39036 

Gene No. 80419 

Start 2541 

Name OJ991012_07 . 0303 . C12 . o2 . gs 

Start 2541 

GI none 
Exons 



Seq. ID OJ991012_07.0303.C12 

Strand + 

End 11261 

Method GENSCAN 

End 11261 

Score .42 



2541. .2833, 3572. .3736, 4747. .4808, 7470. .7633, 7676.-7767, 
7812. .8123, 9529. .9670, 10302. .11261 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

• Exons 



39036 Seq. ID 

80419 Strand 

2541 End 

OJ991012_07 . 0303 . C12 . ol . np Method 

7222 End 

7340881 Score 



OJ991012_07.0303.C12 
+ 

11261 
AAT/NAP 
9806 
969 



7222. .7313, 7460. 
9776.. 9806 



,7583, 7676. ,7767, 7823.. 8123, 9564.. 9670, 



GI Descrip. (AP001551) hypothetical protein [Oryza sativa] 



Seq. No. 


39036 


Seq. ID 


OJ991012_07.0303 


.C12 


Gene No. 


80420 


Strand 


+ 




Start 


11511 


End 


16063 




Name 


■OJ991012 07.0303.C12.o2.np 


Method 


AAT/NAP 




Start 


11511 


End 


16063 




GI 


4680179 


Score 


3934 




Exons 


11511. .13891, 15985. .16063 








GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa 


subsp. indica] 




Seq. No. 


39036 


Seq. ID 


OJ991012_07.0303 


.C12 


Gene No. 


80420 


Strand 


+ 




Start 


11511 


End 


16063 




Name 


OJ991012 07.0303.C12.o3.gs 


Method 


GENSCAN 




Start 


11511 


End 


15598 




GI 


none 


Score 


.62 




Exons 


11511. .11752, 11825. .13889, 14893 .. 1504 6, 15492.. 15598 





38801 




Seq. No. 


39036 


Seq. ID 


OJ991012_07.0303 


.C12 


Gene No. 


80420 


Strand 


+ 




Start 


11511 . 


End 


16063 




Name 


OJ991012_07 . 0303 ,C12 . o3 . np 


Method 


AAT/NAP 




Start 


13149 


End 


15098 




GI 


4680186 


Score 


254 




Exons 


13149.. 13171, 148 68.. 15098 








GI Descrip. 


(AF111709) unknown [Oryza 


sativa subsp 


. indica] 




Seq. No. 


39036 


Seq. ID 


OJ991012 07.0303 


.C12 


Gene No. 


80420 


Strand 


+ 




Start 


11511 


End 


16063 




Name 


OJ991012 07.0303.C12.o4.gs 


Method 


GENSCAN 




Start 


15701 


End 


16042 




GI 


none 


Score 


. 62 




Exons 


15701.. 157 78, 15848.. 16042 








Seq. No. 


39036 


Seq. ID 


OJ991012_07. 0303 


.C12 


Gene No. 


80421 


Strand 






Start 


14645 


End 


15026 




Name 


OJ991012 07.0303.C12.ol.gp 


Method 


AAT/GAP 




Start 


14645 


End 


15026 




GI 


uC-osflcyp033a04bl 


Score 


655 




Exons 


14645. .15026 








GI Descrip. 


' 601684 5/dbj | AP000570 . 1 | AP000570 3 . Oe- 


59 Oryza sativa genomic 




DNA, chromosome 1, clone : P0711E10 1 






Seq. No. 


39036 


Seq. ID 


OJ991012_07.0303 


C12 


Gene No. 


80422 


Strand 






Start 


15491 


End 


16063 




Name 


OJ991012 07.0303.C12.o2.tw 


Method 


TBLASTX: Wheat 




Start 


11778 


End 


12137 




GI 


none 


Score 


307 




Exons 


11778. .12137, 11781. . 12137 








Seq. No. 


39036 


Seq. ID 


OJ991012_07.0303 


C12' 


Gene No. 


80422^. 


Strand 






Start 


15491 


End 


"16063 




Name 


OJ991012 07.0303.C12.o2.tm 


Method 


TBLASTX: Maize 




Start 


12018 


End 


12314 




GI 


none 


Score 


210 




Exons 


12018. .12314, 12018.. 12302 








Seq.- No. 


39036 


Seq. ID 


OJ991012_07.0303. 


C12 


Gene No. 


80422 


Strand 






Start 


15491 


End 


16063 




Name 


OJ991012 07.0303.C12.o3.tm 


Method 


TBLASTX: Maize 




Start 


12654 


End 


12 974 




GI 


none 


Score 


184 




Exons 


12 654. .12974, 12707. .127 99 








Seq. No. 


39036 


Seq. ID 


OJ991012__07.0303. 


C12 


Gene No. 


80422 


Strand 






Start 


15491 


End 


16063 . 




Name 


OJ991012 07.0303.C12.o3.tw 


Method 


TBLASTX: Wheat 




Start 


12657 


End 


13073 




GI 


none 


Score 


144 





38802 




Exons 12657. .12851, 12693 .. 12803, 12707 .. 12805, 12891 .. 13073, 

12917 . . 13072 



Seq. No. 


39036 


Seq. ID 


OJ991012 07.0303.C12 


Gene No. 


80422 


Strand 




Start 


15491 


End 


16063 


Name 


OJ991012_07.0303.C12.ol.tw . 


Method 


.TBLASTX: Wheat 


Start 


13236 


End 


13718 


GI 


none 


Score 


540 


Exons 


13236. .13718", 13340. .13675 






Seq. No. 


39036 


Seq. ID 


OJ991012_07 . 0303 . C12 


Gene No. 


80422 


Strand 




Start 


15491 


End 


16063 


Name 


OJ991012_07 .0303.C12.ol.tm 


Method 


TBLASTX: Maize 


Start 


13305 


End 


13739 


GI 


none 


Score 


348 


Exons 


13305. .13739 






Seq. No. 


39036' 


Seq. ID 


OJ991012_07.0303.C12 


Gene No. 


80422 


Strand 




Start 


15491 


End 


16063 


Name 


OJ991012 07.0303.C12.o4.np 


Method 


AAT/NAP 


Start 


15491 


End 


16063 


GI 


6907087 


Score 


137 


Exons 


15491. .15592, 16043.. 16063 






GI Descrip. 


(AP001129) ESTs C72771 (E2215) , AU082313 (E2215) correspond to a 


region of the predicted gene. 


; hypothetical protein [Oryza 




sativa] 






Seq. No. 


39037 


Seq. ID 


OJ991012_07.0303.C13 


Gene No. 


80423 


Strand 


+ 


Start 


48 


End 


4745 


Name 


OJ991012 07.0303.C13.ol.gs 


Method 


GENSCAN 


Start 


48 


End 


2818 


GI 


none 


Score 


.87 


Exons 


48. .666, 1548.. 2818 






Seq. No. 


39037 


Seq. ID 


OJ991012_07.0303.C13 


Gene No. 


80423 


Strand 


+ 


Start 


48 


End 


4745 


Name 


OJ991012 07.0303.C13.o2.np 


Method 


AAT/NAP 


Start 


1535 


End 


4745 


GI 


4680179 


Score 


1951 


Exons 


1535. .2744, 3908. .4014, 4723. 


.4745 




GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 


Seq. No. 


39037 


Seq. ID 


OJ991012_07.0303.C13 


Gene No. 


80424 


Strand 


+ 


Start 


7329 


End 


7750 


Name 


OJ991012 07.0303.C13.o3.np 


Method 


AAT/NAP 


Start 


7329 


End 


7750 


GI 


6505722 


Score 


160 


Exons 


7329. .7750 






GI Descrip. 


(AB032123) ribosomal RNA apurinic site 


specific lyase [Triticum 



aestivum] gi ( 651384 9 | dbj | BAA8787 6 . 1 | (AB032124) ribosomal RNA 
apurinic site specific lyase [Triticum aestivum] 



38803 




Seq. No. 


*5 o r\ ~s i 

39037 




Seq. ID 


OJ991012_07.0303.C13 


Gene No. 


80425 




Strand 


+ 


Start 


8911 




End 


8997 


Name 


/~v THAI i^k 1 ^ /""\ *—} /"\ i — \ _ i 

OJ991012 07 . 0303 . C13 . ol 


.gp 


Method 


AAT/GAP 


Start 


8911 




End 


8997 


GI 


3760640 




Score 


99 


Exons 


8911 . . 8997 








GI Descrip. 


417 6420/dbj | BAA37167 | 2 


. 0e-ll 


(AB008097) cytochrome P450 




[Arabidopsis thaliana] 








Seq. No. 


39037 




Seq. ID 


OJ991012_07.0303.C13 


Gene No. 


804 26 




Strand 


+ 


Start 


15853 




End 


15909 


Name 


OJ991012_07. 0303. CI 3. o2 


.gp 


Method 


AAT/GAP 


Start 


15853 




End 


i5909 


GI 


none 




Score 


81 


Exons 


15853 . . 15909 








Seq. No. 


39037 




Seq. ID 


OJ991012_07.0303.C13 


Gene No . 


o(J4 Z / 




Strand 




Start 


1 




End 


9532 


Name 


OJ991012_07.0303.C13.ol 


.np 


Method 


AAT/NAP 


Start 


1 




End 


854 


GI 


6907087 




Score 


578 


Exons 


1 . . 437, 484 . .854 








GI Descrip. 


(AP001129) ESTs C72771 ( 


E2215) , AU082313 (E2215) correspond to 




region of the predicted 


gene . 


; hypothetical protein [Oryza 




sativa] 








Seq. No. 


39037 




Seq. ID 


OJ991012_07.0303.C13 


Gene No. 


80427 




Strand 




Start 


1 




End 


9532 


Name 


OJ991012 07.0303.C13.o4 


.np 


Method 


AAT/NAP 


Start 


1 




End 


9532 


GI 


6523547 




Score 


353 


Exons 


1. .464, 540. .698, 739. . 


792, 941.. 1233, 


3652.. 3684, 9342.. 95: 


GI Descrip. 


(AJ242540) hydroxyproline-rich glycoprotein DZ-HRGP [Volvox 




carter! f. nagariensis] 








Seq. No. 


39037 




Seq. ID 


OJ991012_07.0303.C13 


Gene No. 


80427 




Strand 




Start 


1 




End 


9532 ■ 


Name 


OJ991012 07.0303.C13.o2 


,gs 


Method 


GEN SCAN 


Start 


3496 




End 


9477 


GI 


none 




Score 


.5 


Exons 


3496. .3588, 3729. .4008, 


4915. 


.5080, 7097. .7606, 7645. .7868, 




8172. .8263, 92'56. . 9477 








Seq. No. 


39037 




Seq. ID 


OJ991012_07.0303.C13 


Gene No. 


80428 




Strand 




Start 


10930 




End 


15781 


Name 


OJ991012 07.0303.C13.ol 


. ts 


Method 


TBLASTX: Soybean 


Start 


1492 




End 


1726 


GI 


none 




Score 


238 


Exons 


1492. .1725, 1535. .1726 









38804 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39037 
80428 
10930 

OJ991012_07. 

1492 

none 

1492. .1740, 

39037 
80428 
10930 

OJ991012_07, 

1535 

none 

1535. .1807, 

39037 
80428 
10930 

OJ991012_07. 

1742 

none 

1742. .2251, 

39037 
80428 
10930 

OJ991012_07. 

1748 

none 

1748. .1993 

39037 
80428 
10930 

OJ991012_07. 

1814 

none 

1814 . .2167, 

39037 
80428 
10930 

OJ991012_07. 

2255 

none 

2255. .2734, 

■39037 
80428 
10930 

OJ991012_07. 

2384 

none 

2384 . .2731, 



0303.C13.o3.tw 
1535. .1741 

0303.C13.o3.tm 
1552. .1737, 1777. 

0303.C13.ol.tw 
1774. .2160 

0303.C13.o3.ts 



0303.C13.ol.tm 



1816. .2160, 1868. 



0303.C13.o2.tw 



2300. .2701, 2479. 



0303.C13.o2.tm 



2465. .2686, 2494, 



Seq. ID 

Strand 

End 

Method • 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.1806 

Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991012_07.0303.C13 
15781 

TBLASTX: Wheat 

1741 

265 



OJ991012_07.0303.C13 
15781 

TBLASTX: Maize 

1807 

278 



OJ991012_07.0303.C13 
15781 

TBLASTX: Wheat 

2251 

601 



Seq. ID OJ991012_07.0303.C13 
Strand 

End 15781 

Method TBLASTX : Soybean 

End 1993 

Score 188 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.2179 

Seq. ID 

Strand 

End 

Method 
End 
Score 
.2733 

Seq. ID 

Strand 

End 

Method 
End 
Score 
.2700 



OJ991012_07.0303.C13 
15781 

TBLASTX: Maize 

2179 

4 60 " 



OJ991012_07.0303.C13 
15781 

TBLASTX: Wheat 

2734 

570 



OJ991012_07.0303.C13 
15781 

TBLASTX: Maize 

2731 

280 



Seq. No. 



39037 



Seq. ID OJ991012_07.0303.C13 



38805 



rn 



Gene No. 


80428 


Strand 


- 


Start 


10930 


End 


15781 


Name 


OJ991012 07.0303.C13.o2.ts 


Method 


TBLASTX : Soybean 


Start 


2522 


End 


2734 


GI 


none 


Score 


216 


Exons 


2522. .2734, 2527. .2730 






Seq. No. 


39037 


Seq. ID 


OJ991012 07.0303.C13 


Gene No. 


80428 


Strand 




Start 


10930 


End 


15781 


Name 


OJ991012 07.0303.C13.o4.tm 


Method 


TBLASTX: Maize 


Start 


5748 


End 


6062 


GI 


none 


Score 


210 


Exons 


5748 . . 6062 






Seq. No. 


39037 


Seq. ID 


OJ991012_07.0303.C13 


Gene No. 


80428 


Strand 




Start 


10930 


End 


15781 


Name 


OJ991012 07.0303.C13.o3.gs 


Method 


GENSCAN 


Start 


10930 


End 


15781 


GI 


none 


Score 


.5 


Exons 


10930. .11018, 13666. .13762, 15564 15659, 15698.. 15781 


Seq. No. 


39038 


Seq. ID 


OJ991012 06.0310.C12 


Gene No . 


80429 


Strand 




Start 


260 


End 


732 


Name 


OJ991012 06.0310.C12.ol.tc 


Method 


TBLASTX: Cress 


Start 


195 


End 


638 


GI 


none 


Score 


96 


Exons 


195. .344, 196. .366, 196. .366, 


460. .513, 


461. .511, 582. .638, 




583. . 612 






Seq. No. 


39038 


Seq. ID 


OJ991012_06.0310.C12 


Gene No. 


80429 


Strand 




Start 


260 


End 


732 


Name 


OJ991012 06.0310.C12.ol.gp 


Method 


AAT/GAP 


Start 


260 


End 


613 


GI 


uC-osflM202077c04bl 


Score 


275 


Exons 


260. .366, 454. .511, 589. .613 






GI Descrip. 


, 6094553/gb|AAF03495.1|AC010676 5 3.0e- 


■21 (AC010676) unknown 




protein [Arabidopsis thaliana] 


i 




Seq. No. 


39038 


Seq. ID 


OJ991012_06.0310.C12 


Gene No. 


80429 


Strand 




Start 


260 


End 


732 


Name 


OJ991012 06.0310.C12.ol. tm 


Method 


TBLASTX: Maize 


Start 


262 


End 


732 


GI 


none 


Score 


14 3 ^„ 


Exons 


262. .366, 263. .367, 267. .371, 


272. .367, 


452. .514, 454. .513, 




457. .519, 582. .731, 583. .732 






Seq. No. 


39039 


Seq. ID 


OJ991012_06.0310.C14 


Gene No. 


80430 


Strand 




Start 


630 


End 


991 



Name 

Start 

GI 



OJ991012_06.0310.C14.ol.gp Method AAT/GAP 
630 End 991 

58038 1.R1084 Score 655 



38806 



Exons 630.. 991 

GI Descrip. ' 354 9666/emb | CAA20577 . 1 | 4.0e-31 (AL031394) putative protein 
[Arabidopsis thaliana] 1 





beq. wo. 


39040 


Seq. ID 


OJ991012_06.0310.C15 




Gene No. 


80431 


Strand 


+ 




Start 


1 


End 


611 




Name 


OJ991012 06.0310.C15.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


611 






702460 


Score 


497 




Exons 


1..70, 161. .183, 299. .397, 505. .611 






GI Descrip. 


2213597 2.0e-16 (AC000348) T7N9.17 [Arabidopsis thaliana] 




Seq. No. 


39040 


Seq. ID 


OJ991012_06.0310.C15 




Gene No. 


80432 


Strand 


+ 




Start 


94 o 


End 


2761 




Name 


OJ991012 06.0310.C15.ol.tm 


Method 


TBLASTX: Maize 




Start 


338 


End 


2761 




GI 


none 


Score 


87 




Exons 


338. .400, 347. .412, 499. .609, 


502. . 606, 


516. . 608, 954 . . 1121, 






957. .1121, 1210. .1341, 1242.. 


1346, 1250. .1351, 1251. .1388, 






1443. .1580, 1443. .1574, 1638. 


.1745, 1638.. 1745, 1951.. 2061, 






1951.. 2061, 1958.. 2068, 2156. 


.2197, 2161.. 2205, 2547.. 2630, 






2549.. 2635, 2549.. 2629, 2554. 


.2637, 2557.. 2637, 2725.. 2760, 






2725.. 2760, 2726.. 2761 






tn 


Seq. No. 


39040 


Seq. ID 


OJ991012_06.0310.C15 


i U 


Gene No . 


80432 


Strand 


+ 




Start 


945 


End 


2761 


rs'-sr 


Name 


OJ991012 06.0310.C15.ol.ts 


Method 


TBLASTX: Soybean 




Start 


465 


End 


1556 


\ y 


GI 


none 


Score 


136 




Exons 


465. .578, 502. .609, 502. .606, 


930. .113C 


, 951. .1112, 1216. .1350, 






1232.. 1351, 1253.. 1351, 1427. 


.1522, 1428. .1556, 1449. .1529 


''si 


beq. jno. 


39040 


Seq. ID 


OJ991012_06.0310.C15 




Gene No. 


80432 ■ 


Strand 


+ 




otart 


945 


End 


2761 


f 1 


Name 


OJ991012 06.0310.C15.o2.gp 


Method 


AAT/GAP 




otart 


945 


End 


2190 


if ""s 




20973 1.R1084 


Score 


1072 




Exons 


945. .1106, 1250. .1344, 1442.. 


1571, 1641 


. . 1745, 1954 . .2060, 






2150.. 2190 








GI Descrip. 


•2213597 2.0e-16 (AC000348) T7N9.17 [Arabidopsis thaliana]' 




Seq. No. 


39041 


Seq. ID 


OJ991012_06.0310.C16 




Gene No. 


80433 


Strand 






Start 


799 


End 


975 




Name 


OJ991012 06.0310.C16.ol.gp 


Method 


AAT/GAP 




Start 


799 


End 


975 




GI 


LIB34 31-04 7-P1-K1-B4 


Score 


271 




Exons 


799. .975 








GI Descrip. 


*5670155/gb|AF161269.1|AF161269 2. 0e-14 


Oryza sativa subsp. 






japonica BAC clone 34K24, complete sequence' 




Seq. No. 


39042 


Seq. ID 


OJ991012_06.0310.C17 




Gene No. 


80434 


Strand 





38807 



Start 
Name 
Start 
GI 

Exons 



9077 

OJ991012_06.0310.C17 .ol.tw 

9077 

none 

9077.. 9208, 9078.. 9203, 9233. 



End 

Method 

End 

Score 



9685 

TBLASTX: Wheat 

9685 

62 



.9685, 9429.-9536, 9582. .9671 



Seq. No. 39042 

Gene No. 80434 

Start 9077 

Name OJ991012_06 . 0310 . C17 . o2 . tm 

Start 9200 

GI none 

Exons 9200.. 9463 



Seq. ID OJ991012_06.0310.C17 
Strand 

End 9685 

Method TBLASTX : Mai ze 

End 94 63 

Score 183 



Seq. No. 39042 

Gene No. 80435 

Start 9809 

Name OJ991012_06 . 0310 . C17 . o2 . tw 

Start 9809 

GI none 

Exons 9809.. 10192, 9810.. 9959, 9996, 

Seq. No. 39042 

Gene No. 80435 

Start 9809 

Name OJ991012_06 . 0310 . C17 . ol . tm 

Start 9887 

GI none 

Exons 9887.. 10192, 9888.. 10175 



Seq. ID OJ991012_06.0310.C17 
Strand 

10192 

TBLASTX: Wheat 
10192 
80 



End 

Method 
End 
Score 
. 10184 



Seq. ID OJ991012_06.0310.C17 
Strand 

End 10192 

Method TBLASTX : Mai ze 

End 10192 

Score 151 



Seq. No. 39042 

Gene No. 80436 

Start 10334 

Name OJ991012_06 . 0310 . C17 . o3 . tw 

Start 10334 

GI none 

Exons 10334. .10639, 10396.. 10650 



Seq. ID OJ991012_06.0310.C17 
Strand 

End 10650 

Method TBLASTX : Wheat 

End 10650 

Score 72 



Seq. No. 39043 

Gene No. 80437 

Start 3 

Name OJ991012_06 . 0310 . C18 . ol . tm 

Start 3 

GI none 

Exons 3.. 317, 4.. 276 



Seq. ID OJ991012_06.0310.C18 

Strand 

End 447 

Method TBLASTX : Maize 

End 317 

Score 196 



Seq. No. 39043 

Gene No. 80437 

Start 3 

Name OJ991012_06 . 0310 . C18 . ol . tw 

Start 3 

GI none 

Exons 3. .446, 4. .447 



Seq. ID OJ991012_06.0310.C18 
Strand 

End 4 47 

Method TBLASTX : Wheat 

End 4 47 

Score 347 



Seq. No. 
Gene No. 
Start 



39043 
80438 
596 



Seq. ID OJ991012_06.0310.C18 
Strand 

End 1094 



38808 



• 



Name 

Start 

GI 

Exons 



OJ991012_06 . 0310 . C18 . o2 . tw Method TBLASTX : Wheat 

596 End 1094 

none Score 105 

596. .649, 639. .875, 654.;. 863, 757. .873, 912. .1094, 913. .1086 



Seq. No. 39043 

Gene No. 80439 

Start 1552 

Name OJ991012_06 . 0310 . C18 . o3 . tw 

Start 1552 

GI none 

Exons 1552.. 1950, 1640.. 1825, 1898. 



Seq. ID OJ991012_06.0310.C18 
Strand 

End 1950 

Method TBLASTX : Wheat 

End 1950 

Score .71 
.1936 



Seq. No. 39044 

Gene No. 80440 

Start 1830 

Name OJ991012_06 . 0310 . CI 9 . ol . gp 

Start 1830 

GI none 

Exons 1830.. 2156 



Seq. ID OJ991012_06.0310.C19 

Strand + 

End 2156 

Method AAT/GAP 

End 2156 

Score 621 



Seq. No. 39045 

Gene No. 80441 

Start 3 

Name OJ991012__06 . 0310 . C20 . o2 . tm 

Start 3 

GI none 
Exons 



Seq. ID OJ991012_06.0310.C20 
Strand 

End 1656 

Method TBLASTX: Maize 

End 951 

Score 93 



3. .140, 135. .233, 556. .915, 579. .875, 889. .951 



Seq. No. 39045 

Gene No. 80441 

Start 3 

Name OJ991012_06 . 0310 . C20 . ol . tw 

Start 565 

GI none 

Exons 565.. 702, 721.. 852 



Seq. ID OJ991012_06. 0310.C20 
Strand 

End 1656 

Method TBLASTX : Wheat 

End 852 

Score 94 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39045 
80441 
3 

OJ991012_06.0310.C20.ol.ts 

568 

none 



Seq. ID OJ991012_06.0310.C20 
Strand 

End 1656 

Method TBLASTX : Soybean 

End 1518 

Score 8 6 

568. .693, 582. .659, 693. .941, 706. .954, 979. .1029, 1207. .1374, 
1270. .1380, 1396. .1518 



Seq. No. 39045 

Gene No. 80441 

Start 3 

Name OJ991012_06 . 0310 . C20 . ol . tm 

Start 1207 

GI none 

Exons 1207.. 1656, 1218.. 1439, 1473. 



Seq. ID OJ991012_06. 0310.C20 
Strand 

End 1656 

Method TBLASTX : Mai ze 

End 1656 

Score 257 
.1634 



Seq. No. 
Gene No. 
Start 



39046 
80442 
165 



Seq. ID OJ991012_06.0310.C21 
Strand 

End 607 



38809 



Name 


ATQQ1 ni O f\ c 


. U J10 


. Cz 1 . Ol 


.gp 


Method 


AAT / GAP 




Start 


ice 

1 bb 








End 


/- O ~7 

607 




GI 


none 








Score 


O C *3 

853 




Exons 


165 . .60 7 














Seq. No. 


j y u 4 b 








Seq. ID 


OJ991012 


06 . 0310 . C21 


Gene No . 


oU4 4 o 








Strand 






Start 


1086 








End 


2313 




Name 


OJ991012 06 


.0310 


.C21.o2 


,gp 


Method 


AAT /GAP 




Start 


1086 








End 


2313 




GI 


553 1.R1084 








Score 


1465 




Exons 


1086. .1333, 


1591 


. .1769, 


1866. 


.2048, 2136. .2313 




GI Descrip. 


'218179/dbj 


|BAA01058| 0 


.0e+00 


(D10207) 


H-ATPase 


[Oryza sativa 




>gi_4 4 4 339_prf 


1906387A H ATPase [Oryza sativa] ' 


beq. No. 


39046 








Seq. ID 


OJ991012 


_06.0310.C21 


Gene No. 


80443 








Strand 






Start 


1086 








End 


2313 




Name 


OJ991012 06 


.0310 


.C21.ol 


. tm 


Method 


TBLASTX: 


Maize 


Start 


1212 








End 


2305 




GI 


none 








Score 


107 




Exons 


1212. .1328, 


1237 


. .1335, 


1238. 


.1336, 1240. .1335, 


1576. . 1770, 




1590. . 1769, 


1592 


. .1771, 


1626. 


. 1775, 1855. .2049, 


1863. .2048, 




1867 . . 2052, 


1883 


. .2053, 


2124 . 


.2303, 2137.. 2262, 


2137 . . 2304, 




2138. .2305 














Seq. No. 


39046 








Seq. ID 


OJ991012 


_06.0310.C21 


Gene No. 


80443 








Strand 






Start 


1086 








End 


2313 




Name 


OJ991012 06 


.0310 


.C21.ol 


.ts 


Method 


TBLASTX: 


Soybean 


btart 


1237 








End 


2307 




GI 


none 








Score 


191 




Exons 


1237 . . 1335 , 


158 9 


. . 1768 , 


1590 . 


.1769, 1594. .1770, 


1626. . 1775, 




1675. .1770, 


1855 


. .2049, 


1863. 


.2048, 1867. .2055, 


2124. .2306, 




2143. .2307 














Seq. No. 


39046 








Seq. ID 


OJ991012 


_06.0310.C21 


Gene No. 


80443 








Strand 






Start 


1086 








End 


2313 




Name 


OJ991012 06 


.0310 


.C21.ol 


. tw 


Method 


TBLASTX: 


Wheat 


Start 


1665 








End 


2048 




GI 


none 








Score 


75 




Exons 


1665. .1751, 


1674 


. . 1766, 


1675. 


.1770, 1866. .2048, 


1869. .2042, 




1885. .2046 














Seq. No. 


39046 








Seq. ID 


OJ991012 


_06.0310.C21 


Gene No. 


80443 








Strand 






Start 


1086 








End 


2313 




Name 


OJ991012 06 


0310 


.C21.ol 


. tc 


Method 


TBLASTX: 


Cress 


Start 


1707 








End 


2255 




GI 


none 








Score 


57 




Exons 


1707. .1769, 


1707 


. .1775, 


1855. 


.2046, 1863. .2060, 


1869. .2066, 




1876. .2061, 


2124 


. .2255, 


2125. 


.2253 






Seq. No. 


39047 








Seq. ID 


OJ991012 


_06.0310.C24 


Gene No. 


80444 








Strand 


+ 




Start 


1226 








End 


1739 





38810 




Name 


OJ991012_06 


. 0310 


.C24 -ol 


-gp 


Method 


AAT/GAP 


Start 


1226 








End 


1739 


GI 


none 








Score 


937 


Exons 


TOO/" 1 T T A 

1226 . . 1739 












Seq. No. 


39047 








Seq. ID 


OJ991012_06.0310.C24 


Gene No. 


80445 








Strand 




Start 


6328 








End 


8159 


Name 


OJ991012 06 


.0310 


.C24 .ol 


.tc 


Method 


TBLASTX: Cress 


Start 


1669 








End 


6299 


GI 


none 








Score 


504 


Exons 


1669 . . 2184 , 


1816 


. .1992, 


1983 , 


,.2168, 4922..4966, 4929. .5339, 




4938 . . 5216, 


5015 


. . 5338, 


5333 , 


,.5386, 5409. .5555, 5418. .5501, 




5421 . . 5522, 


5423 


. . 5551, 


5627 . 


..5770, 5628.. 5891, 6165.. 6299, 




6167 . . 6295 












Seq. No. 


39047 








Seq. ID 


OJ991012_06.0310.C24 


Gene No. 


80445 








Strand 




Start 


6328 








End 


8159 


Name 


OJ991012 06 


. 0310 , 


. C24 . o2 


. tm 


Method 


TBLASTX: Maize 


Start 


1714 








End 


2190 


GI 


none 








Score 


122 


Exons 


1714 1818, 


1759 , 


. . 1992, 


1870 . 


,.2190, 2064. .2165, 2092. .2187 


Seq. No. 


39047 








Seq. ID 


OJ991012_06.0310.C24 


Gene No. 


80445 








Strand 




Start 


6328 








End 


8159 


Name 


OJ991012_06 


. 0310 , 


. C24 . o2 


. ts 


Method 


TBLASTX : Soybean 


Start 


1714 








End 


2124 


GI 


none 








Score 


384 


Exons 


1714 . . 2124 , 


1762 . 


. . 1992, 


2061 . 


.2111 




Seq. No. 


39047 








Seq. ID 


OJ991012_06.0310.C24 


Gene No. 


80445 








Strand 




Start 


6328 








End 


8159 


Name 


OJ991012_06 


. 0310 , 


. C24 . o2 


. tw 


' Method 


TBLASTX: Wheat 


Start 


184-9 








End • • 


8159 


GI 


none 








Score 


217 


Exons 


1849. . 1992 , 


1870 . 


. . 2124 , 


2064 . 


.2126, 7£ 


179. .7947, 8058. .8159 


Seq. No. 


39047 








Seq. ID 


OJ991012_06.0310.C24 


Gene No. 


80445 








Strand 




Start 


6328 








End 


8159 


Name 


OJ991012_06 , 


. 0310 . 


,C24 .ol 


. ts 


Method 


TBLASTX: Soybean 


Start 


2128 








End 


6305 


GI 


none 








Score 


81 


Exons 


2128 . .2187, 


4922 . 


. . 5350, 


4929. 


.5339, 5409. .5552, 5423.. 5551, 




5631 . . 5795, 


5663 . 


, . 5770, 


5853 . 


.5891, 6165.. 6305, 6167.76295 


Seq. No. 


39047 








Seq. ID 


OJ991012_06.0310.C24 


Gene No. 


80445 








Strand 




Start 


6328 








End 


8159 


Name 


OJ991012 06. 


.0310. 


C24..ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


2128 








End 


5252 


GI 


none 








Score 


80 


Exons 


2128. .2193, 


2140. 


.2193, 


4941. 


.5252, 4941. .5135, 5006. .5242 



38811 



oeq. no. 




Seq. ID 


OJ991012_06.0310.C24 


Gene No. 


80445 


Strand 




Start 


6328 


End 


8159 


N circle 


uuyyiui^ uo . u jiu , .ox. cm 


Method 


TBLASTX: Maize 


ocarc 


q y o o 


End 


5891 


C T 
bl 


none 


Score 


516 


Exons 


. Dooy, 4yjj, .ozib, ouuy. 


.5338, 5421. .5549, 5423. .5548, 




CC/C CTA/ ROQ1 






Seq. No. 


39047 


Seq. ID 


OJ991012 06.0310.C24 


Gene No. 


80445 


Strand 




O Ld ITU 




End 


o id y 


Name 


uuyyiuiz u b . u ji u . b^ 4 . o o . cm 


Method 


TBLASTX: Maize 


btart 


Dl DO 


End 


6305 


bl 


none 


Score 


1 O A 

lo4 


Exons 


C 1 £ C cone ci C7 coot; 

blbo..boUo, blb/..bzyo 






oeq. no. 


o y u 4 / 


Seq. ID 


OJ991012 06.0310.C24 


bene no . 


80445 


Strand 




Start 


6328 


End 


oloy 


Name 


OJ991012 06.0310.C24.o2.gp 


Method 


AAT/GAP 


o car c 


6328 


End 


6612 


bl 


uC-osroM202017c04al 


Score 


o /U 


Exons 


6328.. 6612 






GI Descrip. 


, 5852170/emb| AL1172 65. 1 IOST17804 3.0e- 


94 Oryza sativa 




indica (GLA4 ) genomic DNA, chromosome 4 


, BAC clone : tl7804 ' 


Seq. No. 


39048 


Seq. ID 


OJ991202 03. 0308. CI 


Gene No. 


80446 


Strand 


+ 




339 


End 


3837 


Name 


OJ991202 03.0308.Cl.ol.gs 


Method 


GENSCAN 


ocarc 


339 


End 


3837 




none 


Score 


.46 


Exons 


339. .415, 1215. .1398, 2802. .2898, 3256 


. .3401, 3821. .3837 


Can VI/-* 

oeq . no . 


39048 


Seq. ID 


OJ991202_03.0308.C1 


bene no . 


80447 


Strand 


+ 


Start 


6408 


End 


8404 


Name 


OJ991202 03.0308.Cl.o2.np 


Method 


AAT/NAP 


Start 


6389 


End 


8228 


Ul 


7331195 


Score 


745 


Exons 


6389..6587, 6729. .6885, 7158. 


.7265, 7432. .7559, 7659. .7787, 




7874 . .7941, 8021. .8228 






GI Descrip. 


(AF236108) putative purple acid phosphatase precursor [Glyci; 




max] 






oeq . no . 


39048 


Seq. ID 


OJ991202_03.0308.C1 


Gene No. 


80447 


Strand 


+ 


Start 


6408 


End 


8404 


Name 


OJ991202 03.0308.Cl.o2.gs 


Method 


GENSCAN 


o car c 


6408 


End 


8258 


GI 


none 


Score 


.9 


Exons 


6408. .6587, 6729. .6885, 7158. 


.7265, 7432. .7559, 7659. .7787, 




7874 . .7941, 8021. .82,58- ' 






Seq. No. 


39048 


Seq. ID 


OJ991202_03.0308.C1 


Gene No. 


80447 


Strand 


+ 



38812 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6408 End 8404 

OJ991202_03 . 0308 . CI . ol . gp Method AAT/GAP 

7241 End 8163 

702307 Score 796 

7241. .7265, 7432. .7559, 7659. .7787, 7874 .. 7 941, ' 8021 .. 8163 

4 522012/gb | AAD21785 . 1 1 3.0e-29 (AC007069) hypothetical protein 

[Arabidopsis thaliana] 



39048 Seq. ID 

80447 Strand 
6408 End 
OJ991202_03 . 0308 . CI . o2 . gp Method 
8035 End 
5056126 Score 
8035. .8404 

39048 Seq. ID 

80448 Strand 
8690 End 
OJ991202_03. 0308 .Cl.o3.gp Method 
8690 End 
none Score 
8690.. 9153 

39048 ' ; Seq. 'ID 

80449 Strand 
14692 End 
OJ991202_03.0308.Cl.o4 . gs Method 
14692 End 
none Score 
14692. .14770, 15266. .15429 



OJ991202_03.0308.C1 
+ 

8404 
AAT/GAP 
8404 
643 



OJ991202__03.0308.C1 
+ 

9153 
AAT/GAP 
9153 
899 



OJ991202J)3.0308.C1 
+ 

15429 
GEN SCAN 
15429 
.75 



39048 Seq. ID 

80450 Strand 
30859 End 
OJ991202JD3.0308 .Cl.o6.np Method 
30859 End 
7488706 Score 
30859. .31657, 33087. .33128 

probable transposase - soybean transposon mariner element 
Soymarl gi | 338 6534 | gb IAAC28384 . 1 | (AF078934) mariner transposase 
[Glycine max] 



OJ991202_03.0308.C1 
+ 

33128 
AAT/NAP 
33128 
282 



39048 Seq. ID 

80451 Strand 

7575 End 

OJ991202_03 . 0308 . CI . o4 . np Method 

7575 End 

7487648 Score 

7575. .7 652, 9733. .9825, 10242. . 10396, 



OJ991202_03.0308.C1 

12954 
AAT/NAP 
12938 
296 

10475. . 10585, 



10670. .107 99, 1122 6. .11336, 12033. .12370, 12588. .12938 
hypothetical protein T4I9.18 - Arabidopsis thaliana 
gii 3924611 | gb | AAC79112.il (AF069442) hypothetical protein 
[Arabidopsis thaliana] gi | 7269779J emb | CAB77779 . 1 | (AL161495) 
hypothetical protein [Arabidopsis thaliana] 



Seq. No. 



39048 



Seq. ID OJ991202_03. 0308 .CI 



38813 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



80451 Strand 

7575 End 12954 

OJ991202_03 . 0308 . CI . o3 . gs Method GENSCAN 

9096 End 12901 

none Score .96 

9096. .9825, 10242 .. 10396, 104 75 .. 10587 , 10684 .. 10791, 

11219. .11336, 11442. .11515, 1204 1 .. 12136, 12508. .12901 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39048 
80451 
7575 

OJ991202_03.0308.Cl.o3.np 
9228 

4249414 . 



Seq. ID OJ991202_03.0308.C1 
Strand 

End 12954 

Method AAT/NAP 

End 11336 

Score 189 



9228. .9407, 9645. .9825, 10242 .. 10396, 10475 .. 10579, 
10688. .10791, 11219. .11336 



GI Descrip. (AC006072) unknown protein [Arabidopsis thaliana] 



Seq. No. 39048 Seq. ID 

Gene No. 80451 Strand 

Start 7575 End 

Name OJ991202_03 . 0308 . CI . o4 . gp Method 

Start 12592 End 

GI none Score 

Exons 12592. .12954 



OJ991202_03.0308.C1 

12954 
AAT/GAP 
12954 
682 



; , 3 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



39048 Seq. ID OJ991202_03 . 0308 . CI 

80452 Strand 

16725 End 20406 

OJ991202_03 . 0308 . CI . o5 . gp Method AAT/GAP 

16233 End 17215 

82110_1.R1084 Score 1858 

16233. .17215 

'2129770/pir MS71224 6.0e-41 xyloglucan 

endotransglycosylase-related protein XTR-2 - Arabidopsis 
.thaliana >gi_1244756 (U43487) .xyloglucan 

endotransglycosylase-related protein [Arabidopsis thaliana] 
>gi_2154 611_dbj_BAA20290_ (D63510) endoxyloglucan transferase 
related protein [Arabidopsis thaliana] 

>gi_5533311_gb_AAD45124 . 1_AF163820_1 (AF163820) endoxyloglucan 
transferase [Arabidopsis 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



39048 
80452 
16725 

OJ991202_03 

16703 

2129770 

16703. .1720 

xyloglucan 

Arabidopsis 

xyloglucan 

thaliana] g 

transferase 

gi|5533311| 

transferase 



OJ991202 03. 0308. CI 



0308.Cl.o5.np 



Seq. ID 
Strand 

End 20406 
Method AAT/NAP 
End 20210 
Score 872 • 
8, 19258. .19466, 19825 .. 19925 , 20027.. 20210 
endo-1, 4-beta-D-glucanase (EC 3.2.1.-) XTR-2 - 
-thaliana gi | 124 4756 | gb | AAB18366 . 1 | (U43487) 
endotransglycosylase-related protein [Arabidopsis 
i|2154611|dbj IBAA20290.il (D63510) endoxyloglucan 

related protein [Arabidopsis thaliana] 
gb|AAD45124 . 1 | AF163820_1 (AF163820) endoxyloglucan 
[Arabidopsis th 



38814 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39048 Seq. ID 

80452 Strand 

16725 End 

OJ991202_03 . 0308 . CI . o5 . gs Method 

16725 End 

none Score 



OJ991202_03.0308.C1 

2.0406 
GENSCAN 
20252 
.92 



16725. .17208, 19258 .. 194 66, 19825 19925, 20027.. 20252 



39048 Seq. ID 

80452 Strand 

16725 End 

OJ991202_03. 0308.Cl.o6.gp Method 

18150 End 

none Score 
18150. .18428 



OJ991202_03.0308.C1 

20406 
AAT/GAP 
18428 
502 



lis 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39048 
80452 
16725 

OJ991202_03.0308.Cl.o7.gp 
19864 

100963_1.R1084 
19864 . .19925, 20027. .20406 
'2914703 1.0e-25 (AC003974) 
thaliana] 1 

39048 
80453 
32920 

OJ991202_03.0308.Cl.ol.tm 
6455 
none 
6455, 
7151. 
7658. 
7872. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991202_03.0308.C1 

20406 
AAT/GAP 
20406 
841 



unknown protein [Arabidopsis 



.6580, 6456. .6590, 6716. 

.7264, 7156. .7263, 7433. 

.7783,' 7659. .7754, 7718. 

.7958, 7872. .7946, 8017. 



39048 
80453 
32920 

OJ991202_03.0308.Cl.o2.ts 
6789 
none 
6789. 
7658. 
8017. 



.6881, 7151. .7264, 7156. 
.7786, 7659. .7754, 7828. 
.8079, 8025. .8108, 8076, 



39048 
80453 
32920 

OJ991202_03.0308.Cl.o2.tc 

7698 

none 

7698.17751, 7864. .7950, 7865. 
8088. .8198, 8099. .8188 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991202 03. 0308. CI 



34694 

TBLASTX: Maize 
8207 
153 

.6883, 6726. .6884, 6729. .6884, 
.7552, 7434. .7559, 7440. .7559, 
.7789, 7865. .7939, 7871. .7939, 
.8193, 8018. .8191, 8022. .8207 

Seq. ID OJ991202_03.0308.C1 
Strand 

End 34 694 

Method TBLASTX : Soybean 

End 8210 

Score 68 

.7260, '7436.. 7555, 7437.. 7559, 
.7932, 7829.-7933, 8012. .8095, 
.8210, 8096. .8191, 8100. ,8162 

Seq. ID OJ991202_03.0308.C1 
Strand 

End 34694 

Method TBLASTX : Cress 

End 8198 

Score 64 

.7933, 8025.. 8069, 8036.. 8068, 



Seq. No. 



39048 



Seq. ID OJ991202_03.0308.C1 



38815 




Gene No. 


80453 






Strand 








Start 


32920 






End 


34694 






Name 


OJ991202 03. 0308. CI. 


o4 . tm 


Method 


TBLASTX: 


Maize 




Start 


9082 






End 


9752 






GI 


none 






Score 


96 






Exons 


9082. . 


9222, 9090.. 9242, 9183.. 9386, 9278.. 9457, 


9291. .9467 




9343. . 


9540, 9353.. 9469, 9444 


..9584, 9537. .9668, 


9537. .9620 




9696. . 


9752, 9700.. 9747 










Seq. No. 


39048 






Seq. ID 


OJ991202 


_03 . 0308 


.CI 


Gene No. 


80453 






Strand 








Start 


32920 






End 


34694 






Name 


OJ991202 03. 0308. CI. 


o2.tm 


Method 


TBLASTX: 


Maize 




Start 


10238 






End 


11468 






GI 


none 






Score 


59 






Exons 


10238. 


.10285, 10239. 


. 10283, 


10276. .10398, 10287 


. . 10397, 






10288. 


.10398, 10289. 


.10420, 


10469. .10579, 10470 


. . 10511, 






10475. 


.10588, 10476. 


.10589, • 


10664. .10798, 10669 


. .10761, 






10679. 


.10798, 11220. 


. 11336, 


11439. . 11468 






Seq. No. 


39048 






Seq. ID 


OJ991202 


_03 . 0308 


.CI 


Gene No. 


80453 






Strand 








Start 


32920 






End 


34694 






Name 


OJ991202 03. 0308. CI. 


o3 . ts 


"Method 


TBLASTX: 


Soybean 




.Start 


■ 10298 






End 


10780 






GI 


none 






Score 


68 






Exons 


10298. 


.10420, 10299. 


. 10397, 


10475. .10582, 10676 


. .10780 




Seq. No. 


39048 






Seq. ID 


OJ991202 


_03 . 0308 


.CI 


Gene No . 


80453 






Strand 








Start 


32920 






End 


34694 






Name 


OJ991202 03. 0308. CI. 


o5 . tm 


Method 


TBLASTX: 


Maize 




Start 


16791 






End 


16965 






GI 


none 






Score 


148 






Exons 


16791. 


.16955, 16792. 


. 16965 










Seq. No. 


39048 






Seq. ID 


OJ991202 


_03 . 0308 


,C1 


Gene No. 


80453 






Strand 








Start 


32920 






End 


34694 






Name 


OJ991202 03. 0308. CI. 


ol . tc 


Method 


TBLASTX: 


Cress 




Start 


16807 






End 


20121 






GI 


none 






Score 


46 






Exons 


16807. 


.16917, 16824. 


.16967, 


16969. .17220, 16977 


• .17207, 






19257. 


.19466, 19275. 


.19460, 


19276. . 19464, 19276 


• .19470, 






19819. 


.19929, 19825. 


.19908, 


20023. .20121, 20025 


. .20120 




Seq. No. 


39048 






Seq. ID 


OJ991202 


_03.0308 


CI 


Gene No. 


80453 






Strand 








Start 


32920 






End 


34694 






Name 


OJ991202 03. 0308. CI. 


ol.ts 


Method 


TBLASTX: 


Soybean 




Start 


16821 






End 


20120 






GI 


none 






Score 


60 






Exons 


16821. 


.16928, 16821. 


.16928, 


16837. .16929, 16995 


. .17207, 






17001. 


.17207, 17002. 


.17211, 


19257. .19466, 19257 


. .19466, 






19294. 


.19470, 19819. 


.19929, 


19856. .19927, 20023 


. .20115, 






20025. 


.20120 













38816 



Seq. No. 39048 
Gene No. 80453 
Start 32920 

Name • OJ991202_03 . 0308 . CI . o3 . tm 

Start 17045 
GI none 
Exons 17045. 

19257. 

19822. 



,17209, 17052. 
,19466, 19257. 
,19902 



,17207, 
,19466, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
17053. .17211, 
19261. .19470, 



OJ991202 03. 0308. CI 



34694 

TBLASJX: Maize 
19902 . 
161 

19255. .19440, 
19819. .19902, 



Seq. No. 39048 Seq. ID 

Gene No. 80453 Strand 

Start 32920 End 

Name OJ991202_03 . 0308 . CI . o7 . gs Method 

Start 32920 End 

GI none Score 

Exons 32920. .33381, 34497.. 34694 



OJ991202_03.0308.C1 

34694 
GENSCAN 
34694 
.87 



Seq. No. 39049 Seq. ID 

Gene No. 80454 Strand 

Start 135 End 

Name OJ991202_03 . 0308 .C5.ol.gs Method 

Start 135 End 

GI none Score 

Exons 135.. 331, 1513.. 1719 



OJ991202_03.0308.C5 
+ 

1719 

GENSCAN 

1719 



Seq. No. 39049 Seq. ID 

Gene No. 80455 Strand 

Start 6248 End 

Name OJ991202_03 . 0308 . C5 . o3 . gs Method 

Start 6248 End 

GI none Score 

Exons 6248.. 6362, 6909.. 7246 



OJ991202_03.0308.C5 
+ 

7246 
GENSCAN 
7246 
. 85 



Seq. No. 39049 

Gene No. 80456 

Start 4064 

Name OJ991202_03 . 0308 .C5.ol.tm 

Start 2311 

GI none 

Exons 2311.. 2478, 2409.. 2492, 2507. 

Seq. No. 39049 

Gene No. 80456 

Start 4064 

Name OJ991202_03 . 0308 . C5 . o2 . gs 

Start 4064 

GI none 

Exons 4064.. 4501 



Seq. ID OJ991202_03.0308.C5 
Strand 

End 4501 

Method TBLASTX: Maize 

End 2783 

Score 120 
.2782, 2592. .2783 

Seq. ID OJ991202_03.0308.C5 
Strand 

End 4501 

Method GENSCAN 

End 4501 

Score .96 



Seq. No. 39050 Seq. ID 

Gene No. 80457 Strand 

Start 16 End 

Name OJ991202_03 . 0308 . C6 . ol . gs Method 

Start 16 End 

GI none Score 

Exons 16. .475, 845. .1005 



OJ991202_03.0308.C6 
+ 

1005 
GENSCAN 
1005 
.62 



38817 



Seq. No. 


39050 




Seq. ID 


OJ991202 03. 0308. C6 


Gene No. 


80458 




Strand 


+ 


Start 


6038 




End 


7906 


Name 


OJ991202 03. 


0308 .C6.ol.gp 


Method 


AAT/GAP 


Start 


6016 




End 


6488 


GI 


74037 1.R1084 


Score 


836 


Exons 


6016. .6488 








GI Descrip. 


' 1353193/sp| 


P47917IZRP4 MAIZE 


2.0e-19 


O-METHYLTRANSFERASE ZRP4 




(OMT) >gi_542186_pir JQ2268 O-methyltransf erase (EC 2.1.1.-) 




maize >gi 404070 (L14063) O-methyltransf erase [Zea mays] 1 


Seq. No. 


39050 




Seq. ID 


OJ991202_03.0308.C6 


Gene No. 


80458 




Strand 


+ 


Start 


6038 




End 


7906 


Name 


OJ991202 03. 


0308.C6.o3.gs 


Method 


GENSCAN 


Start 


6038 




End 


7906 


GI 


none 




Score 


.8 


Exons 


6038. .6838, 


6926. .7193, 7707.. 


7906 




Seq. No. 


39050 




Seq. ID 


OJ991202_03.0308.C6 


Gene No. 


80458 




Strand 


+ 


Start 


6038 




End 


7906 


Name 


OJ991202 03. 


0308.C6.ol.np 


Method 


AAT/NAP 


Start 


6053 




End 


7222 


GI 


1353193 




Score 


864 


Exons 


6053. .6838, 


6926. .7222 






GI Descrip. 


O-METHYLTRANSFERASE ZRP4 (OMT) 


gi | 542186|pir | | JQ2268 




O-methyltransf erase (EC 2.1.1. 


-) - maize gi|404070 (L14063) 




O-methyltransf erase [Zea mays] 






Seq. No. 


39050 




Seq. ID 


OJ991202_03.0308.C6 


Gene No. 


80458 




Strand 


+ 


Start 


6038 




End 


7906 


Name 


OJ991202 03. 


0308.C6.o2.gp 


Method 


AAT/GAP 


Start _ - 


6558 




End 


6805 


GI- r - r 


uC-osflcyp090dllbl 


Score 


477 


Exons 


6558. .6805 








GI Descrip. 


» 4522012/gb| AAD21785. 1 | 3.0e-29 (AC007069) hypothetical protei] 




[Arabidopsis 


; thaliana] 1 






Seq. No. 


39050 




Seq. ID 


OJ991202_03.0308.C6 


Gene No. 


80459 




Strand 


+ 


Start 


16528 




End 


21450 


Name 


OJ991202 03. 


0308.C6.o6.gs 


Method 


GENSCAN 


Start 


16528 




End 


21450 


GI 


none 




Score 


.49 



Exons 



16528. .16533, 17032 .. 17136, 17 166 .. 17577 , 17639 18010, 
18164. .19572, 19636 .. 20525, 20634. .21450 



Seq. No. 39050 Seq. ID 

Gene No. 80459 Strand 

Start 16528 End 

Name OJ991202_03 . 0308 . C6 . o3 . np Method 

Start 17211 End 

GI 7228457 Score 
Exons 



OJ991202_03.0308.C6 
+ 

21450 
AAT/NAP 
21447 
5012 



17211. .17577, 17639. .19572, 19636. .21447 



38818 



GI Descrip. (AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 

retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 





Seq. No. 


39050 


Seq. ID 


OJ991202_ 


03.0308. 


C6 




Gene No. 


80460 


Strand 










Start 


1932 


End 


4883 








Name 


OJ991202 03.0308.C6.o2.gs 


Method 


GENSCAN 








Start 


1932 


End 


4883 








GI 


none 


Score 


.55 








Exons 


1932. .1960, 2744.-2848, 3209 


..3410, 3456. .3501, 


4825. .4883 




Seq. No. 


39050 


Seq. ID 


OJ991202_ 


03.0308, 


,C6 




Gene No. 


80461 


Strand 










Start 


8832 


End 


11203 








Name 


OJ991202_03 . 0308 .C6. o4 . gs 


Method 


GENSCAN 








Start 


8832 


End 


9294 








GI 


none 


Score 


.67 








Exons 


8832. .8906, 9289. .9294 












Seq. No. 


39050 


Seq. ID 


OJ991202_ 


03.0308. 


.C6 




Gene No. 


80461 


Strand 










Start 


8832 


End 


11203 






sr 


Name 


OJ991202 03.0308.C6.o2.np 


Method 


AAT/NAP 






%v£ 


Start 


9125 


End 


11203 








GI 


6522592 


Score 


610 






r! = 

: Li 


Exons 


9125. .94 62, 9599. .11203 












GI Descrip. 


(AL133292) receptor protein 


kinase-like protein 


[Arabidops: 


H ; H 




thaliana] 










e. ii 

ts ™ 


Seq. No. 


39050 


Seq. ID 


OJ991202_ 


03.0308, 


.C6 


?; ; 


Gene No. 


80462 


Strand 








s 


Start 


11949 


End 


14337 






r ^ 


Name 


OJ991202 03.0308.C6.o5.gs 


Method 


GENSCAN 






% =? 


Start 


11949 


End 


14337 






'■J 


GI 


none 


Score 


.67 






= ~ 


Exons 


11949. . 12058, 14244. .14337 . 










f 1* 


Seq. No. 


39050 


Seq. ID 


OJ991202_ 


03.0308, 


.C6 


f i 


Gene No. 


80463 


Strand 










Start 


22071 


End 


25851 








Name 


OJ991202 03.0308.C6.o7.gs 


Method 


GENSCAN 








Start 


22071 


End 


25851 








GI 


none 


Score 


.9 








Exons 


22071. .24006, 24 101 .. 251 66, 


25233. .25329, 25717. 


.25851 






Seq. No. 


39050 


Seq. ID 


OJ991202_ 


03.0308 


.C6 




Gene No. 


80463 


Strand 










Start 


22071 


End 


25851 








Name 


OJ991202 03.0308.C6.o4 . np 


Method 


AAT/NAP 








Start 


22074 


End 


25361 








GI 


6907089 


Score 


4828 








Exons 


2207 4 . .24 006, 24101. .25361 












GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 








Seq. No. 


39050 


Seq. ID 


OJ991202_ 


03.0308 


.C6 




Gene No. 


80464 


Strand 









38819 




Start 


25995 








End 


26117 


Name 


OJ991202 03. 


0308 


.C6.o5. 


np 


Method 


AA1 / NAr 


Start 


25995 








End 


zoll / 


GI 


7523512 








Score 


164 


Exons 


25995. ,26117 










GI Descrip. 


(AP001633) hypothetical 


protein [Oryza 


sat lva ] 


Seq. No. 


39050 








Seq. ID 


OJ991202_03.0308.C6 


Gene No. 


80465 








Strand 




Start 


26175 








End 


26584 


Name 


OJyyizUz uj. 


m n q 
U JUo 


. lb . Ol . 


■4- fi 

ts 


Method 


TBLASTX : Soybean 


Start 


6086 








End 


7246 


GI 


none 








Score 


100 


Exons 


6086. .6316, 


6497 


. .6595, 


6599. 


.6772, 6770.. 6838, 6925.. 6999, 




6941. .7000, 


7070 


. .7246, 


7111. 


.7245 




Seq. No. 


39050 








Seq. ID 


OJ991202_03.0308.C6 


Gene No. 


80465 








Strand 




Start 


26175 








End 


26584 


Name 


OJ991202_03. 


0308 


.C6.o7. 


tw 


Method 


TBLASTX: Wheat 


Start 


608 9 








End 


20393 


GI 


none 








Score 


201 


Exons 


6089. .6310, 


6095 


. .6310, 


6133. 


.6312, 6159.. 6320, 20319.. 20393 


Seq. No. 


39050 








Seq. ID 


OJ991202_03.0308.C6 


Gene No . 


80465 








Strand 




Start 


26175 








End 


26584 


Name 


OJ991202 03. 


0308 


,C6. ol. 


tm 


Method 


TBLASTX: Maize 


Start 


6236 








End 


7251 


GI 


none 








Score 


78 


Exons 


6236. .6307, 


6242 


. .6298, 


6395. 


.6619, 6477.. 6602, 6620.. 6763, 




6625. .6762, 


6746 


. .6838, 


6920. 


.7186, 6941. .7006, 7066. .7191, 




7067. .7186, 


7198 


. .7251 








Seq. No. 


39050 








Seq. ID 


OJ991202__03.0308.C6 


Gene No. 


80465 








Strand 




Start' 


• 26175 








End 


26584 


Name 


OJ991202_03. 


0308 


.C6.06. 


tw 


Method 


TBLASTX: Wheat 


Start 


64 91 








End 


7240 


GI 


none 








Score 


33 


Exons 


6491. . 6529, 


6608 


. . 6748, 


6614 . 


.6673, 6699. .6731, 6758. .6841, 




6931. . 6993, 


6941 


. .7003, 


7099. 


.7239, 7112.. 7240 


Seq. No. 


39050 








Seq. ID 


OJ991202_03.0308.C6 


Gene No. 


80465 








Strand 




Start 


26175 








End 


26584 


Name 


OJ991202 03. 


0308 


.C6.o2. 


ts - 


Method 


TBLASTX : Soybean 


Start 


9374 








End 


10171 


GI 


none 








Score 


87 


Exons 


9374. .9463, 


9600 


. . 9698, 


9690. 


.9758, 9767.. 9814, 9827. .9919, 




9973. .10068, 


10070. . 10171 






Seq. No. 


39050 








Seq. ID 


OJ991202_03.0308.C6 


Gene No. 


80465 








Strand - 




Start 


26175 








End 


26584 


Name ' 


OJ991202 03. 


0308 


.C6.08 . 


tw 


Method 


TBLASTX: Wheat 


Start 


10566 








End 


10925 



38820 




GI 


none 




Score 


55 




Exons 


rt, i~ >*- -i rt ^ rt rt -i rt ^ rt 

10566. .10733, 10569. 


. 10748, 


10629. .10739, 108 16 .. 10917 , 






T rt rt ^ /•"" rt rt f - M -1 /*\ rt rt 

10816. .10854, 10821. 


. 10925 








Seq. No. 


39050 




Seq. ID 


OJ991202_03.0308 


.C6 


Gene No. 


80465 




Strand 






Start 


26175 




End 


26584 




Name 


OJ991202_03 . 0308 . C6 . 


o5 . tw 


Method 


TBLASTX: Wheat 




Start 


17865 




End 


18258 




GI 


none 




Score 


58 




Exons 


*1 ^1 rt y r- rt *i rt -1 ^ rt rt rt 

17865. .17912, 17920. 


. 18018, 


17925. .18017, 17997. .18224, 






-1 n rt rt -t -i rt rt i— rt 

18001 . . 18258 










Seq. No. 


39050 




Seq. ID 


OJ991202_03.0308 


.C6 


Gene No. 


80465 




Strand 






Start 


26175 




End 


26584 




Name 


Vrt "T f\ f\ 'I rt rt rt rt rt rt rt rt y^i y~ 

OJ991202 03 . 0308 .C6. 


o2 . tw 


Method 


TBLASTX: Wheat 




Start 


18993 




End 


19479 




GI 


none 




Score 


408 




Exons 


-1 rt rt rt rt ^ rt 1 /"* rt rt rt J 

18993.. 19166, 18994. 


.19479, 


19188. .19448 




Seq. No. 


39050 




Seq. ID 


OJ991202_03.0308 


.C6 


Gene No. 


80465 




Strand 






Start 


26175 




End 


26584 




Name 


" OJ991202_03.0308.C6. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


19643 




End 


20085 




GI 


none 




Score 


189 




Exons 


-1 rt ji rt rt rt rt rt rt 1 A /* ji ^ 

19643.. 200 83, 19644. 


. 20081, 


19645. .20085 




Seq. No. 


39050 




Seq. ID 


OJ991202_03.0308 


.C6 


Gene No. 


80465 




.Strand 






Start 


26175 




End 


26584 




Name 


^-v -r rt rt 1 rt rt rt rt rt rt rt rt rt >— - y* 

OJ991202 03. 0308. C6. 


o3 . ts 


Method 


TBLASTX : Soybean 




Start 


19684 




End 


20049 




GI 


none 




Score 


119 




Exons 


-1 rt rt 4 i rt rt rt rt i /"\ f\ ^ ^ 

19684. .19908, 19915. 


. 20049 








Seq. No. 


39050 




Seq. ID 


OJ991202_03.0308 


.C6 


Gene No. 


80465 




Strand 






Start 


26175 




End 


26584 




Name 


-rt. -r rt rt -l rt rt rt rt rt rt rt rt rt s-* 

OJ991202_03 . 0308 . C6 . 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


19774 




End 


20079 




GI 


none 




Score 


324 




Exons 


19774. .20079, 19809. 


. 20078 








Seq. No. 


39050 




Seq. ID 


OJ991202_03.0308 


.C6 


Gene No. 


80465 




Strand 






Start 


26175 




End 


26584 




Name 


OJ991202_03 . 0308 . C6. 


o2 . tm 


Method 


TBLASTX: Maize 




Start 


20317 




End 


20640 




GI 


none 




Score 


347 




Exons 


20317. .20640, 20346. 


.20627 








Seq. No. 


39050 




Seq. ID 


OJ991202_03.0308 


.C6 


Gene No. 


80465 




Strand 






Start 


26175 




End 


26584 




Name 


OJ991202 03. 0308. C6. 


o3 . tw 


Method 


TBLASTX: Wheat 





38821 






Start 


20454 


End 


20835 






GI 


none 


Score 


368 






Exons 


2 04 54.. 20510, 20455.. 20835, 


20458. .20796, 20556.. 20804 






Seq. No. 


39050 


Seq. ID 


OJ991202_03.0308 


.06 




Gene No. 


80465 


Strand 








Start- 


26175 


End 


26584 






Name 


OJ991202_03 . 0308 . C6 .o4 . tw 


Method 


TBLASTX: Wheat 






Start 


20836 


End 


21438 






GI 


none 


Score 


266 






Exons 


20836. .21120, 20841. .21119, 


21208. .21282, 21312 .. 21434 , 








21313. . 21438 










Seq. No. 


39050 


Seq. ID 


OJ991202_03.0308 


.C6 




Gene No. 


80465 


Strand 








Start 


26175 


End 


26584 






Name 


OJ991202 03.0308.C6.o6.np 


Method 


AAT/NAP 






Start 


26175 


End 


26584 






GI 


5922623 


Score 


92 






Exons 


26175. .26245, 26413. .26584 










GI Descrip. 


(AP000492) hypothetical protein [Oryza 


sativa] 








gi | 6016856 | dbj IBAA85199.1 | 


(AP000570) 


hypothetical protein 


1 J 




[Oryza sativa] 










Seq. No. 


39051 


Seq. ID 


OJ991202_03.0308 


.C7 


Li i 


Gene No. 


80466 


Strand 


+ 




r lj 


Start 


1 


End 


46 






Name 


OJ991202 03.0308.C7.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


46 






GI 


5042454 


Score 


62 






Exons 


1. .46 








i y 


GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 




?^ 


Seq. No. 


39051 


Seq. ID 


OJ991202_03.0308 


,C7 




Gene No. 


80467 


Strand 


+ 






. Start 


96 


End 


1705 




: e 
? I 


Name 


OJ991202 03.0308.C7.ol.gs 


Method 


GENSCAN 




%J 


Start 


96 


End 


1705 




■s ™ 
: k 
^™ 


GI 


none 


Score 


.63 




f ^ 


Exons 


96. .164, 1571. .1705 










Seq. No. 


39051 


Seq. ID 


OJ991202_03.0308 


.C7 




Gene No. 


80468 


Strand 


+ 






Start 


2093 


End 


3334 






Name 


OJ991202 03.0308.C7.o2.gs 


Method 


GENSCAN 






Start 


2093 


End 


3302 






GI 


none 


Score 


.9 






Exons 


2093.. 2893, 3003.. 3302 










Seq. No. 


39051 


Seq. ID 


OJ991202 03.0308 


.C7 




Gene No. 


80468 


Strand 


+ 






Start 


2093 


End 


3334 






Name 


OJ991202 03.0308.C7.o2.np 


Method 


AAT/NAP 






Start 


2108 


End 


3299 






GI 


1353193 


Score 


849 






Exons 


2108. .2893, 3003. .3299 










GI Descrip. 


O-METHYLTRANSFERASE ZRP4 (OMT) gi | 542186 | pir | UQ2268 





38822 




O-methyltransferase (EC 2.1.1.-) - maize gi|404070 (L14063) 
O-methyltransf erase [Zea mays] 



Seq. No. 


39051 








Seq. ID 


OJ991202_03.0308 


.C7 


Gene No. 


80468 








Strand 


+ 




Start 


2093 








End 


3334 




Name 


OJ991202 03, 


.0308 


.C7.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


2129 








End 


3334 




GI 


none 








Score 


206 




Exons 


2129. .2362, 


2144 


. .2338, 


2188. 


.2352, 2545. .2880, 2546. .2887 




2997 . . 3302, 


3000 


. . 3083, 


3143. 


.3334, 3144. .3308 




Seq. No. 


39051 








Seq. ID 


OJ991202_03.0308 


.C7 


Gene No. 


80468 








Strand 


+ 




Start 


2093 








End 


3334 




Name 


OJ991202 03, 


.0308 


.C7.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


2141 








End 


3323 




GI 


none 








Score 


87 




Exons 


2141 . . 2371, 


2552 


. .2650, 


2654 . 


.2827, 2683. .2886, 2801. .2893 




3000. .3077, 


3002 


. .3091, 


3147. 


.3323, 31« 


38. .3322 




Seq. No.. 


39051 








Seq. ID 


OJ991202_03.0308 


.C7 


Gene No. 


80468 








Strand 


+ 




Start, 


2093 








End 


3334 




Name 


OJ991202 03, 


.0308 


.C7 .o2 . 


tw 


Method 


TBLASTX: Wheat 




Start 


2144 








End 


2377 




GI 


none 








Score 


199 




Exons 


2144 . .2365, 


2150 


. .2377, 


2214. 


.2375 






Seq. No. 


39051 








Seq. ID 


OJ991202_03.0308 


,C7 


Gene No. 


80468 








Strand 


+ 




Start 


2093 








End 


3334 




Name 


OJ991202 03, 


.0308 


.C7 .ol . 


tw 


Method 


TBLASTX -.Wheat 




Start 


2551 








End 


2815 




GI 


none 








Score 


203 




Exons 


2551. .2814, ' 


2552 


. .2815 










Seq. No. 


39051 








Seq. ID 


OJ991202_03.0308 


.C7 


Gene No. 


80468 








Strand 






Start 


2093 








End 


3334 




Name 


OJ991202 03. 


.0308 


.C7 .o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


3006 








End 


3317 




GI 


none 








Score 


91 




Exons 


3006. .3080, 


3008 


. .3091, 


3176. 


.3316, 31£ 


39. .3317 




Seq. No. 


39052 








Seq. ID 


OJ991202_03.0308 


.C8 


Gene No. 


80469 








Strand 


+ 




Start 










End 


2650 




Name 


OJ991202 03. 


.0308 


.C8.ol. 


gs 


Method 


GENSCAN 




Start 


2387 








End 


2650 




GI 


none 








Score 


. 6 




Exons 


2387. .2650 














Seq. No. 


39052 








Seq. ID 


OJ991202_03. 03.08 


.C8 


Gene No. 


80470 








Strand 


+ 




Start 


5125 








End 


5588 




Name 


OJ991202 03. 


.0308 


.C8.ol. 


np 


Method 


AAT/NAP 





38823 



• 



Start 
GI 

Exons 

GI DescrTp. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5125 End 5588 

7340868 Score 52 

5125.. 5281, 5553.. 5588. 

(AP001551) hypothetical protein [Oryza sativa] 



39052 Seq. ID 

80471 Strand 

3394 End 

OJ991202_03.0308.C8.o2.gs . Method 

3394 End 

none Score 



OJ991202_03.0308.C8 

5497 
GEN SCAN 
5497 
.4 



3394. .3405, 3691. .3997, 5100. .5211, 5381. .5497 



39053 
80472 
1 

OJ991202_03. 0308. C10. ol.np 



OJ991202 03. 0308. C10 



Seq. ID 
Strand 

End 5015 
Method AAT/NAP 
1 End 5015 

7363278 Score 1421 

1..230, 344. .513, 1337. .1573, 2153. .2332, 2843. .3016, 
3104. .3208, 3789.-3926, 4583. .5015 

(AP001552) ESTs C74776 (E51022 ) , C26123 (C116681 ) correspond to a 
region of the predicted gene.; Similar to Arabidopsis thaliana 
cultivar Landsberg extra-large G-protein (AF060942) [Oryza 
sativa] 



Seq. No.- 39053 

Gene No. 80472 

Start 1 

Name OJ991202_03 . 0308 . C10 . ol . tc 

Start 2 

GI none 
Exons 



Seq. ID OJ991202_03. 0308. C10 
Strand 

End 5015 

Method TBLASTX: Cress 

End 4 954 

Score 160 



2. .103, 113. .229, 412. .516, 1329. .1583, 1337. .1582, 1427. .1531, 
2225. .2308, 2844. .2939, 3104. .3214, 3114. .3209, 3786. .3938, 
3793. .3927, 4581. .4655, 4583. .4837, 4826. .4954, 4836. .4943 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



39053 
80472 
1 

OJ991202_03. 0308. C10. ol.tm 
2 

none 



Seq. ID OJ991202_03. 0308. C10 
Strand 

End 5015 

Method TBLASTX: Maize 

End 2296 

Score 70 



2. .100, 9. .80, 92. .229, 114. .230, 367. .588, 371. .568, 
1316. .1519, 1337. .1579, 1338. .1547, 2225. .2296 



39053 
80472 
1 

OJ991202_03. 0308. C10. o2.ts 
2 

none 

2. .229, 3. .230 

39053 
80472 
1 

OJ991202_03. 0308. C10. ol.gs 



Seq. ID OJ991202_03. 0308. C10 
Strand 

End 5015 

Method TBLASTX : Soybean 

End 230 

Score 185 



Seq. ID OJ991202_03. 0308 .C10 
Strand 

End 5015 

Method GENSCAN 



38824 



Start 
GI 

Exons 



107 End 4885 

none Score . 81 

107.. 227, 344. .513, 1337. .1611, 2158. .2332, 3104. .3208, 

3789. .3926, 4583. .4678, 4769.-4885 



Seq. No. 39053 

Gene No. 80472 

Start 1 

Name OJ991202_03 . 0308 . C10 . o3 . ts 

Start 412 

GI none 
Exons 



Seq. ID OJ991202_03. 0308. C10 
Strand 

End 5015 

Method TBLASTX: Soybean 

End 2308 

Score 117 



412. .600, 1322. .1552, 1337. .1531, 1341. .1532, 2225. .2308 



Seq. No. 39053 

Gene No. 80472 

Start 1 

Name OJ991202_03 . 0308 . C10 . o4 . ts 

Start 2832 

GI none 
Exons 



Seq. ID OJ991202J33. 0308. C10 
Strand 

End 5015 

Method TBLASTX : Soybean 

End 3887 

Score 125 



2832. .2978, 2832. .2933, 2972. .3031, 3104. .3214, 3105. .3209, 
3786.-3887, 3787. .3885 



Seq. No. 39053 

Gene No. 80472 

Start 1 

Name OJ991202_03 . 0308 ,C10 . ol . ts 

Start 4583 

GI none 

Exons 4583. .4831, 4826. .4951, 4851, 



Seq. ID OJ991202_03. 0308. C10 
Strand 

End 5015 

Method TBLASTX : Soybean 

End 4951 

Score 82 
.4928 



Seq. No. 39053 

Gene No. 80472 

Start 1 

Name OJ991202_03 . 0308 . C10 . o2 . tm 

Start 4766 

GI none 
Exons 



Seq. ID OJ991202_03. 0308. C10 
Strand 

End 5015 

Method TBLASTX : Maize 

End 4951 

Score 103 



4766..4837, 4826. .4951, 4827. .4943 



Seq. No. 39054 

Gene No. 80473 

Start 2367 

Name OJ991202_03 . 0308 . Cll . o2 . gs 

Start 2367 

GI none 
Exons 



Seq. ID OJ991202_03. 0308. Cll 

Strand + 

End 5916 

Method GENSCAN 

End 5916 

Score .57 



2367. .2511, 2942. .3050, 3072. .3177, 3591. .3752, 4451. .4505, 
4559. .5024, 5474. .5601, 5783. .5916 



Seq. No. 39054 

Gene No. 80473 

Start 2367 

Name OJ991202_03 . 0308 .Cll . ol . gp 

Start 4976 

GI LIB3434-034-P1-K1-D7 

Exons 4976.. 5228, 5370.. 5532 

GI Descrip. 1 2062705/gb | U90552 | HSU90552 5.0e-10 Human butyrophilin (BTF5) 
mRNA, complete cds ' 



Seq. ID OJ991202_03. 0308. Cll 

Strand + 

End 5916 

Method AAT/GAP 

End 5532 

Score 710 



38825 




Seq. No. 39054 

Gene No. 80474 

Start- 1 

Name OJ991202_03 . 0308 . Cll . ol 

Start 1 

GI 6523547 

Exons 1..265, 2542.. 2722, 454 
GI Descrip. (AJ242540) hydroxyproli 
carteri f. nagariensis] 

Seq. No. 39054 

Gene No. 80474 

Start 1 

Name OJ991202_03 . 0308 . Cll . o3 

Start 6451 

GI none 

Exons 6451.. 6844, 6921.. 7226, 




Seq. ID OJ991202_03. 0308. Cll 
Strand 

End 8633 
.np Method AAT/NAP 

End 7205 

Score 229 
9. .4859, 5535. .5571, 6930. .7205 
ne-rich glycoprotein DZ-HRGP [Volvox 



Seq. ID OJ991202_03. 0308. Cll 
Strand 

End 8633 

.gs Method GENSCAN 

End 8177 

Score .78 
7345.-7435, 7639. .7716, 7960. .8177 



Seq. No. 39054 Seq. ID 

Gene No. 80474 Strand 

Start 1 End 

Name OJ991202_03 . 0308 . Cll . o2 . np Method 

Start 7507 End 

GI 7488706 Score 

Exons 7507.. 7716, 7805.. 8633 

GI Descrip. probable transposase - soybean transposon mariner element 

Soymarl gi | 3386534 | gb | AAC28384 . 1 | (AF078934) mariner transposase 
[Glycine max] 



OJ991202JD3. 0308. Cll 

8633 
AAT/NAP 
8633 
779 



Seq. No. 39054 

Gene No. 80474 

Start 1 

Name OJ991202_03 . 0308 . Cll . ol . tw 

Start 7810 

GI none 
Exons 



Seq. ID OJ991202_03. 0308 .Cll 
Strand 
End 

Method 
End 
Score 



8633 

TBLASTX: Wheat 

8095 

78 



7810. .8025, 7811. .8095, 7827. .8015, 7859. .8077 



Seq. No. 


39055 








; Seq. ID 


OJ991202_ 


_03 


0308 


-C12 


Gene No. 


80475 








Strand 


+ 








Start 


694 








End 


819 








Name 


OJ991202 03 


0308 


C12.ol 


.gs 


Method 


GENSCAN 








Start • 


694 








End 


819 








GI 


none 








Score 


.68 








Exons 


694 . .819 


















Seq. No. 


39056 








Seq.. ID 


OJ991202_ 


_03 


0308 


.C13 


Gene No. 


80476 








Strand 


+ 








Start 


6296 








End 


6439 








Name 


OJ991202 03 


0308 


C13.o3 


gs 


Method 


GENSCAN 








Start 


6296 








End 


6439 








GI 


none 








Score 


.63 








Exons 


6296. .6364, 


6398 


.6439 














Seq. No. 


39056 








Seq. ID 


OJ991202_ 


_03 


0308 


.C13 


Gene No. 


80477 








Strand 


+ 








Start 


8949 








End 


9302 








Name 


OJ991202 03 


0308 


C13.ol 


gp 


Method 


AAT/GAP 









38826 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8949 
none 

8949. .9302 

39056 
80478 
337 

OJ991202_03.0308.C13.ol.gs 

337 
none 

337. .380, 667. .718 

39056 
80479 
1093 

OJ991202_03.0308 .C13.ol.np 

1093 
1091678 



End 
Score 



9302 
700 



Seq. ID OJ991202_03.0308.C13 

Strand 

End 718 

Method GENSCAN 

End 718 

Score .43 



Seq. ID OJ991202_03.0308.C13 
Strand 

End 16001 

Method AAT/NAP 

End 5625 

Score 64 9 



1093. .1116, 2247. .2735, 2765. .2813, 2875. .4018, 5592. .5625 
activator-like transposable element [Pennisetum glaucum] 



39056 
80479 
1093 

OJ991202_03.0308 .C13.o2.gs 

1612 

none 



Seq. ID OJ991202_03.0308.C13 
Strand 

End 16001 

Method GENSCAN 

End 5873 

Score . 6 



1612. .1661, 2201. .4361, 4480. .4592, 4743. .5110, 5608. .5873 



39056 
80479 
1093 

OJ991202_03.0308.C13.o3.ts 

2253 
none 

2253. .2537 



Seq. ID OJ991202_03. 0308 .C13 
Strand 

End 16001 

Method TBLASTX : Soybean 

End 2537 

Score 237 



Seq. No. 39056 

Gene No. 80479 

Start 1093 

Name OJ991202_03 . 0308 . C13 . 06 . tm 

Start 2256 

GI none 

Exons 2256.. 2465, 2257.. 2463 

Seq. No. 39056 

Gene No. 80479 

Start 1093 

Name OJ991202_03 . 0308 . C13 . 08 . tm 

Start 3150 

GI none 

Exons 3150.. 3434 

Seq. No. 39056 

Gene No. 80479 

Start 1093 

Name OJ991202 03 . 0308 . C13 . ol . tw 



Seq. ID OJ991202_03. 0308 .C13 
Strand 

End 16001 

Method TBLASTX : Mai ze 

End 24 65 

Score 143 



Seq. ID OJ991202_03. 0308 .C13 
Strand 

End 16001 

Method TBLASTX : Mai ze 

End 3434 

Score 211 



Seq. ID OJ991202_03.0308.C13 
Strand 

End 16001 

Method TBLASTX : Wheat 



38827 



Start 


3165 


End 


3422 




GI 


none 


Score 


71 




Exons 


3165.. 3422, 3204.. 3422 








Seq. No. 


39056 


Seq. ID 


OJ991202 03.0308. 


C13 


Gene No. 


80479 


Strand 


- 




Start 


1093 


End 


16001 




Name 


OJ991202__03 . 0308 .C13. o3. tm 


Method 


TBLASTX:Maize 




Start 


3468 


End 


3857 




GI 


none 


Score 


148 




Exons 


3468.-3857, 3477. .3728, 3781 


. . 3855 






Seq. No. 


39056 


Seq. ID 


OJ991202_03.0308. 


C13 


Gene No. 


80479 


Strand 






Start 


1093 


End 


16001 




Name 


OJ991202 03.0308.C13.o9.tm 


Method 


TBLASTX : Maize 




Start 


5690 


End 


6307 




GI 


none 


Score 


64 




Exons 


5690.. 5782, 5697.-5777, 5811 


..5942, 5813. .5947, 6221. .6307 


Seq. No. 


39056 


Seq. ID 


OJ991202_03.0308. 


C13 


Gene No. 


80479 


Strand 






Start 


1093 


End 


16001 




Name 


OJ991202 03.0308.C13.o2-.np 


Method 


AAT/NAP 




Start 


5771 


End 


7483 




GI 


6822123 


Score 


315 




Exons 


5771. .5941, 6221. .6420, 7151 


..7207, 7342. .7483 




GI Descrip. 


(AJ251963) putative cytochrome B 561 


[Craterostigma 






plant agineum] 








Seq. No. 


39056 


Seq. ID 


OJ991202_03.0308. 


C13 


Gene No. 


80479 


Strand 






Start 


1093 


End 


16001 




Name 


OJ991202 03.0308.C13.o4.gs 


Method 


GENSCAN 




Start 


7353 


End. 


16001 




GI 


none 


Score 


.7 




Exons 


7353.. 7660, 9368.-9647, 9696 


. .10079, 


10176. .11951, 12027. .12096, 




13557. . 13725, 1382 9 .. 13924 , 


14037. .14225, 14 663. .16001 




Seq. No. 


39056 


Seq. ID 


OJ991202_03.0308. 


C13 


Gene No. 


80479 


Strand 






Start 


1093 


End 


16001 




Name 


OJ991202 03.0308.C13.o3.np 


Method 


AAT/NAP 




Start 


9693 


End 


16001 




GI 


7486511 


Score 


3507 




Exons 


9693. .10079, 10176. .11951, 12027. .12150, 1354 8. .13680, 






13829. . 13924, 14037. . 14225, 


14 663. .15341, 15426 .. 15635, 






15675. . 16001 









GI Descrip. hypothetical protein F6G3.130 - Arabidopsis thaliana 

gi I 4938486 | emb | CAB43845.il (AL078464) putative protein 
[Arabidopsis thaliana] gi | 7269910 | emb | CAB8 1003 . 1 | (AL161576) 
putative protein [Arabidopsis thaliana] 



Seq. No. 39056 Seq. ID 

Gene No. 80479 Strand 

Start 1093 End 

Name OJ991202 03 . 0308 . C13 . o2 . tm Method 



OJ991202_03.0308 .C13 
16001 

TBLASTX : Maize 



.38828 



Start 
GI 

Exons 



9709 End 10307 

none Score 144 

9709.. 9897, 9738.. 9935, 9832.. 9903, 9885.. 10079, 9897.. 9953, 
9954.. 10079, 9958. .10080, 9958.. 10080, 10173 .. 10307 , 
10174. .10305 



Seq. No. 39056 

Gene No. 80479 

Start 1093 

Name OJ991202_03 . 0308 . C13 . ol . ts 

Start 9715 

GI none 
Exons 



Seq. ID OJ991202_03.0308.C13 
Strand 

End 16001 

Method TBLASTX : Soybean 

End 10383 

Score 53 



9715. .9792, 9735. .9794, 9831. .9929, 9852. .9923, 9957. .10079, 
9967.. 10080, 10173. .10382, 10174.. 10383 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ991202_03.0308.C13 
Strand 

End 16001 

Method AAT/GAP 

End 10298 

Score 526 



39056 
80479 
1093 

OJ991202_03 . 0308 . C13 . o2 . gp 
9908 

LIB34 31-024-P1-K1-C2 
9908.. 10079, 10176.. 10298 

M938486/emb|CAB43845.1| 1.0e-30 (AL078464) putative protein 
[Arabidopsis thaliana] f * 



39056 
80479 
1093 

OJ991202_03.0308.C13.ol.tc 

9951 

none 



Seq. ID OJ991202_03.0308.C13 
Strand 

End 16001 

Method TBLASTX : Cress 

End 10515 

Score 69 



9951.. 10079, 9954.. 10079, 9970.. 10080, 10173 .. 10502 , 
10174. .10515 



Seq. No. 39056 

Gene No. 80479 

Start 1093 

Name OJ991202_03 . 0308 . C13 . ol . tm 

Start 10430 

GI none 
Exons 



Seq. ID OJ991202_03.0308.C13 
Strand 

End 16001 

Method TBLASTX: Maize 

End 11452 

Score 327 



10430. .10759, 10431. .11450, 104 32 .. 10851 , 10892. .11452 



Seq. No. 39056 

Gene No. 80479 

Start 1093 

Name OJ991202_03 . 0308 . C13 . o2 . ts 

Start 10433 

GI none 
Exons 



Seq. ID OJ991202_03.0308.C13 
Strand 

End 16001 

Method TBLASTX : Soybean 

End , 10794 

Score 287 



10433. .10555, 10434 .. 10727 , 10447 .. 10710, 10654 .. 10794 , 
10707. .10793 



Seq. No. 39056 

Gene No. 80479 

Start 1093 

Name OJ991202_03 . 0308 . C13 . o3 . tc 

Start 10524 

GI none 



Seq. ID OJ991202_03.0308.C13 
Strand 

End 16001 

Method TBLASTX: Cress 

End 11486 

Score 143 



38829 



10524. .10835, 10633 108'3£, 10836 .. 10994 , 11385.. 11486 



Exons 

Seq. No. 39056 
Gene No. 80479 
Start 1093 

Name OJ991202_03 . 0308 . C13 . o2 . tc 

Start 11601 
GI none 
Exons 11601. 

11770. 

12034. 



11786, 11604. .11789, 
11952, 11775. .11954, 
12138, 12050.. 12142 



Seq. ID OJ991202_03.0308.C13 
Strand 

End 16001 

Method TBLASTX : Cress 

End 12149 

Score 107 
11617. .11802, 11757. .11954, 
11857. .11958, 12012. .12149, 



Seq. No. 39056 

Gene No. 80479 

Start 1093 

Name . OJ991202_03 . 0308 . C13 . o4 . tm 

Start 11854 

GI none 

Exons 11854. .11952, 11856 .. 11954 , 
12031. . 12111 



Seq. ID OJ991202_03.0308 .C13 
Strand 

End 16001 

Method TBLASTX: Maize 

End 12111 

Score 136 
11891. .11962, 12012. .12110, 



Seq. No. 39056 

Gene No. 80479 

Start 1093 

Name OJ991202_03 . 0308 . C13 . o5 . tm 

Start 13526 

GI none 

Exons 13526. .13729, 13544 .. 13681, 
13821. .1388 9, 13824. .13901, 



Seq. ID OJ991202_03.0308.C13 
Strand 

End 16001 

Method TBLASTX : Maize 

End 13902 

Score 147 
1354 8. .13730, 13557. .13727, 
13831. .13902 



Seq. No. 39056 

Gene No.. 80479 

Start 1093 

Name OJ991202_03 . 0308 . C13 . o7 . tm 

Start 14 604 

GI none 

Exons 14604 .. 14732, 14 634 .. 14726, 
14731. .14856 



Seq. ID OJ991202_03. 0308 .C13 
Strand 

End 16001 

Method TBLASTX : Mai ze 

End 14858 

Score 131 
14727. .14813, 14 730. . 14 858, 



Seq. No. 39057 

Gene No. 80480 

Start 277 

Name OJ991202_03 . 0308 . C15 . ol . gs 

Start 277 

GI none 

Exons 277.. 476 



Seq. ID OJ991202_03. 0308 .C15 
Strand 

End 476 

Method GENSCAN 

End 476 

Score .47 



Seq. No. 39058 

Gene No. 80481 

Start 469 

Name OJ991202_03 . 0308 . C17 . ol . gs 

Start 469 

GI none 

Exons 469.. 640 



Seq. ID OJ991202_03.0308.C17 

Strand + 

End 640 

Method GENSCAN 

End 640 

Score .49 



Seq. No. 
Gene No. 



39059 
80482 



Seq. ID OJ991202_03.0308.C18 
Strand + 



38830 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



341 

OJ991202_03.0308.C18.ol.gs 
. 341 
none 

341. .370, 491. .617 

39060 
80483 
8 

OJ991122_09.0330.Cl.ol.gs 
8 

none 



End 

Method 

End 

Score 



617 

GENSCAN 

617 

.64 



Seq. ID OJ991122_09.0330.C1 

Strand 

End 954 

Method GENSCAN 

End 872 

Score .74 



8. .225, 316. .478, 575. .809, 849. .872 



39060 
80483 
8 

OJ991122_09.0330.Cl.ol.np 
309 

7021740 

309. .478, 575. .809, 895. .954 

(AC024081) hypothetical protein [Arabidopsis thaliana] 



Seq. ID OJ991122_09.0330.C1 
Strand 

954 

AAT/NAP 
954 
534 



End 

Method 

End 

Score 



39060 
80483 
8 

OJ991122_09.0330.Cl.ol .ts 

622 

none 

622. .801, 624. .812, 895. .951 



Seq. ID : OJ991122_09.0330.C1 
Strand 

End 954 

Method TBLASTX : Soybean 
End 951 
Score 141 



39061 
80484 
9856 

OJ991122_09.0330.C2.ol.np 
9856 
4335773 

9856. .10033, 10109. .10228, 10271. .10454 
(AC006284) unknown protein [Arabidopsis thaliana] 



Seq. ID OJ991122_09.0330.C2 
Strand + 

10454 
AAT/NAP 
10454 
167 



End 

Method 

End 

Score 



39062 
80485 
1 

OJ991122_09.0330.C3.ol.np 
1 

4335773 



Seq. ID OJ991122_09.0330.C3 

Strand + 

End 1228 

Method AAT/NAP 

End 1141 

Score 327 



1..280, 411. .488, 620. .787, 839. .1141 

(AC006284) unknown protein [Arabidopsis thaliana] 



39062 
80485 
1 

OJ991122_09.0330.C3.ol.gs 
76 

none 

76. .280, 346. .488, 653. .1228 



Seq. ID OJ991122_09.0330.C3 

Strand + 

End 1228 

Method GENSCAN 

End 1228 

Score . 7 



38831 



Seq. No. 


39062 






Seq. ID 


OJ991122_09.0330 


.C3 


Gene No. 


80486 






Strand 






Start 


2890 






End 


o o r a 

3264 




Name 


OJ991122_09 


. 0330 . C3 . o2 . 


gs 


Method 


GEN SCAN 




Start 


2890 






End 


3264 




GI 


none 






Score 


. 88 




Exons 


2890 . . 3062, 


01 f 1 S ^ £2 A 

olol . . 51 64 










Seq. No. 


39063 






Seq. ID 


OJ991122_09.0330 


.C4 


Gene No. 


80487 






Strand 






Start 


66 






End 


1073 




Name 


OJ991122__09 


. 0330 .C4 . ol . 


gs 


Method 


GEN SCAN 




Start 


66 






End 


1048 




GI 


none 






Score 


. 61 




Exons 


.66 . .1048 












Seq. No. 


39063 






Seq. ID 


OJ991122 09.0330 


. C4 


Gene No. 


80487 






Strand 


+ 




Start 


66 






End 


1073 




Name 


OJ991122 09 


.0330.C4.ol. 


np 


Method 


AAT/NAP 




Start 


147 






End 


1073 




GI 


6862939 






Score 


506 




Exons 


147 . . 1073 












GI Descrip. 


(AC019018) 


unknown protein 


[Arabidopsis 


thaliana] 




Seq. No. 


39064 






Seq. ID 


OJ991122 09.0330 


. C5 


Gene No. 


80488 






Strand 


+ 




Start 


1 






End 


1657 




Name 


OJ991122_09 


.0330.C5.ol. 


np 


Method 


AAT/NAP 




Start 


1 






End 


1626 




GI 


6862939 






Score 


983 




Exons 


1 . . 1626 












GI Descrip. 


(AC019018 ) 


unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


39064 






Seq. ID 


OJ991122_09.0330 


.C5 


Gene No. 


80488 






Strand 


+ 




Start 


1 






End 


1657 




Name 


OJ991122_09 


.0330.C5.ol. 


gs 


Method 


GENSCAN 




Start 


218 






End 


1657 




GI 


none 






Score 


1 




Exons 


218 . . 1657 












Seq. No. 


39064 






Seq. ID 


OJ991122_09.0330 


.C5 


Gene No. 


80489 






Strand 






Start 


2219 






End 


2374 




Name 


OJ991122 09 


.0330.C5.o2. 


ts 


Method 


TBLASTX: Soybean 




Start 


266 






End 


472 




GI 


none 






Score 


187 




Exons 


266. .472, 274. .468 










Seq. No. 


39064 






Seq. ID 


OJ991122_09.0330 


.C5 


Gene No. 


80489 






Strand 






Start 


2219 






End 


2374 




Name 


OJ991122 09 


.0330.C5.ol. 


ts 


, Method 


TBLASTX: Soybean 




Start 


1130 






End 


1612 




GI 


none 






Score 


228 




Exons 


1130. . 1330, 


1132. . 1332, 


1334.. 1501, 1339.. 1416, 1556.. 1612 



38832 



Seq. No. 


39064 


Seq. ID 


OJ991122 


_09.0330 


.C5 


Gene No. 


80489 


Strand 


— 






Start 


2219 


End 


2374 






Name 


OJ991122 09.0330.C5.o2.gs 


Method 


GENSCAN 






Start 


2219 


End 


2374 






GI 


none 


Score 


.86 






Exons 


2219. .2374 










Seq. No. 


39065 


Seq. ID 


OJ991122 


_09.0330 


.C6 


Gene No. 


80490 


Strand 


+ 






Start 


11795 


End 


19382 






Name 


OJ991122 09.0330.C6.o3.gs 


Method 


GENSCAN 






Start 


11795 


End 


18982 






GI 


none 


Score 


.63 






Exons 


117 95. . 11850, 12472. . 1257 9, 


13307. .13406, 14567 


. . 14920, 






15002. .15090, 15551. .15638, 


16081. .16389, 17136 


. . 17375, 






17521. . 17632, 17 978. . 18090, 


18212. .18361, 18827 


. . 18982 




Seq. No. 


39065 


Seq. ID 


OJ991122 


_09.0330 


.C6 


Gene No. 


80490 


Strand 


+ 






Start 


11795 


End 


19382 






Name 


OJ991122 09.0330.C6.o3.np 


Method 


AAT/NAP 






Start 


12548 


End 


19382 






GI 


7486768 


Score 


1596 






Exons 


1254 8. .12597, 13304. .13406, 


13768. .13912, 14468 


. . 14920, 






15005. .15090, 15551. .15638, 


15708. .15783, 15907 


. .15956, 






16081. .16402, 16826. .17032, 


17136. .17375, 17521 


. .17632, 






17981. . 18090, 18212. .18337, 


18827. .18982, 19339 


. .19382 




GI Descrip. 


hypothetical protein L23H3. 


30 - Arabidopsis thaliana 






gi I 4 914 452 | emb | CAB43692 . 1 1 


(AL050398) putative ; 


protein 






[Arabidopsis thaliana] gi | 7270159 | emb | CAB79972 . 


11 (AL16158: 




putative protein [Arabidopsis thaliana] 








Seq. No. 


39065 


Seq. ID 


OJ991122 


_09.0330 


.C6 


Gene No . 


80490 


Strand 


+ 






Start 


11795- 


End 


19382 






Name 


OJ991122 09.0330.C6.ol.gp 


Method 


AAT/GAP 






Start 


18007 


End 


18980 






GI 


3107449 


Score 


524 






Exons 


18007. .18090, 18212. .18361, 


18827. . 18980 






GI Descrip. 


2914703 1.0e-25 (AC003974) 


unknown protein [Arabidopsis 






thaliana] 










Seq. No. 


39065 


Seq. ID 


OJ991122 


_09.0330 


.C6 


Gene No. 


80491 


Strand 








Start 


1429 


End 


7228 






Name 


OJ991122 09.0330.C6.o2.np 


Method • 


AAT/NAP 






Start 


1429 


End 


7228 






GI 


7340868 


Score 


207 






Exons 


1429. .1575, 3092. .3181, 7048. .7228 








GI Descrip. 


(AP001551) hypothetical protein [Oryza 


sativa] 






Seq. No. 


' 39065 


Seq. ID 


OJ991122 


_09.0330 


.C6 


Gene No. 


80491 


Strand 








Start 


1429 


End 


7228 






Name 


OJ991122 09.0330.C6.ol.np 


Method 


AAT/NAP 







38833- 




Start 


5630 


End 


6935 




GI 


6815099 


Score 


87 




Exons 


5630. .5749, 6882. .6935 








GI Descrip. 


(AP001081) hypothetical protein [Oryza 


sativa] 




Seq. No. 


39065 


Seq. ID 


OJ991122 09.0330 


,C6 


Gene No. 


80492 


Strand 


- 




Start 


7155 


End 


10875 




Name 


OJ991122_09.0330.C6.o2.gs 


Method 


GEN SCAN 




Start 


7155 


End 


10875 




GI 


none 


Score 


.79 




Exons 


7155. .7423, 7528. .7572, 829C 


..8417, 88 


72 . .8941, 10758 . . 


10875 


Seq. No. 


39065 


Seq. ID 


OJ991122JD9.0330 


.C6 


Gene No. 


80493 


Strand 






Start 


13269 


End 


13900 




Name 


OJ991122_09.0330.C6.o3.tm 


Method 


TBLASTX: Maize 




Start 


13269 


End 


13882 




GI 


none 


Score 


115 




Exons 


132 69. .13382, 1328 6. .13381, 


13741. .13881, 13769. .13882 




Seq. No. 


39065 


Seq. ID 


OJ991122_09.0330 


.C6 


Gene No. 


80493 


Strand 






Start 


13269 


End 


13900 




Name 


OJ991122_09.0330.C6.o3.ts 


Method 


TBLASTX : Soybean 




Start 


13760 


End 


13900 




GI 


none 


Score 


201 




Exons 


137 60. .13900, 137 68. .13878 








Seq. No. 


39065 


Seq. ID 


OJ991122_09.0330 


.C6 


Gene No . 


80493 


Strand 






Start 


13269 


End 


13900 




Name 


OJ991122 09.0330.C6.o2.tc 


Method 


TBLASTX: Cress 




Start 


13768 


End 


13897 




GI 


none 


Score 


196 




Exons 


137 68 .. 13878, 137 69 138 97, 


13772. .13897 




Seq. No. 


39065 


Seq. ID 


OJ991122_09.0330 


. C6 


Gene No. 


80494 


Strand 






Start 


17274 


End 


18991 




Name 


OJ991122 09.0330.C6.ol.ts 


Method 


TBLASTX: Soybean 




Start 


17274 


End 


18330 




GI 


none 


Score 


91 




Exons 


17274. .17393, 17519 .. 17608 , 


17521. .17607, 17521. .17616, 






17 979. . 18068, 17 979 1808 9, 


17980. .18090, 18209. . 18328, 






18214.. 18330 








Seq. No. 


39065 


Seq. ID 


OJ991122_09.0330 


.C6 


Gene No. 


80494 


Strand 






Start 


17274 


End 


18991 




Name 


OJ991122 09.0330.C6.ol.tc 


Method 


TBLASTX: Cress 




Start 


17515 


End 


18955 




GI 


none 


Score 


73 




Exons 


17515. .17583, 17 983. .180 93, 


17 985. . 18092, 18209 . .'18361 , 






18211. .18354, 18829. .18945, 


18830. .18955 




Seq. No. 


39065 


Seq. ID 


OJ991122_09.0330 


.C6 



38834 




Gene No . 


80494 






Strand 






Start 


17274 






End 


18991 




Name 


OJ991122 


_09. 0330. C6. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


17959 






End 


18361 




GI 


none 






Score 


177 




Exons 


17959. .18093, 17970. 


. 18092, 


18147. .18356, 18181. .18360, 






18209 . . li 


3361, 18209. 


. 18361 








Seq. No. 


39065 






Seq. ID 


OJ991122_09.0330 


.C6 


Gene No. 


80494 






Strand 






Start 


17274 






End 


18991 




Name 


OJ991122_ 


J39.0330.C6. 


o2.tm 


Method 


TBLASTX : Maize 




Start 


18808 






End 


18991 




GI 


none 






Score 


71 




Exons 


18808 . . li 


3984, 18832. 


. 18960, 


18833. .18985, 18833.. 18991 




Seq. No. 


39065 






Seq. ID 


OJ991122J39.0330 


,C6 


Gene No. 


80494 






Strand 






Start 


17274 






End 


18991 




Name 


OJ991122 


_09.0330.C6. 


o2.ts 


Method 


TBLASTX: Soybean 




Start 


18808 






End 


18988 




GI 


none 






Score 


242 




Exons 


18808. .IE 


3981, 18830. 


. 18982, 


18833. .18988 




Seq. No. 


39066 ' 






Seq. ID 


OJ991122_09.0330 


.C7 


Gene No. 


80495 






Strand 


+ 




Start 


1 






End . 


903 




Name 


OJ991122 


_09. 0330. C7. 


ol . np 


Method 


AAT/NAP 




Start 


1 






End 


903 




GI 


7486768 






Score 


269 




Exons 


1..96, 450. .719, 828 


. .903 








GI Descrip. 


hypothetical protein 


L23H3. 


30 - Arabidopsis thaliana 






gi I 4 914 4 52 lemb ICAB4 3692.il 


(AL050398) 


putative protein 





[Arabidopsis thaliana] gi | 7270159 | emb | CAB7 9972 . 1 1 (AL161581) 
putative protein [Arabidopsis thaliana] 



Seq. No. 


39066 










Seq. ID 


OJ991122_09.0330 


.C7 


Gene No. 


80495 










Strand 


+ 




Start 


1 










End 


903 




Name 


OJ991122 


_09 


.0330. C7 


ol 


.gs 


Method 


GENSCAN 




Start 


13 










End 


530 




GI 


none 










Score 


.7 




Exons 


13. .96, 


450 


. .530 












Seq. No. 


39066 










Seq. ID 


OJ991122_09.0330 


.C7 


Gene No. 


80495 










Strand 


+ 




Start 


1 










End 


903 




Name 


OJ991122 


_09 


.0330. C7 


ol 


.ts 


Method 


TBLASTX: Soybean 




Start 


438 










End 


674 




GI 


none 










Score 


287 




Exons 


438. .674 


, 4 


43. . 655 












Seq. No. 


39066 










.Seq. ID 


OJ991122_09.0330 


.C7 


Gene No. 


80495 










Strand 


+ 




Start 


1 










End 


903 




Name 


OJ991122 


_09 


.0330. C7 


ol 


.tc 


Method 


TBLASTX: Cress 




Start 


444 










End 


674 





38835 




GI 


. none 




Score 


277 


Exons 


444 , . 674, 446. . 655 








Seq. No. 


39066 




Seq. ID 


OJ991122_09.0330.C7 


Gene No. 


80495 




Strand 


+ " 


Start 


1 




End 


903 


Name 


OJ991122_09.0330.C7 . ol . 


tm 


Method 


TBLASTX: Maize 


Start 


444 




End 


671 


GI 


none 




Score 


257 


Exons 


444 . . 671, 446. . 652 








Seq. No. 


39067 




Seq. ID 


OJ991122_09.0330.C8 


Gene No. 


80496 




Strand 


+ 


Start 


1873 




End 


2131 


Name 


OJ991122 09.0330.C8.ol. 


np 


Method 


AAT/NAP 


Start 


1873 




End 


2131 


GI 


2134982 




Score 


108 


Exons 


1873. .1983, 2082. .2131 








GI Descrip. 


ubiquitin thiolesterase 


(EC 


3.1.2.15) 


- human 




gi| 1122278 |emb|CAA62 690 


.11 


(X91349) de 


-ubiquitinase [Homo 




sapiens] 








Seq. No. 


39067 




Seq. ID 


OJ991122 09. 0330. C8 


Gene No. 


80496 




Strand 


■ + 


Start 


1873 




End 


2131 


Name 


OJ991122 09.0330.C8.ol. 


gs 


Method 


GENSCAN 


Start 


1888 




End 


1983 


GI 


none 




Score 


.59 


Exons 


1888 . .1983 








Seq. No. 


39067 




Seq. ID 


OJ991122_09.0330.C8 


Gene No. 


80496 




Strand 


+ 


Start 


1873 




End 


2131 


Name 


OJ991122 09.0330.C8.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


1902 




End 


2131 


GI 


none 




Score 


143 


Exons ■ 


1902. . 1982, 1903. .1983, 


2001. .2030, " 2069. .2131, 2070. .2129 




2071. .2130 








Seq. No. 


39068 




Seq. ID 


OJ991122_09.0330.C9 


Gene No. 


80497 




Strand 


+ 


Start 


558 




End 


629 


Name 


OJ991122 09.0330.C9.ol. 


gs 


Method 


GENSCAN 


Start 


558 




End 


629 


GI 


none 




Score 


.92 


Exons 


558 . . 629 








Seq. No. 


39069 




Seq. ID 


OJ991122_09.0330.C1 


Gene No. 


80498 




Strand 


+ 


Start 


848 




End 


2272 


Name 


OJ991122 09. 0330. C10. ol 


.gs 


Method 


GENSCAN 


Start 


848 




End 


2272 


GI 


none 




Score 


.8 


Exons 


848. .2272 









Seq. No. 39069 Seq. ID OJ991122_09 . 0330 . C10 

Gene No. 80499 Strand 



38836 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3320 End 
OJ991122_09. 0330. CIO. o2.gs Method 
3320 End 
none Score 
3320. 
5191. 
7243. 



16800 
GENSCAN 
16800 
.62 

.3379, 3692. .3820, 3937. .4204, 4367. .4689, 4985. .5101, 
.5286, 5757. .5930, 6059. .6225, 6782. .6947, 7022. .7160, 
.7435, 7708.. 7883, 8734.. 8924, 10275 104 67 , 11862 .. 11980, 



13797. .13986, 14 130 .. 14235, 154 58 .. 15528 , 16481. .16800 



4367. 
6782. 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.4710, 
.6947, 



OJ991122 09. 0330. C10 



39069 
80499 
3320 

OJ991122_09. 0330. C10. ol.np 
3642 
5103843 

3642.. 3815, 3927.. 4204, 
5757.. 5930, 6059.. 6225, 
7549. .7631, 7749. .7867 

(AC007591) Is a member of the PF 100955 Anion exchanger family. 
[Arabidopsis thaliana] 



16800 
AAT/NAP 
7867 
1967 
4997. .5101, 
7022. .7160, 



5191. 
7243. 



,5286, 
,7435, 



39069 
80500 
17716 

OJ991122_09. 0330. C10. ol.ts 

3698 

none 

3698.. 3778, 3949.. 4206, 3958. 
4366.-4644, 4397. .4612, 4621. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991122 09. 0330. C10 



20210 

TBLASTX : Soybean 
20118 
73 

4122, 4007. .4207, 4019. .4210, 
4701, 4622. .4690, 4964. .5095, 



4980. .5096, 5197. .5292, 5198. .5293, 5757. .5813, 19609 .. 19686, 
19860. .20117, 19869. .20033, 19918. .20118 



Seq. No. 39069 Seq. ID OJ991122_09 . 0330 . C10 

Gene No. 80500 Strand 

Start 17716 End 20210 

Name .. OJ991122_09 . 0330 . C10 .,o2 . tm Method TBLASTX : Maize 

Start 3973 ■ End 20121 

GI none Score 255 

Exons 3973. .4008, 4004. .4234, 4007. .4207, 4353.-4574, 4366. .4578, 
4388. .4576, 19884 .. 19919, 19915 .. 20121, 19918. .20118 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39069 Seq. ID OJ991122_09 . 0330 . C10 

80500 Strand 

17716 End 20210 

OJ991122_09 . 0330 . C10 . o2 . tc Method TBLASTX : Cress 

4081 End 20124 

none Score 75 

4081. .4206, 4082. .4213, 4343. .4573, 4366. .4605, 4366. .4632, 

4385. .4639, 1994 5 .. 19989, 19992 .. 20117 , 19993. .20124 

39069 Seq. ID OJ991122_09 . 0330 . C10 

80500 Strand 

17716 End 20210 

OJ991122 JD9 . 0330 . C10 . o3 . tm Method TBLASTX : Maize 

4579 End 6140 - 

none Score 133 

4579. .4689, 4580. .4690, 4582. .4692, 4985. .5122, 4985. .5092, 



38837 






4998. .5099, 


4999 


. .5124, 


5188 


.5286, 5191.. 5286, 5192.. 5287, 




5740. . 5931, 


5754 


. .5933, 


6057 


.6140, 6057. .6137, 6059. .6139 


Seq. No. 


39069 








Seq. ID 


OJ991122_09. 0330. C10 


Gene No . 


80500 








Strand 




Start 


17716 








End 


20210 


Name 


OJ991122 09. 


0330 


.C10.o3, 


tc 


Method 


TBLASTX: Cress 


Start 


5191 








End 


5965 


GI 


none 








Score 


101 


Exons 


5191. .5283, 


5198 


. . 5275, 


5740. 


.5934, 5757.. 5954, 5779.. 5955, 




5780. .5965 












Seq. No. 


39069 








Seq. ID 


OJ991122JD9. 0330. C10 


Gene No. 


80500 








Strand 




Start 


17716 








End 


20210 


Name 


OJ991122 09. 


0330 


C10.o3. 


ts 


Method 


TBLASTX : Soybean 


Start 


5814 








End 


6239 


GI 


none 








Score 


111 


Exons 


5814 . . 5933, 


5815 


. 5919, 


6005. 


.6043, 6032.. 6229, 6032.. 6226, 




6033. . 6239 












Seq. No. 


39069 








Seq. ID 


OJ991122_09. 0330. C10 


Gene No. 


80500 








Strand 




Start 


17716 








End 


20210 


Name 


OJ991122 09. 


0330 


C10.O4. 


tc 


Method 


TBLASTX: Cress 


Start 


6056 








End 


6229 


GI 


none 








Score 


62 


Exons 


6056. . 6142, 


6056 


. 6226, 


6058 . 


.6228, 6096.. 6227, 6170.. 6229 


Seq. No. 


39069 








Seq. ID 


OJ991122_09. 0330. C10 


Gene No . 


80500 








Strand 




Start 


17716 








End 


20210 


Name 


OJ991122 09. 


0330 


C10.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


6789 








End 


7313 


GI 


none 








Score 


47 


Exons 


6789. .6953, 


6790. 


. 6948, 


7022. 


.7159, 7023.. 7160, 7242.. 7313, 




7243. .7302 












Seq. No. 


39069 








Seq. ID 


OJ991122_09. 0330. C10 


Gene No. 


80500 








Strand 




Start 


17716 








End 


20210 


Name 


OJ991122 09. 


0330. 


ClO.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


6918 








End 


7434 


GI 


none 








Score 


36 


Exons 


6918. .6953, 


6919. 


. 6948, 


7022. 


.7159, 7023.. 7160, 7233.. 7403, 




7242. .7418, 


7243. 


.7434 








Seq. No . 


39069 








Seq. ID 


OJ991122_09. 0330. C10 


Gene No . 


80500 








Strand 




Start 


17716 








End 


20210 


Name 


H TQQ1 1 OO HQ 


U o JU . 


ClU . Ol . 


tm 


Method 


TBLASTX: Maize 


Start 


7022 








End 


7856 


GI 


none 








Score 


93 


Exons 


7022. .7159, 


7023. 


^7160, 


7025. 


.7177, 7242. .7436, 7242. .7439, 




7246. .7437, 


7538. 


.7636, 


7551. 


.7634, 7749.. 7856 


Seq. No. 


39069 








Seq. ID 


OJ991122_09. 0330. C10 



38838 



Gene No. 


80500 


Strand 








Start 


17716 


End 


20210 






Name 


OJ991122_09 . 0330 .CIO . o3 . gs 


Method 


GENSCAN 






Start 


17716 


End 


■ 20115 






GI 


none 


Score 


. 66 






Exons 


17716.. 17879, 18835.. 188 52, 


19047. .19221, 19603 


. . 19731, 






19848 ... 20115 










Seq. No. 


39069 


Seq. ID 


OJ991122 


_09. 0330 


. C10 


Gene No. 


80500 


Strand 








Start 


17716 


End 


20210 






Name 


OJ991122 09.0330.C10.o2.np 


Method 


AAT/NAP 






Start 


19555 


End 


20210 






GI 


5103843 


Score 


297 






Exons 


19555. . 19724, 19836. .20210 










GI Descrip. 


(AC007591) Is a member of the PF| 00955 


Anion exchanger 


family. 




[Arabidopsis thaliana] 










Seq. No. 


39070 


Seq. ID 


OJ991122 


JD9.0330 


. Cll 


Gene No. 


80501 


Strand 


+ 






Start 


2838 


End 


5651 






Name 


OJ991122 09.0330.Cll.o2.gs 


Method 


GENSCAN 






Start 


2838 


End 


5651 






Gl' 


none 


Score 


. 62 






Exons ■ 


2838. .3043, 3402. .3543, 3731 


..3881, 40 


69. .4321, 


4747. .4 


855, 




4860. .4955, 5196. .5651 










Seq. No. 


39070 


Seq. ID 


OJ991122 


_09.0330 


. Cll 


Gene No . 


80501 


Strand 


+ 






Start 


2838 


End 


5651 






Name 


OJ991122 09.0330.Cll.o2.np 


Method 


AAT/NAP 






Start 


3791 


End 


5155 






GI 


2281641 


Score 


111 






Exons 


3791. .3968, 4908. .5155 










GI Descrip. 


(AF003101) AP2 domain containing protein RAP2 . 8 


[Arabidopsis 




thaliana] 










Seq. No. 


39070 


Seq. ID 


OJ9?1122_ 


_09.0330 


.Cll 


Gene No. 


80502 


Strand 


+ 






Start 


5787 


End 


14097 






Name 


OJ991122 09.0330.Cll.o3.np 


Method 


AAT/NAP 






Start 


5787 


End 


10956 






GI 


4680203 


Score 


1987 






Exons 


5787. .5834, 7067. .8756, 1085 


8. . 10956 








GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum 


bicolor] 






Seq. No. 


39070 


Seq. ID 


OJ991122_ 


_09.0330 


.Cll 


Gene No. 


80502 


Strand 


+ 






Start 


5787 


End 


14097 






Name 


OJ991122 09.0330.Cll.ol.gp 


Method 


AAT/GAP 






btart 


6581 


End 


7206 






GI 


2310235 


Score 


303 






Exons 


6581. .6618, 7067. .7206 










GI Descrip. 


5852182/emb|CAB554 20. 1 | 9. Oe^ 


-13 (AL117265) zhb0012.1 [Oryza 




sativa] 










Seq. No. 


39070 


Seq. ID 


OJ991122_ 


_09.0330 


.Cll 



38839 



Gene No. 80502 Strand + 

Start 5787 End 14097 

Name OJ991122_09. 0330 .Cll . o2 . gp Method AAT/GAP 

Start 7071 End 8754 

GI 342_1.R1084 Score 2739 

Exons 7071.. 8754 

GI Descrip. 1 4574406/gb | AAD24042 . 1 | 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI. 

Exons 



39070 
80502 
5787 

OJ991122_09. 0330. Cll. o3.gs 
7257 



Seq. ID OJ991122_09. 0330. Cll 
Strand + 
End 14097 
Method GENSCAN 
End 14097 
none Score .43 

7257. .8082, 8217. .8521, 8726. .8956, 9319. .10122, 10256 .. 10635, 
10720. .10792, 11065. .11240, 11818 .. 12099, 13120 13283, 
14036. .14097 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ991122_09. 0330. Cll 
Strand 

End 2563 

Method AAT/NAP 

End 2563 

Score 1218 

1..45, 419. .592, 717. .883, 1490. .1655, 1730. .1868, 1950. .2142, 
2257. .2339, 2441. .2563 

(AC007591) Is a member of the PF| 00955 Anion exchanger family. 
[Arabidopsis thaliana] 



39070 
80503 
1 

OJ991122_09. 0330. Cll. ol.np 
1 

5103843 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39070 
80503 
1 

OJ991122_09. 0330. Cll. ol.gs 

419 

none 



Seq. ID OJ991122_09. 0330. Cll 
Strand 

End 2563 

Method GENSCAN 

End 2323 

Score .82 



419.. 592, 1730.. 1868, 1950.. 2142, 2257.. 2323 



39070 
80504 
11344 

OJ991122_09. 0330. Cll. o2.ts 
1 

none - 



Seq. ID OJ991122_09. 0330. Cll 
Strand 

End 11463 

Method TBLASTX : Soybean 

End 1541 

Score 170 

1..51, 414. .581, 414. .566, 425. .646, 690. .884, 691. .897, 
718.. 885, 1485.. 1541 



Seq. No. 39070 

Gene No. 80504 

Start 11344 

Name OJ991122_09 . 0330 . Cll . o3 . tc 

Start 1 

GI none 

Exons 1..42, 419. .631, 423. .587 

Seq. No. 39070 

Gene No. 80504 



Seq. ID OJ991122 
Strand 



30. Cll 



End 

Method 

End 

Score 



11463 

TBLASTX: Cress 

631 

149 



Seq. ID OJ991122JD9. 0330. Cll 
Strand 



38840 



# • 



Start 


11344 








End 


11463 


Name 


OJ991122 09 


.0330. 


Cll.o3 


. tm 


Method 


TBLASTX: Maize 


Start 


1 








End 


798 


GI 


none 








Score 


71 


Exons 


1. .45, 2. .46, 402 


! . . 587, 


416. .* 


631, 715, 


. .798, 717 . .797 


Seq. No. 


39070 








Seq. ID 


OJ991122__09.0330.C11 


Gene No. 


80504 








Strand 




Start 


11344 








End 


11463 


Name 


OJ991122 09, 


.0330. 


Cll.o4 , 


. tc 


Method 


TBLASTX: Cress 


Start 


714 








End 


887 


GI 


none 








Score 


118 


Exons 


714. .887, 714. .884, 781. 


. . 885 






Seq. No. 


39070 








Seq. ID 


OJ991122_09.0330.C11 


Gene No. 


80504 








Strand 




Start 


11344 








End 


11463 


Name 


OJ991122 09, 


,0330. 


Cll.ol. 


. tc 


Method 


TBLASTX: Cress 


Start 


1629 








End 


2141 


GI 


none 








Score 


103 


Exons 


1629. . 1661, 


1730 . 


. 1867, 


1731 . 


.1868, 1940. .2110, 1949. .2125, 




1950.. 2141 












Seq. No. 


39070 








Seq. ID 


OJ991122_09.0330.C11 


Gene No. 


80504 








Strand 




Start - 


11344 








End 


11463 


Name 


OJ991122 09. 


. 0330. 


Cll.ol. 


. tm 


Method 


TBLASTX: Maize 


Start 


1730 








End 


2548 


GI 


none 








Score 


88 


Exons 


1730. . 1867, 


1731. 


. 1868, 


1949. 


.2146, 1953.. 2144, 2246.. 2344, 




2259. .2342, 


2395. 


.2526, 


2441 . 


.2548 




Seq. No. 


39070 








Seq. ID 


OJ991122_09.0330.C11 


Gene No. 


80504 








Strand 




Start 


11344 








End 


11463 


Name 


OJ991122 09, 


, 0330. 


Cll.o3. 


, ts 


Method 


TBLASTX : Soybean 


Start 


1815 








End 


2146 


GI 


none 








Score 


55 


Exons 


1815. . 1868, 


1817. 


. 1870, 


1949. 


.2050, 1950. .2081, 1950. .2075, 




2036. .2146, 


2037. 


.2144 








Seq. No. 


39070 








Seq. ID 


OJ991122_09.0330.C11 


Gene No. 


80504 








Strand 




Start 


11344 








End 


11463 


Name 


OJ991122 09. 


0330. 


Cll.o2. 


, tw 


Method 


TBLASTX: Wheat 


Start 


7374 








End 


7770 


GI 


none 








Score 


95 ■ 


Exons 


7374. .7526, 


7393. 


.7512, 


7509. 


.7760, 7510. .7752, 7517. .7759, 




7528. .7770 












Seq. No. 


39070 








Seq. ID 


OJ991122_09.0330.C11 


Gene No. 


80504 








Strand 




Start 


11344 








End 


11463 


Name 


OJ991122 09. 


0330. 


Cll.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


7691 








End 


8120 


GI 


none 








Score 


103 


Exons 


7691. .7774, 


7692. 


.7766, 


7767. 


.7829, 7£ 


124. .8120, 7878. .8102 



38841 



Seq. No. 


39070 




Seq. ID 


OJ991122_09.0330.C11 


Gene No. 


80504 




Strand 




Start 


11344 




End 


11463 


Name 


OJ991122_09. 03 30. CI 1 . o2 


. tc 


Method 


TBLASTX: Cress 


Start 


7853 




End 


8168 


GI 


none 




Score 


277 


Exons 


78 53. . 8005, 78 60.. 81 68, 


8045 . 


. 8140 




Seq. No. 


39070 




Seq. ID 


OJ991122_09.0330.C11 


Gene No. 


80504 




Strand 




Start 


11344 




End 


11463 


Name 


OJ991122_09.0330.C11 .ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


7989 




End 


8457 


GI 


none 




Score 


72 


Exons 


7989.. 8042, 79 97.. 8041, 


8043 . 


.8147, 8054. .8143, 8161. .8247, 




8162 8248, 8228 . . 84 52, 


8249. 


.8452, 8251. .8457 


Seq. No. " 


39070 




Seq. ID 


OJ991122_09.0330.C11 


Gene No. 


80504 




Strand 




Start 


11344 




End 


11463 


Name 


OJ991122_09.0330.C11 . o2 


. tm 


Method 


TBLASTX: Maize 


Start 


8046 




End 


8491 


GI , ■' ■ 


none 




Score 


99 


Exons 


804 6. . 81 68, 81 62.. 82 87, 


8297 . 


.8491 




Seq. No. 


39070 




Seq. ID 


OJ991122_09.0330.C11 


Gene No. 


80504 




Strand 




Start 


11344 




End 


11463 


Name 


OJ991122_09. 0330. CI 1 .o4 


. ts 


Method 


TBLASTX: Soybean 


Start 


8321 




End 


8563 


GI 


none 




Score 


212 


Exons 


8321 . .8563 








Seq. No. 


39070 




Seq. ID 


OJ991122_09.0330.C11 


Gene No. 


80504 




Strand 




Start 


11344 




End 


11463 


Name 


OJ991122_09.0330.Cll.o3 


.gp 


Method 


AAT/GAP 


Start 


11344 




End 


11463 


GI 


LIB3477-003-P1-K1-E9 




Score - 


149 


Exons 


11344 . . 11463 








GI Descrip. 


'24 9858 6/sp|Q40638 |MP01 


ORYSA 


2.0e-24 


MAJOR POLLEN ALLERGEN 




S 1 PRECURSOR (ORY S I)" 


>gi 1173557 (U31771) Ory s 1 [Oryza 




sativa] ' 








Seq. No. 


39071 




Seq. ID 


OJ991122_09.0330.C12 


Gene No. 


80505 




Strand" 


+ 


Start - 


1183 




End 


1276 


Name 


OJ991122 09.0330.C12.ol 


.gp 


Method 


AAT/GAP 


Start 


1183 




End 


1276 


GI 


uC-osflcyp022c06b2 




Score 


143 


Exons 


1183. .1276 








GI Descrip. 


, 5042437/gb|AC007789.1|AC007789 8.0e-25 Oryza sativa BAC T4 




genomic sequence, complete sequence 1 




Seq. No. 


39071 




Seq. ID 


OJ991122_09.0330.C12 


Gene No. 


80506 




Strand 


+ 



38842 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

.Exons 

Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



2236 End 2810 

OJ991122JD9 . 0330 . C12 . o2 . gs Method GEN SCAN 

2236 . End 2738 

none Score . 96 
2236. .2738 



Seq. ID OJ991122_09.0330.C12 
Strand + 

2810 
AAT/NAP 
2810 
275 



39071 
80506 
2236 

OJ991122__09.0330.C12.o2.np 
2254 
4415922 
2254 . .2810 

(AC006282) putative glucosyl transferase [Arabidopsis thaliana] 



End 

Method 

End 

Score 



Seq. ID OJ991122_09.0330.C12 
Strand 

End 2661 

Method AAT/NAP 

End 434 

Score 243 



39071 
80507 
1 

OJ991122_09.0330.C12.ol.np 
1 

4415923 
1..434 

(AC006282) putative glucosyl transferase [Arabidopsis thaliana] 



39071 
80507 
1 

OJ991122_09.0330.C12.ol.gs 
15 

none 



Seq. ID OJ991122_09.0330.C12 
Strand 

End 2661 

Method GENSCAN 

End 1984 

Score .72 



15. .521, 1815. .1852, 1918. .1984 



39071 
80507 
1 

OJ991122_09.0330.C12.ol.ts 
21 

none 

21. .89, 144. .395, 2272. .2373, 2295. .2372, 2383. .2562, 
2451. .2558, 2581. .2661 



Seq. ID OJ991122_09.0330.C12 
Strand 

2661 

TBLASTX: Soybean 
2661 
109 



End 

Method 

End 

Score 



39071 
80507 
1 

OJ991122_09. 0330.C12.ol.tw 

144 

none 



Seq. ID OJ991122_09.0330.C12 
Strand 

End 2661 

Method TBLASTX : Wheat 

End 2574 

Score 132 



144. .404, 2269.-2376, 2299. .-2370, 2376. .2570, 2377. .2574 



39071 
80507 
1 

OJ991122_09.0330.C12.ol.tm 

171 

none 



Seq. ID OJ991122_09.0330.C12 
Strand 

End 2661 

Method TBLASTX: Maize 

End 2522 

Score 74 



171. .239, 342. .404, 343. .405, 2284. .2376, 2295. .2375, 
2376. .2522, 2377. .2520 



38843 




Seq. No. 


39071 


Seq. ID 


OJ991122_09.0330.C12 


Gene No. 


80507 


Strand 


— 


Start 


1 


End 


2661 


Name 


OJ991122 09.0330.C12.ol.tc 


Method 


TBLASTX: Cress 


Start 


342 


End 


2637 


GI 


none 


Score 


111 


Exons 


342. .407, 2275. .2373, 2296.. 


2367, 2383 


. .2637, 2391. .2591 


Seq. No. 


39072 


Seq. ID 


OJ991122_09.0330.C13 


Gene No. 


80508 


Strand 


+ 


Start 


1 


End 


1463 


Name 


OJ991122 09-0330. C13.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1460 


GI 


4415924 


Score 


764 


Exons 


1..40, 483. .1460 






GI Descrip. 


(AC006282) putative glucosyl 


transferase [Arabidopsis thaliana] 


Seq. No. 


39072 


Seq. ID 


OJ991122_09.0330.C13 


Gene No. 


80508 


Strand 


+ 


Start 


1 


End 


1463 


Name 


OJ991122 09.0330.C13.ol.gs 


Method 


GENSCAN 


Start 


470 


. End 


1463 


GI 


none 


Score 


. 92 


Exons 


470. .1463 






Seq. No. 


39072 


Seq. ID 


OJ991122_09.0330.C13 


Gene No . 


80509 


Strand 1 


+ 


Start 


2514 


End 


6071 


Name 


OJ991122 09.0330.C13.ol.ts 


Method 


TBLASTX: Soybean 


Start 


597 


End 


4091 


GI 


none 


Score 


351 


Exons 


597. .995, 599. .685, 728.-958, 993. .1262, 1013. .1261, 3429.-3539, 




3432.. 3548, 3528.. 3815, 3542 


..3835, 3543. .3824, 3818. .4090, 




3822. .4091 






Seq. No. 


39072 


Seq. ID 


OJ991122_09.0330.C13 


Gene No . 


80509 


Strand 


+ 


Start 


2514 


End 


6071 


Name 


OJ991122 09.0330.C13.ol.tc 


Method 


TBLASTX: Cress 


Start 


780 


End 


6058 


GI 


none 


Score 


135 


Exons 


780. .953, 1029. .1226, 1040.. 


1225, 2910 


..2993, 3456.-3593, 




3584.. 3778, 3609.. 3782, 3854 


..4000, 3858. .4055, 3869. .4054, 




5972. .6058 






Sea No 


39072 


Seq. ID 


OJ991122_09.0330.C13 


Gene No. 


80509 


Strand 


+ ■ " 


Start 


2514 


End 


6071 


Name 


OJ991122 09.0330.C13.o2.tm 


Method 


TBLASTX: Maize 


Start 


804 


End 


3986 


GI 


none 


Score 


130 


Exons 


804. .956, 984. .1157, 993. .1154, 1013.. 


1156, 3639.-3785, 




3812. .3985, 3813. .3986 






Seq. No. 


39072 


Seq. ID 


OJ991122_09.0330.C13 


Gene No. 


80509 


Strand 


+ 



38844 






Start 


2514 








End 


6071 




Name 


OJ991122 09 


.0330 


C13.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


894 








End 


4103 




GI 


none 








Score 


67 




Exons 


894. .971, 993. .1199, 999 


..1274, 1007.. 


1234, 3723.. 3800, 






3821. .4042, 


3828 


.4103 










Seq. No. 


39072 








Seq. ID 


OJ991122 09.0330.C13 




V*J til y~r . 


80509 








Strand 


+ 




Start 


2514 








End 


6071 




Name 


OJ991122 09 


.0330 


C13.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


1159 








End 


4286 




GI 


none 








Score 


125 




Exons 


1159. . 1263, 


1164 


. 1457, 


1167 . 


.1457, 1303. .1458, 3989. .4285, 






3990. .4286 














Seq. No. 


39072 








Seq. ID 


OJ991122_09.0330.C13 




Gene No. 


80509 








Strand 


+ 




Start 


2514 








End 


6071 




Name 


OJ991122 09 


.0330 


C13.o2. 


gs 


Method 


GENSCAN 




Start 


2514 








End 


6053 




GI 


none 








Score 


.55 




Exons 


2514. .3025, 


3299 


.3963, 


5578 


.6053 






Seq. No. 


39072 








Seq. ID 


OJ991122 09.0330.C13 




Gene No . 


80509 








Strand 


+ 


^ : 3 
: : s 


Start 


2514 








End 


6071 




Name 


OJ991122 09 


.0330 


C13.o2. 


np 


Method 


AAT/NAP 




Start 


2548 








End 


4289 


iy 


GI 


4415924 








Score 


1016 


\ j 


Exons 


2548. .3013, 


3284 


.4289 








f \ * 


GI Descrip. 


(AC006282) 


putative glucosyl 


transferase [Arabidopsis thali 




Seq. No. 


39072 








Seq. ID 


OJ991122_09.0330.C13 




Gene No. 


80509 








Strand 


+ 




Start 


2514 








End 


6071 




Name 


OJ991122 09 


.0330 


.C13.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


2570 








End 


5924 




GI 


none 








Score 


167 




Exons 


2570. .2689, 


2580 


. .2861, 


2580 


.2855, 5610. .5924, 5648. .5914, 






5683. .5922 














Seq. No. 


39072 








Seq. ID 


OJ991122_09.0330.C13 




Gene No. 


80509 








Strand 


+ 




Start 


2514 








End 


6071 




Name 


OJ991122 09 


.0330 


.C13.o2. 


tc 


Method 


TBLASTX: Cress 




Start 


2571 








End 


5924 




GI 


none 








Score 


246 




Exons 


2571. .2900, 


2585 


. .2881, 


5649 


.5924, 5651.. 5905 




Seq. No. 


39072 








Seq. ID 


OJ991122_09.0330.C13 




Gene No. 


80509 








Strand 


+ 




Start 


2514 








End 


6071 




Name 


OJ991122 09 


.0330 


.C13.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


2580 








End 


5878 




GI 


none 








Score 


225 




Exons 


2580. .2807, 


2585 


. .2809, 


5648 


.5839, 5649. .5873, 5651. .5878 



38845 





Seq. No. 


39072 


Seq. ID 


OJ991122_09.0330.C13 




Gene No. 


80509 


Strand 


+ 




Start 


2514 


End 


6071 




Name 


OJ991122_09 .0330.C13.o2.ts 


Method 


TBLASTX : Soybean 




Start 


2583 


End 


6016 




GI 


none 


Score 


241 




Exons 


2583.. 2834, 2585.. 2848, 2913. 


.2951, 5634.. 5915, 5640.. 5690, 






5651.. 5902, 5933.. 6016 








Seq. No. 


39072 


Seq. ID 


OJ991122 09.0330.C13 




Gene No. 


80509 


Strand 


+ 




Start 


2514 


End 


6071 




Name 


OJ991122 09.0330.C13.ol.gp 


Method 


AAT/GAP 




Start 


5540 


End 


5931 




GI 


2312486 


Score 


750 




Exons 


5540. .5931 








GI Descrip. 


4415923/gb|AAD20154 | 1.0e-14 


(AC006282) 


putative glucosyl 






transferase [Arabidopsis thaliana] 






Seq. No, 


39072 


Seq. ID 


OJ991122_09.0330.C13 




Gene No, 


80509 


Strand 


+ 




Start 


2514 


End 


6071 




Name 


. OJ991122 09.0330.C13.o3.np 


Method 


AAT/NAP 




Start 


5622 


End 


6071 


in 


GI 


4415920 


Score 


304 




Exons 


5622. .6071 






i i s 


GI Descrip. 


(AC006282) putative glucosyl 


transferase [Arabidopsis thaliana 


w 


Seq. No. 


39073 


Seq. ID 


OJ991122_09.0330.C14 




Gene No. 


80510 


Strand 






Start 


173 


End 


2958 


; y 


Name 


OJ991122 09.0330.C14.o2.tm 


Method 


TBLASTX: Maize 




Start 


171 


End 


1508 




GI 


none 


Score 


90 




Exons 


171. .236, 173. .241, 771. .848, 


774. .848, 


954. .1013, 954. .1013, 






955.. 1023, 955. .1014, 1087. .1206, 1097. 


.1135, 1103. .1234, 






1130. .1234, 1424. .1495, 1444. 


.1503,' 1445. .1504, 1446. .1508 




Seq. No. 


39073 


Seq. ID 


OJ991122_09.0330.C14 




Gene No. 


80510 


Strand 






Start 


173 


End 


2958 




Name 


OJ991122 09.0330.C14.ol.gs 


Method 


GENSCAN 




Start 


173 


End 


2892 




GI 


none 


Score 


.93 




Exons 


173. .227, 772. .849, 1128. .1231, 1444. .1520, 2370. .2706, 






2780. .2892 








Seq. No. 


39073 


Seq. ID 


OJ991122_09.0330.C14 




Gene No. 


80510 


Strand 






Start 


173 


End 


2958 




Name 


OJ991122 09.0330.C14.ol.np 


Method 


AAT/NAP 




Start 


173 


End 


2958 




GI 


7305619 


Score 


54 9 




Exons 


173. .227, 772. .836, 949. .1012 


, 1097. .1231, 1444. .1543, 



2381. .2712, 2774. .2958 
GI Descrip. ubiquitin specific protease 5 ( isopeptidase T) 



38846 



gi I 3024764 |sp|P56399|UBP5_MOUSE UBIQUITIN CARBOXYL -TERMINAL 
HYDROLASE 5 (UBIQUITIN THIOLESTERASE 5) ( UBIQUITIN-SPECIFIC 
PROCESSING PROTEASE 5) ( DEUBIQUITINATING ENZYME 5) ( ISOPEPTIDASE 
T) gi | 3287373 I gb | AAC36015.il (AC002397) ISOT [Mus musculus] 



Seq. No. 
Gene No. 
Start 
..Name 
Start 
GI 

Exons 

GI Descrip. 



39073 Seq. ID OJ991122_09 . 0330 . C14 

80510 Strand 
173 End 2958 

OJ991 122_0 9. 0330. C14 .ol.gp Method AAT/GAP 
1184 End 2689 

65628_1.R1084 Score 850 

1184. .1231, 1444. .1538, 2370. .2689 
'3024764/sp|P56399|UBPl_MOUSE 1.0e-45 UBIQUITIN 
CARBOXYL-TERMINAL HYDROLASE T (UBIQUITIN THIOLESTERASE T) 
(UBIQUITIN-SPECIFIC PROCESSING PROTEASE T) (DEUBIQUITINATING 
ENZYME T) (ISOPEPTIDASE T) >gi_3287373 (AC002397) ISOT [Mus 
musculus] 1 



Seq. No. 


39073 


Seq. ID 


OJ991122_09. 0330.C14 


Gene No. 


80510 


Strand 




Start 


173 


End 


2958 


Name 


OJ991122 09.0330.C14.ol.tm 


Method 


TBLASTX: Maize 


Start 


2587 


End 


2896 


GI 


none 


Score 


142 


Exons 


2587. .2709, "2587. .2709, 2777. 


.2896, 27€ 


10. .2896 


Seq. No. 


39074 


Seq. ID 


OJ991122_09.0330.C15 


Gene No. 


80511 


Strand 


+ 


Start 


1 


End 


191 


Name 


OJ991122 09. 0330. C15. ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


131 


GI 


2428686 


Score 


239 


Exons 


1. .131 






GI Descrip. 


4415922/gb|AAD20153| 9.0e-38 


(AC006282) 


putative glucosyl 




transferase [Arabidopsis thaliana] 




Seq. No. 


39074 - 


Seq. ID 


OJ991122_09.0330.C15 


Gene No. 


80511 


Strand 


+ 


Start 


1 


End 


191 


Name 


OJ991122 09.0330.C15.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


191 


GI 


4415925 


Score 


103 


Exons 


1. .191 







GI Descrip. (AC006282) putative glucosyl transferase [Arabidopsis thaliana] 



Seq. No. 39074 Seq. ID 

Gene No. 80511 Strand 

Start 1 End 

Name OJ991122_09 . 0330 . C15 . ol . tm Method 

Start 3 End 

GI none Score 

Exons 3. .188, 3. .188, 4. .189 



OJ991122_09.0330.C15 
+ 

191 

TBLASTX: Maize 

189 

207 



Seq. No. 39075 Seq. ID OJ991122_09 . 0330 . CI 6 

Gene No. 80512 Strand + 

Start 3730 End 6178 

Name OJ991122 09 . 0330 . C16 . ol . gp Method AAT/GAP 



38847 



Start 


3697 


End 


4202 


GI 


uC-osrocyp011d03bl 


Score 


1008 


Exons 


3697. .4202 






GI Descrip. 


, 4415922/gb|AAD20153| 9.0e-38 


: (AC006282) putative glucosyl 




transferase [Arabidopsis thaliana] ' 




Seq. No. 


39075 


Seq. ID 


OJ991122_09. 0330. CI 6 


Gene No. 


80512 


Strand 


+ 


Start 


3730 


End 


6178 


Name 


OJ991122 09.0330.C16.o2.gs 


Method 


GENSCAN 


Start 


3730 


End 


4653 


GI 


none 


Score 


1 


Exons 


3730. .4653 






Seq. No. 


39075 


Seq. ID 


OJ991122_09.0330.C16 


Gene No. 


80512 


Strand 


+ 


Start 


3730 


End 


6178 


Name 


OJ991122 09.0330. C16.o2.np 


Method 


AAT/NAP 


Start 


3767 


End 


6178 


GI 


6862938 


Score 


366 


Exons 


3767. .4147, 4181. .4617, 6155. 


.6178 




GI Descrip. 


(AC019018) putative non-phototropic hypocotyl [Arabidopsis 




thaliana] 






Seq. No. 


39075 


Seq. ID 


OJ991122_09.0330.C16 


Gene No. 


80513 


Strand 




Start 


1 


End 


1922 


Name 


OJ991122 09.0330.C16.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1922 


GI 


5734776 


Score 


201 


Exons 


1..625, 1899. .1922 






GI Descrip. 


(AC007980) 53021 [Arabidopsis 


thaliana] 




Seq. No. 


39075 


Seq. ID 


OJ991122_09.0330.C16 


Gene No. 


80514 


Strand 




Start 


4995 


End 


5087 


Name 


OJ991122 09.0330.C16.ol.ts 


Method 


TBLASTX: Soybean 


Start 


3952 


End 


4617 


GI 


none 


Score 


70 


Exons 


3952. .4011, 4063. .4128, 4189. 


.4335, 4465. .4617 


Seq. No. 


39075 


Seq. ID 


OJ991122_09.0330.C16 


Gene No. 


80514 


Strand 




Start 


4995 


End 


5087 


Name 


OJ991122 09.0330.C16.o2.gp 


Method 


AAT/GAP 


Start 


4995 


End 


5087 


GI 


5867 1.R1084 


Score 


132 


Exons 


4995. .5087 






GI Descrip. 


'464986/sp|P35132|UBC9 ARATH 


5.0e-58 UBIQUITIN-CONJUGATING 




ENZYME E2-17 KD 9 (UBIQUITIN- 


PROTEIN LIGASE 9) (UBIQUITIN 



CARRIER PROTEIN 9) (UBCAT4B) >gi_4 2 18 57_pir S32674 

ubiquitin — protein ligase (EC 6.3.2.19) UBC9 - Arabidopsis 
thaliana >gi_297884_emb_CAA78714_ (Z14 990) ubiquitin conjugating 
enzyme homolog [Arabidopsis thaliana] >gi_349211 (L00639) 
ubiquitin conjugating enzyme [Arabidopsis 1 



Seq. No. 



39076 



Seq. ID OJ991122_09.0330.C17 



38848 




Gene No. 


80515 






Strand 


- 




Start 


*3 c a 
ODD 






End 


504 




Name 


ojy 91122 oy 


. 0330 . CI / . ol 


. gs 


Method 


GENSCAN 




Start 


i c c 






End 


504 




GI 


none 






Score 


. 53 




Exons 


O C C C A A 

Job . . bU4 












Seq. No. 


jyu / / 






Seq. ID 


OJ991122 09.0330 


. C18 


Gene No. 


80516 






Strand 


+ 




Start 


1120 






End 


4384 




Name 


ojyyii22 uy 


.0330.C18.o2 


.np 


Method 


AAT/NAP 




Start 


1120 






End 


4384 




GI 


6721547 






Score 


79 




Exons 


1120 . . 1204 , 


4344. .4384 










GI Descrip. 


(AP00107 3 ) 


Similar to Oryza 


sativa gene for Pib. (AB013448) 


Seq. No. 


39077 






Seq. ID 


OJ991122_09.0330 


.C18 


Gene No. 


80516 






Strand 


+ 




Start 


lion 
112U 






End 


4384 




Name 


ojyyii22 09 


.0330.C18.ol 


.gs 


Method 


GENSCAN 




Start 


1662 






End 


2329 




GI 


none 






Score 


.92 




Exons 


1662 . .1970, 


2063. .2329 










Seq. No. 


39077 






Seq. ID 


OJ991122_09.0330 


.C18 


Gene No . 


80516 






Strand 


+ 




Start 


1120 






End 


4384 




Name 


OJ991122 09 


.0330.C18.o3 


.np 


Method 


AAT/NAP 




Start 


1662 






End 


2326 




GI 


6862938 






Score 


173 




Exons 


1662. .1970, 


2063. .2326 










GI Descrip. 


(AC019018) putative non- 


-phototropic hypocotyl [Arabidopsis 




thaliana] 












Seq. No. 


39077 






Seq. ID 


OJ991122_09.0330 


.C18 


Gene No. 


80517 






Strand 






C4- v4- 

btart 


2056 






End 


2494 




Name 


OJ991122 09 


.0330.C18.ol 


gp 


Method 


AAT/GAP 




Start 


2056 






End 


2494 • 




GI 


none 






Score 


834 




Exons 


2056. .2494 












Seq. No. 


39077 






Seq. ID 


OJ991122_09.0330 


.C18 


Gene No. 


80518 






Strand 






Start 


2550 






End 


4360 




Name 


OJ991122 09 


.0330.C18.ol 


ts 


Method 


TBLASTX: Soybean 




Start 


1659 






End 


1970 




GI 


none 






Score 


181 




Exons 


1659. .1889, 


1757. .1888, 


1884 


. .1970 






Seq. No. 


39077 






Seq. ID 


OJ991122_09.0330 


.C18 


Gene No. 


80518 






Strand 






Start 


2550 






End 


4360 




Name 


OJ991122 09 


.0330.C18.o2. 


gp 


Method 


AAT/GAP 




Start 


2550 




End 


3143 




GI 


none 






Score 


1065 





Exons 2550.. 3143 



38849 



Seq. No. 


39077 


Seq. ID 


OJ991122_ 


_09.0330. 


C18 


Gene No. 


QAC1 O 


C +- y- -a -n H 








Start 


o c c n 


tiiia 








Name 


OJy^LlZZ Uy.UjjU.LIo.Oz 


. gs LYie tnoa 


C P M Q C M 






Start 


O O f\ £1 


tna 








GI 


none 


Score 


1 

X 






Exons 


2806. .4144, 4z4o..4ooU 










Seq. No. 


39078 


Seq. ID 


OJ99I122_ 


_09.0330. 


C21 


Gene No. 


80519 


Strand 








Start 


196 


End 


2073 






Name 


OJ991122 09.0330.C21.ol 


. gp Method 


AAT/GAP 






Start 


196 


End 


2073 






GI 


63383 1.R1084 


Score 


1162 






Exons 


196. .423, 756. .887, 990 


..1160, 1831 . . IE 


!84, 1989 


. .2073 




GI Descrip. 


! 3320122 6.0e-14 (U46007) espin [Rattus norvegicus] 1 




Seq. No. 


39078 


Seq. ID 


OJ991122 


_09.0330 


C21 


Gene No. 


80519 


Strand 








Start 


196 


End 


2073 






Name 


OJ991122 09.0330.C21.ol 


,gs Method 


GENSCAN 






Start 


284 


End 


2034 






GI 


none 


Score . 


.8 






Exons 


284. .423, 756. .887, 990 


..1160, 1831. .1884, 1989 


. .2034 




Seq. No. 


39078 


Seq. ID 


OJ991122 


_09.0330 


.C21 


Gene No. 


80519 


Strand 








Start 


196 


End 


2073 






Name 


OJ991122 09.0330.C21.ol 


,np Method 


AAT/NAP 






Start 


284 


End 


1934 






GI 


6175185 


Score 


143 






Exons 


284. .423, 756. .887, 990 


..1160, 1831. .1934 






GI Descrip. 


(AC0114 37) ankyrin-like 


protein [Arabidopsis thaliana] 




Seq. No. 


39079 


Seq. ID 


OJ990612 


_39.0317 


.CI 


Gene No . 


80520 


Strand 








Start 


72 


End 


667 






Name 


OJ990612 39. 0317. CI. ol. 


tm Method 


TBLASTX : 


Maize 




Start 


3 


End 


229 






GI 


none 


Score 


85 






Exons 


3. .131, 3. .131, 4. .132, 


108. .218, 122. 


217, 131 


..229, 132.. 


Seq. No. 


39079 


Seq. ID 


OJ990612 


_39.0317 


.CI 


Gene No. 


80520 


Strand 








Start 


72 


End 


667 






Name 


OJ990612 39. 0317. CI. ol. 


gs Method 


GENSCAN 






Start 


72 


' End 


667 






GI 


none 


Score 


.92 






Exons 


72.. 219, 618.. 667 










Seq. No. 


39080 


Seq. ID 


OJ990612 


_39.0317 


.C2 


Gene No. 


80521 


Strand 


+ 






Start 


1470 


End 


4158 






Name 


OJ990612 39.0317.C2.ol. 


gs Method 


GENSCAN 






Start 


1470 


End 


4158 






GI 


none 


Score 


.49 







38850 



Exons 


1470. .1553, 


3438 . . 3818, 4137 


. .4158 






Seq. No. 


39080 




Seq. ID 


OJ990612_39.0317 


.C2 


Gene No. 


80522 




Strand 


+ 




Start 


5885 




End 


8270 




Name 


OJ990612_39. 


0317.C2.o2.gs 


Method 


GENSCAN 




Start 


5885 




End 


8270 




GI 


none 




Score 


. 9 




Exons 


5885. . 6196, 


6211. .6447, 8259 


. .8270 






Seq. No. 


39080 




Seq. ID 


OJ990612_39.0317 


.C2 


Gene No. 


80523 




Strand 


+ 




Start 


117 61 




End 


13993 




Name 


OJ990612 39. 


0317.C2.o2.np 


Method 


AAT/NAP 




Start 


11761 




End 


13993 




GI 


7497302 




Score 


137 




Exons 


11761. .11783 


, 12977. .13032, 


13100. .13297, 13453. .13544, 






13865. .13993 










GI Descrip. 


hypothetical 


protein C41G7 . 6 


- Caenorhabditis elegans 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



gi I 3874 911 1 emb | CAB0284 4.il (Z81048) 
from this gene; cDNA EST yk232c5.3 
EST yk232c5.5 comes from this gene; 
from this gene; cDNA EST yk386a7.3 
EST yk3_8,6a7.5 comes from this g> 



cDNA EST EMBL:C13282 comes 
comes from this gene; cDNA 

cDNA EST yk364d3.3 comes 
comes from this gene; cDNA 



39080 Seq. ID 

80524 Strand 

20939 End 

OJ990612_39.0317 .C2.o3.gp Method 

20939 End 

2799378 Score 
20939. .21304 



OJ990612_39.0317.C2 
+ 

21304 
AAT/GAP 
21304 
674 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. • 
Start 
Name 
Start 



39080 
80525 
1 

OJ990612_39.0317.C2..ol.gp 
1 

4768977 
1..202, 3160. /3281 

4768978/gb|AAD29702.1 |AF140489_1 9.0e-95 (AF140489) kiaa0078 
protein [Oryza sativa] 



Seq. ID OJ990612_39.0317.C2 
Strand 

End 3281 

Method AAT./GAP 

End 328i 

Score 624 



39080 
80525 
1 

OJ990612_39.0317.C2.ol.np 
1 

4768978 

1..202, 3160. .3280 
(AF140489) kiaa0078 protein 

39080 
80526 
3405 

OJ990612_39.0317.C2.o2.gp 
3405 



Seq. ID OJ990612_39. 0317 . C2 
Strand 

End 3281 

Method AAT/NAP 

End 3280 

Score 518 

[Oryza sativa] 

Seq. ID OJ990612_39.0317.C2 
Strand 

End 3676 

Method AAT/GAP 

End 3676 



38851 



GI 572216 

Exons 3405.. 3676 

Seq. No. 39080 

Gene No. 80527 

Start 94 60 

Name OJ990612_39 . 0317 . C2 . o3 . gs 

Start 94 60 

GI none 
Exons 



Score 



527 



Seq. ID OJ990612_39.0317.C2 
Strand 

End. 20193 

Method GEN SCAN 

End ' 20193 

Score . 66 



94 60. .9530, 9836. .10007, 1024 6. .1082 9, 11558. . 11663, 
11972. .12016, 15178. .15293, 15804. .16018, 18080. .18171, 
18 623. .19009, 19684. .20193 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39080 
80528 
21390 

OJ990612_39.0317.C2.o3.tm 
19 

none 



Seq. ID OJ990612_39.0317 ,C2 
Strand 

22963 

TBLASTX : Maize 
3327 
63 



End 

Method 
End 
Score 

19. .87, 51. .92, 57. .203, 60. .197, 85. .204, 91. .204, 3161. .3298, 
3162.. 3284, 3232.. 3327 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39080 
80528 
21390 

OJ990612_39.0317.C2.o2.tm 

20990 

none 



Seq. ID OJ990612_39.0317.C2 
Strand 

End 22963 

Method TBLASTX : Maize 

End 21501 

Score 195 



20990. .21037, 21132 .. 212 63, 21158 .. 21313, 21158 21313 , 
21187. .21315, 21402. .21500, 21406 .. 21501 , 21409. .21501 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39080 
80528 
21390 

OJ990612_39.0317.C2.o4 .gs 

21390 

none 



Seq. ID OJ990612_39.0317.C2 
Strand 

End 22963 

Method GENSCAN 

End 22554 

Score' . 9 



21390. .21596, 21709 .. 2184 0 , 21939 .. 2207 6, 22178 .. 22378 , 
22477 . .22554 



Seq. No. 39080 

Gene No. 80528 

Start 21390 

Name OJ990612_39 . 0317 . C2 . ol . ts 

Start 21453 

GI none 
Exons 



Seq. ID OJ990612_39.0317.C2 
Strand 

End 22963 

Method TBLASTX : Soybean 

End 22061 

Score 142 



21453. .21596, 214 60 .. 21597 , 21698 .. 21793, 21706 .. 21846, 
21936. .22061 



Seq. No. 39080 Seq. ID 

Gene No. 80528 Strand 

Start 21390 End 

Name OJ990612_39 . 0317 . C2 . ol . tw Method 

Start 21459 End 

GI none Score 

Exons 21459. .21596, 214 60 .. 21597 , 21706 



OJ990612 39. 0317. C2 



21709. .21843, 217 11 .. 21845 , 21720. 



22963 

TBLASTX: Wheat 
22064 
182 

21843, 21707. .21793, 
21881, 21910. .22020, 



38852 






21938. .22063, 21939 .. 22064 , 


21939. .22064 




Seq. No. 


39080 


Seq. ID 


OJ990612_39.0317 


,C2 


Gene No . 


80528 


Strand 






Start 


21390 


End 


22963 




Name 


OJ990612__39 . 0317 . C2 . ol . tm 


Method 


TBLASTX: Maize 




Start 


21781 


End 


22296 




GI 


none 


Score 


126 




Exons 


21781. .21849, 21910. .22077, 


21911. .22084, 21923. .22078, 






21939. .22079, 22178. .22294, 


22179. .22295, 22180.. 22296 




Seq. No. 


39080 


Seq. ID 


OJ990612_39.0317 


. C2 


Gene No. 


80528 


Strand 






Start 


21390 


End 


22963 




Name 


OJ990612_39.0317 .C2.o4.gp 


Method 


AAT/GAP 




Start 


22228 


End 


22963 




GI 


LIB34 33-04 7-P1-K1-D2 


Score 


611 




Exons 


22228 . .2237 8, 22477 22604 , 


22839. .22963 




GI Descrip. 


'2335096 3.0e-19 (AC002339) 


hypothetical protein [Arabidopsis 




thaliana] 1 








Seq. No. 


39081 


Seq. ID 


OJ990612_39.0317 


.C3 


Gene No. 


80529 


Strand 






Start 


1 


End 


2631 




Name 


OJ990612 39.0317.C3.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


2631 




GI 


2335096 


Score 


464 




Exons 


1..181, 567. .817, 1007. .1083, 1415. .14 


98, 1626. .1740, 






1824. .1948, 2240. .2314, 2485 


. .2631 






GI Descrip. 


(AC002339) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


39081 


Seq. ID 


OJ990612_39.0317 


.C3 


Gene No. 


80530 


Strand 






Start 


6819 


End 


6923 




Name 


OJ990612 39.0317.C3.ol. ts 


Method 


TBLASTX : Soybean 




Start 


291 


End 


487 




GI 


none 


Score 


107 




Exons 


291. .476, 293. .487, 341. .481 








Seq. No. 


39081 


Seq. ID 


OJ990612_39.0317 


.C3 


Gene No . 


80530 


Strand 






Start 


6819 


End 


6923 




Name 


OJ990612 39.0317.C3.ol.tm 


Method 


TBLASTX: Maize 




Start 


1033 


End 


1728 




GI 


none 


Score 


96 




Exons 


1033. .1095, 1034. .1084, 1035 


..1085, 14 


07. .1547, 1409. .1543, 




1415. .1567, 1623. .1727, 1624 


. .1728 






Seq. No. 


39081 


Seq. ID 


OJ990612_39.0317 


.C3 


Gene No. 


80530 


Strand 






Start 


6819 


End 


6923 




Name 


OJ990612 39.0317.C3.ol.tc 


Method 


TBLASTX: Cress 




Start 


1412 


End 


2626 




GI 


none 


Score 


54 




Exons 


1412. .1537, 1494. .1532, 1617 


..1739, 1633. .1743, 1829. .1942, 



1830. .1892, 1889. .1942, 2228. .2314, 2235. .2315, 2497. .2625, 
2501. .2626 



38853 



Seq. No. 


39081 


Seq. ID 


OJ990612_39.0317.C3 


Gene No . 


80530 


Strand 




Start 


6819 


End 


6923 


Name 


OJ990612 39. 0317 ,C3 . o2 . ts 


Method 


TBLASTX : Soybean 


Start 


1886 


End 


2623 


GI 


none 


Score 


68 


Exons 


1886. .1942, 2234. .2308, 2235. 


.2309, 2497. .2622, 2501. .2623 


Seq. No. 


39081 


Seq. ID 


OJ990612_39.0317.C3 


Gene No. 


80530 


Strand 




Start 


6819 


End 


6923 


Name 


OJ990612 39.0317.C3.ol.gp 


Method 


AAT/GAP 


Start 


6819 


End 


6923 


GI 


LIB34 33-02 6-P1-K1-E11 


Score 


150 


Exons 


6819. . 6923 






GI Descrip. 


, 54 41872/dbj | AP000366 . 1 | AP000366 2.0e- 


21 Oryza sativa genomic 




DNA, chromosome 2, clone : P0437H03 (contig a)' 


Seq. No. 


39081 


Seq. ID 


OJ990612_39.0317.C3 


Gene No. 


80531 


Strand 




Start 


8383 


End 


9607 


Name 


OJ990612 39.0317.C3.ol.tw 


Method 


TBLASTX: Wheat 


Start 


8383 


End 


9607 


GI 


none 


Score 


139 


Exons 


8383.. 8487, 8383. .8481, 8385. 


.8486, 8597. .8674, 8604-.. 8690, 




8604. .8684, 9056. .9169, 9060. 


.9167, 9077. .9184, 9438. .9590, 




9502.. 9594, 9503. .9598, 9503. 


.9607, 9528.. 9602 


Seq. No. 


39082 


Seq. ID 


OJ990612__39.0317.C4 


Gene No. 


80532 


Strand 


+ 


Start 


1 


End 


1820 


Name 


OJ990612 39.0317.C4.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1820 


GI 


4006870 


Score 


603 


Exons 


1..268, 492. .681, 768. .929, 1156. .1458 


, 1579. .1820 


GI Descrip. 


(Z99707) patatin-like protein 


[Arabidopsis thaliana] 


Seq. No. 


39082 


Seq. ID 


OJ990612_39.0317.C4 


Gene No. 


80532 


Strand 


+ 


Start 


1 


End 


1820 


Name 


OJ990612 39.0317.C4.ol.tm 


Method 


TBLASTX: Maize 


Start 


50 


End 


929 


GI 


none 


Score 


162 


Exons 


50. .211, 84. .212, 84. .212, 95 


..214, 210. .260, 212. .268, 




213. .269, 471. .680, 472. .690, 


750. .872 


, 767. .871, 872. .928, 




873. . 929 






Seq. No. 


39082 


Seq. ID 


OJ990612_39.0317.C4 


Gene No. 


80532 


Strand 


+ 


Start 


1 


End 


1820 


Name 


OJ990612 39.0317.C4.ol.gp 


Method 


AAT/GAP 


Start 


80 


End 


678 


GI 


uC-osflcypl7 6e09bl 


Score 


711 


Exons 


80. .268, 483. .678 







GI Descrip. 1 4191779 3.0e-72 (AC005917) putative recA protein [Arabidopsis- 
thaliana] 1 



38854 





Seq. No. 


39082 


Seq. ID 


OJ990612_39.0317.C4 




Gene No. 


80532 


Strand 


+ 




Start 


1 


End * 


1820 




Name 


OJ990612_39 . 0317.C4.ol.gs 


Method 


GENSCAN 




Start 


87 


End 


1732 




GI 


none 


Score 


.84 




Exons 


87. .268, 483. .681, 768. .929, 


1156. .1458, 1579. .1732 




Seq. No. 


39082 


Seq. ID 


OJ990612_39.0317.C4 




Gene No. 


80532 


Strand 


+ 




Start 


1 


End 


1820 




Name 


OJ990612 39.0317.C4.ol.tc 


Method 


TBLASTX: Cress 




Start 


87 


End 


1806 




GI 


none 


Score 


122 




Exons 


87. .182, 95. .187, 212. .262, 


213. .263, 


526. .684, 537. .665, 






750. .929, 803. .928, 1155. .1367, 1156.. 


1455, 1747.. 1806 




Seq. No. 


39082 


Seq. ID 


OJ990612_39.0317.C4 




Gene No. 


80532 


Strand 


+ 




Start 


1 


End 


1820 




Name 


OJ990612 39.0317.C4.ol.ts 


Method 


TBLASTX: Soybean 




Start 


111 


End 


929 


id 


GI 


none 


Score 


119 


S J 


Exons 


111. .245, 113. .205, 541. .684 


, 591. .668 


, 750. .860, 788. .850 


Ell 




891. .929 






E l_| 


Seq. No. 


39082 


Seq. ID 


OJ990612__39.0317.C4 




Gene No. 


80532 


Strand 


. + 




Start 


1 


End 


1820 




Name 


OJ990612 39.0317.C4.o2.tm 


Method 


TBLASTX: Maize 


r 1 1 


Start 


1155 


End 


1818 




GI 


none 


Score 


222 




Exons 


1155. .1454, 1156. .1458, 1350 


..1460, 1573. .1686, 1678. .1818 




Seq. No. 


39082 


Seq. ID 


OJ990612_39.0317.C4 


5: :=: 


Gene No. 


80532 


Strand'"^ 


" + 




Start 


1 


End 


1820 


~ 


Name 


OJ990612 39.0317.C4.o2.ts 


Method 


TBLASTX : Soybean 




Start 


1186 


End 


1716 




GI 


none 


Score 


107 




Exons 


1186. .1335, 1215. .1325, 1354 


..1458, 1573. .1716 




Seq. No. 


39083 


Seq. ID 


OJ990612_39.0317.C5 




Gene No. 


80533 


Strand 


+ 




Start 


9685 


End 


11809 




Name 


OJ990612 39.0317.C5.ol.np 


Method 


AAT/NAP 




Start 


9685 


End 


11809 




GI 


6850316 


Score 


314 




Exons 


9685. .10009, 11733. .11809 








GI Descrip. 


(AC009999) Contains similarity to an unknown protein from 



Arabidopsis thaliana gb | AC002335 . 2 . ESTs gb|AI997584, 
gb|AA7124 0 6 come from this gene. 



Seq. No. 39083 Seq. ID OJ990612_39 . 0317 . C5 

Gene No. 80533 Strand + 

Start 9685 End 11809 



38855 



Name 


OJ990612_39 . 0317 . C5 . o2 . gp 


Method 


AAT/GAP 


Start 


10991 


End 


11049 


GI 


2311279 


Score 


69 


Exons 


10991 . . 1104 9 






Seq. No. 


39083 


Seq. ID 


OJ990612_39. 0317 .C5 


Gene No.' 


80534 


Strand 


+ 


Start 


15481 


End 


16453 


Name 


OJ990612_39 . 0317 . C5 . o2 . np 


Method 


AAT/NAP 


Start 


15481 


End 


16453 


GI 


3763933 


Score 


206 


Exons 


15481. .15639, 16356. .164 53 






GI Descrip. 


(AC004450) unknown protein 


[Arabidopsis thaliana] 


Seq. No. 


39083 


Seq. ID 


OJ990612_39.0317.C5 


Gene No. 


80535 


Strand 


+ 


Start 


16358 


End 


16453 


Name 


OJ990612_39.0317.C5.o4 . gp 


Method 


AAT/GAP 


Start 


16358 


End 


16453 


GI 


uC-osf Icyp080d07bl 


Score 


184 


Exons 


16358 . . 16453 






GI Descrip. 


'3763933 1.0e-34 (AC004450) 


unknown protein [Arabidopsis 




thaliana] 1 






Seq. No. 


39083 


Seq. ID 


OJ990612_39.0317.C5 


Gene No. 


80536 


Strand 




Start 


7155 


End 


7364 


Name 


OJ990612_39. 0317 ,C5 . o2 . gs 


Method 


GENSCAN 


Start 


7155 


End 


7364 


GI 


none 


Score 


.68 


Exons 


7155 . . 7364 






Seq. No. 


39083 


Seq. ID 


OJ990612_39.0317.C5 


Gene No. 


80537 


Strand 




Start 


8783 


End 


8883 


Name 


OJ990612 39.0317.C5.ol.gp 


Method 


AAT/GAP 


Start 


8783 


End 


8883 


GI 


LIB3477-003-P1-K1-E9 


Score 


135. 


Exons 


8783. .8883 






GI Descrip. 


, 2498586/sp|Q40638 |MP01 ORYSA 2.0e-24 


MAJOR POLLEN ALLERGEN 




S 1 PRECURSOR (ORY S I) >gi 


1173557 (U31771) Ory s 1 [Oryza 




sativa] 1 






Seq. No. 


39083 


Seq. ID 


OJ990612_39.0317.C5 


Gene No. 


80538 


Strand 




Start 


15318 


End 


16453 


Name 


OJ990612 39.0317.C5.ol.tm 


Method 


TBLASTX: Maize 


Start 


9613 


End 


10040 


GI 


none 


Score 


64 


Exons 


9613. .9678, 9778. .9963, 9868. .9915, 9903. .9971, 9960. .10040 




9967. .10014 






Seq. No. 


39083 


Seq. ID 


OJ9-90612_39.0317.C5 


Gene No. 


80538 


Strand 




Start 


15318 


End 


16453 


Name 


OJ990612 39.0317.C5.ol.tc 


Method 


TBLASTX: Cress 


Start 


9784 


End 


11812 



38856 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 
9784..9936, 9979. .10011, 11732. .11812 



221 



39083 
80538 
15318 

OJ990612_39.0317.C5.o4.gs 

15318 

none 

15318. .15633 



Seq. ID OJ990612_39.0317.C5 
Strand 

End 16453 

Method GENSCAN 

End 15633 

Score .87 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



39083 
80538 
15318 

OJ990612_39.0317.G5.o2.tm 

15447 

none 



Seq. ID OJ990612_39.0317.C5 
Strand 

End 16453 

Method TBLASTX: Maize 

End 16453 

Score 80 



15447. .15635, 154 60 15522, 15538 .. 15639, 1634 9 164 53, 
16350. .16448, 16355. .16453 



39084 
80539 
1 

OJ990612_39.0317.C6.ol.gp 
1 

uC-osflcyp080d07bl 



Seq. ID OJ990612_39.0317 .C6 

Strand + 

End 2506 

Method - AAT/GAP 

End 1063 

Score 4 96 



1..195, 331. .375, 650. .709, 927. .1063 

1 3763933 1.0e-34 (AC004450) unknown protein [Arabidopsis 
thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39084 
80539 
1 

OJ990 612_39.0317.C6.ol.np 
1 

3763933 



Seq. ID OJ990612_39.0317.C6 

Strand + 

End 2506 

Method AAT/NAP 

End 2501 

Score 401 

1..200, 300. .375, 650. .709, 955. .1082, 1626... 1903, 2390. .2501 
(AC004 4 50) unknown protein [Arabidopsis thaliana] 



39084 
80539 
1 

OJ990 612_39.0317.C6.ol.tm 

115 

none 



Seq. ID OJ990612_39.0317.C6 

Strand + 

End 2506 

Method TBLASTX: Maize 

End 1055 

Score 111 



115. .195, 118. .198, 156. .200, 322. .378, 325. .375, 327. .377, 
643. .705, 644. .709, 924. .1055, 924. .1052, 926. .1054 



Seq. No. 39084 Seq. ID 

Gene No. 80539 Strand 

Start 1 End 

Name OJ990612_39 . 0317 . C6 . ol . gs Method 

Start 118 End 

GI none Score 
Exons 



OJ990612_39.0317.C6 
+ 

2506 
GENSCAN 
2497 
.86 



118. .195, 331. .375, 650. .709, 927. .1049, 1628. .1705, 1834. .1903, 
2390. .2497 



38857 



Seq. No. 


39084 




Seq. ID 


OJ990612_39.0317.C6 


Gene No. 


80539 




Strand 


+ 


Start 


1 




End 


2506 


Name 


OJ990612 39.0317.C6.o2.tm 




Method 


TBLASTX: Maize 


Start 


1641 




End 


2506 


GI 


none 




Score 


102 


Exons 


1641. .1703, 1643. .1705, 1643. 


.1705, 1828. .1905, 1833. .1904 




2388.. 2501, 2389.. 2502, 2396. 


. 2506 




Seq. No. 


39085 




Seq. ID 


OJ990612_39 . 0317 . C7 


Gene No. 


80540 




Strand 


+ 


Start 


1 




End 


4 990 


Name 


OJ990612 39.0317.C7.ol.np 




Method 


AAT/NAP 


Start 


1 




End 


806 


GI 


6002033 




Score 


69 


Exons 


1..151, 728. .806 








GI Descrip. 


(X84117) ribosomal protein 


S4 


[Butomus 


umbellatus] 


Seq. No. 


39085 




Seq. ID 


OJ990612 39. 0317. C7 


Gene No. 


80540 




Strand 


+ . 


Start 


1 




End 


4990 


Name 


OJ990612 39.0317.C7.o3.np 




Method 


AAT/NAP 


Start 


507 




End 


1576 


GI 


13205 




Score 


137 


Exons 


507. .692, 1502. .1576 








GI Descrip. 


(X16936) Fo-ATPase subunit 


9 


(AA 1-87) 


[Oryza sativa] 


Seq. No. 


39085 




Seq. ID 


OJ990612 39 . 0317 . C7 


Gene No. 


80540 




Strand 


+ 


Start 


1 




End 


4990 


Name 


OJ990612 39.0317.C7.ol.gs 




Method 


GENS CAN 


Start 


520 




End 


3878 


GI 


none 




Score 


.5 


Exons 


520.. 671, 1058. .1123, 1687. 


.1777, 2297 


..2357, 3036. .3161, 




3335. .3378, 3513. .3706, 3771. 


.3878 




Seq. No. 


39085 




•Seq. ID 


OJ990612_39.0317.C7 


Gene No. 


80540 




Strand 


+ 


Start 


1 




End 


4990 


Name 


OJ990612 39.0317.C7.o8.np 




Method 


AAT/NAP 


Start 


2581 




End 


2825 


GI 


7489622 




Score 


355 


Exons 


2581. .2825 









GI Descrip. hypothetical protein 83 - rice mitochondrion 

gi I 769718 I dbj IBAA06822.il (D32052) ORF83 [Oryza sativa] 



Seq. No. 39085 

Gene No. 80540 

Start 1 

Name OJ990612_39 . 0317 . C7 . o9 . np 

Start 3276 

GI 629811 

Exons 3276.. 3403, 4813.. 4849 

GI Descrip. hypothetical protein 33 (coxl 5' region) - rice mitochondrion 
gi 1 870713 (M57903) unknown protein [Oryza sativa] 



Seq. ID OJ990612_39.0317.C7 

Strand + 

End 4 990 

Method AAT/NAP 

End 4849 

Score 60 



Seq. No. 



39085 



Seq. ID OJ990612 39. 0317. C7 



38858 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



80540 
1 

OJ990612_39.0317.C7.ol0.np 

4415 

2130159 

4415. .4476, 4797. .4990 
hypothetical protein 85 
gi | 902275 | emb | CAA60340 | 
gi | 902296 | emb | CAA60360 | 



Strand 
End 

Method 

End 

Score 



+ 

4990 
AAT/NAP 
4990 
222 



- maize chloroplast 
(X86563) ORF85 [Zea mays] 
(X86563) ORF85 [Zea mays] 



39085 Seq. ID 

80541 Strand 

1 End 

OJ990612_39.0317.C7.o2.np Method 

1 End 

6692688 Score 
1..35, 332. .467, 5106. .5133 
(AC007592) F12K11.17 [Arabidopsis thaliana] 



OJ990612_39.0317.C7 

5133 
AAT/NAP 
5133 
126 



39085 Seq. ID 

80541 Strand 

1 End 

OJ990612_39 . 0317 . C7 . o2 . tm Method 

334 - End 

none Score 

334. .468, 335. .451 



OJ990612__39.0317.C7 
5133 

TBLASTX: Maize 

468 

107 



Seq. No. 39085 

Gene No. 80541 

Start 1 

Name OJ990612_39 . 0317 . C7 . o7 . np 

Start 654 

GI 7459979 

Exons 654.. 683, 1811.. 2061 

GI Descrip. hypothetical protein 136 - 
gi|7 69725|dbj | BAA06829.il 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990612_39.0317.C7 

5133 
AAT/NAP 
2061 
378 



rice mitochondrion 
(D32052) ORF136 [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39085 Seq. ID OJ990612_39 . 0317 . C7 

80541 Strand 

1 End 5133 

0 J9 9 0 6 1 2_3 9 . 0 3 1 7 . C7 . o4 . np Method AAT/NAP 

688 End 2012 

7524689 Score 108 

688. .842, 1982. .2012 

ribosomal protein L14 gi | 1172961 | sp | P41633 | RK14_PINTH 
CHLOROPLAST SOS RIBOSOMAL PROTEIN L14 gi | 74 40853 | pir | | T07522 
ribosomal protein L14 - Japanese black pine chloroplast 



gi | 1262683 I dbj | BAA04 4 00.il 
thunbergii] 

39085 
80541 
1 

OJ990612_39.0317.C7.o5.np 
839 

100519 

839.. 1033, 2403.. 2427 



(D17510) ribosomal .protein L14 [Pinus 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990612_39.0317.C7 

5133 
AAT/NAP 
2427 
75 



38859 



GI Descrip. hypothetical protein 873 - common sunflower 

gi|12992|emb|CAA44478| (X62592) ORF 873 [Helianthus annuus] 
gi I 758363 | emb | CAA37 614 | (X53537) orfH522 [Helianthus annuus] 



Seq. No. 39085 

Gene No. 80541 

Start 1 

Name OJ990612_39 . 0317 . C7 . ol . tm 

Start 980 

GI none ' 
Exons 



Seq. ID 
Strand 
End 

Method 
End 
Score 

980. .1006, 982. .1008, 982. .1008, 1002. 



OJ990612_39.0317.C7 
5133 

TBLASTX: Maize 

1337 

45 

. 1040, 1003. . 1041, 



1004. .1042, 1034. .1096, 1038. .1097, 1039. .1098, 1080. .1136, 

1088. .1126, 1093. .1137, 1093. .1137, 1116. .1226, 1116. .1226, 

1117. .1227, 1203. .1244, 1205. .1252, 1241. .1336, 1242. .1337, 

1243. . 1335, 1265. .1336 





Seq. No. 


39085 


Seq. ID 


OJ990612_39.0317.C7 




Gene No. 


80541 


Strand 






Start 


1 


End 


5133 




Name 


OJ990612 39.0317.C7.o6.np 


Method 


AAT/NAP 




Start 


1334 


End 


4631 




GI 


133416 


Score 


364 




Exons 


1334.. 1588, 4602.. 4631 








GI Descrip. 


DNA- DIRECTED RNA POLYMERASE 


BETA CHAIN 


gi | 66970 |pir| | RNRZB 






DNA-directed RNA polymerase 


(EC 2.7.7. 


6) beta chain - rice 






chloroplast gi j 11971 | emb | CAA33986 | (X15901) RNA polymerase 






subunit [Oryza sativa] 








Seq. No. 


39086 


Seq. ID 


OJ990612_39.0317.C8 




Gene No. 


80542 


Strand 


+ 




Start 


837 


End 


1142 




Name 


OJ990612 39.0317.C8.ol.np 


Method 


AAT/NAP 


f LJ 


Start 


837 


End 


1142 




GI 


13205 


Score 


148 




Exons 


837. .992, 1041. .1142 








GI Descrip. 


(X16936) Fo-ATPase subunit 9 


(AA 1-87) 


[Oryza sativa] 




Seq. No. 


39086 


Seq. ID 


OJ990612_39.0317.C8 




Gene No. 


80543 


Strand 




o 


Start 


1018 


End 


1366 




Name 


OJ990612 39.0317.C8.o2.np 


Method 


AAT/NAP 




Start 


1018 


End 


1366 




GI 


7524689 


Score 


100 




Exons 


1018. .1366 







GI Descrip. ribosomal protein L14 gi | 1172961 | sp | P4 1633 | RK14_PINTH 

CHLOROPLAST SOS RIBOSOMAL PROTEIN L14 gi | 74 4 0853 | pir | | T07522 
ribosomal protein L14 - Japanese black pine chloroplast 
gi| 1262683 |dbj IBAA04400.il (D17510) ribosomal protein L14 [Pinus 
■ thunbergii] 



Seq. No. 39086 Seq. ID 

Gene No. 80544 Strand 

Start 1571 End 

Name OJ990612_39 . 0317 . C8 . ol . gs Method 

Start 1571 End 

GI none Score 

Exons 1571.. 1646, 1693.. 1766 



OJ990612_39.0317.C8 

1766 
GENS CAN 
1766 
.75 



38860 



Seq. No. 39087 Seq. ID OJ990612_39 . 0317 . C9 

Gene No. 80545 Strand + 

Start "1 End 3113 

Name OJ990612_39 . 0317 . C9 . ol . np Method AAT/NAP 

Start 1 End 2716 

GI 7486615 Score 1086 

Exons 1..337, 591. .801, 997. .1294, 1719. .2090, 2191. .2268, 2463. .2716 

GI Descrip. hypothetical protein F7L13.20 - Arabidopsis thaliana 

gi| 4539404 | emb | CAB4 0037 . 1| (AL049524) putative protein 
[Arabidopsis thaliana] gi | 726774 1 | emb | CAB78 167 . 1 | (AL161517) 
putative protein [Arabidopsis thaliana] 



Seq. No. 39087 Seq. ID 

Gene No. 80545 Strand 

Start 1 End 

Name OJ990612_39 . 0317 . C9 . ol . gs Method 

Start 122 End 

GI none . Score 
Exons 



OJ990612_39.0317.C9 
+ 

3113 
GENSCAN 
2682 
.81 



122. .337, 591. .761, 987. .1294, 1719. .2090, 2191. .2268, 
2463. .2682 



Seq. No. 39087 Seq. ID OJ990612_39 . 0317 . C9 

Gene No. 80545 Strand 

Start 1 End 3113 

Name OJ990612_39 . 0317 . C9 . ol . gp Method AAT/GAP 

Start 2198 End 3113 

GI 36430_1.R1084 Score 1412 

Exons 2198.. 2268, 2463.. 3113 

GI Descrip. ' 453144 6/gb | AAD22 131 . 1 | AC006224_13 9.0e-21 (AC006224) 
hypothetical protein [Arabidopsis thaliana] T 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



39087 Seq. ID 

80546 Strand 

5119 End 

OJ990612_39 . 0317 . C9 . o3 . np . Method 

5119 End 

2880051 Score 



OJ990612_39.0317.C9 
+ 

8271 
AAT/NAP 
8271 
107 



5119. .5172, 6914. .7051, 8251. .8271 

(AC002340) putative protein kinase [Arabidopsis thaliana] 



39087 
80546 
5119 

OJ990612_39.0317.C9.o2.gp 
7479 

36430_1.R1084 
7479. .8036 

' 453144 6/gb | AAD22131. 1 |AC006224_13 9.0e-21 (AC006224) 
hypothetical protein [Arabidopsis thaliana] ' 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990612_ 
+ 

8271 
AAT/GAP 
8036 
769 



39. 0317. C9 



Seq. No. 39087 Seq. ID 

Gene No. 80547 Strand 

Start 34 7 9"V ' End 

Name OJ990612_39 . 0317 . C9 . o2 . tc Method 

Start 107 End 

GI none Score 



OJ990612_39.0317.C9 
8180 

TBLASTX: Cress 

1907 

55 



388 61 




Exons 107. .163, 218. .340, 591. .788, 993. .1229, 1005. .1220, 1758. .1907, 

1759. .1905 





Seq. No. 


"3 A A O T 

39087 


Seq. ID 


/"^iTAAA^IA "O r\ AOII /""'A 

OJ990612 39. 0317. C9 




Gene No. 


O A £ A ^ 


bz rana 






Start 


34 / y 


T? v» **i 

End 


Q 1 O A 




Name 


ojyyuoiz jy . u ji / . . oo . tw 


Metnoa 


tblastx : Wheat 




Start 


22 6 


Ena 


*7 C A 

760 




GI 


none 


Score 


115 




Exons 


226. .339, 22/. .340, 590. .760, 


591. .758 






Seq. No. 


39087 


Seq. ID 


OJ990612_39.0317.C9 




Gene No. 


8054 / 


Strand 






Start 


34 7 9 


End 


8180 




Name 


/"NTAAA/TIO OA A *D 1 "7 /"""A ~ 1 j_ _, 

OJ990612 39 . 0317 . C9 . ol . ts 


Method 


TBLASTX : Soybean 




Start 


C A A 

590 


End 


2643 




GI 


none 


Score 


208 




Exons 


C A A ~~) Ci ~~l CAT TOO n Ai 

590. .787, 591. .788, 633. .791, 


996.. 1088, 1002.. 1229, 1752.. 






1753. .1926, 1918. .2091, 1926. 


.2096, 2191. .2286, 2192. .2266, 






2461. .2643, 2485. .2643 








Seq. No. 


39087 


Seq. ID 


OJ990612_39.0317.C9 




Gene No. 


80547 


Strand 






Start 


3479 


End 


8180 




Name 


OJ990612 39.0317.C9.ol.tm 


Method 


TBLASTX: Maize 




Start 


729 


End 


2643 


rf§ 


GI 


none 


Score 


83 




Exons 


729. .788, 996. .1295, 996. .1076, 1034.. 


1297, 1720.. 1755, 






1756. .1914, 1758. .1904, 1927. 


.2091, 1933. .2022, 1947. .2096, 


LJ 




2192. .2260, 2461. .2643, 2476. 


.2640 




i. 


Seq. No. 


39087 


Seq. ID 


OJ990612_39.0317.C9 


c " 


Gene No. 


80547 


Strand 






Start 


3479 


End 


8180 


Ed 


Name 


OJ990612 39.0317.C9.o2.tw 


Method 


TBLASTX: Wheat 


"'•=1 


Start 


993 


End 


1229 




GI 


none : * 


Score 


246 




Exons 


993. .1229, 997. .1113, 1034. .1216 






Seq. No. 


39087 


Seq. ID 


OJ990612_39.0317.C9 




Gene No. 


80547 


Strand 






Start 


3479 


End 


8180 




Name 


OJ990612 39.0317.C9.ol.tw 


Method 


TBLASTX: Wheat 




Start 


1771 


End 


2529 




GI 


none 


Score 


95 




Exons 


1771. .1902, 1868. .1981, 1902. 


.2096, 1916. .1981, 1918. .2091, 






2191. .2271, 2192. .2260, 2461. 


.2529 






Seq. No. 


39087 


Seq. ID 


OJ990612_39.0317.C9 




Gene No. 


80547 


Strand 






Start 


.3479 


End 


8180 




Name 


OJ990612 39.0317.C9.ol.tc 


Method 


TBLASTX: Cress 




Start 


1918 


End 


2260 




GI 


none 


Score 


174 




Exons 


1918. .2091, 1935. .2096, 2192. 


.2260 






Seq. No. 


39087 


Seq. ID 


OJ990612_39.0317.C9 



•38862 



Gene No. 80547 

Start 3479 

Name OJ990612_39 . 0317 . C9 . o2 . gs 

Start 3479 

GI none 

Exons 3479.. 3547, 4022.. 4233, 4318. 

7493. .7609,. 8083. .8180 



Strand 
End 

Method 

End 

Score 



8180 
GEN SCAN 
8180 
.77 



,4409, 6684.. 6802, 6936.. 7020, 



Seq. No. 39087 Seq. ID OJ990612_39 . 0317 . C9 

Gene No. 80547 Strand 

Start 3479 End 8180 

Name OJ990612_39 . 0317 . C9 . o3 . gp Method AAT/GAP 

Start 7479 End 8036 

GI 36430_1.R1084 Score 771 

Exons 7479.. 8036 

GI Descrip. * 453144 6/gb IAAD22131 . 1 | AC006224_13 9.0e-21 (AC006224) 
hypothetical protein [Arabidopsis thaliana] ' 



Seq. No. 39088 Seq. ID 

Gene No. 80548 Strand 

Start 1816 End 

Name OJ990612_39 . 0317 . C10 . ol . gs Method 

Start 1816 End 

GI none Score 
Exons 



OJ990612_39. 0317. C10 
+ 

4699 
GEN SCAN 
4699 
.9 



1816. .1846, 2772. .3022, 3128. .3254, 3393. .3666, 4044. .4176, 
4367. .4453, 4562. .4655, 4686. .4699 



Seq. No. 


39088 




Gene No. 


80548 




Start 


1816 




Name 


OJ990612 3 


Start 


2551 




GI 


2880051 


Exons 


2551. 


2641 




4367. 


4453 


GI Descrip. 


(AC002340) 


Seq. No. 


39088 




Gene No. 


80549 




Start 


4822 




Name 


OJ990612 3 


Start 


2554 




GI 


none 




Exons 


2554. . 


2592 



Seq. ID OJ990612_39. 0317. C10 
Strand + 
End 4699 
0317. C10. ol.np Method AAT/NAP 
End 4690 
Score 1193 
2772. .3022, 3128. .3254, 3393. .3666, 4044. .4176, 
4562. .4690 

(AC002340) putative, protein kinase [Arabidopsis , thaliana] 



12 39.0317.C10.ol.ts 



2984. .3025, 3116. 
3392..3667, 4044. 
4S59..4633, 4561. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

2982, 2771. .2983, 2876 
3244, 3127. .3258, 3128 
4187, 4045. .4176, 4351 
4635 



OJ990612 39. 0317. C10 



7245 

TBLASTX: Soybean 
4635 
68 

2983, 2971.. 3024, 
3256, 3373.. 3669, 
4455, 4352.. 4459, 



Seq. No. 39088 Seq. ID 

Gene No. 80549 Strand 

Start 4822 End 

Name OJ990612_39 . 0317 . C10 . ol . tw Method 

Start 2554 End 

GI none Score 
Exons 



OJ990612_39. 0317. C10 
7245 

TBLASTX: Wheat 

3246 

69 



2554. .2649, 2803. .3024, 2804. .3025, 2870. .3025, 3126. .3233, 
3127. .3246, 3128. .3244, 3142. .3246 



38863 





Seq. No. 


39088 










Seq. ID 


OJ990612 


_39. 0317. C10 




Gene No. 


80549 










Strand 








Start 


4822 










End 


7245 






Name 


OJ990612 39 


. 0317 


.ClO.ol 


. tc 


Method 


TBLASTX : 


Cress 




Start 


2788 










End 


3625 . 






GI 


none 










Score 


187 






Exons 


2788. , 


.2982, 


2789 


. .2986, 


3024 . 


.3107, 3124 . .3258, 


3128 . . 3256, 






3373. , 


.3621, 


3392 


. . 3625, 


3398 . 


.3625 








Seq. No. 


39088 










Seq. ID 


OJ990612 


_39. 0317. C10 




Gene No. 


. 80549 










Strand 








Start 


4822 










End 


7245 






Name 


OJ990612 39. 


.0317, 


.ClO.ol, 


. tm 


Method 


TBLASTX : 


Maize 




Start 


2811 










End 


4641 






GI 


none 










Score 


246 






Exons 


2811. . 


.2999, 


2813, 


. .3025, 


2815. 


.3024, 3116. .3256, 


3127 . . 3258, 






3128. . 


.3256, 


3366, 


. .3659, 


3376. 


.3669, 3392. .3667, 


4044 . .4187, 






4045. . 


.4176, 


4348 , 


. .4446, 


4351 . 


.4455, 4352. .4459, 


4559. . 4633, 






4561. . 


.4635, 


4561 , 


. .4641 












Seq. No. 


39088 










Seq. ID 


OJ990612 


39. 0317. C10 




Gene No. 


80549 










Strand 








Start 


4822 










End 


7245 






Name 


OJ990612 39. 


.0317. 


.C10.o3, 


. tw 


Method 


TBLASTX: 


Wheat 




Start 


3431 










End 


4119 




n 


GI 


none 










Score 


180 




St 


Exons 


3431. , 


,3607, 


3517 . 


. . 3606, 


3626. 


.3667, 3637.. 3696, 


4045. . 4119 




Seq. No. 


39088 










Seq. ID 


OJ990612 


39. 0317. C10 


y 


Gene No. 


80549 










Strand 








Start 


4822 










End 


7245 




i I 


Name 


OJ990612 39. 


.0317 . 


.C10.o2. 


. tc 


Method 


TBLASTX: 


Cress 




Start 


3635 










End 


4208 






GI 


none 










Score 


63 




J 


■ Exons 


3635. . 


,3670, 


4038. 


. .4178, 


4038 . 


.4208, 4039. .4179 




'4 


Seq. No. 


39088 










Seq. ID 


OJ990612 


_39. 0317. C10 




Gene No. 


80549 










Strand 






J 


Start 


4822 










End 


7245 






Name 


OJ990612 39, 


,0317. 


.C10.O2. 


. tw 


Method 


TBLASTX: 


Wheat 




Start 


4120 










End 


4666 






GI 


none 










Score 


98 






Exons 


4120. . 


,4176, 


4122. 


, .4187, 


4351. 


.4455, 4352. .4459, 


4559. .4633, 






. 4561. . 


,4635, 


4565. 


, .4666 












Seq. No. 


39088 






< 




Seq. ID 


OJ990612 


39. 0317. C10 




Gene No. 


80549 










Strand 








Start 


4822 










End 


7245 






Name 


OJ990( 


512_39. 


,0317. 


,C10.o3, 


, tc 


Method 


TBLASTX: 


Cress 




Start 


4358 










End 


4682 






bl 


none 










Score 


138 






Exons 


4358. . 


4459, 


4366. 


, .4455, 


4559. 


.4633, 4561. .4638, 


4578. .4682 




Seq. No. 


39088 










Seq. ID 


OJ990612 


_39. 0317. CIO 




Gene No. 


80549 










Strand 








Start 


4822 










End 


'7245 






Name 


OJ990612_39. 


,0317. 


C10.o2. 


,np 


Method 


AAT/NAP 





38864 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4822 End 7245 

3763933 Score 143 

4822. .4858, 7022, .7245 

(AC004 450) unknown protein [Arabidopsis thaliana] 



39088 
80549 
4822 

OJ990612_39. 0317. CIO. o2.gs 

6317 

none 



Seq. ID OJ990612_39. 0317. CIO 
Strand 

End 7245 

Method GENSCAN 

End 7155 

Score . 67 



6317. .6427, 6685. .6733, 6870. .6940, 7022. .7155 



39088 
80549 
4822 

OJ990612_39. 0317. C10. o2.tm 

6552 

none 



Seq. ID OJ990612_39. 0317. C10 
Strand 

End 7245 

Method TBLASTX : Mai ze 

End 7130 

Score 65 



6552.. 6608, 6560.. 6613, 6569.. 6619, 6872.. 6910, 6893.. 6958, 
6914. .6955, 7022. .7129, 7056. .7130 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39088 
80549 
4822 

OJ990612_39. 0317 .C10. o2.ts 

6566 

none 



Seq. ID OJ990612_39. 0317. C10 
Strand 

End 7245 

Method TBLASTX : Soybean 

End 7160 

Score 132 



6566. .6613, 7022. .7159, 7059. .7160, 7065. .7160 



39089 
80550 

1 ' 

OJ990612_39. 0317 .Cll.ol.gp 
1 

none 
1. .548 



Seq. ID OJ990612_39.0317.C11 

Strand 

End 648 

Method AAT/GAP 

End 548 

Score 1024 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39089 
80550 
1 

OJ990612_39.0317 .Cll.ol.tm 
1 

none 



Seq. ID OJ990612_39.0317.C11 

Strand 

End 64 8 

Method TBLASTX: Maize 

End 4 69 

Score 116 



1..180, 2. .166, 223. .279, 223.-294, 365. .469, 366. .467 



39089 
80550 
1 

OJ990612_39.0317.Cll.ol.gs 
35 

none 
35. .648 



Seq. ID OJ990612_39.0317.C11 

Strand 

End 648 

Method GENSCAN 

End 64 8 

Score .45 



Seq. No. 
Gene No. 
Start 



39090 
80551 
16 



Seq. ID OJ990612_39.0317.C12 
Strand + 
End 12341 



38865 



Name 
■ Start 
GI 

Exons 



OJ990612_39 . 0317 . C12 . ol . gs Method GENSCAN 
16 End 8389 

none Score .48 

16. .67, 613. .721, 811. .940, 1223. .1308, 1931. .1979, 2163. .2579, 
4047. .4213, 4635. .4751, 5376.-5459, 5622. . 5744, 6199. .6341, 
6399.. 6470, 7528.. 7702., 8353.-8389 



Seq. No. 


39090 


Seq. ID 


OJ990612_39. 0317 .C12 


Gene No. • 


80551 


Strand 


+ 


Start 


16 


End 


12341 


Name 


OJ990612 39. 0317 .C12 .ol . gp 


Method 


AAT/GAP 


Start 


34 


End 


528 


GI 


uC-osflM202037f07bl 


Score 


749 


Exons 


34 . .281, 357 . . 528 






GI Descrip. 


1 4 7 68 97 8 /gb | AAD29702 . 1 | AF14 04S 


S9 1 9.0e- 


■95 (AF140489) kiaaOO ■ 




protein [Oryza sativa] 1 






Seq. No. 


39090 


Seq. ID 


OJ990612_39 . 0317 . C12 


Gene No. 


80551 


Strand 


+ 


Start 


16 


End 


12341 


Name 


OJ990612 39.0317.C12.o2.tm 


Method 


TBLASTX: Maize 


Start 


680 


End 


1366 


GI y,-.: 


none 


Score 


75 


Exons 


680.. 721, 681.. 722, ,80.9.. 943, 


810. . 941, 


811. .942, 812, .943, 




1222. .1356, 1223. .1324, 1325.. 


1366 




Seq. No. 


39090 


Seq. ID 


OJ990612_39.0317.C12 


Gene No. 


80551 


Strand 


+ 


Start 


16 


End 


12341 


Name 


OJ990612 39.0317.C12.ol.np 


Method 


AAT/NAP 


Start 


6398 


End 


12341 


GI 


6503010 


Score 


795 


Exons 


6398. .6420, 10050 .. 107 96, 108E 


16. .11091, 


11683. .11930, 




12021. .12341 






GI Descrip. 


(AF174427) formin-like protein AHF1 [Arabidopsis thaliana] 


Seq. No. 


39090 


Seq. ID 


OJ990612_39.0317.C12' 


Gene No. 


80551 


Strand 


+ 


Start 


16 


End 


12341 


Name 


OJ990612 39.0317.C12.o2.gs 


Method 


GENSCAN 


Start 


9196 


End 


11930 


GI 


none 


Score 


.63 


Exons 


9196. .9648, 9709. .10796, 10886 11091, 


11683. .11930 


Seq. No. 


39090 


Seq. ID 


OJ990612_39.0317.C12 


Gene No. 


80551 


Strand 


+ 


Start 


16 


End 


12341 


Name 


OJ990612 39.0317.C12.ol.tc 


Method 


TBLASTX: Cress 


Start 


10917 


End 


12133 


GI 


none 


Score 


82 


Exons 


10917. .11069, 11684. .1174 0, 11685 .. 1174 1 , 11783 11929, 




11784. .11930, 11792. .11932, 12018 12131 , 12018 12131 , 




12023. .12133, 12071. .12133 






Seq. No. 


39090 


Seq. ID 


OJ990612_39.0317.C12 


Gene No. 


80551 


Strand 


+ 


Start 


16 


End 


12341 



38866 




Name 


OJ990612 39.0317.C12 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


10944 




End 


11777 




GI 


none 




Score 


225 




Exons 


10944 .. 11144 , 10971. 


. 11123, 


11012. .11128, 11675. .11740, 






11680 .. 11736, 11682. 


. 11777 , 


11682. . 11777 




Seq. No. 


39090 




Seq. ID 


OJ990612_39.0317 


. C12 


Gene No. 


80551 




Strand 


+ 




Start 


16 




End 


12341 




Name 


OJ990612 39.0317.C12 


.ol.ts 


Method 


TBLASTX : Soybean 




Start 


10989 




End 


11929 




GI 


none 




Score 


146 




Exons 


10989 .. 11090, 10992. 


. 1114 4 , 


11682. . 117 41, 11775. .11927, 






11783 .. 11929, 11784. 


. 11927 








Seq. No. 


39090 




Seq. ID 


OJ990612_39.0317 


. C12 


Gene No. 


80551 




Strand 


+ 




Start 


16 




End 


12341 




Name 


OJ990612 39.0317.C12 


.o2.gp 


Method 


AAT/GAP 




Start 


11686 




End 


12133 




GI 


24131 1.R1084 




Score 


644 




Exons 


11686. .11930, 12021. 


.12133 








GI Descrip. 


'2281090 6.0e-58 (AC002333) 


hypothetical protein [Arabidopsis 




thaliana] 1 










Seq. No. 


39090 




Seq. ID 


OJ990612_39.0317 


C12 


Gene No. 


80551 




Strand 


+ 




Start 


16 




End 


12341 




Name 


OJ990612 39.0317.C12 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


11780 




End 


12133 




GI 


none 




Score 


239 




Exons 


11780. .11929, 11781. 


.11930, 


11806. .11931, 12018. .12131, 






12018. .12131, 12023. 


. 12133, 


12023. .12133 




Seq. No. 


39091 




Seq. ID 


OJ990612_39.0317 


C13 


Gene No. 


80552 




Strand 


+ 




Start 


486 




End 


1129 




Name 


OJ990612 39.0317. C13 


. ol . gs 


Method 


GENSCAN 




Start 


490 




End 


1019 




GI 


none 




Score 


.47 




Exons 


490. .549, 717. .1019 










Seq. No. 


39092 




Seq. ID 


OJ990612_37.0317 


CI 


Gene No. 


80553 




Strand 


-f 




Start 


1 




End 


746 




Name 


OJ990612 37. 0317. CI. 


ol . np 


Method 


AAT/NAP 




Start 


1 




End 


746 




GI 


4581169 




Score 


80 




Exons 


1..288, 656. .746 










GI Descrip. 


(AC006220) putative 


non-LTR 


retroelement reverse transcriptase 




[Arabidopsis thaliana] 








Seq. No. 


39092 




Seq. ID 


OJ990612_37.0317. 


CI 


Gene No. 


80553 




Strand 


+ 




Start 


1 




End 


746 




Name 


OJ990612 37. 0317. CI. 


ol . tm 


Method 


TBLASTX: Maize 




Start , 


77 




End 


322 





38867 



GI 


none 




Score 


218 


Exons 


77. .322 








Seq. No. 


39093 




Seq. ID 


OJ990612 


Gene No. 


80554 




Strand 


+ 


Start 


407 




End 


500 


Name 


OJ990612 37 . 0317 . C2 


. ol . np 


Method 


AAT/NAP 


Start 


407 




End 


500 


GI 


5042454 




Score 


74 


Exons 


407 . . 500 








GI Descrip. 


(AC0077 89) putative 


polyprotein [Oryza 


sativa] 


Seq. No. 


39094 




Seq. ID 


OJ990612 


Gene No. 


80555 




Strand 


+ 


Start 


4248 




End 


4833 


Name 


OJ990612 37. 0317. C4 


. o2 . gs 


Method 


GENSCAN 


Start 


4248 




End 


4833 


GI 


none 




Score 


. 92 


Exons 


4248 . .4304, 4354 . . 4 


833 






Seq. No. 


39094 




Seq. ID 


OJ990612 


Gene No. 


80556 




Strand 


+ 


Start 


6160 




End 


6364 


Name 


OJ990612 37. 0317. C4 


.ol.gp 


Method 


AAT/GAP 


Start 


6160 




End 


6364 


GI 


none 




Score 


306 


Exons 


6160. .6364 








Seq. No. 


39094 




Seq. ID 


OJ990612 


Gene No . 


80557 




Strand 


+ 


Start 


11387 




End 


17013 


Name 


OJ990612 37. 0317. C4 


. o4 . np 


Method 


AAT/NAP 


Start 


11387 




End 


17013 


GI 


5295971 




Score 


371 


Exons 


11387. .11431, 16744 


. .17013 







GI Descrip. (AB026295) EST D24 315 (R1718 ) corresponds to a region of the 
predicted gene.; Similar to Tobacco DNA for retroviral-like 
transposon Tnt 1-94 . (X13777 ) [Oryza sativa] 



Seq. No. 39094 

Gene No. 80558 

Start 1 

Name OJ990612_37 . 0317 . C4 . ol . np 

Start 1 

GI 4868120 
Exons 



17013 
AAT/NAP 
17013 
553 

1..28, 4331. .4405, 8460. .8524, 8809. .9191, 9716. 
9984. .10096, 10176. . 10284, 10861 11117, 16817.. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990612 37. 0317. C4 



.9897, 
17013 



GI Descrip. (AF116556) putative transcription factor [Arabidopsis thaliana] 



Seq. No. 39094 Seq. ID 

Gene No. 80558 Strand 

Start 1 End 

Name OJ990612_37 . 0317 . C4 . ol . gs Method 

Start 1973 End 

GI none Score 
Exons 



OJ990612_37.0317.C4 

17013 
GENSCAN 
3163 
. 68 



1973. .2023, 2449. .2653, 2687. .3020, 3070. .3163 



38868 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39094 
80558 
1 

OJ990612_37.0317.C4.o3.gs 

6515 

none 



Seq. ID OJ990612_37.0317.C4 
Strand 

End' 17013 

Method GENSCAN 

End 16961 

Score .82 



6515. .6569, 7133. .7167, 7223. .7300, 8030. .8338, 8729. .9191, 
9716. .9897, 9954. .10096, 10176 10284 , 10861 11317 , 
12351. .14507, 15701. .16224, 16301. .16465, 16554. .16961 



Seq. No. 39094 

Gene No. 80558 

Start 1 

Name OJ990612_37 . 0317 . C4 . 08 . tm 

Start 7131 

GI none 

Exons 7131.. 7175, 
7199. .7315 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990612_37.0317.C4 
17013 

TBLASTX: Maize 

7315 

56 



7131. .7199, 7132. .7191, 7182. .7301, 7186. .7302, 



Seq. No. 39094 

Gene No. 80558 

Start 1 

Name OJ990612_37 . 0317 . C4 . o5 . tm 

Start 8090 

GI none 

Exons 8090. .8221, 8105. .8242, 8132. 

8276. .8512, 8281. .8511, 8285. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990612 37. 0317. C4 



17013 

TBLASTX: Maize 
8513 
71 

8245, 8146. .8271, 8147. .8272, 
8512, 8301. .8513 



Seq. No. 39094 

Gene No. 80558 

Start 1 

Name OJ990612_37 . 0317 . C4 . o3 . tm 

Start 8517 

GI none 

Exons 8517. .8651, 8518.. 8643, 8547. 

8890.. 9060, 8906.. 9112, 8909. 



Seq. ID OJ990612_37.0317.C4 
Strand 

End 17013 
Method TBLASTX : Mai ze 
End 9175 
Score 106 

.8648, 8732. .8809, 8733. .8804, 
.9109, 9146. .9175, 9150. .9173 



Seq. No. , 39094 

Gene No. 80558 

Start 1 

Name OJ990612_37 . 0317 . C4 . 06 . tm 

Start 9709 

GI none 
Exons 



Seq. ID OJ990612_37.0317 .C4 
Strand 

End 17013 

Method TBLASTX : Mai ze 

End 10998 

Score 62 



9709. .9795, 9710. .9793, 9799. .9966, 9814. .9903, 9984. .10079, 
9988. .10062, 10121. .10258, 10174. .10269, 10845. .10934, 
10858. .10929, 10858 .. 10998 , 10862. .10993 



Seq. No. 39094 

Gene No. 80558 

Start 1 

Name OJ990612_37 . 0317 . C4 . o4 . tm 

Start 11040 

GI none 

Exons 11040. .11117, 11041 11118, 
11124. .11318, 11125. . 11319, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

11042 

11125 



OJ990612 37. 0317. C4 



17013 

TBLASTX: Maize 
11319 
64 

11119, 11042. .11119, 
11316, 11126. .11317 



Seq. No. 



39094 



Seq. ID OJ990612_37.0317.C4 



38869 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



80558 Strand 

1 End 

OJ990612_37.0317.C4.o7.tm ,.y> t Method 

12378 ' * End 

none Score 



17013 

TBLASTX: Maize 

12820 

94 



12378. .12437, 12379 .. 12468, 12380 124 99, 124 67 .. 12538 , 
12547. .12594, 12597 .. 12818 , 12 605 12820 , 12641. .12820 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39094 Seq. ID 

80558 Strand 

1 End 

OJ990612_37 . 0317 . C4 . o2 . gp Method 

13043 End 

none Score 
13043.. 13246 



OJ990612_37.0317.C4 

17013 
AAT/GAP 
13246 
379 



OJ990612 37. 0317. C4 



39094 Seq. ID 

80558 Strand 

1 End 17013 

OJ990612_37 . 0317 . C4 . o3 . np Method AAT/NAP 

15637 End 17013 

5295971 Score 1624 
15637. .16727, 16973. .17013 

(AB026295) EST D24315 (R1718 ) corresponds to a region of the 
predicted gene.; Similar to Tobacco DNA for retroviral-like 

transposon Tnt 1-94 . (X13777 ) [Oryza sativa] 



39094 
80558 
1 

OJ990612_37.0317.C4.ol.ts 

15661 

none 



Seq. ID OJ990612_37.0317.C4 
Strand 

End 17013 

Method TBLASTX : Soybean 

End 16877 

Score 55 



15661. .15894, 157 94 .. 15880 , 1597 6 . . 1 6107 , 15977 .. 16105, 
16144. .16287, 1 6187 .. 16294 , 16751 .. 1 684 9, 16752. .16877 



Seq. No ; : 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39094 Seq. ID 

80558 Strand 
1 End 
OJ990612_37 . 0317 . C4 . ol . tc Method 
15670 End 
none Score 

15670. .15888, 15704 .. 15880, 15958 .. 1 6035 , 15959 

16045. .16107, 16046. .16108, 16099 .. 1 6305 , 16154 

16790. .16867, 16791 .. 16871 , 16938 .. 17009, 16946 



OJ990612 37. 0317. C4 



17013 

TBLASTX: Cress 
17009 
94 



,16036, 
,16297, 
,17008 



39094 
80558 
1 

OJ990612_37 . 0317 .C4 .o2 . tm 
15671 
none 
15671. 
15822. 
16882. 



.15895, 15671. .16057, 
.15980, 15953. .16060, 
.17013 



Seq. ID OJ990612_37.0317.C4 
Strand 

End 17013 

Method TBLASTX : Mai ze 

End 17013 

Score 255 
15673. .15960, 15673. . 16059, 
167 67. .17012, 167 67. .17012, 



Seq. No. 



39094 



Seq. ID OJ990612_37.0317.C4 



38870 



Gene No. 80558 

Start 1 

Name OJ990612_37 . 0317 . C4 . ol . tw 

Start 15700 

GI none 

Exons 15700 
16736 



Strand 
End 

_ Method 

End 
Score 

15903, 15713. .15880, 15949 16092, 15959 .. 1 6036, 
16867, 16752. .16877, 16923.. 17012 



17013 

TBLASTX: Wheat 

17012 

63 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



39094 
80558 

1- 

OJ990612_37.0317.C4 .ol.tm 
16241 



OJ990612 37. 0317. C4 



none 
16241. 
16289. 
16569. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

16291, 16243. .16317, 16243 16287 , 16271 .. 16498, 
16498, 16290. .16499, 16489 .. 16578, 1 6503 1 6628 , 
16628 



17013 

TBLASTX: Maize 

16628 

46 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GT Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



39095 Seq. ID OJ990 612_37 . 0317 . C5 

80559 Strand + 

1 End 139 

OJ990612_37 . 0317 . C5 . ol . np Method AAT/NAP 

1 End 139. . 

5295971 Score 195- 

1..139 

(AB026295) EST D24 315 (R17 18 ) corresponds to a region of the 
predicted gene.; Similar to Tobacco DNA for retroviral-like 

transposon Tnt 1-94 . (X13777 ) [Oryza sativa] 



OJ990612_37.0317.C5 
+ 



39095 Seq. ID 

80560 Strand 
13866 End 20018 

OJ990612_37.0317 .C5.o3.np Method AAT/NAP 

13866 End 20018 

7228457 Score 9245 

13866. .14232, 14294 .. 16229, 
18 4 68.. 20018 ^ . 

(AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



16293. .17127,' 17250 18401, 



Seq. No. 39095 Seq. ID 

Gene No. 80561 Strand 

Start 1 End 

Name OJ990612_37 . 0317 . C5 . o2 . np Method 

Start 1 End 

GI 5295971 Score 

Exons 1. .61, 465. .3802, 3848. .4279 

GI Descrip. (AB026295) EST D24315 (R17 18 ) corresponds to a region of the 
predicted gene.; Similar to Tobacco DNA for retroviral-like 
transposon Tnt 1-94 . (X13777 ) [Oryza sativa] 



OJ990612_37.0317.C5 

8532 
AAT/NAP 
4279 
5575 



Seq. No. 39095 Seq. ID 

Gene No. 80561 Strand 

Start 1 End 

Name OJ990612_37 . 0317 .C5.ol.gs Method 

Start 608 End 



OJ990612_37.0317.C5 

8532 

GENSCAN 

8532 



38871 




GI 


none 




Score 


.73 


Exons 


608. .861, 879. .980, 1002. .1171, 1185. .1497, 1508. .2401, 




2412. .2731, 


2761.. 2859, 2875. 


.3068, 3215. .3470, 3540. .4299, 




4430. .4530, 


6638. .6714, 8089. 


.8160, 8389.-8532 


Seq.' No. 


39095 




Seq. ID 


OJ990612__37.0317.C5 


Gene No. 


80562 




Strand 




Start 


20667 




End 


21870 


Name 


OJ990612 37 


.0317.C5.o2.ts 


Method 


TBLASTX : Soybean 


Start 


541 




End 


999 


GI 


5509260 




Score 


66 


Exons 


541. .624, 543.-644, 650. .721, 


716. .841, 


844 . . 999 


GI Descrip. 










Seq. No. 


39095 




Seq. ID 


OJ990612 37. 0317. C5 


Gene No. 


80562 




Strand 




Start 


20667 




End 


21870 


Name 


OJ990612 37 


.0317.C5.olO.tw 


Method 


TBLASTX: Wheat 


Start 


543 




End 


838 


GI 


none 




Score 


55 


Exons 


543. .644, 544. .624, 644. .721, 


716. . 838, 


744 . . 824 


Seq. No. 


39095 




Seq. ID 


OJ990612 37. 0317. C5 


Gene No. - 


80562 




Strand 




Start 


20667 




End 


21870 


Name 


OJ990612 37 


.0317.C5.o7.tm 


Method 


TBLASTX: Maize 


Start 


656 




End 


948 


GI 


none 




Score 


62 


Exons 


656. .721, 656. .721, 698. .853, 


744. .824, 


841. .948, 844. .912 


Seq. No. 


39095 




Seq. ID 


OJ990612_37.0317.C5 


Gene No. 


80562 




Strand 




Start 


20667 




End 


21870 


Name 


OJ990612 37 


.0317.C5.ol.ts 


Method 


TBLASTX : Soybean 


Start 


1527 




End 


1925 


GI 


none 




Score 


83 


Exons 


1527. .1595, 


1617.. .1790, 1633. 


.1788, 1788. .1925, 1798. .1920 


Seq. No. 


39095 




Seq. ID 


OJ990612_37.0317.C5 


Gene No . 


80562 




Strand 




Start 


20667 




End 


21870 


Name 


OJ990612 37 


.0317.C5.o2.tm 


Method 


TBLASTX: Maize 


Start 


1533 




End 


19493 


GI 


none 




Score 


297 


Exons 


1533. . 1790, 


1533. .1790, 1534. 


.1791, 1776. .1925, 1788. .1952, 




1789. . 1956, 


19353. .19493 






Seq." No. 


39095 




Seq. ID 


OJ990612_37.0317.C5 


Gene No. 


80562 




Strand 




Start 


20667 




End 


21870 


Name 


OJ990612 37 


.0317.C5.o8.tw 


Method 


TBLASTX: Wheat 


Start 


1611 




End 


2159 


GI 


none 




Score 


55 


Exons 


1611. . 1691, 


1698.. 1775, 1788. 


.2159, 1795. .1944 


Seq. No. 


39095 




Seq. ID 


OJ990612_37.0317.C5 


Gene No. 


80562 




Strand 





38872 




Start 


20667 








End 


21870 


Name 


OJ990612 37. 


0317 


,C5.o5. 


ts 


Method 


TBLASTX : Soybean 


Start 


2013 








End 


2294 


GI 


none 








Score 


202 


Exons 


2013. .2294, 


2118 


. .2198 








Seq. No. 


39095 








Seq. ID 


OJ990612_37.0317.C5 


Gene No. 


80562 








Strand 




Start 


20667 








End 


21870 


Name 


OJ990612 37. 


0317 


.C5.o7 . 


tw 


Method 


TBLASTX: Wheat 


Start 


2232 








End 


2677 


GI 


none 








Score 


73 


Exons 


2232. .2312, 


2331 


. .2411, 


2413 


..2676, 2431. .2544, 2432. .2677 


Seq. No. 


39095 








Seq. ID 


OJ990612_37.0317.C5 


Gene No. 


80562 








Strand 




Start 


20667 








End 


21870 


Name 


OJ990612 37. 


0317 


.C5.o8. 


tm 


Method 


TBLASTX: Maize 


Start 


2352 








End 


2587 


GI 


none 








■ Score 


55 ■ 


Exons 


2352. .2411, 


2353 


. .2412, 


2401 


..2586, 2409. .2561, 2432. .2587 


Seq. No. 


39095 








. Seq. ID 


OJ990612_37.0317.C5 


Gene No. 


80562 








Strand 




Start 


20667 








End 


21870 


Name 


OJ990612 37. 


0317 


.C5.ol . 


tm 


Method 


TBLASTX: Maize 


Start 


2602 








End 


3316 


GI 


none 








Score 


294 


Exons 


2602. .2853, 


2613 


. .2861, 


2614 


..2850, 2833. .2964, 2843.-2956 




2844. .3023, 


2898 


. .3020, 


2943 


..3062, 3043. .3234, 3044. .3250 




3044. .3250, 


3045 


. .3254, 


3237 


..3299, 324 


18. .3301, 3248. .3316 


Seq. No. 


39095 








Seq. ID 


OJ990612_37.0317.C5 


Gene No. 


80562 








Strand 




Start 


20667 








End 


21870 


Name 


OJ990612 37. 


0317 


.C5.o6. 


tm 


Method 


TBLASTX: Maize 


Start 


3551 








End 


3889 


GI 


none 








Score 


239 


Exons 


3551. .3889, 


3551 


. .3811, 


3658 


. .3834 




Seq. No. 


39095 








Seq. ID 


OJ990612_37.0317.C5 


Gene No . 


80562 








Strand 




Start 


20667 








End 


21870 


Name 


OJ990612 37. 


0317 


.C5.o6. 


tw 


Method 


TBLASTX: Wheat 


Start 


14520 








End 


14912 


GI 


none 








Score 


58 


Exons 


14520. .14567 


, 14574 14672, 


14579. . 14671, 14 639 .. 14878, 




14655. .14912 












Seq. No. 


39095 








Seq. ID 


OJ990612_37.0317.C5 


Gene No. 


80562 








Strand 




Start 


20667 








End 


21870 


Name 


OJ990612 37. 


0317 


.C5.O10 


. tm 


Method 


TBLASTX: Maize 


Start 


14525 








End 


14810 


GI 


none 








Score 


195 


Exons 


14525. .14809 


, 14562. .14810 







38873 




Seq. No. 


39095 






Seq. ID 


OJ990612_37.0317 


.C5 


Gene No . 


80562 






Strand 






Start 


20667 






End 


21870 




Name 


OJ990612 37. 0317. C5 . 


o5 . tw 


Method 


TBLASTX: Wheat 




Start 


14920 






End 


18380 




GI 


none 






Score 


234 




Exons 


14920. 


.14973, 17922. 


. 18170, 


17946. .18170, 18011. .18184, 






18231. 


.18380, 18242. 


. 18379 








Seq. No. 


39095 






Seq. ID 


OJ990612_37.0317 


.C5 


Gene No. 


80562 






Strand 






Start 


20667 






End 


21870 




Name 


OJ990612 37. 0317. C5. 


o3 . tw 


Method 


TBLASTX: Wheat 




Start 


15650 






End 


16133 




GI 


none 






Score 


412 




Exons 


15650. 


.15823, 15651. 


. 16133, 


1584 5. .16105, 15915. .16109 




Seq: No. 


39095 






Seq. ID 


OJ990612_37.0317 


.C5 


Gene No. 


80562 






Strand 






Start 


20667 






End 


21870 




Name 


OJ990612 37. 0317. C5 . 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


16301 






End 


16763 




GI 


none 






Score 


580 




Exons 


16301. 


.16762, 16302. 


. 16763 








Seq. No. 


39095 






Seq. ID 


OJ990612_37.0317 


.C5 


Gene No. 


80562 






Strand 






Start 


20667 






End 


21870 




Name 


OJ9906 


il2_37.0317.C5. 


06. ts 


Method 


TBLASTX: Soybean 




Start 


16341 






End 


16706 




GI 


none 






Score 


117 




Exons 


16341. 


.16565, 16572. 


. 16706 








Seq. No. 


39095 






Seq. ID 


OJ990612_37.0317 


.C5 


Gene No. 


80562 






Strand 






Start 


20667 






End 


21870 




Name 


OJ990612 37. 0317. C5. 


o'3 . tm 


Method 


TBLASTX: Maize 




Start 


16431 






End 


16787 




GI 


none 






Score 


384 




Exons 


16431. 


.16787, 16466. 


. 16777, 


16497. .16787 




Seq. No. 


39095 






Seq. ID 


OJ990612_37.0317 


.C5 


Gene No. 


80562 






Strand 






Start 


20667 






End 


21870 




Name 


OJ990612 37. 0317. C5. 


o5 . tm 


Method 


TBLASTX: Maize 




Start 


16814 






End 


17198 




GI 


none 






Score 


360 




Exons 


16814 . 


.17179, 16815. 


• 17198 








Seq. No. 


39095 






Seq. ID 


OJ990612_37.0317 


.C5 


Gene No. 


80562 






Strand 






Start 


20667 






End 


21870 




Name 


OJ990612 37. 0317. C5. 


o2 .tw 


Method 


TBLASTX: Wheat 




Start 


16872 






End 


17296 




GI 


none 






Score 


488 




Exons 


16872. 


.17291, 16877. 


.17296 









38874 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39095 
80562 
20667 

OJ990612__37.0317.C5.o3.ts 

16950 

none 

16950. .17321, 16967. .17110 

39095 
80562 
20667 

OJ990612_37.0317.C5.o4.ts 

18069 

5666795 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990612_37.0317.C5 
21870 

TBLASTX: Soybean 

17321 

271 



Seq. ID OJ990612_37. 0317 .C5 
Strand 
End 

Method 
End 
Score 



21870 

TBLASTX: Soybean 

18635 

68 



18069. .18167, 18243. .18380, 18435. .18635 
4206306 2.0e-10 (AF049110) prpol [Zea mays] 



39095 Seq. ID 

■80562 Strand 

20667 End 
OJ990612_37 . 0317 . C5 .oil . tw Method 

18383 End 

none Score 

18383. .18559, 184 35. .18 695 



OJ990612_37.0317.C5 
21870 

TBLASTX: Wheat 

18695 

190 



Seq. No. 39095 ' Seq. ID 

Gene No. 80562 Strand 

Start 20667 End 

Name OJ990612_37 . 0317 . C5 . o4 . tm Method 

Start 18888 End 

GI none Score 

Exons 18888. .19211, 18917.. 19198 



OJ990612_37.0317.C5 
21870 

TBLASTX: Maize 

19211 

362 



Seq. No. 39095 

Gene No. 80562 

Start 20667 

Name OJ990612_37 . 0317 . C5 . o4 . tw 

Start 19025 

GI none 

Exons 19025. .19081, 19026 .. 194 06, 19127.. 19426 



Seq. ID OJ990612_37.0317.C5 



Strand 
End 

Method 

End 

Score 



21870 

TBLASTX: Wheat 
19426 
373 



OJ990612 37. 0317. C5 



Seq. No. 39095 Seq. ID 

Gene No. 80562 Strand 

Start 20667 End 

Name OJ990612_37 . 0317 . C5 . o9 . tw Method 

Start 19431 End 

GI none Score 

Exons 19431. .19691, 194 33 .. 19690 , 1 9455 . . 1 97 4 5, 19883 .. 20005 , 
19884. .20009 



21870 

TBLASTX: Wheat 

20009 

242 



Seq. No. 39095 Seq. ID 

Gene No. 80562 Strand 

Start 20667 End 

Name OJ990612_37 . 0317 . C5 . o9 . tm Method 

Start 19878 End 

GI none Score 

Exons 19878. .20048, 19883.. 20047 



OJ990612_37.0317.C5 
21870 

TBLASTX: Maize 

20048 ' 

197 



38875 



Seq. No. 


39095 


Seq. ID 


OJ990612_ 


37. 


0317 


.C5 


Gene No. 


80562 • 


btrana 










Start 


20667 


T~i _ _J 

End 










Name 


OJ990612 37 . 0317 . C5 . o3 . gs 


Metnoa 










Start 


20667 


End 


Zl f lb 








GI 


none 


Score 


1 
1 








Exons 


20667 . . 2177 6 












Seq. No. 


39095 


Seq. ID 


OJ990612_ 


37. 


,0317 


.C5 


Gene No. 


80562 


Strand 










Start 


20667 


End 


Ol OTA 

ilo / U 








Name 


OJ990612 37.0317.C5.o4.np 


Method 


AA.I / IN Air 








Start 


20670 


End 


ilo /U 








GI 


7228456 


Score 


1 A Q 1 








Exons 


20670. .21870 












GI Descrip. 


(AP001366) hypothetical protein [Oryza 


sat iva ] 








Seq. No. 


39096 


Seq. ID 


OJ990612_ 


37. 


.0317 


. tb 


Gene No. 


80563 


Strand 


+ 








Start 


1 


End 


10195 








Name 


OJ990612 37.0317.C6.o3.np 


Method 


AAT/NAP 








Start 


1 


End 


10195 








GI 


461955 


Score 


106 








Exons 


1..95, 9492. .9819, 10060. .10195 










GI Descrip. 


PRESPORE PROTEIN DP87 PRECURSOR gi | 217302 | dbj | BAA03083 . 


i -i 


(D13973) Dp87 protein [Dictyostelium discoideum] 








Seq. No. 


39096 


Seq. ID 


OJ990612_ 


37, 


.0317 


.C6 


Gene No. 


80564 


Strand 










Start 


1 


End 


1973 








Name 


OJ990612 37.0317.C6.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


1973 








GI 


6907089 


Score 


2519 








Exons 


1..617, 712. .1973 












GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 








Seq. No. 


39096 


Seq. ID 


OJ990612_ 


37 


.0317 


.C6 


Gene No. 


80564 


Strand 










Start 


1 


End 


1973 








Name 


OJ990612 37.0317.C6.ol.gs 


Method 


GENSCAN 








Start 


7 


End 


1973 








GI 


none 


Score 


.83 








Exons 


7. .617, 712. .880, 908. .1973 












Seq. No. 


39096 


Seq. ID 


OJ990612_ 


37 


.0317 


.C6 


Gene No. 


80565 


Strand 










Start 


2498 


End 


3'665 








Name 


OJ990612 37.0317.C6.o2.gs 


Method 


GENSCAN 










2498 


End 


2966 








GI 


none 


Score 


.66 








Exons 


2498. .2705, 2818. .2893, 2912. 


.2966 










Seq. No. 


39096 


Seq. ID 


OJ990612_ 


37 


.0317 


.C6 


Gene No. 


80565 


Strand 










Start 


2498 


End 


3665 








Name 


OJ990612 37.0317.C6.o2.np 


Method 


AAT/NAP 









38876 



Start 


2823 


End 


3665 


GI 


5922623 


Score 


351 


Exons 


2823.. 2893, 3062.. 3209, 3585 


. .3665 




GI Descrip. 


(AP000492) hypothetical protein [Oryza 


sativa] 




gi| 6016856 |dbj IBAA85199.il (AP000570) 


hypothetical protein 




[Oryza sativa] 






Seq. No. 


39096 


Seq. ID 


OJ990612_37.0317.C6 


Gene No. 


80566 


Strand 




Start 


9562 


End 


10356 


Name 


OJ990612 37 0317 C6.o4.as 


Method 


GENSCAN 


Start 


9562 


End 


10356 


GI 


none 


Score 


1 


Exons 


9562. .10356 






Sea No. 


39096 


Seq. ID 


OJ990612_37.0317.C6 


Gene No. 


80566 


Strand 




Start 


9562 


End 


10356 


Name 


OJ990612 37.0317.C6.ol.tm 


Method 


TBLASTX: Maize 


Start 


9580 


End 


9723 


GI 


none 


Score 


153 


Exons 


9580.. 9723, 9581.. 9712 






Seq. No. 


39097. 


Seq. . ID. 


OJ990612 37 . 0317 . C8 


Gene No. 


80567 


Strand 




Start 


1 


End 


613 


Name 


OJ990612 37.0317.C8.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


613 


GI 


7488317 


Score 


227 


Exons 


1. .613 






GI Descrip. 


RNA-directed DNA polymerase 


homolog F19F24.2 - Arabidopsis 




thaliana gi | 4 185148 | gb | AAD08951 . 1 | (AC005724) putative non 




retroelement reverse transcriptase [Arabidopsis thaliana] 


Sea. No. 


39097 


Seq. ID 


OJ990612_37.0317.C8 


Gene No. 


80567 


Strand 




Start 


1 


End 


613 


Name 


OJ990612 37.0317.C8.ol.ts 


Method 


TBLASTX: Soybean 


Start 


53 


End 


472 


GI 


none 


Score 


121 


Exons 


53. .181, 248. .472 






Seq. No. 


39097 


Seq. ID 


OJ990612_37.0317.C8 


Gene No. 


80567 


Strand 




Start 


1 


End 


613 


Name 


OJ990612 37.0317.C8.ol.tm 


Method 


TBLASTX : Maize 


Start 


56 


End 


454 


GI 


none 


Score 


.72 . 


Exons 


56. .199, 57. .200, 218. .454 






Seq. No. 


39097 


Seq. ID 


OJ990612_37.0317.C8 


Gene No. 


80567 


Strand 




Start 


1 


End 


613 


Name 


OJ990612 37.0317.C8.ol.tw 


Method 


TBLASTX: Wheat 


Start 


131 


End 


547 


GI 


none 


Score 


73 


Exons 


131. .208, 281. .547, 285. .536 







38877 



Seq. No. 
Gene No. 
Start ■ 
Name 
Start 
GI 

Exons 



Seq. ID OJ990612_37.0317.C9 
Strand + 



39098 
80568 

90 End 3183 

OJ990612_37 . 0317 . C9 . ol . gs Method GEN SCAN 

90 End 3183 

none Score .47 

90. .177, 392. .505, 1050. .1125, 1454. .1533, 1565. 
1918.. 2075, 3032.. 3183 



1718, 



Seq. No. 39098 Seq. ID 

Gene No. 80568 Strand 

Start 90 End 

Name OJ990612_37 . 0317 . C9 . o2 . np Method 

Start 1168 End 

GI 7523512 Score 

Exons 1168.. 1307 

GI Descrip. (AP001633) hypothetical protein [Oryza sativa] 



OJ990612_37.0317.C9 
+ 

3183 
AAT/NAP 
1307 
100 



Seq. No. 39098 Seq. ID OJ990612_37 . 0317 . C9 

Gene No. 80569 Strand + 

Start 6907 End 7350 

Name OJ990612_37 . 0317 . C9 . ol . gp Method AAT/GAP 

Start 6907 End 7350 

GI LIB3477-003-P1-K1-E9 Score 137 

Exons 6907.. 6943, 7280.. 7350 

GI Descrip. ' 24 9858 6/sp | Q4 0638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR {ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



Seq. No. 


39098 




Seq. ID 


OJ990612_ 


37.0317 


.C9 


Gene No. 


80570 




Strand 


+ 






Start 


19810 




End 


26824 






Name 


OJ990612 37. 0317. C9 


o4 . gs 


Method 


GENSCAN 






Start 


19810 




End 


26824 






GI 


none 




Score 


.82 






Exons 


19810. .19938, 20496 


.20573, 


21745. .21816, 21834. 


.21891, 






22088. .22186, 23323 


.23569, 


'23884. .23=937, 24520. 


.24548, 






25583. .25744, 26274 


.26402, 


26430. .26824 






Seq. No. 


39098 




Seq. ID 


OJ990612_ 


37.0317 


.C9 


Gene No. 


80571 




Strand 


+ 






Start 


38473 




End 


39287 






Name 


OJ990612 37. 0317. C9 


o6.gs 


Method 


GENSCAN 






Start - 


38473 




End 


39287 






GI 


none 




Score 


.8 






Exons 


38473. .38883, 38889 


.39287 










Seq. No. 


39098 




Seq. ID 


OJ990612_ 


37.0317 


.C9 


Gene No. 


80572 




Strand 


+ 






Start 


50573 




End 


61259 






Name 


OJ990612 37. 0317. C9 


06 . np 


Method 


AAT/NAP 






Start 


50573 




End' 


61050 






GI 


4160292 




Score 


2391 






Exons 


50573. .50617, 52054, 


.52134, 


52264. .52337, 52826. 


.53037, 






53565. .53686, 54256. 


.54341, 


54890. .54984, 55282. 


.55363, 






55778. .55884, 56071. 


.56101, 


56646. .56763, 57059. 


.57112, 





38878 



58356. .58465, 58573 .. 58675, 58894 .. 58 992 , 5917 6 59286, 
59396. .59631, 60269 .. 60506, 60626 .. 60704 , 60818.. 61050 
(Y18209) alpba-N-acetylglucosaminidase [Nicotiana tabacura] 



G.I Descrip. 

Seq. No. 39098 Seq. ID 

Gene No. ' 80572 Strand 
Start 50573 End -61259 

Name OJ990612_37 . 0317 . C9 . 06 . gp Method AAT/GAP 

Start 54299 End 56780 

GI uC-osflcyp013hllbl Score 838 

Exons 54299. .54341, 54890 .. 54 984 , 

56071. .56101, 56646.. 56780 
GI Descrip. ■ 4 160292/emb | CAA77084 | 1.0e-59 (Y18209) 

alpha-N-acetylglucosaminidase [Nicotiana tabacum] 1 



OJ990612_37.0317.C9 
+ 



55282. .55363, 55778 .. 55884 , 



■a 

fft 



s. i 
"•*3 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No .• , 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



39098 
80572 
50573 

OJ990612_37.0317.C9.ol0.gs 

54325 

none 

54325. .54341, 55778 55884 , 
57062. .57112, 58356 58380, 
59396. .59502, 60269 60506, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
56071. .56101, 
58536. .58675, 



OJ990612_37.0317.C9 
+ 



61259 
GENSCAN 
61053 
.82 

56646. 
58894. 



60626. .60649, 60778. 



,56763, 
,58992, 
,61053 



39098 Seq. ID 

80572 Strand 
50573 End 61259 

OJ990612_37 . 0317 . C9 . o7 . gp Method AAT/GAP 

57076 End 59205 

2310418 Score 663 

57076. .57112, 58356 .. 584 65, 
59176. .59205 

4 160292/emb | CAA77084 | 1.0e-59 (Y18209) 
alpha-N-acetylglucosaminidase [Nicotiana tabacum] 



OJ990612_37.0317.C9 
+ 



58573. .58675, 58894 58992, 



OJ990612_37.0317.C9 
+ 



39098 Seq. ID 

80572 Strand 
50573 End 61259 

OJ990612_37 . 0317 . C9 . 08 . gp Method AAT/GAP 

59198 End 60378 

LIB3433-018-Q6-K6-A8 Score 790 

59198. .59286, 59396 59631, 60269.. 60378 
1 4 160292/emb | CAA77084 | 2.0e-41 (Y18209) 
alpha-N-acetylglucosaminidase [Nicotiana tabacum] ' 



Seq. No. 39098 Seq. ID OJ990 612_37 . 0317 . C9 

Gene No. 80572 Strand + 

Start 50573 End 61259 

Name OJ990612_37 . 0317 . C9 . o9 . gp Method AAT/GAP 

Start 60428 End 61259 

GI 15426JL.R1084 Score 1099 

Exons 60428. .60506, 60626 .. 60704 , 60818.. 61259 

GI. Descrip. 1 4 160292/emb | CAA77084 | 3.0e-37 (Y18209) 

alpha-N-acetylglucosaminidase [Nicotiana tabacum] ' 



Seq. No. 



39098 



Seq. ID OJ990612_37.0317.C9 



38879 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



80573 Strand 

1 End 852 

OJ990612_37 . 0317 . C9 . ol . np Method AAT/NAP 

1 End 852 

5042454 Score 566 
1..219, 275. .381, 713. .852 

(AC007789) putative polyprotein [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990612 37. 0317. C9 



13430 
AAT/NAP 
13430 
4375 



39098 
80574 
9279 

OJ990612_37. 0317 .C9.o3.np 
9279 
7489738 
9279. .13227, 13270. .13430 

gag-pol polyprotein - maize copia-like retrotransposon Sto-4 
gi|4234852|gb|AAD12997.1| (AF082133) gag-pol polyprotein [Zea 
mays] 

39098 Seq. ID OJ990612_37 . 0317 . C9 

80575 Strand 

16508 End 17839 

OJ990612_J37 . 0317 . C9 . o4 . np Method AAT/NAP 

16508 End 17839 

7449606 Score 334 

16508. .16565, 17004. .17839 

hypothetical protein F22K18.150 - Arabidopsis thaliana 
gi|4220525|emb|CAA22998.1| (AL035356) putative tRNA 
isopentenyltransf erase [Arabidopsis thaliana] 
gi I 7269315 I emb | CAB79375.il (AL161561) putative tRNA 
isopentenyltransf erase [Arabidopsis thaliana] 

39098 Seq. ID OJ990612_37 . 0317 . C9 

80576 Strand 

28090 End 37905 

OJ990612_37.0317.C9.o2.gp . Method AAT/GAP 
27652 , End 28211 

17436_1.R1084 Score 1055 

27652. .28211 

, 5880464/gb|AAD54660.1|AF088901_l 8.0e-ll (AF088901) actin 
bundling protein ABP135 [Lilium longiflorum] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 



39098 
80576 
28090 

OJ990612_37 . 0317 . C9 . o5 . gs 
28090 
none 
28090. 
30308. 
33550. 
35474 . 
37158. 

39098 
80576 
28090 



.28203, 29048. .29292, 

.30364, 31089. .31214, 

.33756, 33917. .33985, 

.35627, 35707. .35866, 

.37394, 37536. .37589 



Seq. ID 
Strand 

End 37905 
Method GENSCAN 
End 37589 
Score .88 
29787. .29988, 30075 
31294 . .31434, 32595 
35040. .35198, 35290 
36689. .36821, 36902 



OJ990612 37. 0317. C9 



.30173, 
.32723, 
.35393, 
.37079, 



Seq. ID 

Strand 

End 



OJ990612 37. 0317. C9 



37905 



38880 



Name 

Start 

GI 

Exons 



OJ990612 37.0317.C9.o5.np 



Method AAT/NAP 



28093 End 37905 

5880464 Score 2665 

28093. .28203, 29048 29292, 2 9733 .. 29996, 30304 30364 , 

,31214, 31294. .31441, 31660 .. 31811 , 32595 32723, 

,33756, 33917. .33985, 34 085 .. 34 153, 3504 0 35198 , 

,35393, 35474. .35627, 35707 .. 35866, 3668 9 .. 36821 , 

,37079, 37158. .37394, 374 80 .. 37551 , 3764 1 .. 37740, 



31089. 
33619. 
35290. 
36902. 
37850. .37905 



GI Descrip. (AF088901) actin bundling protein ABP135 [Lilium longif lorum] 





Seq. No. 


39098 


Seq. ID 


OJ990612_ 


37. 0317. C9 




Gene No. 


80576 


Strand 








Start 


28090 


End 


37905 






Name 


OJ990612 37.0317.C9.o3.gp 


Method 


AAT/GAP 






Start 


29157 


End 


31566 






GI 


30312 1.R1084 


Score 


1504 






Exons 


29157. .29292, 29766.-29988, 


30075. .30173, 30308. 


.30364, 






31089. .31214, 31294. .31434, 


31511. .31566 






GI Descrip. 


, 5880464/gb|AAD54660.1|AF088901 1 1 . Oe 


-38 (AF08E 


1901) actin 






bundling protein ABP135 [Lilium longiflorum] ' 






Seq. No. 


39098 


Seq. ID 


OJ990612_ 


37. 0317. C9 




Gene No. 


80576 


Strand 






'A 


Start 


28090 


End 


37905 




?~ 

I ; ; 


Name 


OJ990612 37.0317.C9.o4.gp 


Method 


AAT/GAP 




? ! ; 


Start 


31780' 


End 


33769 




f 1 


GI 


426363 


Score 


552 




= = 


Exons 


31780. .31811, 32595. .32723, 


33619. .33769 






GI Descrip. 


5880464/gb|AAD54660. 1 IAF088901 1 l.Oe- 


38 (AF088901) actin 






bundling protein ABP135 [Lilium longiflorum] 




fy 


Sea No 


39098 


Seq. ID 


OJ990612_ 


37. 0317. C9 




Gene No. 


80576 


Strand 








Start 


28090 


End 


37905 




_ ^ 


Name 


OJ990612 37.0317.C9.o5.gp 


Method 


AAT/GAP 






Start 


35066 


End 


36998 






GI 


34019 1.R1084 


Score 


1423 




f 


Exons 


35066. .35198, 35290 .. 35393, 


3S474..35627, 35707. 


.35866, 






36689. .36821, 36902. .36998 










GI Descrip. 


, 5880464/gb|AAD54660.1|AF088901 1 1 . Oe 


-95 (AF088901) actin 






bundling protein ABP135 [Lilium longiflorum] 1 






Seq. No. 


39098 


Seq. ID 


OJ990612_ 


37. 0317. C9 




Gene No. 


80577 


Strand 








Start 


43644 


End 


46745 






Name 


OJ990612 37.0317.C9.o7.gs 


Method 


GENSCAN 






Start 


, 43644 


End' 


46745 






GI 


none 


Score 


.5 






Exons 


43644. .44024, 4 4 4 68 .. 4 4 500, 


46488. .467 


45 






Seq. No. 


39098 


Seq. ID 


OJ990612_ 


37. 0317. C9 




Gene No. 


■80578 


Strand 








Start 


51793 


End 


54342 






Name 


OJ990612 37.0317.C9.o9.tm 


Method 


TBLASTX: Maize 




Start 


2557 


End 


24813 






GI 


none 


Score 


72 








388? 


31 . 








I y 



Exons 


2557 . .2700, 


2558 . 


.2701, 2719. 


.2955, 24676. .24813 




Seq. No. 


39098 






Seq. ID 


OJ990612_37.0317 


.C9 


Gene No. 


80578 






Strand 






Start 


51793 






End 


54342 




Name 


OJ990612 37. 


0317 . 


C9.o4 . tw 


Method 


TBLASTX: Wheat 




Start 


2632 






End 


24879 




GI 


none 






Score 


73 




Exons 


2632. .2709, 


2782. 


. 3048, 2786. 


.3037, 24751. .24828, 24832 


. .24879 


Seq. No. 


39098 






Seq. ID 


OJ990612 37.0317 


.C9 


Gene No. 


80578 






Strand 






Start 


51793 






End 


54342 




Name 


OJ990612 37. 


0317. 


C9.ol2. tm 


Method 


TBLASTX: Maize 




Start 


9318 






End 


9776 




GI 


none 






Score 


55 




Exons 


9318. .9509, 


9558. 


.9734, 9717. 


. 9776 






Seq. No. 


39098 






Seq. ID 


OJ990612 37.0317 


.C9 


Gene No. 


80578 






Strand 






Start 


51793 






End 


54342 




Name 


OJ990612 37. 


0317 . 


C9.o3.tw 


Method 


TBLASTX : Wheat 




Start 


9330 






-End 


9729 




GI 


none 






Score 


118 




Exons 


9330. . 9725, 


9496. 


. 9729 








Seq. No. 


39098 






Seq. ID 


OJ990612 37.0317 


.C9 


Gene No. 


80578 






Strand 






Start 


51793 






End 


54342 




Name 


OJ990612 37. 


0317. 


C9.o5. ts 


Method 


TBLASTX : Soybean 




Start 


9333 






End 


9899 




GI 


none 






Score 


131 




Exons 


9333. . 9524, 


9513. 


.9704, 9717. 


. 9899 






Seq. No. 


39098 






Seq. ID 


OJ990612_37.0317 


.C9 


Gene No. 


80578 






Strand 






Start 


51793 






End 


54342 




Name 


OJ990612 37. 


0317. 


C9.o6. tm 


Method 


TBLASTX : Mai ze 




Start 


9789 






End 


10220 




GI 


none 






Score 


126 




Exons 


9789. . 10085, 


9790 


..9945, 10059.. 10220 






Seq. No. 


39098 






Seq. ID 


OJ990612_37.0317 


,C9 


Gene No. 


80578 






Strand 






Start 


51793 






End 


54342 




Name 


OJ990612 37. 


0317. 


C9.ol.tw 


Method 


TBLASTX: Wheat 




Start 


9885 






End 


10665 




GI 


none 






Score 


154 




Exons-' 


9885. .10334, 


9889 


..10335, 10311. .10664 


, 10318. . 10665, 






10320. .10664 












Seq. No. 


39098 






Seq. ID 


OJ990612_37.0317 


.C9 


Gene No. 


80578 






Strand 






Start 


51793 






End 


54342 




Name 


OJ990612 37. 


0317. 


C9.o7 .tm 


Method 


TBLASTX: Maize 




Start 


10221 






End 


10664 




GI 


none 






Score 


139 





38882 



Exons 



10221. .10322, 10356. .10664, 10357.. 10647 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



39098 
80578 
51793 

OJ990612_37.0317.C9.ol.ts 

10356 
5509260 



Seq. ID OJ990612_37.0317.C9 
Strand 

End 54342 

Method TBLASTX : Soybean 

End 10793 

Score 4 4 



10356. .10793, 10357 .. 1038 9, 10432.. 10704 



Seq. No. 39098 

Gene No. 80578 

Start 51793 

Name OJ990612_37 . 0317 . C9 . o2 . tc 

Start 10446 

GI none 

Exons 10446. .10706, 10468.. 10704 



Seq. ID OJ990612_37.0317.C9 
Strand 

End 54342 

Method TBLASTX : Cress 

End 10706 

Score 116 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39098 
80578 
51793 

OJ990612_37.0317.C9. 

11304 

none 

11304. .11477, 11481. 



o7 . ts 



Seq. ID OJ990612_37.0317.C9 
Strand 

End 54342 

Method TBLASTX : Soybean 

End 11676 

Score 67 



,11672, 11509.. 11676 



39098 
80578 
51793 

OJ990612_37.0317.C9.o2.tw 

11307 

none 

11307. .11405, 11332. .11406, 
11730. .11969, 11731.. 11784 



Seq. ID OJ990612_37.0317.C9 
Strand 

End 54342 

Method TBLASTX : Wheat 

End 11969 

Score 35 
11385. .11690, 11407. .11667, 



Seq. No. 39098 

Gene No. 80578 

Start 51793 

Name OJ990612_37 . 0317 . C9 . o3 . tc 

Start 11310 

GI none 

Exons 11310. .11477, 11490.. 11690 



Seq. ID OJ990612_37.0317.C9 
Strand 

End 54342 

Method TBLASTX : Cress 

End 11690 

Score 123 



Seq. No. 39098 

Gene No. 80578 

Start 51793 

Name OJ990 612^37 . 0317 . C9 . oil . tm 

Start 11496 

GI none 

Exons 11496. .11681, 11518 .. 1 167 9, 



Seq. ID OJ990612_37.0317.C9 
Strand 

End 54342 

Method TBLASTX: Maize 

End 11954 

Score 85 
11730. .11954 



Seq. No. 39098 

Gene No. 80578 

Start 51793 

Name OJ990612J37 . 0317 . C9 . o4 . ts 

Start 11677 



Seq. ID OJ990612_37.0317.C9 
Strand 

End 54342 

Method TBLASTX : Soybean 

End 12113 



38883 





GI 


none 








Score 88 






Exons 


11677 


. .11766, 


11679. 


. 11918, 


11694 . . 11873, 11922 


. . 11945, 






11922 


. .12023, 


12048. 


. 12113 








Seq. No. 


39098 








Seq. ID OJ990612 


_37. 0317 




Gene No. 


80578 








Strand 






Start 


51793 








End 54342 






Name 


OJ990 


612 37. 0317. C9. 


o2 . tm 


Method TBLASTX: 


Maize 




Start 


12327 








End 13338 






GI 


none 








Score ' 50 






Exons 


12327 


. .12392, 


12433. 


. 12483, 


12588 . . 12719, 12607 


. . 12648, 






12729 


. .13337, 


12759. 


. 13013, 


12760 . . 13338 






Seq. No. 


39098 








Seq. ID OJ990612 


37.0317 




Gene No. 


80578 








Strand 






Start 


51793 








End 54342 






Name 


OJ990612 37. 0317. C9. 


o9. ts 


Method TBLASTX : 


Soybean 




Start 


17603 








End 17834 






GI 


none 








Score 75 






Exons 


17603 


. .17833, 


17631. 


. 17834 








Seq. No. 


39098 








Seq. ID OJ990612 


_37 . 0317 




Gene No. 


80578 








Strand 






Start 


51793 








End 54342 




i 3 

? ss? 


Name 


OJ990612 37. 0317. C9. 


o5 . tm 


Method TBLASTX: 


Maize 


L ! h 


Start 


27911 








End 33689 




= : : 


GI 


none 








Score 161 




r~ 


Exons 


27911 


. .27925, 


28060. 


.28206, 


28061. .28204, 28088 


. .28213, 


E. — i 




29041 


. .29169, 


29043. 


.29168, 


29048 . .29188, 29049 


. .29186, 






29767 


. .29805, 


29890. 


.29970, 


29917. .29973, 30046 


. .30171, 






30075 


. .30191, 


30079. 


. 30180, 


30083. . 30181, 30307 


. . 30363, 


ry 




30308 


. .30364, 


30309. 


.30365, 


31086. .31217, 31089 


. . 31217, 


E 




31094 


. .31222, 


31294. 


. 31440, 


31295. .31435, 31653 


. . 31706, 






31662 


. .31706, 


31699. 


.31809, 


31701. . 31817, 32595 


. . 32711, 






32595 


. .32723, 


32596. 


. 32712, 


33606. .33689, 33616 


. . 33687 


3 , 
f" 


Seq. No. 


39098 








Seq. ID OJ990612 


_37 . 0317 




Gene No. 


80578 








Strand 




IT ^ 


Start 


51793 








End 54342 






Name 


OJ990612 37. 0317. C9. 


ol.tc 


Method TBLASTX: 


Cress 




Start 


28090 








End 37888 






GI 


none 








Score 90 






Exons 


28090 


. .28206, 


28097. 


.28198, 


29048. .29119, 29881 


. .29982, 






31086 


. .31217, 


31087. 


.31215, 


31104 . .31217, 31294 


. .31437, 






31295 


. .31435, 


31653. 


.31817, 


31657. .31818, 32595 


. .32699, 






32595 


. .32723, 


32596. 


. 32700, 


33616. .33765, 33917 


. .33985, 






33918 


. .33986, 


34088. 


. 34159, 


35038 . .35205, 35039 


. . 35206, 






35040 


. .35201, 


35046. 


.35201, 


35275. .35346, 35526 


. .35636, 






35526 


. .35627, 


35528. 


. 35635, 


35707 . .35889, 35747 


. . 35890, 






36691 


. .36834, 


36692. 


.36823, 


36903. .37082, 36904 


. . 37080, 






37148 


. .37396, 


37155. 


.37424, 


37155. .37433, 37156 


. .37434, 






37480 


. .37590, 


37484 . 


.37534, 


37636. .37740, 37641 


. .37739, 






37644 


. .37733, 


37849. 


.37887, 


37850. .37888 






Seq. No. 


39098 








Seq. ID OJ990612^ 


_37.0317 




Gene No. 


80578 








Strand 






Start 


51793 








End 54342 





38884 




Name 


OJ990612 37. 0317. C9. 


. o2.ts 


Method 


TBLASTX: 


Soybean 




Start 


29902 






End 


31447 






GI 


none 






Score 


108 






Exons 


29902. 


.29970, 31086, 


. . 31217, 


31105. .31215, 31291 


. . 314 4 0, 






31294. 


.31440, 31295, 


. . 31447 










Seq. No. 


39098 






Seq. ID 


OJ990612 


_37 . 0317 , 


.C9 


Gene No. 


80578 






Strand 








Start 


51793 






End 


54342 






Name 


OJ990612 37. 0317. C9, 


. o4 . tm 


Method 


TBLASTX : 


Maize 




Start 


33691 






End 


37733 






GI 


none 






Score 


102 






Exons 


33691. 


.33765, 33692, 


. .33766, 


33916. .33981, 33917 


. .33985, 






33918. 


.33998, 34084, 


. . 34137, 


34085. .34135, 35058 


. . 35201, 






35059. 


.35199, 35072, 


. . 35209, 


35278. .35394, 35286 


. . 35387, 






35305. 


.35388, 35345. 


. . 35395, 


35473. .35505, 35484 


. . 35630, 






35515. 


.35613, 35523. 


. . 35627, 


35698. .35766, 35707 


. . 35775, 






37644. 


.37733 












Seq. No. 


39098 






Seq. ID 


OJ990612 


_37 . 0317 , 


,C9 


Gene No. 


80578 






Strand 








Start 


51793 






End 


54342 






Name 


OJ990612 37. 0317. C9, 


.08. ts 


Method 


TBLASTX: 


Soybean 




Start 


33700 






End 


37733 






GI 


none 






Score 


75 






Exons 


33700. 


.33765, 33917. 


. . 33985, 


33921. .33986, 34088 


. . 34165, 






35039. 


.35200, 35043. 


. . 35201, 


35275. .35328, 37644 


. . 37733 




Seq. No. 


39098 






Seq. ID 


OJ990612 


37 . 0317 , 


.C9 


Gene No. 


80578 






Strand 








Start 


51793 






End 


54342 






Name 


OJ990612 37. 0317. C9. 


. o3. tm 


Method 


TBLASTX: 


Maize 




Start 


36972 






End 


37522 






GI 


none 






Score 


122 






Exons 


36972. 


.37082, 36973. 


, . 37080, 


37155. .37412, 37155 


. . 37415, 






37474. 


.37521, 37475. 


. . 37522 










Seq. No. 


39098 






Seq. ID 


OJ990612 


_37.0317, 


,C9 


Gene No. 


80578 






Strand 








Start 


51793 






End 


54342 






Name 


OJ990612 37. 0317. C9. 


.o3.ts 


Method 


TBLASTX: 


Soybean 




Start 


37159 






End 


37401 






GI 


none 






Score 


156 






Exons 


37159. 


.37401, 37161. 


. . 37397 










Seq. No. 


39098 






Seq. ID 


OJ990612 


_37.0317, 


,C9 


Gene No. 


- 80578 






Strand 








Start 


51793 






End 


54342 






Name 


OJ990612 37. 0317. C9. 


. o9 . gs 


Method 


GENSCAN 






Start 


51793 






End 


53084 






GI 


none 






Score 


.93 






Exons 


'51793. 


.52268, 53030. 


. .53084 










Seq. No. 


39098 






Seq. ID 


OJ990612 


_37.0317. 


.C9 


Gene No. 


80578 






Strand 








Start 


51793 






End 


54342 






Name 


OJ990612 37. 0317. C9, 


,o8.tm 


Method 


TBLASTX: 


Maize 





38885 



Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52826 
none 



End 
Score 



54342 
273 



52826. .53035, 52827 .. 53045, 53554 53682, 53567 .. 5368 6, 
53570. .53686, 54247 54342, 54250 .. 54339, 54276.. 54341 



39098 
80579 
56689 

OJ990612_37. 0317 ,C9.olO. tm 

56689 

none 

56689. .56790, 58353 .. 584 75, 
58577. .58675 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990612_37.0317.C9 
58947 

TBLASTX: Maize 

58675 

89 ■ 



58355. .58474, 58552 .. 58674 , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39098 
80579 
56689 

OJ990612_37.0317 .C9.o6.ts 

58379 

none 

58379. .58456, 58380 .. 584 75, 
58573. .58677, 58574 .. 58678 , 

39098 
80580 -.. 
58943 

OJ990612_37.0317.C9.ol.tm 
58943 
none 
58943, 
59175. 
59401. 
60623. 
60819. 



.58993, 59164. 

.59288, 59370. 

.59640, 60249. 

.60709, 60624. 
.61049 



Seq. -ID 
Strand 
End 

Method 
End 
Score 

58572 

58893 



OJ990612 37. 0317. C9 



58947 

TBLASTX: Soybean 
58947 
138 

58676, 58572. .58676, 
58946, 58894. .58947 



,59286, 59173 

,59636, 59390 

,60518, 60251 

,60710, 60816 



Seq. ID OJ990612_37.0317.C9 
Strand 

End 61049 
Method TBLASTX : Mai ze 
End 61049 
Score 70 

59286, 59174. .59287, 
59641, 59394. .59636, 
60505, 60599. . 60685, 
61049, 60817. . 61020, 



Seq. No. 39099 

Gene No. 80581 v> 

Start 961 . 

Name OJ990612_31 . 0317 . C15 . ol . gs 

Start 961 

GI none 
Exons 



Seq. ID OJ990612_31.0317.C15 

Strand + 

End 13380 

Method GENSCAN 

End 4924 

Score .76 



961. .1045, 1502. .1534, 1781. .1929, 2214. .2937, 3001. .3146, 
3410. .3438, 4451. .4703, 4757. .4924 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



39099 Seq. ID 

80581 Strand 
961 End 
OJ990612_31 . 0317 . C15 . ol . gp Method 
1395 End 
61605_1.R1084 Score 
1395. .1669 

, 5852170/emb|AL117265.1|OST17804 1.0e-137 Oryza sativa 
indica(GLA4) genomic DNA, chromosome 4, BAC clone : tl7804 ' 



OJ990612_31.0317.C15 
+ 

13380 
AAT/GAP- • 
1669 
473 



39099 
80581 
961 



Seq. ID 

Strand 

End 



OJ990612_ 
+ 

13380 



31.0317.C15 



38886 



Name 


OJ990612_31.0317.C15.o2.np 


Method 


AAT/NAP 


Start 


2214 


End 


6138 


GI 


6983860 


Score 


974 


Exons 


ooiji -ioji'i ji/**/"'*^ ^"rtoo 

2214.. 3247, 4613.. 4663, 6028 


. .6138 




GI Descrip. 


(AP001168) Similar to 22 kDa 


kafirin cluster; Ty3-Gypsy type 




(AF061282) [Oryza sativa] 






Seq. No. 


39099 


Seq. ID 


OJ990612 31.0317.C15 


Gene No. 


80581 


Strand 


+ 


Start 


961 


End 


13380 


Name 


OJ990612_31.0317.C15.o4.np 


Method 


AAT/NAP 


Start 


3345 


End 


13380 


GI 


5852180 


Score 


511 


Exons 


3345.-3456, 4392.. 4446, 6926 


..6985, 7986. .8103, 8155. .8552, 




13032 . . 13380 






GI Descrip. 


(AL117265) zhb00010.1 [Oryza 


sativa] 




Seq. No. 


39099 


Seq. ID 


OJ990612_31.0317.C15 


Gene No. 


80581 


Strand 


+ 


Start 


961 


End 


13380 


Name 


OJ990612 31.0317.C15.o3.np 


Method 


AAT/NAP 


Start 


4474 


End 


6201 


GI 


6063554 


Score 


241 


Exons 


4474.. 4693, 5362.. 5390, 6028 


..6201 




GI Descrip. 


(AP000615) ESTs AU075609 (C6334 4 ) ; C71850 (E04 64 ) , C98 61 1 (E04 64 ) 




correspond to a region of the predicted gene.; hypothetical 




protein [Oryza sativa] 






Seq. No. 


39099 


Seq. ID 


OJ990612_31.0317.C15 


Gene No. 


80581 


Strand 


+ 


Start 


961 


End 


13380 


Name 


OJ990612 31.0317.C15.o3.gs 


Method 


GENSCAN 


Start 


8148 


End 


12967 


GI 


none 


Score 


.52 


Exons 


8148.. 8358, 8363.. 8686, 9206 


..9350, 9355. .9523, 10697 .. 10978 , 




11204. .11623, 11708. .11903, 


12097. .12438, 12516. .12591, 




12858.. 12967 






Seq. No. 


39099 


Seq. ID 


OJ990612_31.0317.C15 


Gene No. 


80581 


Strand 


+ 


Start 


961 


End 


13380 


Name 


OJ990612 31.0317.C15.o5.np 


Method 


AAT/NAP 


Start 


10736 


End 


13380 


GI 


6691716 


Score 


1864 


Exons 


10736. .11613, 11801. .11997, 


12080. .12186, 12263. .12438, 




12516. .12703, 12778. .12879, 


12991. .13380 


GI Descrip. 


(AP000492) hypothetical protein [Oryza 


sativa] 




gil 6691717 |dbj IBAA8 9397. 1| (AP000570) 


hypothetical protein 




[Oryza sativa] 






Seq. No. 


39099 


Seq. ID 


OJ990612_31.0317.C15 


Gene No. 


80582 


Strand 




Start 


5333 


End 


7238 


Name 


OJ990612 31.0317.C15.ol.tw 


Method 


TBLASTX: Wheat 


Start 


2373 


End 


2732 


GI 


none 


Score 


282 


Exons 


2373. .2732, 2384. .2554, 2591 


. .2668 





38887 




Seq. No. 


39099 


Seq. ID 


OJ990612 


_31.0317.C15 


Gene No. 


80582 


Strand 






Start 


5333 


End 


7238 




Name 


OJ990612_31 .0317.C15.ol.tm 


Method 


TBLASTX : 


Maize 


Start 


2613. 


End 


2876 




GI 


none 


Score 


197 




Exons 


2613. .2876 








Seq. No. 


39099 


Seq. ID 


OJ990612 


_31.0317.C15 


Gene No. 


80582 


Strand 






Start 


5333 


End 


7238 




Name 


OJ990612_31 .0317 .C15.o2.gs 


Method 


GENSCAN 




Start 


5333 


End 


7037 




GI 


none 


Score 


. 58 




Exons 


5333.-5468, 6287.-6395, 6962. 


. 7037 






Seq. No. 


39099 


Seq. ID 


OJ990612 


31 . 031 / . Clo 


Gene No. 


80582 


Strand 






Start 


5333 


End 


7238 




Name 


OJ990612 31.0317.C15.o2.gp 


Method 


AAT/GAP 




Start 


6834 


End 


7238 




GI 


uC-osflcyp033a04bl 


Score 


664 




Exons 


6834.-7101, 7125. .7238 








GI Descrip. ' 


f 6016845/dbj | AP000570 . 1 1 AP000570 3.0e- 


59 Oryza 


sativa genomic 




DNA, chromosome 1, clone : P07 11E10 1 






Seq. No. 


39100 


Seq. ID 


OJ990612 


31 . 0317 . C17 


Gene No . 


80583 


Strand 


+ 




Start 


392 


End 


1890 




Name 


OJ990612 31-0317. C17.ol.gp 


Method 


AAT/GAP 




Start 


392 


End 


773 




GI 


uC-osflcyp033a04bl 


Score 


679 




Exons 


392. .773 








GI Descrip. 


1 601684 5/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza 


sativa genomic 




DNA, chromosome 1, clone : P0711E10 1 






Seq. No. 


39100 


Seq. ID 


OJ990612 


_31.0317.C17 


Gene No. 


80583 


Strand 


+ 




Start 


392 


End 


1890 




Name 


OJ990612 31.0317.C17.ol.gs 


Method 


GENSCAN 




Start 


570 


End 


1890 




GI 


none 


Score 


. 84 




Exons 


570. .645, 1509. .1669, 1723.. 11 


390 






Seq. No. 


39100 


Seq. ID 


uj yyuoiz 


jl . U jI / .LI / 


Gene No. 


80584 


Strand 






Start 


325 


End 


1415 




Name 


OJ990612 31.0317.C17.ol.np 


Method 


AAT/NAP 




Start 


325 


End 


1415 




GI 


4680186 


Score 


362 




Exons 


325.. 525, 1359.. 1415 








GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 





Seq. No. 39100 Seq. ID OJ990612_31 . 0317 . C17 

Gene No. 80585 Strand 

Start 1445 End 1927 



38888 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip'. 



OJ990612_31 . 0317 . C17 . o2 .np Method 
1445 End 
5852179 Score 
1445.. 1620, 1695.. 1927 
(AL117265) zhb0009.1 [Oryza sativa] 



AAT/NAP 

1927 

207 



OJ990612 31.0317.C18 



39101 Seq. ID 

80586 Strand 

1 End 638 

OJ990612_31 . 0317 . C18 . ol . np Method AAT/NAP 

1 End 638 

2498930 Score 751 

1..407, 575. .638 

DORSAL-VENTRAL PATTERNING PROTEIN SOG (SHORT GASTRULATION 

PROTEIN) gi | 1203794 (U18774) Sog [Drosophila melanogaster ] 



39102 Seq. ID 

80587 Strand 
1258 End 
OJ990 612_31.0317.C20.ol.np Method 
1258 End 
4325357 Score 
1258.. 1904, 2699. .3403 

(AF128395) contains similarity to Arabidopsis thaliana 
retrotranspbson Athila hypothetical protein 1- (GB:X81801 
[Arabidopsis thaliana] 



OJ990612_31.0317.C20 
+ 

3403 
AAT/NAP 
3403 
430 





Seq. No. 


39102 


Seq. ID 


OJ990612_31 


.0317.C20 




Gene No. 


80588 


Strand 


+ 






Start 


8432 


End 


9047 






Name 


OJ990612 31.0317.C20.o2.np 


Method 


AAT/NAP 






Start 


6595 


End 


8544 






GI 


4680186 


Score 


248 






Exons 


6595.. 6636, 8339. .8544 










GI Descrip. 


(AF111709) unknown [Oryza sativa subsp, 


. indica] 






Seq. No. 


39102 


Seq. ID 


OJ99061-2_31 


.0317.C20 




Gene No. 


80588 


Strand 


+ 




- 


Start 


8432 


End 


9047 






Name 


OJ990612 31.0317.C20.o2.gs 


Method 


GENSCAN 






Start 


8432 


End 


9047 






GI 


none 


Score 


.79 






Exons 


8432. .8492, 8941. .9047 










Seq. No. 


39102 


Seq. ID 


OJ990612_31 


.0317.C20 




Gene No. 


80589 


Strand 


+ 






Start 


10389 


End 


13738 






Name 


OJ990612" 31.0317.C20.o4.np 


Method 


AAT/NAP 






Start 


10389 


End 


13738 






GI 


5001454 


Score 


143 






Exons 


10389. .104 34, 13081. .13370, 


13599. .13738 






GI Descrip. 


(AC007730) putative non-LTR 


retrolelement reverse 


transcriptase 






[Arabidopsis thaliana] 










Seq. No. 


39102 


Seq. ID 


OJ990612_31 


.0317.C20 




Gene No. 


80590 


Strand 








Start 


8091 


End 


8472 





38889 



Name OJ990612_31 . 0317 . C20 . ol . gp Method AAT/GAP 

Start 8091 End 8472 

GI uC-osflcyp033a04bl Score 651 

Exons 8091. .8472 

GI Descrip. ' 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P07 11E10 ' 



Seq. No. 39102 Seq. ID 

Gene No. 80591 Strand 

Start 8940 End 

Name OJ990612_31 . 0317 . C20 . ol . tc Method 

Start 1618 End 

GI none Score 

Exons 1618.. 1926 



OJ990612_31.0317.C20 
13510 

TBLASTX: Cress 

1926 

190 



Seq. No. 


39102 




Seq. ID 


OJ990612_31.0317.C20 


Gene No. 


80591 




Strand 




Start 


8940 




End 


13510 


Name 


OJ990612 31 


.0317.C20.o2.tw 


Method 


TBLASTX: Wheat 


Start 


2693 




End 


3064 


GI 


none 




Score 


106 


Exons 


2693. .2848, 


2879. .3064, 2950.. 


3063 




Seq. No. 


39102 




Seq. ' ID 


OJ990612_31v : 0317-.C20 


Gene No. 


80591 




Strand 




Start 


8940 




End 


13510 


Name 


OJ990612 31 


.0317.C20.o3.np 


Method 


AAT/NAP 


Start 


8940 




End 


10689 


GI 


6907087 




Score 


752 


Exons 


8940. .9041, 


9580. . 10268, 10314 


. . 10689 




GI Descrip. 


(AP001129) 


ESTs C72771 (E2215) ,AU082313 (E2215) correspond to 



region of the predicted gene.; hypothetical protein [Oryza 
sativa] 



Seq. No. 


39102 




Seq. ID 


OJ990612_31.0317 


.C20 


Gene No. 


80591 




Strand 






Start 


8940 




End 


13510 




Name 


OJ990612 31.0317.C20 


. o3 . gs 


Method 


GENSCAN 




Start 


9359 




End 


13510 




GI 


none 




Score 


.43 




Exons 


9359.. 10268, 10908.. 


11001, 


13009. .1305^ 


, 13384. .13510 




Seq. No. 


,39102 




Seq. ID 


OJ990612_31.0317 


C20 


Gene No. 


80591 




Strand 






Start 


8940 




End 


13510 




Name 


OJ990612 31.0317.C20 


. o2 . gp 


Method 


AAT/GAP 




Start 


11863 




End 


12430 




GI 


4879016 




Score 


843 




Exons 


11863. .12430 










GI Descrip. 


6041757/gb|AC011806. 


1 IAC011 


806 0.0e+00 


Genomic Sequence 


For 




Oryza sativa Clone 10P20, Lemont Strain 


, Complete Sequence, 




complete sequence 










Seq. No. 


39102 




Seq. ID 


OJ990612_31.0317 


C20 


Gene No. 


80591 




Strand 






Start 


8940 




End 


13510 




Name 


OJ990612 31.0317.C20 


. ol . tw 


Method 


TBLASTX: Wheat 





38890 




Start 


13048 


End 


13434 






GI 


none 


Score 


313 






Exons 


13048. . 13434 










Seq. No. 


39103 


Seq., ID 


OJ990612_ 


31 . 0317 


. C21 


Gene No. 


80592 


Strand 


+ 






Start 


491 


End 


4154 






Name 


OJ990612 31.0317.C21.ol.np 


Method 


AAT/NAP 






Start 


491 


End 


4154 






GI 


5852181 


Score 


113 






Exons 


491. .535, 3641. .4154 










GI Descrip. 


(AL117265) zhbOOll.l [Oryza 


sativa] 








Seq. No. 


39103 


Seq. ID 


OJ990612_ 


31-0317 


.C21 


Gene No. 


80592 


Strand 


+ 






Start 


491 


End 


4154 






Name 


OJ990612 31.0317.C21.ol.gs 


Method 


GENSCAN 






Start 


823 


End 


2465 






GI 


none 


Score 


. 95 






Exons 


823. .893, 898. .1054, 2256.. 


2'4 65 








Seq. No. 


39103 


Seq. ID 


OJ990612_ 


31 . 0317 


.C21 


Gene No. 


80593 


Strand 


+ 






Start 


9892 


End 


19819 






Name 


OJ990612 31.0317.C21.o5.np 


Method 


AAT/NAP 






Start 


9892 


End 


19762 






GI 


1076802 


Score 


142 






Exons 


98 92. .9993, 19206. .197 62 










GI Descrip. 


extensin-like protein - maize gi | 600118 | emb | CAA84230 | (Z34465) 




extensin-like protein [Zea 


mays] gi 1 1096557 | prf | | 211147 6A 




extensin-like domain [Zea mays] 








Seq. No. 


39103 


Seq. ID 


OJ990612_ 


31.0317 


.C21 


Gene No . 


80593 


Strand 


+ 






Start 


9892 


End 


19819 






Name 


OJ990612 31.0317.C21.o3.np 


Method 


AAT/NAP 






Start 


15170 


End 


16634 






GI 


5852181 


Score 


129 






Exons 


15170. .15382, 16568. .16634 










GI Descrip. 


(AL117265) zhbOOll.l (Oryza 


sativa] 








Seq. No. 


39103 


Seq. ID 


OJ990612_ 


31.0317 


.C21 


Gene No. 


80593 


Strand 


+ 






Start 


9892 


End 


19819 






Name 


OJ990612 31.0317.C21.o5.gs 


Method 


GENSCAN 






Start 


19091 


End 


19819 






GI 


none 


Score 


.81 






Exons 


19091. .19137, 19177. .19819 










Seq. No. 


39103 


Seq. ID 


OJ990612_ 


31.0317 


.C21 


Gene No. 


80594 


Strand 








Start 


2778 


End 


8973 






Name 


^ OJ990612 31.0317.C21.o2.gs 


Method 


GENSCAN 






Start 


2778 


End 


8973 






GI 


none 


Score 


.41 






Exons 


2778. .2853, 3798. .3877, 4377. .4655, 4678. .5343, 


5470. .5 


670, 



5917. .6880, 7360. .7798, 7806. .7970, 8070. .8973 



38891 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



39103 Seq. ID 

80594 Strand 

2778 End 
OJ990612_31 . 0317 . C21 . o2 . np Method 

3222 End 

7228457 Score 

3222.-3328, 4644. .4782, 4906. .5823, 



OJ990612 31.0317.C21 



8973 
AAT/NAP 
8923 : 
1718 
5881. .7397, 



8896. .8923 



(AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



39103 
80595 
15170 

OJ990612_31.0317.C21.o4 . gs 

15170 

none 



Seq. ID OJ990612_31.0317.C21 
Strand 

End 18558 
Method GENSCAN 
End 18512 
Score • .72 



15170. .15483, 17195. . 17372, 17712 .. 17875 , 18181. 
18251. .18364, 1837 8. . 18512 



18205, 



39103 
80595 
15170 

OJ990612_31.0317.C21.o4 .np 
16156 
5922620 

16156. .16285, 16935 
18181. .18205, 18251 
(AP000492) EST 
predicted gene 



OJ990612 31.0317.C21 



Seq. ID 
Strand 
End 

Method 
End 
Score 
17218. .17372, 
18523.. 18558 
D15357 (C0514 ) corresponds to a region 
; hypothetical protein [Oryza sativa] 



17168, 
18364, 



18558 
AAT/NAP 
18558 
347 

17408, 



17437, 



of the 



gi I 6016853 |dbj |BAA85196.1| (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 


39103 


Seq. ID 


OJ990612_31.0317 


.C21 


Gene No. 


80596 


Strand 






Start 


18604 


End 


18772 




Name 


OJ990612 31.0317.C21.ol.gp 


Method 


AAT/GAP 




Start 


18604 


End 


18772 




GI 


LIB347 9-006-Q6-K1-B11 


Score 


233 




Exons 


18604. .18772 








GI Descrip. 


'5734616/dbj | AP000391 . 1 | AP000391 1 . Oe- 


110 Oryza sativa 


genomic 




DNA, chromosome 6, clone : P0538C01 1 






Seq. No. 


39103 


Seq. ID 


OJ990612_31.0317 


.C21 


Gene No. 


80597 


Strand 






Start 


21082 


End 


23825 




Name 


OJ990612 31.0317.C21.o4.tw 


Method 


TBLASTX: Wheat 




Start 


4431 


End 


4722 




GI 


none 


Score 


83 




Exons 


4431. .4643, 4438. .4635, 4618. 


.4722, 4649. .4717 




Seq. No. 


39103 


Seq. ID 


OJ990612_31.0317 


.C21 


Gene No. 


80597 


Strand 






Start 


21082 


End 


23825 




Name 


OJ990612. 31.0317.C21.ol.ts 


Method 


TBLASTX: Soybean 





38892 




Start 


4696 








End 


5091 




GI 


none 








Score 


46 




Exons 


4696. .5091, 


4697 


. .4801, 


4820. 


.4855, 4916. .5059 






39103 








Seq. ID 


OJ990612 31 0317 


. C21 


Gene No. 


80597 








q-k rand 






Start 


21082 








End 


23825 




Name 


OJ990612 31 


.0317 


.C21.o2. 


tw 


Method 


TBLASTX* Wheat 

X ' -LJiX X 4 * » fill \^ Ca \- 




Start 


4723 








End 


5145 




GI 


none 








Score 


221 




Exons 


4723. .5145, 


4727 


. .5047 










o c ^ • iiw • 


39103 








Seq. ID 


OJ990612 31 0317 


.C21 


Gene No. 


80597 








Strand 






Start 


21082 








End 


23825 




Name 


OJ990612 31 


.0317 


.C21.o2. 


tm 


Method 


TBLASTX ■ Mai ze 




Start 


4819 








End 


5202 




GI 


none 








Score 


121 




Exons 


4819. .5202, 


4823 


. .5050 










O C • LN V • 


39103 








Seq. ID 


OJ990612 31 0317 


. C21 


Gene No. 


80597 








Strand 






Start 


21082 








End 


23825 




Name 


OJ990612 31 


.0317 


.C21.ol. 


tm 


Mp1~ hod 


TBLASTX * Mai zp 




Start 


5230 








End ' 


5586 




GI 


none 








Score 


206 




Exons 


5230. .5586, 


5240 


. .5524, 


5374 . 


. 5586 






Q&rf No 


39103 








Sea ID 


OJ990612 31 0317 


. C21 


Gene No. 


80597 








Strand 






Start 


21082 








End 


23825 




Name 


OJ990612 31 


.0317 


.C21.ol. 


tw 


Mof hod 


TBLASTX * Wheat 

X UXJXiM X • III U 




Start 


5260 








End 


5715 




GI 


none 








Score 


344 




Exons 


5260. .5715, 


5261 


. .5698 










Qpn No 


39103 ' 








Seq. ID 


OJ990612_31.0317 


.C21 


Gene No. 


80597 








Strand 






Start 


21082 








End 


23825 




Name 


OJ990612 31 


.0317 


.C21.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


5908 








End 


6363 




GI 


none 








Score 


156 




Exons 


5908. . 6144, 


5918 


. .6142, 


6181. 


.6363, 6239.-6355 




Qpn No 


39103 








Seq. ID 


OJ990612_31.0317 


.C21 


Gene No. 


80597 








Strand 






Start 


21082 








End 


23825 




Name 


OJ990612 31 


.0317 


.C21.o5. 


tw 


Method 


TBLASTX: Wheat 




Start 


7000 








End 


7392 




GI 


none 








Score 


79 




Exons 


7000. .7209, 


7001 


. .7180, 


7252. 


.7341, 7286. .7324, 7348. .7392 


Seq. No. 


39103 








Seq. ID 


OJ990612_31.0317 


.C21 


Gene. No. 


80597 








Strand 






Start 


21082 








End 


23825 




Name 


OJ990612 31 


.0317 


.C21.o6. 


gs 


Method 


GENSCAN 




Start 


21082 








End 


23798 





38893 




GI 


none 




Score 


.48 








Exons 


21082. .21125, 23523.-23545, 


23665. .23798 








Seq. No. 


39103 




Seq. ID 


OJ990612 


_31, 


. 0317 . 


C21 


Gene No. 


80597 




Strand 










Start 


21082 




End 


23825 








Name 


OJ990612 31.0317.C21.o6 


.np 


Method 


AAT/NAP 








Start 


22144 




End 


23825 








GI 


6539588 




Score 


199 








Exons 


22144 . .22171, 23517. .23825 












GI Descrip. 


(AP000837) hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


39104 




Seq. ID 


OJ990612 


J31. 


. 0317 . 


C22 


Gene No. 


80598 




Strand 


+ 








Start 


2751 




End 


2965 








Name 


OJ990612__31 . 0317 .C22 .ol. 


. as 


Method 


GENSCAN 








Start 


2751 




End 


2965 








GI 


none 




Score 


.74 








Exons 


2751. .2965 














Seq. No. 


39104 




Seq. ID 


OJ990612 


31, 


. 0317 . 


C22 


Gene No. 


80599 




Strand 










Start 


1432 




End 


3014 








Name 


OJ990612 31.0317.C22/ol, 


■ gp 


Method 


AAT/GAP 








Start 


1432 




End 


3014 








GI 


70,0098 




Score 


620 








Exons 


1432.. 1527, 2606.. 2737, 


288 


5. .3014 










Seq. No. 


39105 




Seq. ID 


OJ990612 


_31. 


.0317. 


C23 


Gene No. 


80600 




Strand 










Start 


96 




End 


2432 








Name 


OJ990612 31.0317.C23.ol, 


.gs 


Method 


GENSCAN 








Start 


96 




End 


2432 








GI 


none 




Score 


.53 








Exons 


96. .1061, 1107. .1511, 1625. 


.1659, 1753, 


..1942, 2385, 


. .2432 


Seq. No. 


39105 




Seq. ID 


OJ990612 


_31. 


.0317. 


C23 


Gene No. 


80600 




Strand 










Start 


96 




End 


2432 








Name 


OJ990612 31.0317.C23.ol, 


.np 


Method 


AAT/NAP 








Start 


347 




End 


2026 








GI 


6539588 




Score 


177 








Exons 


347. .396, 1732. .2026 














GI Descrip. 


(AP000837) hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


39106 




Seq. • ID 


OJ990612_ 


_31. 


,0317. 


C24 


Gene No. 


80601 




Strand 










Start 


22 




End 


1130 








Name 


OJ990612 31.0317.C24.ol. 


■ gs 


Method 


GENSCAN 








Start 


22 




End 


1130 








GI 


none 




Score 


.72 








Exons 


22. .171, 465. .602, 1098. 


. .1130 










Seq. No. 


39106 




Seq. ID 


OJ990612_ 


_31. 


,0317. 


C24 


Gene No. 


80601 




Strand 










Start 


22 




End 


1130 








Name 


OJ990612 31.0317.C24.ol. 


, tm 


Method 


TBLASTX: Maize 





38894 



Start 443 End 

GI none Score 

Exons 443. .484, 515. .727, 803. .976 

Seq. No. 39106 Seq. ID 

Gene No. 80601 Strand 

Start 22 End 

Name OJ990612_31 . 0317 . C24 . ol . tw Method 

Start 665 End 

GI none Score 

Exons 665.. 1075, 895.. 1059 



976 
50 



OJ990612_31 . 0317 .C24 
1130 

TBLASTX: Wheat 

1075 

333 



Seq. No. 39107 r Seq. ID OJ990612_31 . 0317 . C25 

Gene No. 80602 - ' Strand + 

Start 1 End 843 

Name OJ990612_31 . 0317 . C25 . ol . np Method AAT/NAP 

Start 1 End 843 

GI 7488320 Score 321 

Exons 1 . . 843 

GI Descrip. RNA-directed DNA polymerase homolog T14P8.10 - Arabidopsis 

thaliana gi | 3193294 | gb | AAC19278 . 1 | (AF069298) similar to reverse 
transcriptases (Pfam: rvt.hmm, score: 53.76) [Arabidopsis 
thaliana] gi | 72 69009 | emb | CAB80742 . 1 | (AL161494) similarity to 
similar to reverse transcriptases (Pfam: rvt.hmm, score: 53.76) . 
[Arabidopsis thaliana] 





Seq. No. 


39107 


Seq. ID 


OJ990612_31.0317 


.C25 




Gene No. 


80602 


Strand 


+ 




t . § 


Start 


1 


End 


843 






Name 


OJ990612 


31 . 0317 . C25 . ol . tm Method 


TBLASTX: Maize 






Start 


2 


End 


713 




? : : 


GI 


none 


Score 


579 




s 

T ^ 


Exons 


2. .373, 3 


..713, 437. .712 








Seq. No. 


39107 


Seq. ID 


OJ990612_31.0317 


.C25 




Gene No. 


80602 


Strand 


+ 






Start 


1 


End 


843 






Name 


OJ990612 


31.0317.C25.ol.tw Method " 


TBLASTX: Wheat 






Start 


53 


End 


461 




s ; 

~ —5 


GI 


none 


Score 


145 






Exons 


53. .226, 


54. .227, 236:. 388, 237. .389, 


381. .461 






Seq. No. 


39107 


Seq. ID 


OJ990612_31.0317 


.C25 




Gene No. 


80602 


Strand 


+ 






Start 


1 


End 


843 






Name 


OJ990612 


31.0317.C25.ol.gs Method 


GENSCAN 






Start 


162 


End 


702 






GI 


none 


Score 


.78 






Exons 


162. .702 










Seq. No. 


39107 


Seq. ID 


OJ990612_31.0317 


.C25 




Gene No. 


80602 


Strand 








Start 


1 


End 


843 






Name 


OJ990612 


31 .0317 . C25 . ol . ts Method 


TBLASTX : Soybean 






Start 


318 


End 


843 






GI 


none 


Score 


246 






Exons 


318 . . 671, 


449. .643, 657. .764, 721. .762, 757. .843 





38895 





Seq. No. 


39107 




Seq. ID 


OJ990612_31.0317 


.C25 




Gene No. 


80602 




Strand 


+ 






Start 


1 




End ' 


843 






Name 


OJ990612_31 . 0317 .C25 . o2 , 


. tw 


Method 


TBLASTX: Wheat 






Start 


468 




End 


840 






GI 


none 




Score 


183 






Exons 


4 68 . . 764 , 751 . .840 












Seq. No. 


39108 




Seq. ID 


OJ990612_31.0317 


.C26 




Gene No. 


80603 




Strand 








Start 


1158 




End 


1431 






Name 


OJ990612_31 . 0317 .C26. ol , 


. tm 


Method 


TBLASTX : Maize 






Start 


64 




End 


324 






GI 


none 




Score 


134 






Exons 


64. .186, 109. .174, 187., 


. 324 










Seq. No. 


39108 




Seq. ID 


OJ990612_31.0317 


.C26 




Gene No. 


80603 




Strand 








Start 


1158 




End 


1431 






Name 


OJ990612 31.0317.C26.ol, 


.gs 


Method 


GENSCAN 






Start 


1158 




End 


1431 






GI 


none 




Score 


. 59 




:Z 


Exons 


1158 . . 1219, 1362 . .1431 










h ^ ' 


Seq. No. 


39109 




Seq. ID 


OJ990612_31.0317 


.C27 




Gene No. 


80604 




Strand 








Start 


2918 




End 


3133 






Name 


OJ990612 31.0317.C27.ol, 


.gs 


Method 


GENSCAN 






Start 


2918 




End 


3133 






GI 


none 




Score 


. 96 




r ' § 


Exons 


2918 . . 3133 










s 


Seq. No. 


39110 




Seq. ID 


OJ990612_31.0317 


.C28 




Gene No. 


80605 




Strand 


+ 






Start 


3962 




End 


6395 






Name 


OJ990612 31.0317.C28.ol. 


.np . 


Method 


AAT/NAP ' 




. ^ 


Start 


3962 




End 


6073 




f ^ 


GI 


6598412 




Score 


2406 




?=! 


Exons 


3962. .6073 












GI Descrip. 


(AC004261) unknown protein [Arabidopsis thaliana] 






Seq. No. 


39110 




Seq. ID 


OJ990612_31.0317 


.C28 




Gene No. 


80605 




Strand 


+ 






Start 


3962 




End 


6395 






Name 


OJ990612 31.0317.C28.o3. 


. tm 


Method 


TBLASTX: Maize 






Start 


4210 




End 


4509 






GI 


none 




Score 


461 






Exons 


4210. .4509, 4211. .4507, 


4225, 


. .4509 








Seq. No. 


39110 




Seq. ID 


OJ990612_31.0317 


.C28 




Gene No. 


80605 




Strand 


+ 






Start 


3962 




End 


6395 






Name 


OJ990612 31.0317.C28.o4 . 


. ts 


Method 


TBLASTX: Soybean 






Start 


4673 




End 


4894 






GI 


none 




Score 


78 






Exons 


4673. .4756, 4775. .4894, 


4780, 


. .4890 







38896 




Seq. No. 


39110 








Seq. ID' 


OJ990612_31.0317, 


,C28 


Gene No. 


80605 








Strand 


■ + 




Start 


3962 








End 


6395 




Name 


OJ990612_31 . 


0317 


.C28 ,o4 


. tm 


Method 


TBLASTX: Maize 




Start 


4858 








End 


5011 




GI 


none 








Score 


115 




Exons 


4858 . . 5010, 


4858 


. . 5010, 


4859. 


.5011, 4859. .5011 




Seq. No. 


39110 








Seq. ID 


OJ990612_31.0317. 


.C28 


Gene No. 


80605 








Strand 


+ 




Start 


3962 








End 


6395 




Name 


OJ990612_31 . 


0317 


,C28 .ol 


. tm 


Method 


TBLASTX: Maize 




Start 


5015 








End 


5782 




GI 


none 








Score 


1181 




Exons 


5015 . . 5782, 


5020 


. . 5421, 


5021. 


.5779 






Seq. No. 


39110 








Seq. ID 


OJ990612_31.0317, 


,C28 


Gene No. 


80605 








Strand 


+ 




Start 


3962 








End 


6395 




Name 


OJ990612_31 . 


0317 


.C28 .ol 


. tc 


Method 


TBLASTX: Cress 




Start 


5033 








End 


5491 




GI 


none 








Score 


77 




Exons 


5033 . . 5092, 


5033 


. . 5086, 


5038 . 


.5106, 5051. .5377, .5125. ..5373, 




5138. .5374, 


5441 


. .5491 










Seq. No. 


39110 








Seq. ID 


OJ990612_31.0317, 


.C28 


Gene No. 


80605 








Strand 


+ 




Start 


3962 








End 


6395 




Name 


OJ990612 31. 


0317 


.C28 .o2 


. ts 


Method 


TBLASTX : Soybean 




Start 


5284 








End 


5491 




GI 


none 








Score 


307 




Exons 


5284. .5412, 


5285 


. . 5491, 


5285 . 


.5476 






Seq. No. 


39110 








Seq. ID 


OJ990612 31.0317, 


■ C28 


Gene No. 


80605 








Strand 


+ 




Start 


3962 








End . 


6395 




Name 


OJ990612_31 . 


0317 


.C28.ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


5617 








End 


5830 




GI 


5752545 








Score 


323 




Exons 


5617 . . 5811, 


5618 


. .5830, 


5624 . 


.5818 






GI Descrip. 


3402719 2.0e 


s-34 


(AC004261) unknown protein [Arabidopsis 






thaliana] 














Seq. No. 


39110 








Seq. ID 


OJ990612J31.0317. 


.C28 


Gene No. 


80605 








Strand 


+ 




Start 


3962 








End 


6395 




Name 


OJ990612 31. 


0317 


.C28.o2 


. tc 


Method 


TBLASTX: Cress 




Start 


5783 








End 


6067 




GI 


none 








Score 


88 




Exons 


5783. .5839, 


5822 


. . 6025, 


5826. 


.5993, 5830. .5997, 5980. .6063, 




5981. .6067 














Seq. No. 


39110 








Seq. ID 


OJ990612_31.0317, 


.C28 


Gene No. 


80605 








Strand 


+ 




Start 


3962 








End 


6395 




Name 


OJ990612 31. 


0317 


.C28 .o2 


. tm 


Method 


TBLASTX: Maize 





38897 





Start 


5786 


End 


6395 




GI 


none 


Score 


463 




Exons 


5786. .6067, 5791. .6069, 5792. 


.6067, 6135.. 6167, 6136.. 6165, 






6173. .6214, 6230. .6268, 6239. 


.6286, 6297.. 6395, 6324.. 6350 




Seq . No . 


39110 


Seq. ID 


OJ990612 31.0317.C28 




Gene No. 


80605 


Strand 


+ 




Start 


3962 


End 


6395 




Name 


OJ990612 31.0317.C28.o3.ts 


Method 


TBLASTX: Soybean 




Start 


5858 


End 


6037 




GI 


none 


Score 


64 




Exons 


5858.. 5902, 5906.. 6037, 5911. 


.6030 






Seq. No. 


39111 


Seq. ID 


OJ990612_31.0317.C29 






80606 

\J \J \J \S \J 


Strand 


+ 




Start 


2693 


End 


6627 




Name 


OJ990612 31.0317.C29.o2.gs 


Method 


GENSCAN 




Start 


2693 


End 


4910 




GI 


none 


Score 


.53 




Exons 


2693. .2807, 2939. .2984, 3226. 


.3355, 3448. .3701, 3925. .4000, 






4545. .4910 








Seq. No. 


39111 


Seq. ID 


OJ990612_31.0317.C29 


ii 


Cpnp No 


80606 

\J \S \J V V 


Strand 


+ 




Start 


2693 


End 


6627' 


En 


Name 


OJ990612 31.0317.C29.ol.np 


Method 


AAT/NAP 


?! 1 


Start 


3232 


End 


6513 




GI 


4680203 


Score 


1869 




Exons 


3232.. 4776, 4820.. 4911, 5065. 


.5295, 5572.. 6513 




GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum 


bicolor] 


r Lf 


Seq. No. 


39111 


Seq. ID 


OJ990612_31.0317.C29 




Gene No. 


80606 


Strand 


+ 




Start 


2693 


End 


6627 


H 


Name 


OJ990612 31.0317.C29.ol.gp 


Method 


AAT/GAP 




Start 


5555 


End 


5971 




GI 


5002 95.3 


Score. 


-;722 


& ! 


Exons 


5555.. 5971 








GI Descrip. 


4680203/gb|AAD27566.1|AF114171 7 l.Oe- 


-39 (AF114171) TNP2-like 


: - e? 




protein [Sorghum bicolor] 








Seq. No. 


39111 


Seq. ID 


OJ990612_31.0317.C29 




Gene No. 


80606 


Strand 


+ 




Start 


2693 


End 


6627 




Name 


OJ990612 31.0317.C29.o2.gp 


Method 


AAT/GAP 




Start 


5850 


End 


6627 




GI 


5002953 


Score 


474 




Exons 


5850. .5965, 6445. .6627 








GI Descrip. 


4680203/gb|AAD27566.1|AF114171 7 l.Oe- 


-39 (AF114171) TNP2-like 






protein [Sorghum bicolor] 








Seq. No. 


39111 


Seq. ID 


OJ990612_31.0317.C29 




Gene No. 


80607 


Strand 


+ 




Start 


9070 


End 


19161 




Name 


OJ990612 31.0317.C29.o4.gs 


Method 


GENSCAN 




Start 


9070 


End 


18978 




GI 


none 


Score 


.45 



38898 





Exons 


9070.. 9708, 9854.. 10315, 10396 10938 , 


11185. .11226, 






11346.. 11479, 11559.. 11817, 


12256. .12294, 12860 


. 12935, 






14657..14736, 15090..15129, 


15734. .16340, 16552 


. 16837, 






18265 ... 18978 










Seq. No. 


39111 


Seq. ID 


OJ990612_ 


_31.0317.C29 




Gene No. 


80607 


Strand 


+ 






Start 


9070 


End 


19161 






Name 


OJ990612 31.0317.C29.o3.gp 


Method 


AAT/GAP 






Start 


11635 


End 


12101 






GI 


LIB34 31-001-P1-N1-B5 


Score 


605 






Exons 


11635. .11817, 11919. .12101 










GI Descrip. 


, 4680203/gb|AAD27566.1|AF114171 7 l.Oe 


-39 (AF114171) TNP2-like 






protein [Sorghum bicolor] 1 










Seq. No. 


39111 


Seq. ID 


OJ990612_ 


31 . 0317 .C29 




Gene No. 


80607 


Strand 


+ 






Start 


9070 


End 


19161 






Name 


OJ990612 31.0317.C29.64.gp 


Method 


AAT/GAP 






Start 


12606 


End 


13017 






GI 


none 


Score 


570 






Exons 


12606. .12898, 12936. .13017 








f 


Seq. No. 


39111 


Seq. ID 


OJ990612_ 


_31.0317.C29 




Gene No. 


80607 


Strand 


+ 






Start 


9070 


End 


19161 




£ U 


Name 


OJ990612 31.0317.C29.o2.np 


Method 


AAT/NAP 




:? ^ 


Start 


15712 


End 


18942 




5 . = 


GI 


7430637 


Score 


1318 






Exons 


15712. .16340, 16552. .16837, 


18313. . 18942 






GI Descrip. 


cytochrome P450 - common tobacco gi | 1237250 | emb 


CAA65580.1 | 


i y 




(X96784) cytochrome P450 [Nicotiana tabacum] 




S 


Seq. No. 


39111 


Seq. ID 


OJ990612_ 


_31.0317.C29 




belle LNU . 


80607 


Strand 


+ 






Start 


9070 


End 


19161 






Name 


OJ990612 31.0317. C29.o6.gp 


Method 


AAT/GAP 




Si 


Start 


18728 


End 


19161 




i. _i 


GI 


3761340 


Score 


759 






Exons 


18728. .19161 










GI Descrip. 


1345641/sp| P49264 |C7B1 THLAR 


2.0e-13 CYTOCHROME 


P450 71B1 



(CYPLXXIB1) >gi_402934 (L24438) cytochrome P450 [Thlaspi 

arvense] >gi_1090224_prf 2018333A cytochrome P450 [Thlaspi 

arvense] 



Seq. No. 
Gene No. 
Start • 
. Name 
Start 
GI 

Exons 

GI Descrip. 



39111 Seq. ID 

80608 Strand 

23386 End 

OJ990612_31.0317.C29.o3.np Method 

21328 End 

3157949 Score 



OJ990612_31.0317 .C2 9 
+ 

24095 
AAT/NAP 
24001 
183 



21328. .21355, 234 80 .. 23726, 23950. .24001 

(AC002131) Similar to glucan endo-1 , 3-beta-D-glucosidase 
precursor gb|Z28697 from Nicotiana tabacum. ESTs gb|Z18185 and 
gb|AA605362 come from this gene. [Arabidopsis thaliana] 



Seq. No. 



39111 



Seq. ID OJ990612_31.0317.C29 



38899 



Gene No. 80608 Strand + 

Start 23386 End 24095 

Name ' OJ990612_31 . 0317 . C29 . 06 . gs Method GEN SCAN 

Start 23386 End 24095 

GI none Score .54 

Exons 23386. .23722, 24070.. 24095 



Seq. No. 39111 Seq. ID 

Gene No. 80609 Strand 

Start 1312 End 

Name OJ990612_31 . 0317 . C29 . ol . gs Method 

Start 1312 End 

GI none Score 

Exons 1312.. 1551 



OJ990612_31.0317.C29 

1551 
GENSCAN 
1551 
.89 



Seq. No. 39111 Seq. ID OJ990612_31 . 0317 . C29 

Gene No. 80610 Strand 

Start ' 15936 End 16251 

Name OJ990612_31 . 0317 . C29 . o5 . gp Method AAT/GAP 

Start 15936 End 16251 

GI LIB3431-035-P1-K1-A12 Score 536 

Exons 15936. .16251 

GI Descrip. * 1345641/sp | P4 9264 | C7B1_THLAR 2.0e-13 CYTOCHROME P450 71B1 
(CYPLXXIB1) >gi_402934 (L24438) cytochrome P450 [Thlaspi 

arvense] >gi_1090224_prf 2018333A cytochrome P450 [Thlaspi 

arvense] 1 



Seq. No. 39111 Seq. ID 

Gene No. 80611 Strand 

Start 20188 End 

Name OJ990612_31 . 0317 . C29 . o5 . gs Method 

Start 20188 End 

GI none Score 

Exons 20188. .20622 



OJ990612_31.0317.C29 

20622 
GENSCAN 
20622 
.89 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39111 
80612 
20893 

OJ990612_31.0317.C29.o2.tw 

3574 

none 

3574. .3972, 3672. .3695, 3813. 
4129. .4254, 4191. .4253 

39111 
80612 
20893 

OJ990612_31. 0317.C29.o2.ts 

3853 

none 

3853. .3972, 3855.. 3974, 4023. 



Seq. ID OJ990612_31.0317.C29 
Strand 

End 21063 

Method TBLASTX : Wheat 

End 4254 

Score 234 

.3974, 4020. .4115, 4021. .4125, 



Seq. ID OJ990612_31.0317.C29 
Strand 

End 21063 

Method TBLASTX : Soybean 

End 4272 

Score 126 
.4268, 4024.. 4272 



Seq. No. 39111 

Gene No. 80612 

Start 20893 

Name OJ990612_31 . 0317 . C29 . o2 . tc 

Start 4020 



Seq. ID OJ990612_31.0317.C29 
Strand 

End 21063 

Method TBLASTX: Cress 

End 4350 



38900 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 

4020. .4157, 

39111 
80612 
20893 

OJ990612_31. 

4195 

none 

4195. .4428, 

39111 
80612 
20893 

OJ990612_31. 

4288 

none 

4288. .4398, 

39111 
80612 
20893 

OJ990612_31. 

4828 

none 

4828. .5058, 



4021. .4350, 4194. 



0317.C29.o4.tm 



4444. .4575 



0317.C29.o4.tw 



Score 305 

.4250, 4204. .4308, 4275. .4349 

Seq. ID OJ990612_31.0317.C29 
Strand 

End 21063 

Method TBLASTX : Mai ze 

End 4575 

Score 206 



Seq. ID OJ990612_31.0317.C29 
Strand 

End 21063 

Method TBLASTX : Wheat 

End 4575 

Score 152 



4297. .4413, 4443. .4571, 4444. .4575 



0317.C29.o5.tw 



Seq. ID OJ990612_31.0317.C29 
Strand 

End 21063 

Method TBLASTX : Wheat 

End 5178 

Score 159 



4857. .5057, 5094. .5177, 5095. .5178 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start' 

Name 

Start 

GI 

Exons 



39111 * 

80612 

20893 

OJ990612_31. 

5085 

none 

5085. .5279, 

39111 
80612 
20893 

OJ990612J31. 
5182 
none 
5182, 
5943. 
6205. 



.5724, 
.6083, 
.6309, 



0317 .C29.o3. tm 



5086. .5571, 5415. 



0317.C29.ol.tw 



5226. .5672, 5743. 
6088. .6135, 6139. 
6310. . 6'402 



Seq. ID OJ990612_31.0317.C29 
Strand 

21063 

TBLASTX: Maize 
5571 
290 



End 

Method 
End 
Score 
.5558 



Seq. ID OJ990612_31.0317.C29 
Strand 

End 21063 
Method TBLASTX : Wheat 
End 6402 
Score 4 90 

.5904, 5760. .5900, 5908. .6084, 
.6180, 6142. .6180, 6204. .6281, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



39111 
80612 
20893 

OJ990612_31. 

5469 

none 

5469. .5672, 



0317.C29.o3.tc 



Seq. ID OJ990612_31.0317.C29 
Strand 

End 21063 

Method TBLASTX : Cress 

End 5895 

Score 213 



5473. .5724, 5743. .5895, 5760. .5882 



39111 
80612 
20893 

OJ990612 31.0317.C29.o4.tc 



Seq. ID OJ990612_31.0317.C29 
Strand 

End 21063 

Method TBLASTX : Cress 



38901 




Start 


15784 






End 


16290 




GI 


none 






Score 


280 




Exons 


15784. .16290, 15903. 


.16019 










Q OCT No 


39111 






Seq. ID 


OJ990612_31.0317 


. C29 


Gene No. 


80612 






Strand 






Start 


20893 






End . 


21063 




Name 


OJ990612 31.0317.C29 


.o2. tm 




Method 


TBLASTX: Maize 




Start 


15790 






End 


16173 




GI 


none 






Score 


431 




Exons 


15790. .16173, 15796. 


.16002, 


15801. .16166 




Seq. No. 


39111 






Seq. ID 


OJ990612J31.0317 


.C29 


Gene No. 


80612 






Strand 






Start 


20893 






End 


21063 




Name 


OJ990612 31 0317 C29 


. ol . ts 




Method 


TBLASTX : Soybean 




Start 


15793 






End 


18969 




GI 


none 






Score 


387 




Exons 


15793. .16203, 15801. 


.15860, 


15903. .16127, 16207. .16299, 






16224. .16298, 16547. 


.16723, 


16549. .16659, 1 6610 . . 167 17 , 






16718. .16831, 16744. 


.16833, 


18310. .18504, 18592. .18675, 






18594. .18650, 18664. 


.18696, 


11 


3721. .18 


969 18723 18968 




k_J \^ V_J • L* \uf • 


39111 






Seq. ID 


OJ990612_31.0317 


. C29 


Gene No. 


80612 






Strand 


- 




Start 


20893 






End 


21063 




Name 


OJ990612 31.0317.C29 


. 06 . tw 




Method 


TBLASTX: Wheat 




Start 


15808 






End 


16125 




GI* 


none 






Score 


180 




Exons 


15808. .16125, 15810. 


.16013 










Seq. No. 


39111 






Seq. ID 


OJ990612_31.0317 


.C29 


Gene No. 


80612 






Strand 






Start 


20893 






End 


21063 




Name 


OJ990612 31.0317.C29 


. ol . tm 




Method 


TBLASTX: Maize 




Start 


16679 






End 


18969 




GI 


none 






Score 


161 




Exons 


16679. .16828, 16682. 


.16831, 


U 


3309. .18 


503, 18310. .18504, 






18592. .18660, 18594. 


.18659, 


U 


3664. .18 


696, 18721. .18969, 






18723. .18842 












Seq. No. 


39111 






Seq. ID 


OJ990612J31.0317 


.C29 




80612 






Strand 






Start 


20893 






End 


21063 




Name 


OJ990612 31.0317.C29 


.ol.tc 




Method 


TBLASTX: Cress 




Start 


18313 






End 


18969 




GI 


none 






Score 


155 




Exons 


18313. .18504, 18330. 


.18497, 


18592. .18 


696, 18709. .18969, 






18717. .18830 












Seq. No. 


39111 






Seq. ID 


OJ990612_31.0317 


.C29 


Gene No. 


80612 






Strand 






Start 


20893 






End 


21063 




Name 


OJ990612 31.0317.C29 


. o3. tw 




Method 


TBLASTX: Wheat 




Start 


18597 






End 


18879 




GI 


none 






Score 


88 




Exons 


18597. .18650, 18598., 


.18660, 


18664. .18879, 18702. .18842 





38902 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI - • 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39111 Seq. ID OJ990612_31 . 0317 . C29 

80612 Strand 

20893 End 21063 

OJ990612_31.0317.C29.o7.gp Method AAT/GAP 

20893 End 21063 

10431_1.R1084 Score 310 

20893. .21063 

1 1256198/dbj | D63711 | RICTNR3 4.0e-82 Rice transposon Tnr3 DNA, 
complete sequence 1 



39112 
80613 
314 

OJ990612_31.0317.C30.ol.gs 

314 

none 

314. .394 

39112 
80614 
2590 

OJ990612_31.0317.C30.o2 . gs 

2590 

none 

2590. .2730, 2877. .2951 

39113 
80615 
91 

OJ990612_31.0317.C31.ol.gs 
91 

none 
. 91. .231 



Seq. ID OJ990612__31.0317.C30 

Strand + 

End 394 

Method GENSCAN 

End 394 

Score .89 



Seq. ID OJ990612_31.0317.C30 
Strand 

End 2951 

Method GENSCAN 

End 2951 

Score . 6 



Seq. ID OJ990612_31.0317.C31 
Strand 

End 231 

Method GENSCAN 

End 231 

Score .79 



39113 
80616 
733 

OJ990612_31.0317.C31.ol.gp 
733 

61605_1.R1084 
733. .1005 

, 5852170/emb|AL117265. 1 IOST17804 1.0e-137 Oryza sativa 



Seq. ID OJ990612_31.0317.C31 
Strand 

1005 
AAT/GAP 
1005 
474 



End 

Method 

End 

Score 





indica(GLA4) genomic DNA, 


chromosome 4 


, BAC clone: tl7804 1 


Seq. No. 


39114 


Seq. ID 


OJ990712_14.0317.C1 


Gene No. 


80617 


Strand 


+ 


Start 


209 


End 


1471 


Name 


OJ990712 14.0317.Cl.ol.gs 


Method 


GENSCAN 


Start 


209 


End 


1348 


GI 


none 


Score 


.53 


Exons 


209. .721, 803. .1028, 1113 


.1348 




Seq. No. 


39114 


Seq. ID 


OJ990712_14 .0317. CI 


Gene No. 


80617 


Strand 


+ 


Start 


209 


End 


1471 


Name 


OJ990712 14.0317.Cl.o2.tm 


Method 


TBLASTX: Maize 



38903 




Start 


242 


End 


T A ft 

709 




GI 


none 


Score 


308 




Exons 


242. .709, 242. .364, 


285 . . 527, 325 . . 672 






Seq. No. 


39114 


Seq. ID 


OJ990712 14.0317 


. CI 


Gene No. 


80617 


Strand 


+ 




Start 


209 


End 


1471 




Name 


OJ990712 14. 0317. CI 


. ol . np Method 


AAT/NAP 




Start 


601 


End 


1471 




GI 


6967112 


Score 


439 




Exons 


601 . . 721, 803. . 1028 


, 1113. .1471 






GI Descrip. 


(AL138 652) putative 


protein [Arabidopsis thaliana] 




Seq. No. 


39114 


Seq. ID 


OJ990712_14 .0317 


. CI 


Gene No. 


80617 


Strand 


+ 




Start 


209 


End 


1471 




Name 


OJ990712 14. 0317. CI 


. ol.tm Method 


TBLASTX: Maize 




Start 


800 


End 


1360 




GI 


none 


Score 


90 




Exons 


800. .997, 805. .972, 


806. .1033, 808. .1014, 1106. .1315, 






1123. .1329, 1127. .1360 






Seq. No. 


39114 


Seq. ID 


OJ990712_14 .0317 


.CI 


Gene No. 


80617 


Strand 


+ 




Start 


209 


End 


1471 




Name 


OJ990712 14. 0317. CI 


.ol.tw Method 


TBLASTX: Wheat 




Start 


869 


End 


1315 




GI 


none 


Score 


118 




Exons 


869. .997, 898. .966, 


1111. .1206, 1112.. 


1207, 1208.. 1315 




Seq. No. 


39114 


Seq. ID 


OJ990712_14 .0317 


.CI 


Gene No. 


80617 


Strand 


+ 




Start 


209 


End 


1471 




Name 


OJ990712 14. 0317. CI 


. ol-ts Method 


TBLASTX : Soybean 




Start 


1096 


End 


1390 




GI 


none 


Score 


119 




Exons 


1096. .1200, 1106. .1201, 1211. .1390 






Seq. No. 


39115 


Seq. ID 


OJ990712_14.0317 


.C2 


Gene No. 


80618 


Strand 


+ 




Start 


81 


End 


901 




Name 


OJ990712 14. 0317. C2 


. ol.gs ■ Method 


GENSCAN 




Start 


81 


End 


901 




GI 


none 


Score 


.9 




Exons 


81. .142, 157. .241, 


323. .901 






Seq. No. 


39115 


Seq. ID 


OJ990712_14.0317 


. C2 


Gene No\ 


80619 


Strand 


+ 




Start 


10674 


End 


14150 




Name 


OJ990712 14. 0317. C2 


.ol.np Method 


AAT/NAP 




Start 


10674 


End 


14150 




GI 


6522590 


Score 


1709 




Exons 


10674 . .11171, 11532 


. .13676, 13781. .14150 




GI Descrip. 


(AL133292) receptor 


kinase-like protein [Arabidopsis thaliana 


Seq. No. 


39115 


Seq. ID 


OJ990712_14 .0317 


.C2 


Gene No. 


80620 


Strand 







38904 




Start 


2081 








End 


2913 






Name 


OJ990712 14. 0317. C2. 


o2 . gs 


Method GENSCAN 






Start 


2081 








End 


2913 






GI 


none 








Score 


.6 








Exons 


2081. . 


2202, 2300.. 2380, 2583.. 2699, 


2808. . 


2913 






oeq . LNO . 


39115 








Seq. 


ID OJ990712 


14 0^17 




Gene No. 


80621 








Strand 








Start 


15118 








End 


16939 






Name 


• OJ990712 14. 0317. C2 . 


r\ A +- m 

KJ 1 -! ■ Ulll 


Method TBLASTX : 


Maize 




Start 


2 








End 


364 








GI 


none 








Score 


207 






Exons 


2. .241, 323.. 


364 














Seq. No. 


39115 








Seq. 


ID OJ990712 


_14.0317 


.C2 


Gene No. 


80621 








Strand 








Start 


15118 








End 


16939 






Name 


OJ990712 14. 0317. C2. 


o2.ts 


Method TBLASTX : 


Soybean 




Start 


10857 








End 


. 12859 






GI 


none 








Score 


73 








Exons 


10857. 


.10997, 


10887. 


1 1 ^Sd 


10955. . 


11143, 


11064 


. .11570, 






11094. 


.11573, 


11253. 


1 1 RD1 
• llOUl/ 


11549. . 


11659, 


11600 


. .11800, 






11631. 


.11720, 


11634. 


117 QP 
.11 / z? 0 , 


11634. . 


11843, 


11649 


. .11723, 






11808. 


.11990, 


11808. 


1 1 Q^fi 
• 1 1 _3 O D , 


11813. . 


11947, 


11814 


1 1 






11817. 


.11936, 


11826. 


1 1 


11840. . 


11935, 


11889 


. .12041, 






12006. 


.12119, 


12102. 


. 1 Z 4 / D , 


12108. . 


12458, 


12111 


. .12476, 






12111. 


.12446, 


12123. 


1 9 A 7 

• 1^4 / D , 


12135. . 


12476, 


12149 


. .12307, 






12149. 


.12232, 


12149. 


1 00 Al 

. 1 Z Z H / , 


12209. . 


12448, 


12452 


. .12532, 






12452. 


.12811, 


12455. 


• IZOll; 


12458. . 


12859, 


12482 


. .12814, 






12490. 


.12741 
















Seq. No. 


39115 








Seq. 


ID OJ990712 


_14.0317 


.C2 


Gene No. 


80621 








Strand 








Start 


15118 








End 


16939 






Name 


OJ990712 14. 0317. C2. 


Ol . LC 


Method TBLASTX: 


Cress 




Start 


10872 








End 


13887 






■GI 


■ none 








Score 


70 








Exons 


10872. 


.10994,' 


10878. 


1 n Q Q7 


10887. . 


10997, 


11064 


. .11570, 






11064. 


.11354, 


11064 . 


. 110 t 3 f 


11064. . 


11357, 


11064 


. .11360, 






11091. 


.11573, 


11094. 


1 1 9 Q7 

. iizy / , 


11175. . 


11801, 


11201 


. .11500, 






11201. 


.11302, 


11238. 


1 1 A 9 Q 
. 1 1 H Z , 


11304. . 


11573, 


11411 


. .11716, 






11469. 


.11573, 


11520. 


1 1 R n 1 
. 1 1 O U 1 , 


11531. . 


11752, 


11546 


. .11800, 






11546. 


.11788, 


11631. 


1 1 7 Q 9 
. 11 / :? Z , 


11631. . 


11801, 


11631 


. .11789, 






11631. 


.11726, 


11634. 


1 1 R4 ^ 


11634 . . 


11804, 


11807 


. .11941, 






11808. 


.11990, 


11808. 


.11936, 


11808. . 


11936, 


11808 


. .11936, 






11814. 


.11936, 


11817. 


.11936, 


11817. . 


11936, 


11825 


. .11935, 






11826. 


.11936, 


11831. 


.11986, 


11838. . 


11990, 


11840 


. . 11935, 






12012. 


. 12092, 


12015. 


.12119, 


12021. . 


12110, 


12090 


. . 12476, 






12090. 


. 12461, 


12108. 


.12458, 


12108. . 


12458, 


12111 


. . 12374, 






12111. 


. 12377, 


12114. 


.12458, 


12114 . . 


12323, 


12123 


. . 12476, 






12123. 


. 12476, 


12135. 


.12230, 


12146. . 


12448, 


12149 


. . 12397, 






12149. 


. 12337, 


12216. 


. 12476, 


12221. . 


12448, 


12369 


. . 12449, 






12411. 


. 12476, 


12455. 


.12598, 


12455. . 


12814, 


12467 


. . 12811, 






12479. 


. 12859, 


12485. 


. 12862, 


12485. . 


12808, 


12545 


.-.12745, 






12577. 


. 12810, 


12599. 


.12673, 


12626. . 


12811, 


12652 


. .12855, 






13085. 


. 13165, 


13193. 


.13297, 


13421. . 


13591, 


13780 


. .13887 





38 905 





Seq. No. 


39115 








Seq. ID 


OJ990712 


_14 .0317 


,C2 




Gene No. 


80621 








Strand 










Start 


15118 








End 


16939 








Name 


OJ990712 14. 0317. C2. 


o2 . tm 


Method . 


TBLASTX :1 


Maize 






Start 


10878 








End 


12814 








GI 


none 








Score 


65 








Exons 


10878. 


.10997, 


10887. 


...10997, 


10887. .11264, 10908 


. . 10997, 








11064 . 


.114 83, 


11064 . 


. 11570, 


11085. .11573, 11157 


. . 11792, 








11397 . 


.11429, 


11520 . 


. 11801, 


11540. .118 


00, 11631 


. . 11798, 








11631 . 


.11798, 


11634 . 


.11798, 


11634. .11801, 11808 


. .11936, 








11817 . 


.11936, 


11817. 


.11936, 


11826. .11936, 11831 


. .11941, 








12018 . 


. 12110, 


12090. 


. 12476, 


12108. .124 


58, 12111 


. . 12359, 








12123 . 


. 12476, 


12123. 


. 12476, 


12124. .121 


74, 12138 


. . 12428, 








1214 6. 


.12247, 


12218. 


. 12310, 


12455. .128 


08, 12482 


. . 12814, 








12485 . 


.12721, 


12485. 


. 12811, 


12485. .128 


11, 12511 


. . 12681, 








12724 . 


.12813 
















Seq. No. 


39115 








Seq. ID 


OJ990712 


_14 . 0317 


.C2 




Gene No. 


80621 








Strand 










Start 


15118 








End 


16939 








Name 


OJ9907 


12 14. 0317. C2. 


ol . tw 


Method 


TBLASTX i 1 


Wheat 






Start 


10893 








End 


12814 






L J 


GI 


none 








Score 


60 








Exons 


10893 . 


. 10997, 


10932. 


. 10997, 


11070. .111 


50, 11166 


. . 11234, 




fn 




11445 . 


.11573, 


11526. 


. 11771, 


11631. .118 


43, 11633 


. . 11749, 








11718 . 


.11936, 


11808. 


. 11936, 


12003. .12332, 12186 


. . 12404, 




f! = 




12452. 


.12646, 


12620. 


. 12814 












Seq. No. 


39115 








Seq. ID 


OJ990712 


14 . 0317 


.C2 


*3 


Gene No. 


80621 








Strand 










Start 


15118 








End 


16939 








Name 


OJ9907 


12 14. 0317. C2. 


ol . ts 


Method 


TBLASTX:; 


Soybean 






Start 


13085 








End 


13965 






f 

% c? 


GI 


none 








Score 


88 






~y 


Exons 


13085. 


. 13174, 


13192. 


. 13380, 


13193. .13390, 13412 


. . 13636, 








13414 . 


.13596, 


13631. 


. 13675, 


13645. . 13674, 13779 


. . 13955, 








13780 . 


.13965 














£3 


Seq. No. 


39115 








Seq. ID 


OJ990712^ 


_14.0317 


.C2 




Gene No. 


80621 








Strand 










Start 


15118 








End 


16939 








Name 


OJ9907 


12 14. 0317. C2. 


ol . tm 


Method 


TBLASTX: Maize 






Start 


13226 








End 


13669 








GI 


none 








Score 


428 








Exons 


13226 . 


.13669, 


13441. 


. 13581 












Seq. No. 


39115 








Seq. ID 


OJ990712_ 


_14.0317 


.C2 




Gene No. 


80621 








Strand 










Start 


15118 








End 


16939 








Name 


OJ9907 


12 14. 0317. C2. 


o2 . tw 


Method 


TBLASTX: Wheat 






Start 


13442 








End 


13877 








GI 


none 








Score 


132 








Exons 


13442. 


. 13597, 


13646. 


. 13675, 


13779. .13877, 13780 


. . 13869 






Seq. No. 


39115 








Seq. ID 


OJ990712_ 


JL4.0317 


.C2 




Gene No. 


80621 








Strand 










Start 


15118 








End 


16939 







38906 



Name 

Start 

GI 

Exons 



OJ990712_14 . 0317 . C2 . o3 . tm 

13779 

none 

13779. .13979, 13780 . . 13962, 
13971. .14069, 13977. .14075 



Method TBLASTX : Maize 
End 14075 
Score 177 
13802. .13981, 13966. .14070, 



O " ^ • INU • 


39115 




Seq. ID 


OJ990712_ 


14 0317 




UCilC 1MU < 


8062 1 




Strand 








Start 


15118 




End 


16939 






Name 


OJ990712 14. 0317. C2, 


, o5 . gs 


Method 


GENSCAN 






Start 


15118 




End 


16939 






GI 


none 




Score 


. 94 






Exons 


15118. .15318, 15350. 


. . 15448, 


15827. . 16042, 16813. 


.16939 




Seq. No. 


39116 




Seq. ID 


OJ990712_ 


14.0317 


.C3 


Gene No. 


80622 




Strand 


+ 






Start 


193 




End 


814 






Name 


OJ990712 14. 0317. C3, 


. ol . gs 


Method 


GENSCAN 






Start 


193 




End 


814 






GI 


none 




Score 


.84 






Exons 


• 193. .224, 694. .814 













Seq. No. 39116 Seq. ID 

Gene No. 80623 Strand 

Start 6294 End. 

Name OJ990712_14 . 0317 . C3 . o3 . gs Method 

Start 6294 End 

GI none Score 

Exons 6294.. 9324, 9432.. 9781 



OJ990712_14 .0317.C3 
+ 

22074 
GENSCAN 
9781 
.99 



%j Seq. No. 39116 

fy Gene No. 80623 

1 Start 6294 

L Name OJ990712_14 . 0317 . C3 . ol . np 

u Start 6299 

^4 GI 7434424 

U Exons 6299.. 6777, 7210.. 8466, 

u*\ GI Descrip. protein kinase Xa21 (EC 



Seq. ID 
Strand 
End 

Method 
End 
Score 
20369. .21253, 
2.7.1.-) Al, 



OJ990712_14.0317.C3 
+ 

22074 
AAT/NAP 
21697 
1907 
21348. .21697 
receptor type - 



long-staminate rice gi | 2586083 | gb | AAB82755 . 1 | (U72725) receptor 
kinase-like protein [Oryza longistaminata] 



Seq. No. 39116 Seq. ID 

Gene No. 80623 Strand 

Start 6294 End 

Name OJ9907 12_14 . 0317 . C3 . o4 . gs Method 

Start 10448 End 

GI none Score 

Exons 10448. . 10529, 10624.. 10904 



OJ990712_14.0317.C3 
+ 

22074 
GENSCAN 
10904 
.9 



Seq. No. 39116 Seq. ID 

Gene No. 80623 Strand 

Start 6294 End 

Name OJ9907 12_14 . 0317 . C3 . o5 . gs Method 

Start 11689 End 

GI none Score 

Exons 11689. . 11933, 12313.. 12424 



OJ990712_14.0317.C3 
+ 

22074 
GENSCAN 
12424 
.7 



38907 



Seq. ID OJ990712_14.0317.C3 
Strand + 

22074 
AAT/NAP 
22074 
691 



End 

Method 

End 

Score 



Seq. No. 39116 
Gene No. 80623 
Start 6294 

Name OJ990712_14 . 0317 . C3 . o2 . np 

Start 17179 
GI 7434421 

Exons " 17179. .17814, 18869 19128, 19198 .. 20724 , 20758, 

21348. .21691, 21985. .22074 

GI Descrip. brassinosteroid-insensitive protein BRI1 - Arabidopsis thaliana 
gi|2392895|gb|AAC49810.1| (AF017056) brassinosteroid insensitive 
1 [Arabidopsis thaliana] gi | 5042156 | emb | CAB44675 . 1 | (AL078620) 
brassinosteroid insensitive 1 gene (BRI1) [Arabidopsis thaliana] 
gi I 727 0924 | emb | CAB80603 . 1 1 (AL161595) brassinosteroid 
insensitive 1 gene (BRI1) [Arabidopsis thaliana] 



.21253, 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39116 
80624 
1388 

OJ990712JL4 . 0317 . C3 . o2 . gs 

1388 

none 



Seq. ID OJ990712_14 .0317.C3 
Strand 

End 4916 

Method GENSCAN 

End 4916 

Score .52 



1388. .1464, 1580. .1837, 2166. .2404, 3691. .3797, 4174. .4273, 
4885. .4916 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39116 
80625 
14716 

OJ990712_14 

6522 

none 

6522. .6860, 
6771. .7007, 
7187. .7363, 
7554. .7667, 
7785. .8096, 
8127. .8459, 
8301. .8465, 
17565. .17849 
17697. .17852 
19354. .19485 
19657. .20034 
19738. .20037 
20031. .20153 
20035. .20421 



0317.C3.o2.ts 



6540 
6857 
7281 
7710 
7791 
8130 



,6932, 6705. 
,7090, 6896. 



Seq. ID OJ990712_14.0317.C3 
Strand 

End 21637 

Method TBLASTX : Soybean 

End 20421 

Score 155 
.7004, 6705. .7004, 
.7147, 7110 



.7436, 
.7583, 
.8105, 
.8135, 
,8465, 



7448, 7281. .7445, 7455 
7748, 7755.. 8105, 7758 
8114, 7793.. 8026, 7839 
8531, 8133.. 8459, 8139 
17223. .17375, 17409. .17816, 17565. . 
17565. . 17801, 17625. .17849, 17681 
17702. .17851, 18865. .19341, 18967 
19375. .19488, 1 9375 . . 194 88 , 19597 
19663. .19998, 1 9663 .. 20001 , 19663 
19830. .20000, 19981. .20367, 20005 
20032. .20217, 20032 .. 20361 , 20032 
20035-. .20361 



6753 
7115 
7473 
7758 
8115 
8226 
17852, 
. .17851, 
. .19338, 
. .19650, 
. .19998, 
. .20145, 
. .20367, 



6938, 
7225, 
7583, 
8099, 
8171, 
8459, 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



39116 
80625 
14716 

OJ990712_14 , 

6525 

none 

6525. . 6644, 
6705. .7001, 
6738. .7004, 
6966. .7220, 
7281. .7436, 
7455. .7637, 



0317.C3.ol.tc 



6534. .6644, 6534. 

6705. .7220, 6705, 

6750. .7004, 6857, 

7098.. 7220, 7130. 

7281. .7445, 7281. 

7461. .7583, 7464. 



Seq. ID OJ990712 
Strand 

End 21637 
Method. TBLASTX: 
End 21454 
Score 8 6 
.7001, 6702. .7004, 
.7007, 6705. .7004, 
.7075, 6885. .7076, 
,7369, 7167. .7220, 
,7448, 7353. .7445, 
.7583, 7464. .7583, 



14 .0317. C3 



Cress 



6702. 
6705. 
6900. 
7281. 
7368. 
7467. 



.7004, 
.6944, 
.7007, 
.7445, 
.7454, 
.7583, 



38908 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



74 85. . 
7758. . 
7770. . 
7863. . 
8118. . 
8133. . 
8190. . 
9425. . 
17565. 
17565. 
17565. 
17666. 
18865. 
18967. 
19144 . 
19390. 
19588. 
19660. 
19678. 
19804 . 
20032. 
20035. 
20035. 
20767; 



7637, 

8117, 

8120, 

8114, 

8459, 

8459, 

8459, 

9538, 

. 17822 

. 17834 

. 17642 

. 17848 

.19335 

. 19347 

. 19347 

.19485 

.19656 

.19869 

. 19779 

.20025 

.20361 

.20361 

.20361 

.20871 



7737.. 8126, 7737.. 8108, 7755 
7758.. 8024, 7758.. 8021, 7761 
7793.. 8095, 7842.. 8117, 7856 
7868.. 8095, 7928.. 8095, 8001 
8127.. 8315, 8127.. 8507, 8130 
8133.. 8465, 8133.. 8456, 8133 
8303.. 8506, 8733.. 8813, 8841 
17373. .17501, 17388. .17498, 
, 17565. .17798, 17565.. 17795 
, 17565. .17849, 17565.. 17849 
, 17592. .17849, 17603 
, 17666. .17797, 17682 
, 18868. .19347, 18868 
, 18997. .19338, 19057 
, 19357. .19485, 19369.. 19485 
, 19555. .19641, 19564.. 19668 
, 19639. .19869, 19639 
, 19663. .19998, 19663 
, 19684. .19803, 19744 
, 19915. .20034, 19930 



17797 
17813 
19347 
19338 



20028 
19866 
20025 
20001 



20032. .20070, 20035.. 20367 

20035. .20361, 20035.. 20409 

20107. .20367, 20124.. 20309 

20989. .21168, 21338.. 21454 



. .8123, 
. .7970, 
. .7984, 
. .8096, 
. .8246, 
. .8459, 
. .8945, 
17388. . 
, 17565 
17565 
17604 
18865 
18874 
19072 
19375 
19570 
19657 
19666 
19765 
19960 
20035 
20035 
20629 



7755. . 

7770. . 

7862. . 

8058. . 

8133. . 

8147. . 

9051. . 
17501, 
. . 17801 
. . 17798 
. . 17795 
. .19353 
. .19212 
. .19350 
. .19485 
. . 19659 
. . 19854 
. .20025 
. .20034 
. .20025 
. .20358 
. .20286 
. .20709 



8105, 
8105, 
7954, 
8120, 
8459, 
8461, 
9248, 



39116 
80625 
14716 

OJ990712_14.0317.C3.ol.tw 
6540 



none 

6540. . 6644, 



7092. 
7721. 



,7220, 
,7963, 



8303. .8458, 
19054. .19320 
19732. .19953 
20056. .20160 



Seq. ID ■ OJ9907 12_14 . 0317 . C3 
Strand 

End 21637 
Method TBLASTX : Wheat 
End 20223 
Score 57 

6767, 6717. .6797, 6813. .7004, 
7281. .7490, 7365. .7583, 7455. .7583, 7650. .8006, 
7830. .8051, 8030. .8329, 8139. .8294, 8244. .8465, 
17433. .17498, 17571 .. 17651, 17595 .. 17813, 
19270. .19485, 19492 .. 19869, 19566 .. 19886, 
19807. .20028, 19930 .. 20223 , 1994 1 .. 20150, 



6579.. 6644, 6705. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 



39116 
80625 
14716 

OJ990712_14 

6705 

none 

6705. .6860, 
7853. .8023, 
8274. .8531, 
18874 . . 19050 
19555. . 19854 
20035. .20322 



0317.C3.o2.tm 



Seq. ID OJ990712_14.0317.C3 
Strand 

End 21637 
Method TBLASTX: Maize ' 
End 20421 
Score 105 ' 
6750. .6932, 7662. .7952, 7755. .8315, 7842. .8027, 
8010. .8129, 8127. .8414, 8130. .8345, 8151. .8462, 
84 06. .8459, 17565. .17 714, 17568 .. 178 13, 

18880. .18978, 18889. .19293, 19006. .19194, 
19660. .19869, 1 97 65 . . 20037 , 20029 .. 20145 , 
20053. .20361, 20179 .. 20421, 20197.. 20367 



39116 
80625 * 
14716 

OJ990712_14.0317.C3.ol.ts 
8733 



Seq. ID OJ990712_14 .0317.C3 
Strand 

End 21637 

Method TBLASTX : Soybean 

End 21532 



38909 



GI 


none 


Score 


86 


Exons 


8733. .8822, 8735. .8821, 8840 


..9028, 8841. .9038, 9063. .9230, 




9068. .9241, 9075. .9284, 9258 


..9323, 9293.. 9352, 9430.. 9606, 




9431.. 9616, 20629. .20718, 20631.. 20717 


, 20767. .20964, 




20799. .20954, 21004 .. 21186, 


21016. .21159, 21181. .21252, 




21222. .21251, 2134 6 .. 21522 , 


21347. .21532 


Seq. No. 


39116 


Seq. ID 


OJ990712_14.0317.C3 


Gene No . 


80625 


Strand 




Start 


14716 


End 


21637 


Name 


OJ990712_14 . 0317 .C3 . ol . tm 


Method 


TBLASTX: Maize 


Start 


8873 


End 


21246 


GI 


none 


Score 


427 


Exons 


8873. .9043, 8874. .9317, 9089 


..9229, 20799. .20984, 20800 .. 20985 , 




20998. .21246, 21060. .21158 






Seq. No. 


39116 


Seq. ID 


OJ990712_14.0317.C3 


Gene No . 


80625 


Strand 




Start 


14716 


End 


21637 


Name 


OJ990712 14 . 0317 . C3 . o2 . tw 


Method 


TBLASTX: Wheat 


Start 


9090 


End 


21439 


GI 


none 


Score 


133 


Exons 


9090.. 9245, 9294.. 9323, 9430 


..9528, 9431. .9520, 21019 .. 21174 , 




21087. .21170, 21223. .21252, 


21346. .21435, 21347.. 21439 ■ 


Seq. No. 


39116 


Seq. ID 


OJ990712_14.0317.C3 


Gene No. 


80625 


Strand 




Start 


14716 


End 


21637 


Name 


OJ990712 14 . 0317 . C3 . o3 . tm 


Method 


TBLASTX: Maize 


Start 


9429 


End 


21637 


GI 


none 


Score 


67 


Exons 


9429.. 9617, 9430.. 9624, 9431 


..9625, 9617. .9721, 9619. .9720, 




21346. .21549, 21347 .. 2154 1, 


21533. .21637, 21535. .21636 


Seq. No. 


39116 


Seq. ID 


OJ990712_14 .0317.C3 


Gene No . 


80625 


Strand 




Start 


14716 


End 


21637 


Name 


OJ990712_14 . 0317 .C3 .o3. ts 


Method 


TBLASTX : Soybean 


Start 


11318 


End 


11732 


GI 


none 


Score 


55 


Exons 


11318. .11401, 11319. .11396, 


11413. . 114 


57, 11478. .11630, 




11479 .. 11730, 11670. .11732 






Seq. No. 


39116 


Seq. ID 


OJ990712_14.0317.C3 


Gene No. 


80625 


Strand 




Start 


14716 


End 


21637 


Name 


OJ990712 14.0317.C3.ol.gp 


Method 


AAT/GAP 


Start 


14359 


End 


14681 


GI 


702212 


Score 


597 


Exons 


14359. .14681 






Seq. No. 


39116 


Seq. ID 


OJ990712_14.0317.C3 


Gene No. 


80625 


Strand 




Start 


14716 


End 


21637 


Name 


OJ990712 14 .0317.C3.o6.gs 


Method 


' GENSCAN 


Start 


14716 


End 


18205 


GI 


none 


Score 


. 66 



38910 



Exons 


14 7 1 6 . . 1 4 oQl , lo ol4 . . loo oo , 


17218. .174 65, 174 97. .17552, 






1"7C/~n 1"7/"OT ittoc i o a n o 

1 7569 . . 1 / bo 1 , 1 / / oo . . loUUO/ 


18112. .18205 




Seq. No. 


3911 / 


Seq. ID 


OJ990712_14 .0317 


r> a 
. 04 


Gens No . 


80626 • 


Strand 


+ 




Start 


4359 


End 


9182 




Name' • 


OJ990712 14.0317.C4.o2.np 


Method 


AAT/NAP ■ 




Start 


4359 


End 


9182 




GI 


5295955 


Score 


236 




Exons 


4359. .4415, 7764. .7896, 8640 


..8694, 8833. .9182 




GI Descrip. 


(AB026295) Similar to Epstein-Barr virus (EBV) genome. ( 


Vulooo ; 




[Oryza sativa] 








Seq. No. 


39117 


Seq. ID 


OJ990712JL4 .0317 


.C4 


Gene No. 


80626 


Strand 


+ 




Start 


4359 


End 


9182 




Name 


OJ990712 14.0317.C4.o2.gs 


Method 


GENSCAN 




Start 


8018 


End 


8954 




GI 


none 


Score 


.72 




Exons 


8018. .8098, 8625. .8954 








beq . no . 


39117 


Seq. ID 


OJ990712JL4 .0317 


HA 


Gene No. 


80627 


Strand 






Start 


268 


End 


7646 




Name 


OJ990712 14.0317.C4.ol.gs 


Method 


GENSCAN 




Start 


268 


End 


7646 




GI 


none 


Score 


.55 




Exons 


268. .428, 615. .730, 1804. .2155, 2266.. 


2427, 2530. .2574, 





2742.-2834, 4327. .4413, 
6827.. 6915, 7600.. 7646 



6088. .6305, 6331. .6414, 6548. . 6616, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990712 14. 0317. C4 



7646 
AAT/NAP 
5421 
74 



39117 
80627 
268 

OJ990712_14.0317.C4 .ol.np 
3897 
7340860 
3897. .3920, 5288. .5421 

(AP001551) EST D24084 (R1183) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 

39117 Seq. ID OJ990712_14 . 0317 . C4 

80627 Strand 

268 End 7646 

OJ990712_14 .0317.C4 .ol.gp Method AAT/GAP 

7093 End 7201 

uC-osflcyp088bl2bl Score 154 

7093. .7201 

'5257255/dbj | AP000364 . 1 | AP000364 3.0e-36 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 ? 



Seq. No. 

Gene No; 

Start 

Name 

Start 

GI 



39118 Seq. ID 

80628 Strand 

1 End 

OJ990712_14 .0317 .C5. ol.np Method 

1 End 

7484957 Score 



OJ990712_14 .0317.C5 

4666 
AAT/NAP 
4666 
99 



38911 



Exons 1..490, 4564.. 4666 

GI Descrip. extensin homolog F28A21.80 - Arabidopsis thaliana 

gi | 4539386 I emb | CAB374 52 . 1| (AL035526) extensin-like protein 
[Arabidopsis thaliana] gi | 7268 661 | emb | CAB7 88 69 . 1 | (AL161549) 
extensin-like protein [Arabidopsis thaliana] 

Seq. No. 39119 Seq. ID OJ9907 12_14 . 0317 . C6 

Gene No. 80629 Strand + 

Start 6832 End 9704 

Name OJ990712_14 . 0317 . C6 . ol . np Method AAT/NAP 

Start 6832 End 9704 

GI 6539553 Score 4376 

Exons 6832.. 9704 

GI Descrip. (AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi I 6539590 I dbj I BAA88206 . 1 1 (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



Seq. No. 


39119 








Seq. ID 


OJ990712_14 .0317 


.C6 


Gene No. 


80630 








Strand 






Start 


2465 








End 


4572 




Name 


OJ990712_14 


. 0317 


. C6 . ol . 


gs 


Method 


GENSCAN 




Start 


2465 








End 


4572 




GI 


none 








Score 


. 72 




Exons 


2465. .2589, 


3964 


. .4058, 


4496. 


.4572 






Seq. No. 


39119 








Seq. ID 


OJ990712_14.0317 


.C6 


Gene No. 


80631 








Strand 






Start 


6826 








End 


7274 




Name 


OJ990712 14 


. 0317 


. C6 . o2 . 


tw 


Method 


TBLASTX: Wheat 




Start 


6826 








End 


7212 




GI 


none 








Score 


354 




Exons 


6826 . .7212, 


6837 


. . 7202 , 


7009 . 


.7209 






Seq. No. 


39119 








Seq. ID 


OJ990712_14.0317 


.C6 


Gene No. 


80631 








Strand 






Start 


6826 








End 


7274 




Name 


OJ990712 14 


0317 


.C6.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


6961 








End 


7274 




GI 


none 








Score 


363 




Exons 


6961. .7272, 


6969 


. .7274 










Seq. No. 


39119 








Seq. ID 


OJ990712_14.0317 


C6 


Gene No. 


80632 








Strand 






Start 


7773 








End 


8095 




Name 


OJ990712 14 


0317 


.C6.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


7773 








End 


8095 




GI 


none 








Score 


267 




Exons 


7773. .8027, 


7780 


. .8094, 


7800. 


.8093, 7928.. 8095 




Seq. No. 


39119 








Seq. ID 


OJ990712_14 .0317 


C6 


Gene No. 


80633 








Strand 






Start 


8122 








End 


9321 




Name 


OJ990712 14, 


0317 


.C6.o2 . 


ts 


Method 


TBLASTX: Soybean 




Start 


8122 








End 


8508 




GI 


none 








Score 


85 




Exons 


8122. .8277, 


8284 


. .8508 











38912 



Seq. No. 39119 

Gene No. 80633 

Start 8122 

Name OJ990712_14 . 0317 . C6 . o3 . tm 

Start 8296 

GI none 

Exons 8296.. 8730, 8505.. 8705 



Seq. ID OJ990712_14.0317.C6 
Strand 

End 9321 

Method TBLASTX : Maize 

End 8730 

Score 298 



Seq. No. 39119 

Gene No. 80633 

Start 8122 

Name OJ990712_14 . 0317 . C6 . o3 . tw 

Start 8373 

GI none 

Exons 8373.-8564, 8373. .8444, 8374. .8565, 8374. .8565 



Seq. ID OJ990712_14.0317.C6 
Strand 

End 9321 

Method TBLASTX : Wheat 

End 8565 

Score 123 



Seq. No. 39119 

Gene No. 80633 

Start 8122 

Name OJ990712__14 . 0317 . 

Start 8518 

GI none 

Exons 8518.. 8742, 8526. 



Seq. ID OJ990712_14. 0317. C6 
Strand 

End 9321 

C6.ol.ts Method TBLASTX : Soybean 

End 8916 

Score 194 
.8738, 8743. .8916, 8745 .. 878 9,' ■ 8832 .. 8891 



[0 Seq. No. 39119 

p[j Gene No. 80633 

?* s Start 8122 

=1 Name OJ990712_14 . 0317 . C6 . ol . tc 

^ Start 8551 

GI none 

[[J Exons 8551.. 8733, 8746.. 8940 



Seq. ID OJ990712_14.0317.C6 
Strand 

End 9321 

Method TBLASTX: Cress 

End 8 940 

Score 109 



Seq. No. 39119 

Gene No. 80633 

Start 8122 

Name OJ990712JL4 . 0317 , 

Start 8566 

GI none 

Exons 8566.. 9030, 8574, 
9162. .9320 



Seq. ID OJ990712_14.0317.C6 
Strand 

End 9321 

Method TBLASTX : Wheat 

End . 9321 

Score 620 
,9053, 9074. .9304, 9082. .9321, 9104. .9301, 



C6.ol.tw 



Seq. No. 39120 

Gene No. 80634 

Start 317 

Name OJ990712_14 . 0317 . C7 . ol . gs 

Start 317 
GI ' none 

Exons 317. .2042, 2157 



End 

Method 
End 
Score 
2365, 3635.-3742 



Seq. ID OJ990712_14.0317.C7 
Strand + 

3742 
GENSCAN 
3742 
.48 



OJ990712_14.0317.C7 
+ 



Seq. No. 39120 Seq. ID 

Gene No. 80635 Strand 

Start 5722 End 22839 

Name OJ990712_14 . 0317 . C7 . ol . np Method AAT/NAP 

Start 5722 End 20267 

GI 7434424 Score 1875 

Exons 5722. .5797, 6309. .6711, 17697 .. 198 11 , 19918. .20267 



38913 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



protein kinase Xa21 (EC 2.7.1.-) hi, receptor type - 
long-staminate rice gi | 2586083 | gb | AAB82755 . 1 | (U72725) receptor 
kinase-like protein- [Oryza longistaminata] 



39120 Seq. ID 

80635 Strand 

5722 End 

OJ990712_14 . 0317 . C7 . o3 . gs Method 

6225 End 

none Score 

6225.. 9258, 9365.. 9717 



OJ990712__14 .0317.C7 
+ 

22839 
GEN SCAN 
9717 
.97 



Seq. No. 39120 Seq. ID OJ990712_14 . 0317 . C7 

Gene No. 80635 Strand +. 

Start 5722 End 22839 

Name OJ990712_14 . 0317 . C7 . o3 . gp Method AAT/GAP 

Start 15227 End 15325 

GI LIB3477-003-P1-K1-E9 Score 113- 

Exons 15227. .15325 

GI Descrip. ' 24 9858 6/sp | Q40638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. No. 39120 

Gene No. 80635 

Start 5722 

Name OJ990712JL4 . 0317 . C7 . o5 . gs 

Start 16784 

GI none 

Exons 16784. . 19811, 19918 .. 2010 6, 
22718. .22839 



Seq. ID OJ990712_14 .0317.C7 

Strand + 

End 22839 

Method GENSCAN 

End 22839 

Score .91 
20791. .20973, 22121 .. 22279, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39120 Seq. ID 

80635 Strand 
5722 End 
OJ990712_14 . 0317 . C7 . o2 . np Method 

19227 ■ End 

6899932 * Score 



OJ990712_14.0317.C7 
+ 

22839 
AAT/NAP 
21264 
178 



19227. .19811, 19918. .20034, 21238. .21264 

(AL138651) serine/threonine protein kinase-like protein 

[Arabidopsis thaliana] 



39120 Seq. ID 

80636 Strand 

4154 End 

OJ990712_14 . 0317 . C7 . o2 . gs Method 

4154 End 

none Score 

4154. .4275, 4794. .4932 



Seq. No. 39120 Seq. ID 

Gene No. 80636 Strand 

Start 4154 End 

Name OJ990712_14 . 0317 . C7 . ol . gp Method 

Start 4280 , End 

GI none Score 

Exons 4280.. 4652, 4794.. 4964 



OJ990712_14.0317.C7 

4964 
GENSCAN 
4932 
.83 



OJ990712J.4 .0317.C7 

4964 
AAT/GAP 
4964 
1019 



38914 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39120 Seq. ID 

80637 Strand 

9906 End 

OJ990712_14 .0317 .C7.o4.gs Method 

9906 End 

none Score 



OJ990712_14.0317.C7 

16159 
GENSCAN 
16159 
.59 



9906. .9960, 10072 10375 , 10444 10571, 11017 11090 , 
12388. .12800, 1317 9 13270, 13298 .. 13539, 14 130 14239, 
16006. .16159 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



39120 Seq. ID OJ9907 12_14 . 0317 . C7 

80637 Strand 

9906 End 16159 

OJ990712_14 . 0317 .C7 . o2 . gp Method AAT/GAP 

14741 End 15224 

LIB3432-059-P1-K1-D8 Score 730 

14741. .14779, 14809. . 15224 

1 5734616/dbj IAP000391. 1 IAP000391 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 f 



Seq. No. 39120 
Gene No. 80638 
Start 21891 

Name OJ990712_14 . 0317 . C7 . ol . tw 

Start 286 
GI none 

Exons 286. .648, 287. .703, 629. .847 

6747. .6992, 6819. .7037, 6942 
7302. .7517, 7524. .7940, 7584 
8073. .8228, 8090. .8191, 8202 
1757 9. .17707, 177 68. .17 905, 
18317. .18538, 18392. .18 637, 

Seq. No. 39120 

Gene No. 80638 

Start 21891 

Name OJ990712JL4 . 0317 . C7 . ol . tc 

Start 362 

GI none 
Exons 



Seq. ID OJ990712_14.0317.C7 
Strand 

End 21989 

Method TBLASTX : Wheat 

End 18781 

Score 265 
, 929. .1093, 664S..6773, 6651. .6731, 
..7040, 7026. .7154, 7215. .7352, 
..7772, 7764. .7985, 7899.-7967, 
. .8324, 17228. .174 73, 17372. .17 617, 
17855. .18070, 18077. .184 93, 
18626. .18781, 18646. .18744 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990712_14.0317.C7 
21989 

TBLASTX: Cress 

20027 

49 



362. .454, 449. .823, 449. .802, 449. .826, 452. .733, 455. .598, 
455. .793, 458. .823, 458. .802, 500. .793, 518. .715, 593. .772, 
641. .826, 662. .793, 662. .826, 746. .826, 830. .877, 830. .949, 
835. .945; 851. .1093, 871. .1071, 929. .1093, 935. .1072, 965. .1093, 
976. .1086, 1037. .1096, 1607. .1687, 1663. .1758, 1691. .1759, 
1957, 1813. .1971, 2147. .2266, 6645. .6773, 6645 
7154, 6645. .6953, 6645. .7154, 6645.. 7154, 6645 
6812, 6675. .7154, 6710. .6952, 6714.. 7019, 6741 



1805 
6645 
6645 
6744 
7139 
7389 
7686 
7692 
7755 
8049 
8064 
8073 



.6932, 6770.. 6895, 67-89, 

.7234, 7215. .7382, 7221. 

.7517, 7398. .7514, 7407. 

.8060, 7686. .8039, 7686. 

.8063, 7692. .7832, 7695. 

.7946, 7755.. .8060, 7767, 

.8321, 8061. .8318, 8061. 

.8186, 8067. .8267, 8067. 

.8396, 8073. .8324, 8088. 



,7082, 6933.. 7235, 6962. 

,7373, 7239.. 7394, 7251. 

,7571, 7596.. 8039, 7611. 

,8063, 7689.. 7970, 7692. 

,8039, 7695.. 7763, 7721, 

,7829, 7790.. 7963, 7899. 

,8186, 8061.. 8393, 8064. 

,8393, 8067.. 8321, 8072. 

,8324, 8124.. 8177, 8202. 



7154, 
6947, 
7082, 
7021, 
7313, 
7874, 
8060, 
7963, 
8393, 
8321, 
8179, 
8393, 



38915. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9009. 
17006 
17027 
17192 
17297 
17504 
17804 
17984 
18239 
18245 
18343 
18616 
18620 
18626 
19376 
19917 



,9173, 
, .17131 
, .17131 
, .17635 
, .17470 
, .17695 
, . 17866 
, .18061 
, .18583 
. .18385 
. .18438 
. . 18732 
. .18877 
, . 18874 
, . 19456 
, .20027 



9029.. 9172, 9364 
, 17012. .17128, 
, ,17066. .17344, 
, 17198. .17326, 



17327. 
17521. 
17942. 



,17425, 
,17703, 
,18127, 



18155. .18244, 
18239. .18610, 
18257. .18583, 
18452. .18946, 



18617, 
18620. 
18640, 
19460. 



.18874, 
.18820, 
.18729, 
.19528, 



. .9474, 
17012. . 
17072. . 
17196. . 
17339. . 
17768. . 
17942. . 
18164. . 
18242. . 
18263. . 
18559. . 
18617. . 
18620. . 
18821. . 
19562. . 



16904. 
17215, 
17707, 
17500, 
17635, 
17935, 
18070, 
18427, 
18520, 
18583, 
18591, 
18874, 
18808, 
18874, 
19726, 



.16957, 
17021. . 
17192. . 
17257. . 
17486. . 
17774 . . 
17951. . 
18239. . 
18245. . 
18308. . 
18614. . 
18617. . 
18620. . 
18992. . 
19582. . 



16949, 
17506, 
17707, 
17505, 
17788, 
17926, 
18061, 
18613, 
18613, 
18499, 
18871, 
18739, 
18877, 
19021, 
19725, 



.17002, 



Seq. ID OJ990712_14.0317.C7 
Strand 

End 21989 
_ Method TBLASTX: Soybean 

End 19066 
Score ' 221 

811, 398. .793, 452. .802, 455.-793, 458. .793, 458.-664, 
748, 482. .724, 496. .648, 551. .823, 572. .691, 644. .769, 
802, 827. .1096, 830. .1156, 929. .1093, 929. .1087, 
.6589, 6623. .7078, 6645. .6992, 6645. .7154, 6645. .7154, 
7109, 6645. .7043, 6651. .7082, 6699. .7154, 
7154, 6776. .6880, 6782. .6937, 7142. .7303, 
7370, 7215. .7382, 7275.-7382, 
7517, 7395. .7517, 7406. .7516, 
7957, 7689.. 8063, 7692. .8030, 
8321, 7719.. 8057, 7719. .8057, 
7957, 7730. .7957, 7788. .8060, 7802. .7957, 
8324, 8067. .8324, 8067. .8393, 8073. .8453, 
17134, 17018. .17131, 17021 .. 174 19, 17 1 92 .. 17596, 
17707, 17192. .17545, 17192 .. 174 94 , 17237 .. 17635, 
17707, 17300. .17635, 17323 
17533, 17432 
17923, 17768 



39120 
80638 
21891 

OJ990712_14 .0317 .C7.o2.ts 
380 
none 
380. 
473. 
746.- 
6536. 
6645. 
6717. 
7202. 
7293. 
7617. 
7695. 
7721. 
7809. 
17012 
17192 
17252 
17360 
17768 
17951 
18170 
18248 
18272 



7154, 6645. 

6836, 6747. 

7516, 7215. 

7382, 7389. 

7691, 7635. 

7790, 7695. 

7888, 7724. 

7928, 8064. 



.7517, 7215. 

.7517, 7392. 

.8060, 7649. 

.8039, 7695. 



17422, 17414 

18070, 17768 

18070, 17974. .18000, 18155 

18583, 18187. .18243, 18242 

18583, 18248. .18874, 18262 

18610, 18283. .18510, 18283 .. 18510, 18290 

18320. . 18613, 18355. .18510, 18434 .. 18559, 18485 

18506. . 18874, 18605 .. 18877 , 18614 .. 19066, 18617 



17427, 17329. 

17707, 17507. 

17935, 17846. 

18235, 18170. 

18586, 18245, 

18441, 18272. 



17490, 
17710, 
17935, 
18244, 
18583, 
18370, 
18403, 
18562, 
18877, 



18 620. .1887 4, 18620. .18874, 18626. .18874, 18 64 0. .18801 



39120 
80638 
21891 

OJ990712_14 .0317.C7.o2.tm 
392 
none 



OJ990712 14. 0317. C7 



. Seq. ID 
Strand 
End 

Method 
End 
Score 

392..448, 452. .811, 455. .667, 458. .793, 467. .730, 473. .586, 
539.-793, 611. .820, 811. .1017, 830. .1024, 929. .1096, 1037. .1156, 
6491. .6724, 6539. .7009, 6645. .7094, 6672. .6953, 6684. .7154, 



21989 

TBLASTX: Maize 

18874 

55 



38916 



6710. .7084, 6750. .7154, 6761. .7018, 6762. .7019, 
7214. .7375, 7215. .7379, 7215. .7379, 7215. .7379, 
7413. .7517, 7617. .7685, 7694. .7816, 7695. .7904, 
7704. .7970, 7845. .8057, 8061. .8321, 8067. .8123, 
8073. .8177, 17006. .17134, 17009 .. 17 131 , 17027.. 
17090. .17563, 17192 .. 17 64 7 , 17225 .. 17506, 17237 
17303. .17707, 17315 17572 , 174 47 .. 177 10 , 17459 
17525. .17932, 17597 .. 17869, 177 68 .. 17 932 , 17948 
17965. .18072, 17 966 .. 18070, 18170 .. 18238 , 18181 
18239. .18520, 18248 .. 184 57 , 18248 .. 18592 , 18257 
18386. .18610, 18620. . 18676, 18620 .. 18874 , 18620 
18626. .18874 



6770. .6940, 
7395. .7517, 
7695. .8039, 
8067. .8321, 

17275, 

. . 17638, 

. .17707, 

. . 18070, 

. . 18234, 

. .18520, 

. . 18739, 



Seq. No. 39120 Seq. ID 

Gene No. 80638 Strand 

Start 21891 End 

Name OJ990712_14 . 0317 . C7 . o2 . tc Method 

Start 1427 End 

GI none Score 
Exons 



OJ990712_14.0317.C7 
21989 

TBLASTX: Cress 

19375 

100 



1427. .1606, 8667. .8978, 8774. .8977, 19220. .19375 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39120 
80638 
21891 

OJ990712_14 . 0317 . C7 . ol . ts 
1451 



none 
1451. , 
1772. . 
2155. . 
8775. . 
9363. , 
19327, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990712 14. 0317. C7 



1540, 
1948, 
2274, 
8981, 
9482, 
.19521 



19760. .19810, 



21989 

TBLASTX: Soybean 
20102 
88 

1468. .1539, 1558. .1743, 1559. .1756, 1571 
1775. .1981, 1807. .1959, 1970. .2041, 2011 
2156. .2341, 8667. .8756, 8684. .8755, 8774 
8991.. 9179, 9002.. 9172, 9207.. 9257, 9227 
9364. .954 9, 19220. .19309, 19237. .19308, 
19328. .19534, 19544 .. 19744 , 19555 .. 19725, 
19780. .19809, 19916 .. 20035, 19917. .20102 



1753, 
2040, 
8962, 
9256, 



Seq. No. 39120 

?f Gene No. 80638 

\2 Start 21891 

p Name OJ990712_14 . 0317 . C7 . ol . tm 

pg Start 1591 

GI none 

Exons 



Seq. ID OJ990712_14.0317.C7 
Strand 

End 21989 

Method TBLASTX : Mai ze 

End 19804 

Score 418 



1591. .1776, 1592. .2035, 1816. .1947, 8807. .9244, 8808. .9251, 
19360. .19797, 19361.. 19804 



Seq. No. 39120 

Gene No. 80638 

Start 21891 

Name OJ990712_14 . 0317 . C7 . o2 . tw 

Start 1808 

GI none 
Exons 



Seq. ID OJ990712_14 .0317 .C7 
Strand 

End 2198-9 

Method TBLASTX : Wheat 

End 20014 

Score 128 



1808. .1963, 2012. .2041, 2156. .2245, 9009. .9179, 9222. 
9363. .94 61, 9364. .94 53, 19562. .19732, 1964 5. .19728, 
19781. .19810, 19916. .20014, 19917. .20006 



9257, 



Seq. No. 
Gene No. 
Start 



39120 
80638 
21891 



Seq. ID 

Strand 

End 



OJ990712 14. 0317. C7 



21989 



38917 




Name 


OJ990712_14.0317.C7.o3.tm 


Method 


TBLASTX : Maize 




Start 


2108 


End 


20198 






GI 


none 


Score 


146 






Exons 


2108. .2350, 2155. .2313, 2342. 


.2437, 9325.. 9576, 9363.. 9572 




9555 . . 9635, 9556. . 9645, 19916 


. .20110, 


19917. .20129, 








20121. .20198, 20129. .20188 










Seq. No. 


39120 


Seq. ID 


OJ990712_14 . 


0317 


. C7 


Gene No. 


80638 


Strand 








Start 


21891 


End 


21989 






Name 


OJ990712 14.0317.C7.o3.np 


Method 


AAT/NAP 






Start 


21891 


End 


21989 






GI 


5852084 


Score 


91 






Exons 


21891. .21989 










GI Descrip. 


(AL117264) zwh0007.1 [Oryza sativa] 








Seq. No. 


39121 


Seq. ID 


OJ990712_14 . 


0317 


. C8 


Gene No . 


80639 


Strand 


+ 






Start 


955 


End 


1144 






Name 


OJ990712 14 . 0317 .C8 .ol .np 


Method 


AAT/NAP 






Start 


955 ~~ 


End 


1144 






GI 


4 680203 


Score 


91. 






Exons 


955 1144 










GI Descrip. 


(AF114171) TNP2-like protein 


[ Sorghum 


bicolor] 






Seq. No. 


39121 


Seq. ID 


OJ990712_14 . 


0317 


.C8 


Gene No. 


80640 


Strand 


+ 






Start 


1305 


End 


1613 






Name 


OJ990712 14.0317.C8.ol.gs 


Method 


GENSCAN 






Start 


1305 


End 


1613 






GI 


none 


Score 


.55 






Exons 


1305. . 1613 










Seq. No. 


39121 


Seq. ID 


OJ990712_14 . 


0317 


. C8 


Gene No. 


80641 


Strand 


— 






Start 


2018 


End 


3944 






Name 


OJ990712 14.0317.C8.o2.gs 


Method 


GENSCAN 






Start 


2018 


End 


3944 






GI 


none 


Score 


. 61 






Exons 


2018. .2323, 2480. .2551, 3720. 


.3944 . 








Seq. No. 


39122 


Seq. ID 


OJ990712__03. 


0317 


.C2 


Gene No. 


80642 


Strand 


— 






Start 


272 


End 


3187 






Name 


OJ990712 03.0317.C2.ol.gs 


Method 


GENSCAN 






Start 


272 


End 


3090 






GI 


none 


Score 


. 69 






Exons 


272. .354, 1241. .1383, 1716. . 1864, 2144 


..2245, 2330. 


.2405, 




2546. .2567, 2981. .3019, 3024. 


.3090 








Seq. No. 


39122 


Seq. ID 


OJ990712_03. 


0317 


.C2 


Gene No. 


80642 


Strand 








Start 


272 


End 


3187 






Name 


• OJ990712 03.0317.C2.ol.gp 


Method 


AAT/GAP 






Start 


1027 


End 


3187 






GI 


16970 2.R1084 


Score 


1372 






Exons 


1027. .1383, 1716. .1864, 2144. 


.2245, 2330. .2405, 2521. .2567 



38918 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3141. .3187 

1 2894 600 /emb | CAA17134 . 1 | 
[Arabidopsis thaliana] 1 

39122 
80642 
272 

OJ990712_03. 0317 .C2.ol.np 

1239 

1710521 



1.0e-47 (AL021889) putative protein 



Seq. ID OJ990712 03. 0317. C2 



Strand 
End 

Method 

End 

Score 



3187 
AAT/NAP 
2416 
623 



1239. .1383, 1716. .1864, 2144. .2245, 2330. .2416 

60S RIBOSOMAL PROTEIN L24 gi | 1154859 | emb I CAA63960 | (X94296) L24 
ribosomal protein [Hordeuin vulgare] 



Seq. No. 39122 

Gene No. 80643 

Start 3458 

Name OJ9907 12_03 . 0317 . C2 . ol . tc 

Start 1715 

GI none 

Exons 1715.. 1867, 1716 
2144. .2272, 2327 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990712_03.0317.C2 
4040 

TBLASTX: Cress 

2423 

153 



1853, 2113. .2250, 2136. .2252, 2142. .2255, 
2422, 2328. .2423 



Seq. No. 39122 

Gene No. 80643 

Start 3458 

Name OJ990712_03 . 0317 . C2 . ol . tm 

Start 1715 

GI none 

Exons 1715.. 1867, 1716.. 1865, 1717, 
2144. .2248, 2310. .2408, 2315. 



Seq. ID 
Strand 
End 

Method 
End . 
Score 

.1866, 2142 
.2416, 2316 



OJ990712 03. 0317. C2 



4040 

TBLASTX: Maize 
2416 
204 

2246, 2143. .2247, 
2405 



Seq. No. 39122 

Gene No. 80643 

Start 3458 

Name OJ990712JD3 . 0317 . C2 . ol . ts 

Start 1715 

GI none 

Exons 1715.. 1867, 1716.. 1853, 1718, 
2144. .2272, 2144. .2248, 2313, 



Seq. ID 
Strand 
End 

Method 

End 
•Score 
.1867, 2131.. 2250, 
.2408, 2315. .2419 



OJ990712_03.0317.C2 
4040 

TBLASTX : Soybean 
2419 
167 



2142. .2255, 



Seq. No. 39122 

Gene No. 80643 

Start 3458 

Name OJ990712_03 . 0317 . C2 . ol . tw 

Start 1799 

GI none 

Exons 1799.. 1867, 1800.. 1865, 1804, 
2143. .2247, 2144. .2272, 2144. 



Seq. ID OJ990712_03.0317.C2 
Strand 

End 4040 

Method TBLASTX : Wheat 

End 2416 

Score 8 8 

.1866, 2142. .2246, 2142. .2249, 
.2272, 2313. .2405,' 2315. .2416 



Seq. No. 39122 Seq. ID 

Gene No. 80643 Strand 

Start 3458 End 

Name OJ9907 12_03 . 0317 . C2 . o2 . gs Method 

Start 3458 End 

GI none Score 

Exons 3458.. 3562, 3981.. 4040 



OJ990712_03.0317.C2 

4040 
GENSCAN 
4040 
.7 



38919 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39123 Seq. ID 

80644 Strand 
1 End 
OJ990712_03.0317 .C3.ol.np Method 
1 End 
5852084 Score 
1..40, 1305. .1396 

(AL117264) zwh0007.1 [Oryza sativa] 

39123 Seq. ID 

80645 Strand 
1858 End 
OJ990712_03.0317 .C3.ol.gs Method 
1858 End 
none Score 
1858. .1994 



OJ990712_03.0317.C3 
+ 

1396 
AAT/NAP 
1396 
84 



OJ990712_03.0317.C3 
+ 

1994 
GENSCAN 
1994 
.86 



Seq. No. 39123 Seq. ID 

Gene No. 80646 Strand 

Start 2508 End 

Name OJ990712_03 . 0317 . C3 . o2 . gs Method 

Start 2508 End 

GI pone Score 

Exons 2508.. 2669 



OJ990712_03.0317.C3 

2669 
GENSCAN 
2669 
. 91 



i- z 

'"4 



Seq. No. 39124 Seq. ID 

Gene No. 80647 Strand 

Start 5869 End 

Name OJ990712J33 . 0317 . C4 . ol . gp Method 

Start 5869 End 

GI LIB3432-025-P1-K1-E3 Score 

Exons 5869.. 6301 

GI Descrip. 1 5295936/dbj | AB026295 . 2 | AB026295 6.0e-32 Oryza sativa genomic 
DNA, chromosome 6, clone : P0681F10, complete sequence 1 



OJ990712_03.0317.C4 
+ 

6301 
AAT/GAP 
6301 
843 



Seq. No. 


39124 




Seq. ID 


OJ990712_ 


_03.0317 


.C4 


Gene No. 


80648 




Strand 


+ 






Start 


14212 




End 


15637 






Name 


OJ990712 03. 0317. C4 


. o2 . np 


Method 


AAT/NAP 






Start 


14212 




End 


15637 






GI 


5852084 




Score 


70 






Exons 


14212. .14258, 15554 


. .15637 










GI Descrip. 


(AL117264) zwh0007. 


1 [Oryza 


sativa] 








Seq. No. 


39124 




Seq. ID 


OJ990712_ 


_03.0317 


.C4 


Gene No. 


80649 




Strand 


+ 






Start 


36433 




End 


39424 






Name 


OJ990712 03. 0317. C4 


. 06 . gs 


Method 


GENSCAN 






Start 


36433 




End 


39401 






GI 


none 




Score 


.5 






Exons 


36433. .37227, 37363 


. .37508, 


37802. .38420, 38889 


. .39401 




Seq. No. 


39124 




Seq. ID 


OJ990712_ 


_03.0317 


.C4 


Gene No. 


80649 




Strand 


+ 






Start 


36433 




End 


39424 






Name 


OJ990712 03. 0317. C4 


. 06. np 


Method 


AAT/NAP 







38920 





Start 


36517 


End 


39424 




GI 


6815097 


Score 


3548 




Exons 


36517. .37404, 37 911 .. 38503, 


38617.. 39424 




GI Descrip. 


(AP001081) Similar to putative copia polyprot'ein (AC006248) 






[Oryza sativa] 








Seq. No. 


39124 


Seq. ID 


OJ990712_03.0317.C4 




Gene No. 


80650 


Strand 






Start 


3337 


End 


15226 




Name 


OJ990712 03.0317.C4.o2.gs 


Method 


GENSCAN 




Start 


3337 


End 


15226 




GI 


none 


Score 


.56 




Exons 


3337. .3940, 3981. .4172, 4680. .4774, 5188. .5308, 6521. .6625, 






8528. .8776, 9109. .9212, 12237 .. 12335 , 


12640. .12840, 






12874. .12958, 13513 .. 13782 , 


14991. .15226 




Seq. No. 


39124 


Seq. ID 


OJ990712_03.0317.C4 




Gene No. 


80650 


Strand 






Start 


3337 


End 


15226 




Name 


OJ990712 03.0317.C4.o2.gp 


Method 


AAT/GAP 




Start 


6804 


End 


6946 




GI 


3768463 


Score 


225 


'-^ 


Exons 


6804. .'6946 








GI Descrip. 


5295936/dbj | AB026295 . 2 | AB0262 95 6.0e- 


32 Oryza sativa genomic 


-S IE. 

: I 3 




DNA, chromosome 6, clone : P0681F10, complete sequence 


?; ; 


Seq. No. 


39124 


Seq. ID 


OJ990712_03.0317.C4 


- 4 aJ 


Gene No. 


80650 


Strand 




%y 


Start 


3337 


End 


15226' 




Name 


OJ990712 03.0317.C4.ol.np 


Method 


AAT/NAP 


i y 


Start 


11360 


End 


12900 


= 


GI 


4204262 


Score 


148 




Exons 


11360. .11396, 12667.. 12900 






' Hi 


GI Descrip. 


(AC005223) 37783 [Arabidops 


is thaliana] 




Seq. No. 


39124 


Seq. ID 


OJ990712_03.0317.C4 




Gene No. 


80651 


Strand 




f 1 


Start 


21738 


End ' 


22670 


f 


Name 


OJ990712 03. 0317 .C4 .o4 .gs 


Method 


GENSCAN 




Start 


21738 


End 


22670 




GI 


none 


Score 


.63 




Exons 


21738. .22670 








Seq. No. 


39124 


Seq. ID 


OJ990712_03.0317.C4 




Gene No. 


80652 


Strand 






Start 


26154 


End 


35679 




Name 


OJ990712 03.0317.C4.ol.tm 


Method 


TBLASTX: Maize 




Start 


12258 


End 


13837 




GI 


none 


Score 


98 




Exons 


12258. .12338, 12262 .. 12342 , 


122 63. .12343, 12 640. .12 924, 






12641. .12925, 12917 .. 12955, 


12922. .12984, 13506 13706, 






13513. .13707, 13516. .13710, 


13658. .13711, 13658. .13717, 






13757. .13837, 13782.. 13832 








Seq. No. 


39124 


Seq. ID 


OJ990712__03.0317.C4 




Gene No. 


80652 


Strand 






Start 


26154 


End 


35679 



38921 



# 



Name 

Start 

GI 

Exons 



OJ990712_03.0317.C4 .o2.ts Method 

13515 End 

none Score 
13515. .13718, 13516. .13710 



TBLASTX : Soybean 

13718 

146 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 
[3 GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39124 
80652 
26154 

OJ990712_03.0317 ,C4 .o5.gs 

26154 

none 

26154. .26243, 26389 .. 2 652 6, 
29210. .29350, 29523. .29596, 
31720. .31838, 32026 .. 32145, 
3394 8 . . 3397 6, 34 920. .35109, 

39124 
80652 
26154 

OJ990712_03.0317 .C4 .o3.np 

28273 

7228450 



Seq. ID 
Strand 
End 

Method 
End 
Score 

27999 

29681 



OJ990712 03. 0317. C4 



35679 
GENSCAN 
35651 
.57 

28089, 28136. 
29858, 31423. 



32351. .32421, 33539. 
35196. .35493, 35563. 



,28254, 
.31504, 
.33716, 
.35651 



Seq. ID OJ990712_03.0317.C4 
Strand 

End 35679 

Method AAT/NAP 

End 28817 

Score 209 



2827 3. .28388, 28474 .. 28 611, 2875 6. .28817 
(AP001366) hypothetical protein [Oryza sativa] 



OJ990712 03. 0317. C4 



39124 Seq. ID 

80652 Strand 

26154 End 

OJ990712_03.0317.C4 .o3.gp Method 

31053 End 

452_2.R1084 Score 

31053. .31289, 31423 .. 31504 , 31720 

32351. .32421, 33539 .. 33716, 33948 
'2293566 1.0e-101 (AF012896) ADP-ribosylation factor 1 [Oryza 
sativa] 1 



35679 
AAT/GAP 
34010 
1593 

31838, 32026. .32145, 
34010 



39124 
80652 
26154 
OJ990712 
31413 
none 
31413 
31704 
32026 



03.0317.C4.o3.ts 



.31505, 
.31865, 
.32154, 



31423. 
32025. 
32345. 



,31503, 
,32132, 
,32425, 



Seq. ID OJ990712_03.0317.C4 
Strand 

End 35679 

Method TBLASTX : Soybean 

End 32429 

Score 97 
31434. .31508, 31692 .. 31841 , 
32025. .32132, 32026 .. 32154 , 
32352. .32429 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39124 
80652 
26154 
OJ990712 
31415 
none 
31415 
31701 
32026 
32346 



03.0317.C4.o2.tm 



31534, 
31841, 
32154, 
32429, 



31422. 
31704. 
32248. 
32352, 



.31505, 
.31865, 
.32418, 
.32429, 



Seq. ID OJ990712_03.0317.C4 
Strand 

End 35679 

Method TBLASTX: Maize 

End 33704 
■ Score 168 
31423. .31509, 317 00. .3184 0, 
32020. .32154, 32024. .3214 6, 
32345. .32419, 32345 .. 32425 , 
33537. .33701, 33538 .. 33690 , 



33600. .33704 



38922 




Seq. No. 


39124 




Seq. ID 


OJ990712_03.0317 


.C4 


Gene No. 


80652 




Strand 






Start 


26154 




End 


35679 




Name 


OJ990712 03. 0317. C4. 


ol . tc 


Method 


TBLASTX: Cress 




Start 


31419 




End 


33699 




GI 


none 




Score 


103 




Exons 


31419. .31538, 31423. 


. 31503, 


31424. .31540, 31704 .. 31754 , 






31705. .31761, 31735. 


.31803, 


3174 6. .31823, 3174 6. .31820, 






31812. .31865, 32020. 


.32154, 


32026. .32154, 32345.-32425, 






32351. .32422, 32352. 


.32429, 


32352. .32429, 33537. .33689, 






33538. .33699 










Seq. -No. 


39124 




Seq. ID 


OJ990712_03.0317 


.C4 


Gene No . 


80652 




Strand 






Start 


26154 




End 


35679 




Name 


OJ990712 03. 0317. C4. 


o4 . np 


Method 


AAT/NAP 




Start 


31420 




End 


33686 




GI 


2293566 




Score 


813 




Exons 


31420. .31504, 31720. 


.31838, 


32026. .32145, 32351 .. 32421 , 






33539. .33686 










GI Descrip. 


(AF012896) ADP-ribosylation 


factor 1 


[Oryza sativa] 




Seq. No. 


J Zf X *± 




Seq. ID 


OJ990712JD3.0317 


.C4 




O U D *J C 




Strand 






Start 






End 


- 35679 




Name 


WU -7 17 \J / A. U +J * U -J X / • ^ *i • 


o2 . tw 


Method 


TBLASTX: Wheat 




Start 


31423 _ 




End 


32112 




GI 


none 




Score 


115 




Exons 


31423. .31503, 31424. 


.31504, 


31433. .31534, 3154 1 .. 31585 , 






31710. .31865, 31714. 


.31803, 


31994. .32107, 32020 .. 32109, 






32026. .32112 










Sea No 


39124 




Seq. ID 


OJ990712_03.0317 


.C4 


Gene No. 


80652 




Strand 






Start 


26154 




End 


35679 




Name 


OJ990712 03. 0317. C4. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


32113 




End 


33719 




GI 


none 




Score 


126 




Exons 


32113. .32154, 32345. 


.32425, 


32346.-32429, 33537 .. 33719, 






33538. .33696 










Seq. No. 


39124 




Seq. ID 


OJ990712_03.0317 


.C4 


Gene No. 


80652 




Strand 






Start 


26154 




End 


35679 




Name 


OJ990712 03. 0317. C4. 


ol.ts 


Method 


TBLASTX: Soybean 




Start 


33537 




End 


33731 




GI 


none 




Score 


197 




Exons 


33537. .33731, 33538. 


.33690 








Seq. No. 


39124 




Seq. ID 


OJ990712_03.0317 


.C4 


Gene No. 


80652 




Strand 






Start 


26154 




End 


35679 




Name 


OJ990712 03. 0317. C4 . 


o5 . np 


Method 


AAT/NAP 




Start 


35091 




End 


35679 




GI 


6815096 




Score 


569 




Exons 


35091. .35323, 35384 . 


.35493, 


35563. .35679 





38923 




GI Descrip. (AP001081) hypothetical protein [Oryza sativa] 



Seq. No. 


39124 




Seq. ID 




Gene No. 


80653 




Strand 




Start 


36616 




End 


O £? Q "7 O 
JOO / J 


Name 


OJ990712_03. 0317 .C4 . o2 . 


tc 


Method 


TBLASTX : Cress 


Start 


36616 




TP r-\ /~i 


JDO / J 


GI 


none 




Score 


o n t 


Exons 


36616. . 36873 








Seq. No. 


39125 




Seq. ID 


vjjyyu f ±£ uj.uji / • 


Gene No. 


80654 




Strand 




Start 


528 




End 


*3 O O T 


Name 


OJ990712 03 . 0317 . C5 . ol . 


gs 


Method 


T7 1 \T c 7\ VT 


Start 


528 




End 


ODZ 1 


GI 


none 




Score 


o c 
. O D 


Exons 


528. .670, 893. .1047, 18 


41. .1981, 2533. 


O C O "7 *3 A A A OCOI 

. ZD? / , o44U..OOZ± 


Seq. No. 


39125 




Seq. ID 


OJ990712_03.0317.C5 


Gene No. 


80654 




Strand 




Start 


528 




End 


3821 


Name 


OJ990712 03.0317.C5.ol. 


gp 


Method 


AAT/GAP 


Start 


2973 




End 


3821 


GI 


452 5.R1084 




Score 


822 


Exons 


2973. .3312, 3440. .3521, 


3794 


. .3821 




GI Descrip. 


'2293566 1.0e-101 (AF012896) 


ADP-ribosylation factor 1 [Oryza 




sativa] ? 








Seq. No. 


39126 




Seq. ID 


OJ990712_03.0317.C6 


Gene No. 


80655 




Strand 




Start 


1 




End 


3593 


Name 


OJ990712 03.0317.C6.ol. 


np 


Method 


AAT/NAP 


Start 


1 




End 


3593 


GI 


6466937 




Score 


679 


Exons 


1..1908, 3572. .3593 








GI Descrip. 


(AC011621) putative retroelement pol polyprotein [Arabidopsis 




thaliana] 








Seq. No. 


39126 




Seq. ID 


OJ990712_03.0317.C6 


Gene No. 


80655 




Strand 




Start 


1 




End 


3593 


Name 


OJ990712 03.0317.C6.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


1 




End 


415 


GI 


none 




Score 


63 


Exons 


1..162, 165. .299, 166.. 


294, 


287. .415, 


294. .407 


Seq. No. 


39126 




Seq. ID 


OJ990712_03.0317.C6 


Gene No. 


80655 




Strand 




Start 


1 




End 


3593 


Name 


OJ990712 03.0317.C6.ol 


tw 


Method 


TBLASTX: Wheat 


Start 


16 




End 


475 


GI 


none 




Score 


73 


Exons 


16. .177, 20. .163, 163. 


297, 


165. .299, 


302. .475, 303. .467 


Seq. No. 


39126 




Seq. ID 


OJ990712_03.0317.C6 


Gene No. 


80655 




Strand 




Start 


1 




End 


3593 



38924 




Name 


ojyyu/i^ u J . u ji / . Co . oi . gs 


Method 


GENSCAN 






Start 


370 


End 


3104 






GI 


none 


Score 


. 62 






Exons 


3/0.-491, DZ0..1U11, 1256. 


. 17 Jo , ZvZ 1 . 


. Z£33, 2811 . 


O O "1 o 

. 2872 , 






3079 . . 3104 










Seq. No. 


3yiz / 


Seq. ID 


OJ990712 03 


. 0317 . 


C7 


Gene No. 


80656 


Strand 


+ 






Start 


337 


End 


1894 






Name 


OJ990712 03.0317.C7.ol.np 


Method 


7\7\rn / > i t\ i~\ 

AAT/NAP 






Start 


337 


End 


18 94 






GI 


7523502 


Score 


177 






Exons 


337. .430, 743. .973, 1811.. 


1894 








GI Descrip. 


(AP001633) hypothetical protein [Oryza 


sativa] 






Seq. No. 


39127 


Seq. ID 


OJy 90 / 12 03 


. 0317 . 


C / 


Gene No . 


80657 


Strand 


+ 






Start 


3716 


End 


3894 






Name 


OJ990712 03.0317.C7.o2.np 


Method 


AAT/NAP 






Start 


3167 


End 


3291 






GI 


7106528 


Score 


76 






Exons 


3167. .3291 










GI Descrip. 


(AP001278) EST D40774 (S2920) corresponds to a region of 


the 




predicted gene.; hypothetical protein 


[Oryza sativa] 




Seq. No. 


39127 


Seq. ID 


OJ990712_03 


.0317. 


C7 


Gene No. 


80657 


Strand 


+ 






Start 


3716 


End 


3894 






Name 


OJ990712 03.0317.C7.o2.gs 


Method 


GENSCAN 






Start 


3716 


End 


3894 






GI 


none 


Score 


.79 






Exons 


3716. .3894 










Seq. No. 


39128 


Seq. ID 


OJ990712JD3 


.0317. 


C8 


ucllc L\KJ • 


80658 


Strand 


+ 






Start 


1700 


End 


3410 






Name" 


OJ990712 03.0317.C8.ol.np 


Method 


AAT/NAP 






Start 


1700 


End 


3410 






GI 


7523502 


Score 


190 






Exons 


1700. .1793, 2105. .2261, 3251. .3410 








GI Descrip. 


(AP001633) hypothetical protein [Oryza 


sativa] 







Seq. No. 39128 

Gene No. 80659 

Start 7169 

Name OJ990712_03 . 0317 . C8 . o2 . g 

Start 7169 

GI none 

Exons 7169.. 7233, 8168.. 8375, 
12242. .12432, 13254. . 133 



Seq. ID OJ990712_03.0317.C8 

Strand + 

End 14775 
s Method GENSCAN 

End 14222 

Score .56 
874 5. .9013, 9092. .9512, 10962 .. 1114 0 , 
21, 13757. .13916, 14131. .14222 



Seq. No. 39128 Seq. ID OJ990712_03 . 0317 . C8 

Gene No. 80659 Strand + 

Start 7169 End 14775 

Name OJ9907 12_03 . 0317 . C8 . o2 . np Method AAT/NAP 

Start 13365 End 14775 

GI 7523502 Score 134 



38925 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13365. .13478, 13760 .. 13881 , 14750.. 14775 
(AP001633) hypothetical protein [Oryza sativa] 



39128 
80660 
14944 

OJ990712_03.0317.C8.o3.gs 

14944 

none 



Seq. ID OJ990712_03.0317.C8 

Strand + 

End 17697 

Method GEN SCAN 

End 17697 

Score .76 



14944. .14979, 157 63 15891 , 15932 .. 16014 , 17120 17240, 
17551. .17697 



Seq. No. 39128 

Gene No. 80661 

Start 19193 

Name OJ990712_03 . 0317 . C8 . ol . tm 

Start 8475 

GI none 
Exons 



Seq. ID OJ990712_03.0317.C8 
Strand 

End 24711 

Method TBLASTX : Mai ze 

End 8999 

Score 62 

8475. .8570, 8487. .8570, 8572. .8676, 8595. .8999, 8624. .8677, 
8673.. 8996 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39128 
80661 
19193 

OJ990712_03.0317.C8.o4 ,gs 

19193 

none 



Seq. ID OJ990712_03.0317.C8 
Strand 

End 24711 

Method GENSCAN 

End 24711 

Score .54 



19193. . 19280, 19315. . 19446, 23770 .. 2397 1 , 24 396 .. 24 604 , 
24668. .24711 



Seq. No. 39129 

Gene No. 80662 

Start 1 

Name OJ990712_03 . 0317 . Cll . ol . np 

Start 1 

GI 5080762 

Exons 1 . . 980 

GI Descrip. (AC007203) Similar to retrotransposon polyprotein [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990712_03. 0317. Cll 
Strand 

End 980 

Method AAT/NAP 

End 980 

Score 479 



39129 
80662 
1 

OJ990712_03. 0317. Cll. ol.tm 
32 

none 



Seq. ID OJ990712_03. 0317. Cll 
Strand 

End 980 

Method TBLASTX : Mai ze 

End 691 

Score 88 



32. .148, 32. .220, 251. .691, 303. .683 



Seq. No. 39129 

Gene No. 80662 

Start 1 

Name OJ9907 12JD3 . 0317 . Cll . ol . gs 

Start 181 

GI none 

Exons 181.. 850 



Seq. ID OJ990712_03. 0317. Cll 
Strand 

End 980 

Method GENSCAN 

End 850 

Score . 9 



Seq. No. 



39129 



Seq. ID OJ990712_03. 0317. Cll 



38926 



Gene No. 80662 

Start 1 

Name OJ990712_03 . 0317 . Cll . ol . tw 

Start 182 

GI none 

Exons 182.. 589, 198.. 587 



Strand 

End 980 

Method TBLASTX : Wheat 

End 589 

Score 116 



Seq. No. 39129 
Gene No. ' 80662 

Start 1 

Name OJ990712_03 . 0317 . Cll . o2 . tw 

Start 653 

GI none 

Exons 653.. 856, 654.. 833, 886.. 969 



Seq. ID . OJ990712_03. 0317. Cll 

Strand 

End 980 

Method TBLASTX : Wheat 

End 969 

Score 58 





Seq. No. 


39129 


Seq. ID 


OJ990712_03. 0317. Cll 




Gene No. 


80662 


Strand 






Start 


1 


End 


980 




Name 


OJ990712 03.0317.Cll.o2.tm 


Method 


TBLASTX: Maize 




Start 


695 


End 


978 




GI 


none 


Score 


7 5 




Exons 


695. .850, 698. .838, 708. .845, 


856. . 978 






Seq. No. 


39130 


Seq. ID ■ 


OJ990322_05.0323.C6 ■ 




Gene No. 


80663 


Strand 


+ 




Start 


41 


End 


5269 


i y 


Name 


OJ990322 05-0323. C6.ol.gs 


Method 


GENSCAN 




Start 


41 


End 


3255 




GI 


none 


Score 


.51 




Exons 


41. .97, 354. .560, 590. .2442, 


2460. .2497 


, 2559.. 2615, 2646.. 3048, 



3075. .3255 



Seq. No. 39130 Seq. ID OJ990322_05 . 0323 . C6 

Gene No. 80663 Strand + 

Start 41 End 5269 

Name OJ990322_05 . 0323 . C6 . ol . np Method AAT/NAP 

Start 635 End 5269 

GI 7228457 Score " 5722 

Exons 635. .1001, 1063. .2998, 3974. .4808, 4931. .5269 

GI Descrip. (AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 

retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 

sativa] 



Seq. No. 39130 Seq. ID 

Gene No. 80663 Strand 

Start 41 End 

Name OJ990322_05 . 0323 . C6 . o4 . tw Method 

Start 1129 End- 

GI none Score 

Exons 1129.. 1164, 1289.. 1336, 1343.. 1441, 
1424 . .1681 



OJ990322_05.0323.C6 
+ 

5269 

TBLASTX: Wheat 
1681 
34 

1348. .1440, 1408. .1647, 



Seq. No. 39130 Seq. ID OJ990322_05 . 0323 . C6 

Gene No. 80663 Strand + 

Start 41 End 5269 

Name OJ990322_05 . 0323 . C6 . o3 . tm Method TBLASTX : Maize 

Start 1294 End 1579 



38927 




GI 


none 








Score 


197 




Exons 


1294 . . 1578, 


1331 


. . 1579 










Seq. No. 


39130 








Seq. ID 


OJ990322_05.0323 


.C6 


Gene No. 


80663 








Strand 


+ 




Start 


41 








End 


5269 




Name 


OJ990322_05 . 


0323 


.C6.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


2419 








End 


2905 




GI 


none 








Score 


403 




Exons 


2419 . . 2550, 


2420 


. .2905, 


2614 . 


.2874 






Seq. No. 


39130 








Seq. ID 


OJ990322_05.0323 


.C6 


Gene No. 


80663 








Strand 


+ 




Start 


41 








End 


5269 




Name 


OJ990322_05 . 


0323 


.C6.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


3981 








End 


4444 




GI 


none 








Score 


224 




Exons 


3981 . . 4424, 


3982 


. .4437, 


3983 . 


.4444, 3983.-4438 




Seq. No. 


39130 








Seq. ID 


OJ990322_05.0323 


.C6 


Gene No. 


80663 








Strand 


+ 




Start 


41 








End 


5269 




Name 


OJ990322_05 . 


0323 


. C6.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


4022 








End 


4387 




GI 


none 








Score 


118 




Exons 


4022 . . 4246, 


4253 


. .4387 










Seq. . No. 


39130 








Seq. ID 


OJ990322 05.0323 


.C6 


Gene No. 


80663 








Strand 


+ 




Start 


41 








End 


5269 




Name 


OJ990322_05 . 


0323 


.C6.o2. 


gs 


Method 


GENSCAN 




Start 


4037 








End 


5195 




GI 


none 








Score 


.91 




Exons 


4037 . .4347, 


4531 


. .5195 










Seq. No. 


39130 








Seq. ID 


OJ990322_05.0323 


.C6 


Gene No. 


80663 








Strand 


+ 




Start 


41 








End 


5269 




Name 


OJ990322_05. 


0323 


C6.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


4112 








End 


4468 




GI 


none 








Score 


393 




Exons 


4112 . .4468, 


4147 


.4458, 


4163. 


.4468 






Seq. No. 


39130 








Seq. ID 


OJ990322_05.0323 


.C6 


Gene No. 


80663 








Strand 


+ 




Start 


41 








End 


5269 




Name 


OJ990322_05. 


0323 


C6.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


4495 








End 


4879 




GI 


none 








Score 


353 




Exons 


4495 . . 4860, 


4496 


. 4879 










Seq. No. 


39130 








Seq. ID 


OJ990322J)5.0323 


.C6 


Gene No. 


80663 








Strand 


+ 




Start 


41 








End 


5269 




Name 


^OJ990322 05. 


0323. 


C6.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


4552 








End 


4972 




GI 


none 








Score 


484 





38928 



Exons 



4552.. 4965, 4553.. 4972 



Seq. No. 39130 

Gene No. 80663 

Start 41 

Name OJ990322_05 . 0323 . C6 . ol . ts 

Start 4631 

GI none 

Exons 4631.. 5002, 4648.. 4791 



Seq. ID OJ990322_05.0323.C6 

Strand + 

End 5269 

Method TBLASTX : Soybean 

End ' 5002 

Score 275 



Seq. No. 39131 
Gene No. 80664 
Start 1 

Name OJ990322_05 . 0323 . C7 . ol . np 

Start 1 
GI 7228457 
Exons 1..557, 624.. 2173 

GI Descrip. (AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 

retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



Seq. ID OJ990322_05.0323.C7 
Strand + 

2176 
AAT/NAP 
2173 
3456 



End 

Method 

End 

Score 



Seq. No. 


39131 






Seq. ID 


OJ990322_05.0323. 


C7 


Gene No. 


80664 






Strand 


+ 




Start 


1 






End 


2176 




Name 


OJ990322 05. 


0323.C7.ol. 


gs 


Method 


GEN SCAN 




Start 


59 






End 


2176 




GI 


none 






Score 


.4 




Exons 


59. . 677, 785 


...1234, 1334. .1899, 1906.. 


2176 




Seq. No. 


39131 






Seq. ID 


OJ990322_05.0323. 


C7 


Gene No. 


80665 






Strand 






Start 


2805 






End 


6114 




Name 


OJ990322 05. 


0323.C7.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


78 






End 


536 




GI 


none 






Score 


241 




Exons 


78.. 332, 102 


..356, 167. 


.352, 


387. .536, 


396.. 533, 398.. 535 


Seq. No. 


39131 






Seq. ID 


OJ990322_05.0323. 


C7 


Gene No. 


80665 






Strand 






Start 


2805 






End 


6114 




Name 


OJ990322 05. 


0323.C7.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


1043 






End 


1375 




GI 


none 






Score 


337 




Exons 


1043. . 1366, 


1060. .1353, 


1163. 


, .1375 






Seq. No. 


39131 






Seq. ID 


OJ990322_05.0323. 


C7 


Gene No. 


80665 






Strand 






Start 


2805 






End 


6114 




Name 


OJ990322 05. 


0323.C7.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


1180 






End 


1561 




GI 


none 






Score 


352 




Exons 


1180. .1248, 


1181. .1561, 


1184. 


.1522, 1282. .1530 




Seq. No. 


39131 






Seq. - ID 


OJ990322_05.0323. 


C7 


Gene No. 


80665 






Strand 






Start 


2805 






End 


6114 




Name 


OJ990322 05. 


0323.C7.o3. 


tw 


Method 


TBLASTX: Wheat 





38929 



Start 


1 C /" a 

1562 








End 


2164 






GI 


none 








Score 


258 






Exons 


1562 . .184 6, 


1 C C A 

1564 


1 O "7 A 

. . 1872 , 


1567 . 


.1845, 2038. .2160, 


2039. .2164 


Seq. No. 


39131 








Seq. . ID 


OJ990322 


_05.0323 


.C7 


Gene No. 


80665 








Strand 


- 






Start 


zoOo 








End 


' 6114 






Name 


/ATAAAAAA AC 

OJ990322_05 . 


A "3 A A 

0323 


. C7 . o2 . 


tm 


Method 


TBLASTX: 


Maize 




Start 


2033 








End 


2179 






GI 


none 








Score 


186 






Exons 


2033 . .21/9, 


A A "3 O 

203b 


A 1 *7 A 

. . 2172 












Seq. No. 


39131 








Seq. ID 


OJ990322 


__05.0323 


.C7 


Gene No. 


80665 








Strand 


_ 






Start 


2o05 








End 


6114 






Name 


OJ990322 05. 


A ^ A A 

0323 , 


. C7 . o2 . 


gs 


Method 


GENSCAN 






Start 


2805 








End 


6114 






GI 


none 








Score 


.52 






Exons 


2805 . . 4834 , 


5127 , 


. .6114 












Seq. No. 


39131 








Seq. ID 


OJ990322 


_05.0323 


.C7 


Gene No. 


80665 








Strand 


_ 






Start 


2805 








End 


6114 






Name 


OJ990322 05. 


0323, 


.C7.o2. 


np 


Method 


AAT/NAP 






Start 


2808 








End 


6114 






GI 


6907089 








Score 


4894 






Exons 


2808. .4740, 


4835. 


. . 6114 












GI Descrip. 


(AP00112 9) hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


39132 








Seq. ID 


OJ990322 


_05.0323 


.C8 


Gene No. 


80666 








Strand 








Start 


1077 








End 


3355 






Name 


OJ990322 05. 


0323, 


,C8.ol. 


gs 


Method 


GENSCAN 






Start 


1077 








End 


3355 






GI 


none 








Score 


.82 






Exons 


1077. .1296, 


1967, 


, .2130, 


2852. 


.3076, 3261.. 3355 






Seq. No. 


39132 








Seq. ID 


OJ990322 


_05.0323 


.C8 


(~1 on o NT f\ 


80666 








Strand 








Start 


1077 








End 


3355 






Name 


OJ990322 05. 


0323. 


,C8.ol. 


np 


Method 


AAT/NAP 






Start 


1199 








End 


2968 






GI 


7485454 








Score 


317 






Exons 


1199. .1296, 


1967. 


.2130, 


2852. 


.2968 








GI Descrip. 


hypothetical 


protein F13M23.260 - Arabidopsis thaliana 





gi|4455255|emb|CAB36754.1| (AL035523) putative protein 
[Arabidopsis thaliana] gi | 7269362 | emb | CAB79421 . 1 | (AL161562) 
putative protein [Arabidopsis thaliana] 



Seq. No. 39133 Seq. ID 

Gene No. 80667 • Strand 

Start 486 End 

Name OJ990322_05 . 0323 . C9 . ol . gs Method 

Start 486 , End 

GI none Score 

Exons 486. .770 



OJ990322_05.0323.C9 
770 

GENSCAN 

770 

.76 



38930 



Seq. No. 


39134 




Seq. ID 


OJ990322 


05.0323 


.C10 


Gene No. 


80668 




Strand 


+ 








0 A A Q 
Z 3 4 O 






J / UD 






Name 


nTQQn^99 or n^9^ pi n ni 

UJ yyUjZ^ Uj.UjZj.L1U.OJ. 


. gs 




C. TT M Q C Zi NT 
\j Cj IN o OrUN 






C 4- -i 4- 

otan 


0 /I A P 
Z 4 4 O 




Hind. 


jUo / 






r* t 


none 




Score 


. 0 o 






Exons 


oc/ii oqoi onoi 












o6q« WO . 


jyij^ 




oeq . i u 


O TQQ0^99 
UO :? y\J O c. £ 


UO . U jt j 


. u 


bene l\k_> • 


80668 




Strand 


+ 








2448 




End 








Name 


OJ990322 05. 0323. C10. ol 


.np 


Method 


AAT/NAP 






Start 


2448 




End 


3706 






GI 


421867 




Score 


204 






Exons 


2448. .2547, 2927. .3140, 


3639 


. .3706 








bi uescrip. 


ubiquitin / ribosomal protein CEP52 - 


turnip gi | 


347064 


(L21 




ubiquitin/ribosomal protein 


[Brassica 


rapa] 








gi| 395079 | emb | CAA80863 | 


(Z24738) ubiquitin/ribosomal protei 




[Brassica rapa] 












oeq . 1NO . 


39134 




Seq. ID 


OJ990322_ 


05.0323 


.C10 


Gene No. 


80669 




Strand 


+ 






Start 


3728 




End 


8358 






Name 


OJ990322 05. 0323. CIO.. o2 


np 


Method 


AAT/NAP 






Of v-f 


.3728 




End 


8358 








6723387 




Score 


166 






Exons 


3728.. 3754, 6127.. 6790, 


8332 


. .8358 








oj_ uescrip. 


(AL132956) putative protein 


[Arabidopsis thaliana] 




oecj. wo. 


39134 




Seq. ID 


OJ990322_ 


05.0323 


.C10 


Gene No. 


80670 




Strand 








Start 


4650 




End 


8249 






Name 


OJ990322 05. 0323. C10. o2 


gs 


Method 


GENSCAN 






Q -|- -a >--(- 


4650 




End 


8249 






bl 


none 




Score 


.61 






Exons 


4650. .4882, 5375. .5643, 


5716 


..5811, 6003.. 6171, 


6509. . 6583, 




7580. .7622, 8159.. 8249 












Seq. No. 


39135 




Seq. ID 


OJ990322_ 


05.0323 


.Cll 


Gene No. 


80671 




Strand 


+ 








1068 




End 


2638 






Name 


OJ990322 05.0323.Cll.ol, 


gs 


Method 


GENSCAN 








1068 




End 


2638 








none 




Score 


.54 






Exons 


1068.. 1127, 2514.. 2638 












Cpa Kin 


39135 




Seq. ID 


OJ990322_ 


05.0323 


.Cll 


Gene No. 


80672 




Strand 








Start 


3273 




End 


5261 






Name 


OJ990322 05.0323.Cll.o2. 


gs 


Method 


GENSCAN 






Start 


3273 


End 


5261 






GI 


none 




Score 


.64 






Exons 


3273. .3761, 4121. .4230, 


4300 


. .4483, 5214. .5261 







Seq. No. 
Gene No. 
Start 



39135 
80673 
5752 



Seq. ID. 

Strand 

End 



OJ990322 05. 0323. Cll 



6423 



38931 



Name 


OJ990322_05 


.0323.Cll.o2.np 


Method 


T\ TV ITI / XT TV T~l 

AAT/NAP 


Start 


.5752 




End 


6423 


GI 


72.42910 




Score 


103 


Exons 


5752 . .5847, 


5974. .6166, 6371 


..6423 




GI Descrip. 


(AP001383 ) 


hypothetical protein [Oryza 


sativa] 


Seq. No. 


39136 




Seq. ID 


OJ990322 


Gene No. 


80674 




Strand 


+ 


Start 


o o c o 




End 


A A A C 

4 995 


Name 


OJ990322 05 


.0323.C12.ol.gs 


Method 


GEN SCAN 


Start 


2858 




End 


4 995 


GI 


none 




Score 


. 73 


Exons 


2858 . .294 8, 


4168. .4801, 4914 


. .4995 




Seq. No. 


39136 




Seq. ID 


/~\ T A A A A A A 


Gene No. 


80674 




Strand 


+ 


Start 


2858 




End 


4995 


Name 


OJ99U3zZ__U5 


.0323.C12.ol.np 


Method 


AAT/NAP 


Start 


3263 




End 


3345 


GI 


6721547 




Score 


67 


Exons 


3263 . . 3345 








GI Descrip. 


(AP001073) 


Similar to Oryza 


sativa gene for Pib 


Seq. No. 


39136 




Seq. ID 


OJ990322 


Gene No. 


80675 




Strand 


+ 


Start 


5103 




End 


23648 


Name 


OJ990322 05 


.0323.C12.o3.np 


Method 


AAT/NAP 


Start 


5103 




End 


12093 


GI 


^ f\ A A Z~ A 

5042454 




Score 


231 


Exons 


5103 . . 5132 , 


11606. . 11781, 12040. .12093 




GI Descrip. 


(AC007789) 


putative polyprotein [Oryza 


sativa] 


Seq. No. 


39136 




Seq. ID 


OJ990322_ 


Gene No. 


80675 




Strand 


+ 


Start 


5103 




End 


23648 


Name 


s-^ TO A O O O AC 

OJ990322 05 


.0323.C12.o2.gs 


Method 


GEN SCAN 


Start 


570 6 




End 


9347 


GI 


none 




Score 


.55 


Exons 


cta/~ c o a 1 

5706. ..5821, 


6224. .6548, 6680 


..6791, 6869. .6975, 




7622 . . 7 657 , 


8047. .8142, 8733 


..9109, 9152. .9347 


Seq. No. 


A A 1 A /*" 

39136 




Seq. ID 


OJ990322 


Gene No. 


80675 




Strand 


+ 


Start 


5103 




End 


23648 


Name 


/"^vTAAAAAA AC 

OJ990322 05 


.0323.C12.o7.np 


Method 


AAT/NAP 


Start 


8009 




End 


23648 


GI 


4680183 




Score 


182 


Exons 


8009 . . 8035, 


22857. .22954, 23559. .23648 




GI Descrip. 


(AF111709) 


gag-pol protein [Oryza sativa subsp. 


Seq. No; 


39136 




Seq. ID 


OJ990322_ 


Gene No. 


80675 




Strand 


+ 


Start 


5103 




End 


23648 


Name 


OJ990322 05 


.0323.C12.o5.np 


Method 


AAT/NAP 


Start 


17899 




End 


19396 


GI 


7413535 




Score 


67 


Exons 


17899. .18073, 19333. .19396 







indica] 



38932 



GI Descrip. (AL162972) putative protein [Arabidopsis thaliana] 



Seq. No. 39136 Seq. ID 

Gene No. 80675 Strand 

Start 5103 End 

Name OJ990322_05 . 0323 . C12 . 06 . np Method 

Start 21985 End 

GI 4680204 Score 

Exons 21985. .22610 

GI Descrip. (AF114171) hypothetical protein [Sorghum bicolor] 



OJ990322_05.0323.C12 
+ 

23648 
AAT/NAP 
22610 
493 



Seq. No. 39136 Seq. ID 

Gene No. 80676 Strand 

Start 11178 End 

Name OJ990322_05 . 0323 . C12 . o2 . np Method 

Start 11178 End 

GI 7523512 Score 

Exons 11178. .11310 

GI Descrip. (AP001633) hypothetical protein [Ory.za sativa] 



OJ990322_05.0323.C12 

11310 
AAT/NAP 
11310 
136 



Seq. No. 39136 Seq. ID 

Gene No. 80677 Strand 

Start 18832 End 

Name OJ990322_05 . 0323 . C12 . o4 . gs Method 

Start 18832 End 

GI none Score 
Exons 



OJ990322_05.0323.C12 

20644 
GENSCAN 
20644 
.44 



18832. .19218, 19717 .. 19900, 20466.. 20644 



OJ990322 05.0323.C12 



Seq. No. 39136 Seq. ID 

Gene No. 80678 Strand 

Start 21306 End 21545 

Name OJ990322_05 . 0323 . C12 . o3 . gp Method AAT/GAP 

Start 21306 End 21545 

GI LIB3477-003-P1-K1-E9 Score 94 

Exons 21306. .21365, 21504.. 21545 

GI Descrip. * 2498586/sp | Q40638 | MPOljDRYSA 2 . 0e-24 MAJOR POLLEN 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 
sativa] 1 . 



ALLERGEN 
1 [Oryza 



ORY 



Seq. No. 


39136 




Seq. ID 


OJ990322_05.0323. 


C12 


Gene No. 


80679 




Strand 






Start 


22096 




End 


22501 




Name 


OJ990322 05.0323.C12 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


22096 




End 


22501 




GI 


none 




Score 


209 




Exons 


22096. .22341, 22100. 


.22336, 


22384. .22500, 22409.. 22501 




Seq. No. 


39137 




Seq. ID 


OJ990322J)5.0323. 


C13 


Gene No. 


80680 




Strand 


+ 




Start 


350 




End 


10930 




Name 


OJ990322 05.0323.C13 


ol .gs 


Method 


GENSCAN 




Start 


350 




End 


10930 




GI 


none 




Score 


.43 




Exons 


350.. 565, 661. .1255, 


1457. . 


1707, 1840. 


.2012, 2107. .2217, 





2301. .2325, 2639. .2817, 3152. .3367, 3947. .4013, 4871. .4919, 
62S2..6334, 6465. .6578, 10387 .. 10596, 10820. .10930 



38933 



Seq. No. 39137 Seq. ID 

Gene No. 80681 Strand 

Start 12211 End 

Name OJ990322JD5 . 0323 . C13 . o2 . tw Method 

Start 4 97 End 

GI none Score 

Exons 497.. 568, 655.. 873 



OJ990322_05.0323.C13 
+ 

14414 

TBLASTX: Wheat 

873 

66 



Seq. No. 39137 Seq. ID OJ990322_05 . 0323 . C13 

Gene No. 80681 Strand + 

Start 12211 End " 14414 

Name OJ990322_05 . 0323 . C13 . o2 . np Method AAT/NAP 

Start 11973 End 14414 

GI 7434286 Score 295 

Exons 11973. . 11997, 12227 .. 13168 , 14327.. 14414 

GI Descrip. probable serine/threonine/tyrosine-specif ic protein kinase (EC 

2.7.1.-) T9I4.1 - Arabidopsis thaliana gi | 34 61835 | gb | AAC33221 . 1 | 
(AC005315) putative protein kinase [Arabidopsis thaliana] 



Seq. No. 


39137 






Seq. ID 


OJ990322_05.0323 


.C13 


Gene No. 


80681 






Strand 


+ 




Start 


12211 






End 


14414 




Name 


OJ990322 05.0323.C13 


o2 . gs 


Method 


GENSCAN 




Start 


12211 






End 


14097 




GI 


none 






Score 


.54 




Exons 


12211. . 


14097 










Seq. No. 


39137 






Seq. ID 


OJ990322_05.0323 


.C13 


Gene No. 


80681 






Strand 


+ 




Start 


12211 






End 


14414 




Name 


OJ990322 05.0323.C13 


ol . np 


Method 


AAT/NAP 




Start 


12233 






End 


14238 




GI 


3549626 




Score 


482 




Exons 


12233. . 


13134, 14182. 


14238 








GI Descrip. 


(AJ009696) wall-associated 


kinase 1 [Arabidopsis thaliana] 


Seq. No. 


39137 






Seq. ID 


OJ990322_05.0323 


C13 


Gene No. 


80681 






Strand 


+ 




Start 


12211 






End 


14414 




Name 


OJ990322 05.0323.C13 


ol. ts 


Method 


TBLASTX : Soybean 




Start 


12283 






End 


12879 




GI 


none 






Score 


463 




Exons 


12283. . 


12879, 12291. 


12506, 


12506. .12520, 12552. .12869 




Seq. No. 


39137 






Seq. ID 


OJ990322_05.0323 


C13 


Gene No. 


80681 






Strand- 


+ 




Start 


12211 






End 


14414 




Name 


OJ990322 05.0323.C13. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


12288 






End 


14028 




GI 


none 






Score 


81 




Exons 


12288. . 


12374, 12295., 


12369, 


12336. .12503, 12352. .12504, 






12568. . 


12873, 12648.. 


12872, 


12874. .13062, 13245. .13427, 






13246. . 


13467, 13522.. 


13629, 


13747. .13806, 13927. .14028 




Seq. No. 


39137 






Seq. ID 


OJ990322_05.0323 


C13 


Gene No. 


80681 






Strand 


+ 




Start 


12211 






End 


14414 





38934 



Name 

Start 

GI 

Exons 



OJ990322_05.0323.C13.ol.tc 
12291 
none 
12291. 
12428. 
12910. 



,12368, 12295. 
12520, 12571, 



Method TBLASTX : Cress 
End 14022 
Score 68 
12369, 12382. .12504, 12396 
12879, 12592. .12840, 12633 



13101, 13339. .13467, 13558 .. 13629, 13747. 



12500, 
12857, 
13806, 



13927. .14022 



Seq. No. 39137 

Gene No. 80681 

Start 12211 

Name OJ990322_05 . 0323 . C13 . ol . 

Start 12568 

GI none 

Exons 12568 . . 12879 



tw 



Seq. ID OJ990322_05.0323.C13 

Strand + 

End 14414 

Method TBLASTX : Wheat 

End 12879 

Score 209 





Seq. No. 


39138 




Seq. ID 


OJ990322_05.0323 


. C14 




Gene No. 


80682 




Strand 


+ 






Start 


5477 




End 


8849 






Name 


OJ990322 05. 


0323.C14.o2.gs 


Method 


GENSCAN 






Start 


5477 




End 


8849 






GI 


none 




Score 


.66 






Exons 


5477. .5683^'.; 


7779.. 7874, 8541 


..8612, 8745. .8849 






Seq. No. 


39138 




Seq. ID 


OJ990322_05.0323 


.C14 




Gene No. 


80682 




Strand 


+ 




Z E? 


Start 


5477 




End 


8849 






Name 


OJ990322 05. 


0323.C14.o2.np 


Method 


AAT/NAP 






Start 


5477 




End 


8846 






GI 


6648169 




Score 


579 






Exons 


5477. .5650, 


6283.. 6383, 6435 


..6632, 7109. .7343, 7779. .7! 


B74, 






8541. .8612, 


8745. .8846 










GI Descrip. 


(AC010926) unknown protein [Arabidopsis thaliana] 






Seq. No. 


39138 




Seq. ID 


OJ990322_05.0323 


.C14 




Gene No. 


80683 




Strand 


+ 






Start 


15615 




End 


19967 






Name 


OJ990322 05. 


0323.C14.o5.gs 


Method 


GENSCAN 






■Start 


15615 




End 


19967 






GI 


none 




Score 


.7 






Exons 


15615. .15634 


, 15747. .15829, 


16040. . 161E 


13, 16575. .16824, 





17339. .17512, 17667. .1777 9, 18115. .182 69, 18375 . . 184 47, 
18 614. .18738, 18851. .19125, 192 92. .19319, 19371. .19967 



Seq. No. 39138 Seq. ID OJ990322_05 . 0323 . C14 

Gene "No. 80683 Strand + 

Start 15615 End 19967 

Name OJ990322_05 . 0323 . C14 . o4 . np Method AAT/NAP 

Start 18742 End 19964 

GI 6721561 Score 1168 

Exons 18742. .18997, 19068 19125, 19199.. 19964 

GI Descrip. (AP001073) EST AU082058 (C12 97 6 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 68150861 dbj IBAA90372.il (AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



38935 






Del}, in kj . 


J JO 


c PfT jn 


W U ZJ .7 VJ J £- £- 


\J .J . \J J £- «J i 


n 4 

• \_* X *4 




Gene No. 


80684 


Strand 










Start 


1271 


End 


4020 










OJ990322 05.0323.C14.ol.np 


Method 


AAT/NAP 








oLalL 


1271 


End 


4020 










6648169 


Score 


69 








F von q 


1271. .1293, 2960. .3110, 3901 


. .4020 










OX O L* X X£>» » 


(AC010926) unknown protein [Arabidopsis thaliana] 






Seq. No. 


J^l JO 


Seq. ID 


OJ990322 


ns rn?^ 


.C14 




Gene No. 


80685 


Strand 










O LCti. L 


11200 


End 


11653 








Ma mo 


OJ990322 05.0323.C14.o3.gs 


Method 


GENSCAN 








O Lax L 


11200 


End 


11653 








r:T 

O X 


none 


Score 


.68 








W von q 


11200. .11256, 11309. .11449, 


11639. .11653 








Seq. No. 


39138 


Seq. ID 


OJ990322 


_05.0323. 


.C14 




Gene No. 


80686 


Strand 










OLal L 


12734 


End 


16266 








Name 


OJ990322 05.0323.C14 .o4 .gs 


Method 


GENSCAN 








o Lax L 


12734 


End 


14380 








r-T 
ox 


none 


Score 


.64 






ss. 
%J 


Exons 


12734. .12847, 1354 6 .. 13731 , 


14027. .14380 






ffz 


^ &rr No 
O CT L] . ln LJ • 


39138 


Seq. ID 


OJ990322 


_05.0323, 


PI A 


fU 


Gene No. : 


■ 80686 


Strand 








- Hi 

LJ 


Start 


12734 


End 


16266 








IN CilLLC 


OJ990322 05.0323.C14 .o3.np 


Method 


AAT/NAP 






i J 


uLal L 


14160 


End 


16266 








r-T 


7523517 


Score 


346 








F 1 von q 


14160. .14367, 15706. .15822, 


15967. .16266 






= 


OX ~ O ^ X X £j * 


(AP001633) hypothetical protein [Oryza 


sativa] 








Cp^ Kfn 
Oct] i i>nj • 


39138 


Seq. ID 


OJ990322 


_05.0323, 


,C14 




f^on o Mo 


80687 


Strand 










Start 


20056 


End . 


26317 








Name 


OJ990322 05.0323.C14.o4.tm 


Method 


TBLASTX : 1 


Maize 




: 3 
■a sa- 


Cfarf 
O L ax L. 


7206 


End 


8627 








O X 


none 


• Score 


215 








T* 1 von q 


7206. .7352, 7208. .7342, 7213 


..7347, 7778. .7885, 


7779. .7892, 






7785. .7892, 8524. .8610, 8524 


..8601, 8540. .8611, 


8541. .8627, 






8541. .8615 












OC^i IN L> . 


39138 


Seq. ID 


OJ990322 


_05.0323. 


,C14 




f^ono Mo 


80687 


Strand 










Start 


20056 


End 


26317 








Name 


OJ990322 05.0323.C14.o6.gs 


Method 


GENSCAN 








O L a X L 


20056 


End 


26231 








TT 
OX 


none 


Score 


.57 








daOIIS 


20056. .20214, 20331 .. 20522 , 


20533. .20757, 21202 


. .21383, 








21513. .22034, 22036 .. 22429, 


22525. .23284, 23329 


. .24596, 








24684 . .25064, 25348 .. 25519, 


25841. .26066, 26156 


. .26231 






Seq. No. 


39138 


Seq. ID 


OJ990322 


_05.0323. 


C14 




Gene No. 


80687 


Strand 










Start 


20056 


End 


26317 







38936 



Name 


OJ990322 05.0323.C14 


. o5.np 


Method 


AAT/NAP 


C4- v-4- 

otart 


21463 




End 


24587 




5902445 




Score 


2822 


Exons 


21463. .22222, 22273. 


.22767, 


22807. .24587 


bi uesCiip. 


(AB030283) GAG-POL precursor [Oryza sativa] 


Seq. No. 


39138 




Seq. ID 


OJ990322 05.0323 


Gene No. 


80687 




Strand 




OLdl L 


20056 




End 


26317 


Name 


OJ990322 05.0323.C14 


. o3 . tw 


Method 


TBLASTX: Wheat 


btart 


21472 




End 


22087 




none 




Score 


68 


Exons 


21472. .21603, 21485. 


.21598, 


21628. .220 


14, 22013. .22087 


Seq. No. 


39138 




Seq. ID 


OJ990322 05.0323 


Gene No. 


80687 




Strand 




otan 


20056 




End 


26317 


Name 


OJ990322 05.0323.C14 


. o5 . tm 


Method 


TBLASTX: Maize 


btart 


21508 




End 


21774 




none 




Score 


140 


Exons 


21508. .21591, 21592. 


.21774 






Seq. No. 


39138 




Seq. ID 


OJ990322_05.0323 


Gene No. 


80687 




Strand 




O -f- -i >»+- 


20056 




End 


26317 


Name 


OJ990322 05.0323.C14 


. o4 . tw 


Method 


TBLASTX: Wheat 


otart 


22214 




End 


22647 




none 




Score 


161 


Exons 


22214 . .22264, 22268. 


.22639, 


22270. .22647 


Seq. No. 


39138 




Seq. ID 


OJ990322_05.0323 


Gene No. 


80687 




Strand 






20056 




End 


26317 


Name 


OJ990322_05.0323.C14 


o2. tm 


Method 


TBLASTX: Maize 


Of -i v-t- 

otar c 


22342 




End 


22647 




none 




Score 


167 


Exons 


22342. .22647, 22343. 


22630 - 






beq . no . 


39138 




Seq. ID 


OJ990322_05.0323 


Gene No. 


80687 




Strand 




Start 


20056 




End 


26317 


Name 


OJ990322_05. 0323. CI 4 


06 . tw 


Method 


TBLASTX: Wheat 


otart 


23119 




End 


23525 


bl 


none 




Score 


42 


Exons 


23119. .23277, 23119. 


23292, 


23300. .23344, 23305 .. 23349, 




23355. .23525 








Seq. No. 


39138 




Seq. ID 


OJ990322_05.0323 


Gene No. 


80687 




Strand 




oLart 


20056 




End 


26317 


Name 


OJ990322 05.0323.C14. 


ol. ts 


Method 


TBLASTX : Soybean 


Start 


23616 




End 


24041 


GI 


none 




Score 


93 


Exons 


23616. .24041, 23857. . 


23997 






Seq. No. 


39138 




Seq. ID 


OJ990322_05.0323 


Gene No. 


80687 




Strand 





38937 






btart 


ZUUO O 




End 


26317 






Name 


ojyyujzz uo.uozo.bi4 


. o2 . tw 


Method 


TBLASTX: Wheat 






Start 


Zoo f L 




End 


24095 






GI 


none 




Score 


260 






Exons 


ijD/i. .zjyy /, ^ jo/j. 


. zh uyo / 


23703. .24092 






Seq. No. 


39138 ■ 




Seq. ID 


OJ990322_05.0323 


.C14 




Gene No. 


80687 




Strand 








o tart 


ZUU3 0 




End 


26317 






Name 


nTQomoo nc moo pi a 

ojyyujzz uo.ujzj.ci4 


. oo . tm 


Method 


TBLASTX : Maize 






Start 


z J / by 




End 


24125 








none 




Score 


128 






Exons 


z j / oy . . z 4 i z o , zo i / u . 


. zo y y / , 


24008. .24103 - 






Seq. No. 


39138 




Seq. ID 


OJ990322JD5.0323, 


.C14 




Gene No. 


80687 




Strand 








btart 


ZUUDO 




End 


26317 






Name 


ujyyujzz uo.uozo.bi4 


rt 1 4- Wl 

. ol . tm 


Method 


TBLASTX: Maize 






start 


z4 ioy 




End 


24512 






GI 


none 




Score 


140 






Exons 


z4 ioy . . z4zio , z4iyb. 


. Z4 olz , 


24207. .24446, 24208. .24450 






Seq. No. 


39138 




Seq. ID 


OJ990322_05.0323, 


.C14 




Gene No. 


80687 




Strand 








Start 


zUUo b 




End 


26317 






Name 


ojyyuozz ub.ujzo.ci4 


. ol . tw 


Method 


TBLASTX: Wheat 




1 ~ 


Start 


o >i 1 no 

z4 iyy 




End 


24642 




ar 


bl 


none 




Score 


361 




13 EST 


Exons 


z4 iyy . . z4 b4 i, z4iyy. 


O A CL A O 

. z4 b4 Z 










Seq. No. 


39138 




Seq. ID 


OJ990322_05.0323. 


.C14 


i y 


Gene No. 


80687 




Strand 






= 


btart 


o n n c; c 

^UU jo 




End 


26317 






Name 


OJyyUozz U3.UoZO.C14 


« O 4- rt 

. oz . ts 


Method 


TBLASTX : Soybean 




L _= 


Start 


ZQZ3 I 




End 


24602 




V I 
3 ? 


bl 


none 




Score 


114 






Exons 


z4z J / . . z4 J /I, z4oo / . 


. z 4 bUz 










beq. no. 


o y loo 




Seq. ID 


OJ990322_05.0323. 


. C14 




Gene No. 


80687 




Strand 








Start 


20056 




End 


26317 






Name 


OJ990322 05.0323.C14 


. 06 . np 


Method 


AAT/NAP 






otart 


24654 




End 


26317 






bl 


5902444 




Score 


921 






Exons 


24654 . .26317 












bx uescrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 






Seq. No. 


39138 ' 




Seq. ID 


OJ990322JD5.0323. 


.C14 




Gene No. 


• 80687 




Strand 










20056 




End 


26317 






Name 


OJ990322 05.0323.C14 


. o5 . tw 


Method 


TBLASTX: Wheat 






Start 


24834 




End 


25287 






GI 


none 




Score 


118 






Exons 


24834 .- .25070, 24844. 


.25068, 


25159. .25287, 25163.. 25279 






Seq. No. 


39138 




Seq. ID 


OJ990322_05.0323. 


C14 




Gene No. 


80687 




Strand 







38938 






Cf 3 -r- +- 


Z UU D 0 


End 


26317 






Name 


ujyyujZ<c uo. UjZo.Li.^ .0 / . tw 


Method 


TBLASTX: Wheat 






otart 




End 


26256 






p t 


none 


Score 


93 






IT 1 v n n o 


9SQ1ft Ofii J^Q&l 9£1ftft 


26149. .26256, 26162.. 26254 






Seq. No. 


39139 


Seq. ID 


OJ990602_09.0309 


.C8 




Gene No. 


80688 


Strand 








Cf a y~+- 


9 
z 


End 


373 






Name 




KA 4— V*i /-\sA 

rJctflOU 


i tsLAb i a . wnea z. 








9 
z 


End 


373 






P T 
(jl 


none 


Score 


59 






IT v Ar> o 

Hi AUI 1 O 


9 1 Q 114 96 1 ft7 49 

Li • J / Jf X.7..XX4/ £U • 1 IO / f *I Z 


..245 








Seq. No. 


39140 


Seq. ID 


OJ990602JD9.0309 


.C9 




Gene No. 


80689 


Strand 










m ft 
oxo 


End 


721 






Name 


uuyyuDu/. u y . u ju y . ty . ox . urn - 


Ne unoa 


i o LiAb i a : Mai z e 








0 X 0 


End 


721 






P T 
O J. 


none 


Score 


88 






Exons 


mft £i q mo £9n rqq 791 


, 600.. 659 








Seq. No. 


39141 


Seq. ID 


OJ990602 09.0309 


.C12 




Gene No . 


80690 


Strand 










z 


End 


466 




iff 


Name 


n TQQn^no piq m^Q pi 0 rt i 4- 0 
ujyyuouz uy . u juy . Liz . 01 . r.s 


Method 


1 JbLiAb 1 A : ooyoean 








z 


End 


342 




i y 


p t 


none 


Score 


224 




1 ; : 




9 ^4 n Q/i ^ 9 








■A 


Seq. No. 


39141 


Seq. ID 


OJ990602_09.0309 


.C12 


\ y 


Gene No. 


80690 


Strand 








O LdLL 


9 
z 


End 


466 




5 


LNaiue 


pi TQon^no no n^rio pi 9 ^9 -h™ 
ujyyuouz uy . ujuy . Liz . oz . urn 


Method 


i cijAib i a ! Maize 




fi 




1 D 


End 


289 






PT 
ol 


none 


Score 


127 






Exons 


1 £ 1 ft £ 9 £ 1 ft 7 1Q1 9QQ 
IO . . 10D/ ZD. . 10 /, iyi. .zoy, 


223. .288 








Seq. No. 


39141 


Seq. ID 


OJ990602_09.0309 


.C12 




Gene No. 


80690 


Strand 






LJ 


Of- v-f- 
o Lai L 


9 
z 


End 


466 






Name 


n TQQH^nO HQ Pi *5 Pi Q PI 9 ^1 f ,1 

ujyyuouz uy.ujuy.Liz .oi.tw 


Metnoa 


i bLAb 1 A : wneat 






C-f- =i v-h 

otdrt 


oy 


End 


466 








none 


Score 


372 






Exons 


1 Pi 1 9£9 1 H9 991 
3 7 . • 4 OO , 1U1 . . ZOZ, IUj. .OZl 










Seq. No. * 


39141 


Seq. ID 


OJ990602_09.0309 


.C12 




Gene No. 


80691 


Strand 










^ £ Q 


End 


901 






Name 


PTQQn^no Pi q n pi q pi o /^o 4- TI 
ujyyuouz uy . u ouy . ciz . oz . tw 


Method 


TBLASTX: Wheat 






OtaiL 


Doy 


End 


901 






GI 


none 


Score 


232 






Exons 


569. .901, 703. .882 










Seq. No. 


39141 


Seq. ID 


OJ990602_09.0309 


.C12 




Gene No. 


80691 


Strand 








Start 


569 


End 


901 





38939 



Name 


ujyyuou-. uy . UjUj . LIZ 


. ol . tm 


Method 


i bi_rt.b i a : Mai ze 




oy o 




_na 


QPi 1 

y u i 


C T 


none 




Score 




Exons 


(TOO QH1 71 O QQ7 








beq . iNo . 






beg. iu 


ujyyuou_. uy.uouy.t_i4 


taene ino . 


on £Q9 




Strand 


+ 


Start 


904 




End 


1052 


Name 


OJ990602_09.0309.C14 


.ol.gp 


Method 


AAT/GAP 


brarr. 






End 


i n c; 9 




UL/ — os r j.cypi / /guiai 




Score 


9 *3 £ 


Exons 


y U *± . . 1U0_- 








bl UcoLiip . 


1 A R fl 4 R fsA /rth> 1 anm 1 R _. £ 

lOOftOCi/ gjJ | rtriUO J. 0 4 O 


. 1 1 AF133530_1 4.0e- 


iz \Ht 1 jjjju j waner 




channel protein MipH 


[ Me s embr yant hemum 


crystallinum] 1 


beq. no. 






Seq. ID 


UJyyUoU-. Uy . UJU y . (_o_; 


Gene No. 


80693 




Strand 


+ 


Start 


205 




End 


514 


Name 


OJ990602 09.0309.C32 


.ol.gp 


Method 


AAT/GAP 


Start 


205 




End 


514 


GI 


1450 1.R1084 




Score 


573 


Exons 


205. .514 









GI Descrip. 1 4337177/gb | AAD18098 | 1.0e-163 (AC006416) Identical to gb_Y10557 
g5bf gene from Arabidopsis thaliana. ESTs gb_R30578, gb__R90475, 
gb_T22384, gb_T22425, gb_N64934 antf gb_T4 67 67 come from this 
gene. [Arabidopsis thaliana] 1 



Seq. No. 39144 Seq. ID 

H Gene No. 80694 Strand 

14 Start 857 End 

%j Name OJ990602_09 . 0309 . C60 . ol . gp Method 

f!§ Start 857 End 

GI 37107_1.R1084 Score 

!L Exons 857.. 1338 

^ GI Descrip. ■ 1362162/pir || A57512 2.0e-28 beta-glucosidase BGQ60 precursor ■ 

""4 barley >gi_804656 (L41869) beta-glucosidase [Hordeum vulgare] 1 



OJ990602_09.0309.C60 
+ 

1338 
AAT/GAP 
1338 
892 





Seq. No. 


39144 








Seq. ID 


OJ990602_09.0309, 


.C60 




Gene No. 


80694 








Strand 


+ 






Start 


857 








End 


1338 






Name 


OJ990602 09. 


0309, 


.C6O.0I. 


. tm 


Method 


TBLASTX: Maize 






Start 


1074 








End 


1338 






GI 


none 








Score 


161 






Exons 


1074 . . 1337, 


1078, 


. .1338, 


1083. 


.1337 








Seq. No. 


39144 








Seq. ID 


OJ990602_09.0309, 


.C60 




Gene No. 


80694 








Strand 


+ 






Start 


857 








End 


1338 






Name 


OJ990602 09. 


0309, 


.C6O.0I. 


. tw 


Method 


TBLASTX: Wheat 






Start 


1086 








End 


1338 






GI 


none 








Score 


181 






Exons 


1086. .1334, 


1096. 


. .1278, 


1096. 


. 1338 








Seq. No. 


39144 








Seq. ID 


OJ990602_09.0309\ 


,C60 




Gene No. 


80694 








Strand 


+ 






Start 


857 








End 


1338 






Name 


OJ990602 09. 


0309. 


.C6O.0I. 


. tc 


Method 


TBLASTX: Cress 





38940 



Start 
GI 

Exons 



1089 
none 

1089.. 1337, 1102. 



1263 



End 
Score 



1337 
160 



Seq. No. 39144 Seq. ID 

Gene No. 80694 Strand 

Start 857 End 

Name OJ990602_09 . 0309 . C60 . ol . ts Method 

Start 1092 End 

GI none Score 

Exons 1092.. 1337, 1102.. 1266 

Seq. No. 39145 Seq. ID 

Gene No. 80695 Strand 

Start 373 End 

Name OJ990602_09 . 0309 . C65 . ol . gp Method 

Start 373 End 

GI 1103_1.R1084 Score 

Exons 373.. 888 

GI Descrip. ' 131225/sp | P23993 | PSAL_HORVU 
CENTRE SUBUNIT XI PRECURSOR 



OJ990602__09.0309.C60 
+ 

1338 

TBLASTX: Soybean 

1337 

161 



OJ990602_ 
+ 

888 

AAT/GAP 

888 

1021 



09.0309.C65 



7.0e-95 PHOTOSYSTEM I REACTION 
(SUBUNIT V) (PSI-L) 

>gi_100605_pir A39759 photosystem I 18K protein precursor - 

barley >gi_167087 (M61146) photosystem I hydrophobic protein 
[Hordeum vulgare] 1 



Seq. No. 


39145 






Seq. ID 


OJ990602_09.0309.C65 


Gene No. 


80695 






Strand 


+ 


Start 


373 






End 


888 


Name 


OJ990602 


09.0309.C65.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


608 






End 


888 


GI 


none 






Score 


150 


Exons 


608. .730, 


622. .729, 730. 


.792, 


731. .793, 


735. .887, 736. .888 


Seq. No. 


39145 






Seq. ID 


OJ990602_09.0309.C65 


Gene No. 


80695 






Strand 


+ 


Start 


373 






End 


888 


Name 


OJ990-602 


09.0309. C65.pl. 


ts 


Method 


TBLASTX : Soybean 


Start 


610 






End 


887 


GI 


none 






Score 


138 


Exons 


610. .744, 


611.. 730, 735. 


.887, 


745. .843 





Seq. No. 


39145 


Seq. ID 


OJ990602_09 . 0309 . C65 


Gene No. 


80695 


Strand 


+ 


Start 


373 


End 


888 


Name 


OJ990602 09.0309.C65.ol.tc 


Method 


TBLASTX: Cress 


Start 


619 


End 


843 


GI 


none 


Score 


142 


Exons 


619. .744, 620. .730, 735. .842, 


'739. .843 




Seq. No. 


39146 


Seq. ID 


OJ990602 09.0309.C67 


Gene No. 


80696 


Strand 


+ 


Start 


877 


End 


1258 


Name 


OJ990602 09.0309.C67.ol.gp 


Method 


AAT/GAP 


Start 


877 


End 


1258 


GI 


uC-osflcyp033a04bl 


Score 


683 


Exons 


877. .1258 






GI Descrip. 


* 601684 5/dbj I AP000570 . 1 1 AP000570 3.0e- 


59 Oryza sativa genomic 



38941 



DNA, chromosome 1, clone : P0711E10 1 





Seq. No. 


39147 


Seq. ID 


OJ990602_09.0309. 


C72 




Gene No. 


80697 


Strand 








Start 


549 


End 


978 






LN CtlllC 


OJ990602 09.0309.C72.ol.gp 


Method 


AAT/GAP 






Cf art 


549 


End 


978 






<j ± 


2428185 


Score 


809 






Li AWl 1 O 


549. . 978 












5852170/emb|AL117265.1 IOST17804 1.0e-177 Oryza sativa 








indica (GLA4 ) genomic DNA, chromosome 4 


, BAC clone:tl7804 




Seq. No. 


39147 


Seq. ID 


OJ990602_09.0309. 


C72 




Gene No. 


80698 


Strand 








Start 


996 


End 


1730 






Name 


OJ990602 09.0309.C72.o2.gp 


Method 


AAT/GAP 






Start 


996 


End 


1730 






GI 


101153 1.R1084 


Score 


566 








996. .1224, 1540. .1730 












, 5852170/emb| AL117265. 1 I0ST17I 


304 l.Oe- 


115 Oryza sativa 








indica (GLA4) genomic DNA, chromosome 4 


, BAC clone: t 17804 ' 




O C * L i< * 


39148 


Seq. ID 


OJ990602JD9.0309. 


C73 






80699 


Strand 






w 


o Lai t 


439 


End 


1110 




en 


Name 


OJ99060Z 09.0309.C73.ol.tc 


Method 


TBLASTX: Cress 








439 


End 


1110 




fy 


GI 


none 


Score 


160 






Exons 


439. .657, 697. .1110 










o c ^ • nu i 


39149 


Seq. ID 


OJ990602_09.0309. 


C77 


f I \ 


UCilC LN^J. 


80700 


Strand 








O Lai L. 


487 


End 


780 




= 


Name 


OJ990602 09.0309.C77.ol.tm 


Method 


TBLASTX: Maize 




lei 


Start 


487 


End 


780 






GI 


none 


Score 


72 






Exons 


487. .540, 579. .764, 586. .774, 


586. .780 






. <~ 

— z 

- cr 


Seq. No. 


39149 


Seq. ID 


OJ990602_09.0309. 


C77 




Gene No. 


80700 


Strand 








Start 


487 


End 


780 






Name 


OJ990602 09.0309.C77.ol.tw 


Method 


TBLASTX: Wheat 






Start 


487 


End 


774 






GI 


none 


Score 


78 






Exons 


.487. .540, 489. .536, 601. .774, 


627. .764 







Seq. No. 


39149 




Seq. ID 


OJ990602_09.0309. 


C77 


Gene No. 


80700 




Strand 






Start 


487 




End 


780 




Name 


OJ990602 


09.0309.C77.ol.ts 


Method 


TBLASTX: Soybean 




Start 


487 




End 


774 




GI 


none 




Score 


87 




Exons 


487. .540, 


537. .761, 601. .774 








Seq. No. 


39150 




Seq. ID 


OJ990602J)9.0309. 


C79 


Gene No. 


80701 




Strand 


+ 




Start 


882 




End 


1459 





38942 



Name OJ990602_09 . 0309 . C79 . ol . gp ' Method AAT/GAP 

Start 882 End 1459 

.GI 2310235 Score 290 

Exons 882.. 919, 1320.. 1459 

GI Descrip. 5852182/emb | CAB55420 . 1 | 9.0e-13 (AL117265) zhb0012.1 [Oryza 
sativa] 



Seq. No. 39151 

Gene No. 80702 

Start 1 

Name OJ990602_09 . 0309 . C80 . ol . tw 

Start 1 

GI none 

Exons 1..126, 1..402, 2. .403 



Seq. ID OJ990602_09.0309.C80 
Strand 

End 4 03 

Method TBLASTX : Wheat 

End 4 03 

Score 78 



Seq. No. 39151 

Gene No. 80702 

Start 1 

Name OJ990602_09 . 0309 . C80 . o2 . ts 

Start 1 

GI none 

Exons 1. .282, 2. .283 



Seq. ID OJ990602_09.0309.C80 
Strand 

End 4 03 

Method TBLASTX: Soybean 

End 283 

Score 180 



Seq. No. ... 39151 • 

Gene No. 80703 

Start 493 

Name OJ990602_09 . 0309 . C80 . ol . tc 

Start 493 

GI none 

Exons 493.. 663, 683.. 745, 757.. 1035 



Seq.. ID OJ990602_09.0309.C80 
Strand 

End 1311 

Method TBLASTX : Cress 

End 1035 

Score 62 



Seq. No. 39151 

Gene No. 80703 

Start 493 

Name OJ990602_09 . 0309 . C80 . ol . ts 

Start 604 

GI none 

Exons 604.. 753, 739.. 1068, 740. .1060 



Seq. ID OJ990602_09.0309.C80 
Strand 

End 1311 

Method TBLASTX : Soybean 

End 1068 

Score 135 



Seq. No. 39151 

Gene No. 80703 

Start 4 93 

Name OJ990602 J)9 . 0309 . C80 . o2 . tw 

Start 715 

GI none 
Exons 



Seq. ID OJ990602_09.0309.C80 
Strand 

End 1311 

Method TBLASTX : Wheat 

End 1303 

Score 148 



715. .744, 758. .817, 850. .1302, 926. .1303 



Seq. No. 39151 

Gene No. 80703 

Start 493 

Name OJ990602_09 . 0309 . C80 . ol . tm 

Start 817 

GI none 

Exons 817.. 1311, 875.. 1177 

Seq. No. 39152 

Gene No. 80704 



Seq. ID OJ990602_09.0309.C80 
Strand 

End 1311 

Method TBLASTX: Maize 

End . 1311 

Score 105 



Seq. ID OJ990602_09.0309.C89 
Strand 



38943 



Start 493 

Name OJ990602J39. 0309 . C89 . ol . tw 

Start . 493 

GI none 

Exons 493.-783, 633.. 746 

Seq. No. 39153 

Gene No. 80705 

Start 31 

Name OJ990602_09 . 0309 . C99 . ol . tw 

Start 31 

GI none 

Exons 31. ,483, 227.. 334, 383.. 469 

Seq. No. 39153 

Gene No. 80706 

Start 460 

Name OJ990602_09 . 0309 . C99 . ol . tm 

Start 460 

GI none 

Exons 460.. 573, 594.. 728, 596.. 835 

Seq. No. 39153 

Gene No. 80706 

Start 460 

Name OJ990602_09 . 0309 . C99 . o2 . tw 

Start 505 

GI none 

Exons 505.. 582, 515.. 586, 590.. 844, 

Seq. No. 39153 

Gene No. 80707 

Start 840 

Name OJ990602_09 . 0309 . C99 . o2 . tm 

Start 840 

GI none 

Exons 840. .1106, .847. .987 

Seq. No. 39154 

Gene No. 80708 

Start 63 

Name OJ991103_16 . 0308 . C2 . ol . gs 

Start 63 

GI none 

Exons 63.. 166, 607.. 748 

Seq. No. 39155 

Gene No. 80709 

Start 197 

Name OJ991103_16 . 0308 . C3 . ol . gs 

Start 197 

GI none 

Exons 197.. 265, 294.. 336, 368.. 462 

Seq. No. 39155 

Gene No. 80710 

Start 1588 



End 

Method 

End 

Score 



783 

TBLASTX: Wheat 

783 

217 



Seq. ID OJ990602_09.0309.C99 
Strand 

End 4 83 

Method TBLASTX : Wheat 

End 483 

Score 72 



Seq. ID OJ990602_09.0309.C99 

Strand 

End 844 

Method TBLASTX : Mai ze 

End 835 

Score 64 



Seq. ID OJ990602_09.0309.C99 
Strand 

844 

TBLASTX: Wheat 
844 
48 



End 

Method 
End 
Score 
618. .758 



Seq. ID OJ990602_09.0309.C99 
Strand 

End 1106 

Method TBLASTX : Mai ze 

End 1106 

Score 8 6 



Seq. ID OJ991103_16.0308.C2 

Strand 

End 748 

Method GEN SCAN 

End 748 

Score .77 



Seq. ID OJ991103_16.0308.C3 

Strand + 

End 4 62 

Method GENSCAN 

End 4 62 

Score . 7 



Seq. ID OJ991103_16.0308.C3 
Strand 

End 3504 



38944 



Name OJ991103_16 . 0308 . C3 . o2 . np Method AAT/NAP 

Start 1588 End 3504 

GI 5734631 Score 390 

Exons 1588. .1621, ' 3179. .3504 

GI Descrip. (AP000391) ESTs AU030224 (E50782 ) , AU077702 {E50782 ) correspond to 
a region of the predicted gene.; Similar to Arabidopsis thaliana 
DNA chromosome 4, BAC clone T29A15 (AL035602) [Oryza sativa] 



Seq. No. ■ 


39155 


Seq. ID 


OJ991103_16.0308 


.C3 


Gene No. 


80710 


Strand 






Start 


1588 


End 


3504 




Name 


OJ991103 16.0308.C3.ol.np 


Method 


AAT/NAP 




Start 


2656 


End 


3292 




GI 


476550 


Score 


253 




Exons 


2656.. 2964, 3185.. 3292 








GI Descrip. 


trypsin inhibitor (Bowman-Birk) - rice 


gi|359095|prf | | 1310273A 




trypsin inhibitor [Oryza sativa] 






Seq. No. 


39155 


Seq. ID 


OJ991103_16.0308 


.C3 


bene wo. 


80710 


Strand 






Start 


1588 


End 


3504 




Name 


OJ991103 16.0308.C3.ol.gp 


Method 


AAT/GAP 




Start 


3140 


End 


3452 




GI 


LIB34 74-003-P1-K1-H9 


Score 


463 




Exons 


3140. .3452 








GI Descrip. 


'5734630/dbj IBAA83361.il 5.0e-24 (AP000391) Similar to 






Arabidopsis thaliana DNA chromosome 4, 


BAC clone F25I24 






(AL049525) [Oryza sativa] ' 








Seq. No. 


39156 


Seq. ID 


OJ991103_16.0308 


,C4 


Gene No. 


80711 


Strand 


+ 




Start 


176 


End 


1491 




Name 


OJ991103. 16.0308.C4.ol.gs 


Method 


GENSCAN 




Start 


176 


End 


1491 




GI 


none 


Score 


.89 




Exons ■ 


176. .468, 1045. .1193, 1315.. 


1491 






Seq. No. 


39156 


Seq. ID 


OJ991103_16.0308 


.C4 


Gene No. 


80712 


Strand 


+ 




Start 


4542 


End 


20940 




Name 


OJ991103 16.0308.C4.o2.np 


Method 


AAT/NAP 




Start 


4542 


End 


5507 




GI 


5852182 


Score 


119 




Exons 


4542. .4680, 5098. .5341, 5410 


. .5507 






GI Descrip. 


(AL117265) zhb0012.1 [Oryza 


sativa] 






Seq. Np. 


39156 


Seq. ID 


OJ991103_16.0308 


.C4 


Gene No. 


80712 


Strand 


+ 




Start 


4542 


End 


20940 




Name 


OJ991103 16.0308.C4.o3.np 


Method 


AAT/NAP 




Start 


5098 


End 


9465 




GI 


4680203 


Score 


1641 




Exons 


5098. .5344, 5410. .5991, 6025 


..6935, 7095. .7321, 7598. .8444, 




9349. .9465 








GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum bicolor] 




Seq. No. 


39156 


Seq. ID 


OJ991103_16.0308 


.C4 



38945 



f 



Gene No. 


O A H 1 O 

oU / 1Z 


Strand 


+ 


Start 


4 o4 z 


End 


20940 


Name 


OJ991103 16.0308.C4.o3.gs 


Method 


GENSCAN 


Start 


8811 


End 


17764 


GI 


none 


Score 


.59 


Exons 


ooii..yuio / y4bu..9ooU, yooi 


..9747, 10963. .11207, 11297 .. 114 4 0, 




l lo u J . . 1 1 yui , IZOZ D . . IZ 51 O , . 


12534. .13291, 13445 .. 13555, 




i 4 Z OU . . 14 JU J , lOOl 4 . . iO / DD, 


16673. .16930, 17002 .. 17 112 , 




1 / lo 1 . . 1 / ZDy , 1 / Jo4 . . 1 /4oo, 


17579. .17764 


Seq. No. 




Seq. ID 


OJ991103_16.0308.C4 


Gene No. 


o U / lz 


Strand 


+ 


Start 


4542 


End 


20940 


Name 


OJ991103_16.0308.C4 .o4.np 


Method 


AAT/NAP 


Start 


1 U 0 / o 


End 


20940 


GI 


COC01 on 
OoDZloU 


Score 


512 


Exons 


lUo /o . . 1U /UU, 14 z4 0 . . 14 oUo , 


15281. .15399, 154 51. .15865, 




i yb o / . . i y y by / zuyiz . . zuy4u 






GI Descrip. 


(ALU /zoo) znDUUUlU.l [Oryza 


sativa] 




Seq. No. 




Seq. ID 


OJy9110i 16. 0308. C4 


Gene No . 


80713 


Strand 




Start 


14152 


End 


14533 


Name 


OJ991103 16.0308.C4.ol.gp 


Method 


AAT/GAP 


Start 


14152 


End 


14533 


GI 


uC-osflcyp033a04bl 


Score 


647 


Exons 


14152. .14533 






GI Descrip. 


? 6016845/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza sativa genomic 




DNA, chromosome 1, clone : P07 11E10 ? 




Seq. No. 


39156 


Seq. ID 


OJ991103_16.0308.C4 


Gene No. 


80714 


Strand 




Start 


18944 


End 


21399 


Name 


OJ991103 16.0308.C4.o4.tm 


Method 


TBLASTX: Maize 


Start 


533 


End 


8110 


GI 


none 


Score 


65 


Exons 


533. .619, 7820. .7990, 7822.. 


7956, 8005 


..8109, 8006. .8110 


Seq. No. 


39156 


Seq. ID 


OJ991103_16.'0308.C4 


Gene No. 


80714 


Strand 




Start 


18944 


End 


21399 


Name 


OJ991103 16.0308.C4.o2.tw 


Method 


TBLASTX: Wheat 


Start 


1273 


End 


6300 


GI 


none 


Score 


201 


Exons 


1273.. 1398, 5670.. 5969, 5789 


..5920, 6039.. 6170, 6142.. 6300, 




6157. .6285 






oeq . ino . 


39156 


Seq. ID 


OJ991103_JL6.0308.C4 


Gene No. 


80714 


Strand 




Start 


18944 


End 


21399 


Name 


OJ991103 16.0308.C4.o2.ts 


Method 


TBLASTX: Soybean 


Start 


5688 


End 


5978 


GI 


none 


Score 


286 


Exons 


5688. .5978, 5690. .5899 







Seq. No. 
Gene No. 



39156 
80714 



Seq. ID 
Strand 



OJ991103 16. 0308. C4 



38946 



O L. O.J- L 


1 ft QA A 






End 


21399 


Name 


Pi TQQ1 1 m 1 C. 
VJU !? V X 1 U -j XO 


m no 

. UjUo . 


, L-ft . o J . r.m 


Method 


TBLASTX: Maize 


Cf a y-f 








End 


6426 


PT 


none 






Score 


73 








CI 1 C CI 1 A 
. O X X O , DXX*1. 


.6158, 6145. .6426, 6177. .6356 


Seq. No. 


39156 






Seq. ID 


OJ991103__16.0308.C4 


Gene No. 


80714 






Strand 




OLait 


1 ft Q/t Zl 
X O .7 4 4 






End 


21399 


Name 


Pi TQQ1 1 1 £ 


n ^nft 


P A n 9 f /-> 


Method 


TBLASTX: Cress 


Of a r-f- 


DUj 3 






End 


6381 


P T 


none 






Score 


86 


Exons 




£1 Zl 7 
D X f± / . 


CI O C, (T1 CO 


.6374, 6160. .6381, 6225. .6374 


Seq. No. 


39156 






Seq. ID 


OJ991103_16.0308.C4 


Gene No. 


80714 






Strand 




OLdl (- 


1 ft Q4 4 






End 


21399 


Name 


Pi TQQ1 1 m 1 £ 


n "3 nft 


P A r\A f 

Ufl . 041 . LW 


Method 


TBLASTX: Wheat 


Of arf 


co n i 






End 


6619 


P T 


none 






Score 


43 




C Tf) 1 (COOl 

DjUI . . D / , 


c "3 ^ i 

D J J X * 




.6428, 6476. .6568, 6581. .6619 


Seq. No. 


39156 






Seq. ID 


OJ991103_16.0308.C4 


Gene No. 


80714 






Strand 




Cf a r-+- 


1 ft QA A 
X O -3 f± 






End 


21399 


Name 


Pi TQQ1 Ifl^ 1 £ 


n "5 n ft 


P/l /-\ 1 f -m 

Ufi .ox. tin 


Method 


TBLASTX: Maize 


Cf 3 y-f 


7 1 ft £ 
/loo 






End 


7570 


PT 


none 






Score 


59 


Exons 


11 7 9 ?Q 


7 1 ft 7 
/ X O / . 


7 9 R c 79^R 


.7569, 7256. .7570 


oeq . no . 


"3 Q 1 ^ £ 

jyioD 






Seq. ID 


OJ991103_16.0308.C4 


Gene No. 


80714 






Strand 




Start 


18944 






End 


21399 


Name 


O.TQQ1 1 1 
Uu ""11U j XD. 


n^nft 

. UjUO . 


P 4 ^ 1 f- t-r 


Method 


TBLASTX: Wheat 


Cf 3 yf 


7 911 ~~ 
/ _ X X 






End 


8413 


PT 


none 






Score 


546 




7911 7 Q9 7 


7 9 C4 
/ Z Dfl . 


77C/1 7Q7C 


.8134, 7987. .8118, 8122. .8226, 




ft 1 9 "3 ft 9 97 


ft 9 Zl ^ 


ft ^ ^ 9 ft "3 R 1 


.8413 




Seq. No. 


39156 






Seq. ID 


OJ991103__16.0308.C4 


Gene No. 


80714 






Strand 




Of -a r f 


1 ft Qzl 4 

X O _? *i *i 






End 


21399 


Name 


PiTQQIim 1 C 
UJy^lIUj XD. 


n "5 no 


. OX . tC 


Method 


TBLASTX: Cress . 


Cf a yf 


/ O U O 






End 


7927 


PT 
vj! 


none 






Score 


304 


Exons 


7 cr no 7 Q07 
/DUO.. /:?_/, 


7 r 1 n 


7 7 C4 






Seq. No. 


39156 






Seq. ID 


OJ991103_16.0308.C4 


Gene No. 


80714 






Strand 




Of a r f 


18944 






End 


21399 


Name 


OJ991103 16. 


0308. 


C4 .06. tw 


Method 


TBLASTX: Wheat 


Start 


11773 






End 


12171 


GI . 


none 






Score 


148 


Exons 


11773. . 12000, 120 


85. . 12171, 12102. .12170 


Seq. No. 


39156 






Seq. ID 


OJ991103_16.0308.C4 


Gene No. 


80714 






Strand 





38947 



Start 
Name 
Start 
GI 

Exons 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18944 End 

OJ991103__16 . 0308 . C4 . o3 . tw Method 

18938 End 

none Score 



21399 

TBLASTX: Wheat 

20928 

98 



18938. .19096, 18939- . 19145, 19107 19241, 19172 .. 1924 6, 
20630. .20695, 20716 .. 20928 , 20723.. 20767 



39156 
80714 
18944 

OJ991103_16.0308 .C4 .o2. tm 
18941 
none 

18941. .19066, 18942. .19055, 19125 
20603. .20695, 20633 .. 20695, 20705 
20812. .20979, 20998 .. 21 120, 21124 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991103 16. 0308. C4 



21399 

TBLASTX: Maize 
21372 
100 

19241, 19172. .19246, 
20830, 20713. .20988, 
21372, 21149.. 21346 



Seq. No. 39156 Seq. ID OJ991103_16 . 0308 . C4 

Gene No. 80714 Strand 

Start 18944 End 21399 

Name OJ991103_16 . 0308 . C4 . o5 . np Method AAT/NAP 

Start 18944 End 21399 

GI 1353193 Score 675 

Exons 18944. .19240, 20633.. 21399 

GI Descrip. O-METHYLTRANSFERASE ZRP4 (OMT) gi | 54218 6 | pir | | JQ2268 

O-methyltransferase {EC 2.1.1.-) - maize gi|404070 (L14063) 
O-methyltransferase [Zea mays] 



- cr 



Seq. No. 


39156 




Seq. ID 


OJ991103_16.0308 


.C4 


Gene No. 


80714 




Strand 






Start 


18944 




End 


21399 




Name 


OJ991103 16.0308.C4.ol.ts 


Method 


TBLASTX : Soybean 




Start 


19175 




End 


21366 




GI 


none 




Score 


153 




Exons 


19175, 


..19219, 19220. . 19246, 


20633. .20695, 207 16 .. 20991 , 






20989, 


,.21075, 21112. .21366 








Seq. No. 


39156 




Seq. ID 


OJ991103_16.0308, 


.C4 


Gene No. 


80714 




Strand 






Start 


1894'4 




End 


21399 




Name 


OJ991103 16.0308.C4.o5.tw 


Method 


TBLASTX: Wheat 




Start 


21145 




End 


21366 




GI 


none 




Score 


149 




Exons 


21145. 


.21366, 21146. .21364 








Seq. No. 


39157 




Seq. ID 


OJ991103_16.0308, 


.C5 


Gene No. 


80715 




Strand 


+ 




Start 


6857 




End 


9930 




Name 


OJ991103 16.0308.C5.o2.gs 


Method 


GENSCAN 




Start 


6857 




End 


9930 




GI 


none 




Score 


.54 




Exons 


6857. . 


6988, 7733. .7870, 8831 


..8905, 9498. .9697, 9807. .9930 


Seq. No. 


39157 




Seq. ID 


OJ991103JL6.0308. 


■ C5 


Gene No. 


80715 




Strand 


+ 




Start 


6857 




End 


9930 




Name 


OJ991103_16.0308.C5.o5.np 


Method 


AAT/NAP 





38948 






Start 


94 98 End 


9822 








GI 


7228450 Score 


179 








Exons 


9498.. 9623, -9709.. 9822 










GI Descrip. 


(APUUUoo) hypothetical protein LOryza 


sativa ] 








Seq. No. 


39157 Seq. ID 


OJ991103 


_16. 


. 0308 . C5 




Gene No. 


80716 Strand 










Start 


4 50 End 


6058 








Name 


OJ991103 16.0308.C5.ol.gs Method 


GENSCAN 








Start 


450 End 


6049 








GI 


none Score 


.73 








Exons 


450. .586, 1187. .1246, 1390. .1627, 1661, 


..3606, 3906. 


. .4179, 






4289. .4388, 4426. .4630, 4841. .4877, 5529. .5804, 


5933. . 6049 




Seq. No. 


39157 Seq. ID 


OJ991103_ 


_16, 


.0308. C5 




Gene No. 


80716 Strand 










Start 


450 End 


6058 








Name 


OJ991103 16.0308.C5.o2.np Method 


AAT/NAP 








Start 


.2751 End 


4519 








GI 


7523502 Score 


170 








Exons 


2751. .2821, 3859. .4104, 4426. .4519 










GI Descrip. 


(AP001633) hypothetical protein [Oryza 


sativa] 






~~% 


Seq. No. 


39157 . Seq. ID 


OJ991103_ 


_16. 


.0308. C5 




Gene No. 


80716 Strand 








f n 


Start 


4 50 End 


6058 






i y 


Name 


OJ991103 16.0308.C5.o3.np Method 


AAT/NAP 








Start 


5520 End 


6058 






t ( 5 


GI 


2282586 Score 


219 






^ '-ss 1 


Exons 


5520.. 5804, 5933.. 6058 










GI Descrip. 


(U82011) methyltransferase [Prunus armeniaca] 






i y 


Seq. No. 


39157 Seq. ID 


OJ991103_ 


JL6. 


.0308. C5 




Gene No. 


80717 Strand 










Start 


10130 End 


10872 








Name 


OJ991103 16.0308.C5.o6.np Method 


AAT/NAP 








Start 


10130 End .• 


.10872 








GI 


6721508 Score ' 


64 








Exons 


10130. . 10246, 10843. .10872 








f ^ 


GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 








Seq. No. 


39158 Seq. ID 


OJ991103_ 


_16. 


.0308. C6 




Gene No. 


80718 Strand 


+ 








Start 


1 End 


5783 








Name 


OJ991103 16.0308.C6.ol.np Method 


AAT/NAP 








Start 


1 . End 


4412 








GI 


4877651 Score 


609 








Exons 


1..24, 1929. .1982, 3618. .4412 










GI Descrip. 


(AF118843) ethylene receptor homolog [Lycopersicon 


esculentum 




beq. no. 


39158 Seq. ID 


OJ991103_ 


_16. 


,0308. C6 




Gene No. 


80718 Strand 


+ 








Start 


1 End 


5783 








Name 


OJ991103 16.0308.C6.ol.tc Method 


TBLASTX: Cress 




Start 


1920 End 


4437 








GI 


none Score 


70 








Exons 


1920. .2033, 3612. .3671, 3810. .3905, 3830. .3904, 


3934 . . 4224, 



38949 



3935. .4405, 4354. .4437 



Seq. No. 39158 

Gene No. 80718 

Start 1 

Name OJ991 103_16 . 0308 . C6 . ol . ts 

Start 1920 

GI none 

Exons 1920.. 2033, 3612.. 3671, 3759. 

3962.. 4315, 3979.. 4269 



Seq. ID OJ991103_16.0308.C6 

Strand + 

End 5783 

Method TBLASTX : Soybean 

End 4315 

Score 88 

3905, 3806.. 3904, 3896.. 3961, 



Seq. No. 39158 

Gene No. 80718 

Start 1 

Name OJ991103_16 . 0308 . C6 . o2 . gs 

Start 3026 

GI none 

Exons 3026.. 3140, 3601.. 3900, 3912. 



Seq. ID OJ991103_16.0308.C6 

Strand + 

End 5783 

Method GENSCAN 

End 5783 

Score .75 

4012, 4217. .4472, 5686. .5783 



Seq. No. 39158 

Gene No. 80718 

Start 1 

Name OJ991103_16 . 0308 . C6 . ol . tm 

Start' 3759 

GI none 

Exons 3759.. 3842, 3825.. 3905, 3833. 
3985. .4416 



Seq. ID OJ991103_16.0308.C6 

Strand + 

End 5783 

Method TBLASTX : Mai ze 

End 4416 

Score 59 

.3904, 3896. .3973, 3935. .4411, 



Seq. No. 39159 Seq. ID 

Gene No. 80719 Strand 

Start 170 End 

Name OJ991 103_16 . 0308 . C7 . ol . gs Method 

Start 170 End 

GI none Score 

Exons 170. . 538 



OJ991103_16.0308.C7 
+ 

538 

GENSCAN 

538 

.94 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



39159 



80720 Strand 
519 End 
OJ991103_16 . 0308 . C7 . ol . np Method 
519 End 
6069646 Score 
519. . 963 

(AP000616) similar to putative reverse 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 
Arabidopsis thaliana chromosome II BAC 
putative non-LTR retroelement reverse 
[Oryza sativa] 



Seq. ID OJ991103_16.0308.C7 



+ 

963 

AAT/NAP 

963 

145 

transcriptase 
1| (AP001129) 
F9013 genomic 
transcriptase. 



(AC005315) 
Similar to 
sequence, 
(AC006248) 



Seq. No. 39159 4 Seq. ID 

Gene No. 80721 Strand 

Start 1086 End 

Name OJ991103_16 . 0308 . C7 . o2 . gs Method 

Start - 1086 End 

GI none Score 

Exons 1086.. 1267, 1709.. 1784, 1996.. 2130 



OJ991103_16.0308.C7 
+ 

2130 
GENSCAN 
2130 
. 94 



38950 



Seq. No. 


39159 






Seq. ID 


OJ991103_16.0308.C7 


Gene No. 


80722 






Strand 


+ 


Start 


3320 






End 


O C *D C 


Name 


OJ99H03 16. 


0308.C7.o2. 


tm 


Method 


ITIT">T TV O mW - \A _ _! 

TBLASTX : Mai ze 


Start 


520 






t-i „ 
End 


n c *3 

963 


GI 


none 






Score 


loo 


Exons 


520. .687, 751. .963 








beq. wo. 


39159 






Seq. ID 


ojyyiiOo io.0o0o.C7 


Gene No. 


80722 






Strand 


+ 


Start 


3320 






End 


8535 


Name 


OJ991103 16. 


0308.C7.o2. 


np 


Method 


AAT/NAP 


Start 


3275 






End 


5405 




7269396 






Score 


355 


Exons 


3275. .3661, 


3800. .4039, 


5274. 


.5405 




GI Descrip. 


(AL161563) hypothetical 


protein [Arabidopsis thaliana] 


Seq. No. 


39159 






Seq. ID 


OJ991103_16.0308.C7 


Gene No. 


80722 






Strand 


+ 


Start 


3320 






End 


8535 


Name 


OJ991103 16. 


0308.C7.o3. 


gs 


Method 


GENSCAN 


Start 


3320 






End 


8535 


GI 


none 






Score 


.55 


Exons 


3320. .3674, 


3801. .3988, 


4662. 


.4685, 5278.. 5331, 5635. .5725, 




6496. .6596, 


6730. . 6780, 


8407. 


.8535 




Seq. No. 


39159 






Seq. ID 


OJ991103_16.0308.C7 


Gene No . 


80722 






Strand 


+ 


Start 


3320 






End 


8535 


Name 


OJ991103 16. 


0308.C7.ol. 


gp 


Method 


AAT/GAP 


b tar l 


3788 






End 


5716 


GI 


2442787 






Score 


689 


Exons 


3788. .3988, 


4662. .4685, 


5278. 


.5379, 5635.. 5716 


GI Descrip. 


2980804/emb| 


CAA18180.il 


3.0e- 


27 (AL022197) hypothetical pro 




[Arabidopsis 


: thaliana] 








Seq. No. 


39159 






Seq. ID 


OJ991103JL6.0308.C7 


Gene No. 


80722 






Strand 


+ 


Start 


3320 






End 


8535 


Name 


OJ991103 16. 


0308.C7.ol. 


tm 


Method 


TBLASTX: Maize 


otart 


5250 






End 


6790 


GI 


none 






Score 


114 


Exons 


5250. .5378, 


5277. .5420, 


5323. 


.5379, 5633.. 5791, 5634.. 5729, 




6477. .6617, 


6494 . . 6598, 


6495. 


.6617, 6619.. 6675, 6723.. 6779, 




6730. .6780, 


6730. .6780, 


6735. 


.6782, 6737.. 6790, 6737.. -6784 


Seq. No. 


39160 






Seq. ID 


OJ991103_16.0308.C8 


Gene No. 


80723 






Strand 


+ 


Start 


833 






End 


2836 


Name 


OJ991103 16. 


0308.C8.ol. 




Method 


GENSCAN 


Start 


833 




End 


2806 


GI 


none 






Score 


.85 


Exons 


833. .874, 968. .1211, .2668. .2806 




Seq. No. 


39160 






Seq. ID 


OJ991103_16.0308.C8 


Gene No. 


80723 






Strand 


+ 


Start 


833 






End 


2836 



38951 



Name OJ991103_16 . 0308 . C8 . ol . gp Method AAT/GAP 

Start 1156 End 2836 

GI LIB3431-041-P2-K1-F7 Score 345 

Exons 1156.. 1211, 2668.-2836 

GI Descrip. 1 2980805/emb | CAA1818 1 . 1 | 8.0e-62 (AL022197) putative protein 
[Arabidopsis thaliana] ' 



Seq. No. 39160 Seq. ID 

Gene No. 80723 Strand 

Start 833 End 

Name OJ991103_16 . 0308 . C8 . ol . np Method 

Start 2298 End 

GI 7486813 Score 

Exons 2298.. 2408, 2661.. 2836 

GI Descrip. hypothetical protein M7J2.180 - Arabidopsis thaliana 

gi I 2980805 | emb | CAA18181.il (AL022197) putative protein 
[Arabidopsis thaliana] gi | 7269395 | emb | CAB81355 . 1 | (AL161563) 
putative protein [Arabidopsis thaliana] 



OJ991103_16.0308.C8 
+ 

2836 
AAT/NAP 
2836 
145 



Seq. No. * 39161 Seq. ID 

Gene No. 80724 Strand 

Start 1 End 

Name OJ991103_16 . 0308 . C9 . ol . gp Method 

Start 1 End 

GI LIB3431-041-P2-K1-F7 Score 

Exons 1..31, 430. .564, 666. .731 

GI Descrip. 1 2980805/emb | CAA18181 . 1 | 8.0e-62 (AL022197) putative protein 
[Arabidopsis thaliana] 1 



OJ991103_16.0308.C9 
+ 

1452 
AAT/GAP 
731 
400 



% 4 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



39161 Seq. ID 

80724 Strand 
1 End 
OJ991103_16 . 0308 . C9 . ol . np Method 
1 End 
7486813 Score 
1..31, 430. .564, 666. .722, 1166. .1452 
hypothetical protein M7J2.180 - Arabidopsis thaliana 
gi I 2980805 | emb | CAA18181.il (AL022197) putative protein 
[Arabidopsis thaliana] gi | 7269395 | emb | CAB81355 . 1 | (AL161563) 
putative protein [Arabidopsis thaliana] 



OJ991103_16.0308.C9 
+ 

1452 
AAT/NAP 
1452 
289 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No.. 

Start 

Name 

Start 

GI 

Exons 



39161 
80724 
1 

OJ991103_16.0308.C9.ol.tm 

425 

none 



Seq. ID OJ991103_16.0308.C9 
Strand + ■ 



End 

Method 

End 

Score 



1452 

TBLASTX: Maize 

719 

227 



425. .565, 427. .564, 427. .597, 663. .716, 666. .719. 



39161 
80724 
1 

OJ991103_16.0308 .C9.ol. tc 

430 

none 



Seq. ID OJ991103_16.0308.C9 



Strand 
End 

Method 

End 

Score 



+ 

1452 

TBLASTX: Cress 

1222 

147 



430. .546, 432. .512, 663. .746, 666. .746, 1163. .1222 



38952 



Seq. No. 


39161 




Seq. ID 


OJ991103_ 


_16. 


0308. C9 


Gene No. 


80724 




Strand 


+ 






Start 


1 




End 


1452 






Name 


OJ991103 16.0308.C9.ol. 


gs 


Method 


/"» T~~! \1 O /"I TV -fcl 

GENSCAN 






Start 


449 




End 


*1 a a a 

1222 






GI 


none 




Score 


. 86 






Exons 


449. .564, 666. .722, 1166. .1222 








Seq. No. 


39162 




Seq. ID 


/\ thai ~i r\ o 

OJ 991 103 


Id . 


0308 . C10 


Gene No. 


80725 




Strand 


+ 






Start 


/ / 




End 


1584 






Name 


OJ991103 16. 0308. CIO. ol 


.np 


Method 


AAT/NAP 






Start 


77 




End 


1584 






GI 


6539588 




Score 


188 






Exons 


77. .385, 1518. .1584 












GI Descrip. 


(AP000837) hypothetical 


protein [Oryza 


sativa ] 






Seq. No. 


39162 




Seq. ID 


OJ991103_ 


16. 


0308. C10 


Gene No. 


80725 




Strand 


+ 






Start 


77 




End 


1584 






Name 


OJ991103 16. 0308. C10. ol 


.gs 


Method 


GENSCAN 






Start 


104 




End 


787 






GI 


none 




Score 


. 4 7 






Exons 


104. .349, 572. .787 












Seq. No. 


39163 




Seq. ID 


OJ991103_ 


_16 . 


0308 . C12 


Gene No. 


80726 




Strand 


+ 






Start 


1129 




End 


5529 






Name 


OJ991103 16.0308.C12.ol 


.gs 


Method 


GENSCAN 






Start 


1129 




End 


5529 






GI 


none 




Score 


.96 






Exons 


i i oq i one; occn Ton 


3541. . 


,3860, 3943.. 4301, 


4 37 


9 . .4 566, 




4641. .4830, 5080. .5295, 


5375. . 


,5529 








Seq. No. 


39163 




Seq. ID 


OJ991103_ 


_16. 


0308. C12 


Gene No. 


80726 




•Strand 


+ 






Start 


1129 




End 


5529 






Name 


OJ991103 16.0308.C12.ol 


.np 


Method 


AAT/NAP 






Start 


2598 




End 


5517 






GI 


6691716 




Score 


2453 






Exons 


2598.-3483, 3682.. 3860, 


3943. . 


,4045, 4122. .4301, 


4379. .4566, 




4641. .4742, 4892. .5006, 


5080. . 


,5517 








GI Descrip. 


(AP0004 92) hypothetical 


protein [Oryza 


sativa] 








gi | 6691717 |dbj IBAA89397 


.11 (AP000570) 


hypothetical 


protein 




[Oryza sativa] 












Seq. No. 


39163 




Seq. ID 


OJ991103_ 


16. 


0308. C12 


Gene No . 


80727 




Strand 


+ 






Start 


12526 




End 


13262 






Name 


OJ991103 16.0308.C12.ol 


.gp 


Method 


AAT/GAP 






Start 


12526 




End 


13262 






GI 


101153 1.R1084 




Score 


688 






Exons 


12526. .12709, 13032. .13262 










GI Descrip. 


■ 5852170/emb|AL1172 65. 1 IOST17E 


104 l.Oe- 


115 Oryza 


sativa 



Seq. No. 



indica(GLA4) genomic DNA, chromosome 4, BAC clone : t 17804 1 
39163 Seq. ID OJ991103_1 6 . 0308 . C12 



38953 








80728 




Tirana 


+ 






Start 


14238 




End 


14501 






Name 


OJ991103 16.0308.C12 


. o2 . gp 


Method . 


AAT/GAP 






Of 3 yf 


14238 




Htna 


14501 






bl 


61605 3.R1084 




Score 


399 






Exons 


14238. .14501 












bl UcSCiip. 


■ 1402920/emb|CAA66965 | 2.0e 


— OH / Y QQ "5 9 1 


) peroxidase [Arabido] 






thaliana] 1 












beC[. NO. 


o yi d o 




Seq. ID 


OJ991103_16.0308. 


,C12 




bene no . 


oU / zy 




Strand 


+ 






Start 


^4 o y o 




End 


35431 






Name 


atqqi 1 m ic n o n q r^io 

ojyyiiuo ib.uoUo.ciz 


. o3 . np 


Method 


AAT/NAP 






otaru 


z 4 o y b 




End 


29160 






bl 


6648206 




Score 


180 






Exons 


24895. .24962, 26431. 


.26536, 


28688. .28786, 28888. .29160 






GI Descrip. 


(AbUio4oo) putative 


GTPase 


activating protein [Arabidopsis 






thaliana] 












beg . ino . 


o y i do 




Seq. ID 


OJ991103_16.0308. 


, C12 




Gene No . 


o u / z y 




Strand 


+ 






Start 


o /i o n c 
z 4 o 9b 




End 


35431 






Name 


n Tom i no *\ c n o n o 010 

(jjyyiiuo ib.uoUo.biz 


. ob . gs 


Method 


GENSCAN 






o care 


26405 




End 


35431 






bl 


none 




Score 


.6 






Exons 


Z b4 Ub . . Z bbob, zoboo. 


• O O *7 O C 

. Zo fob, 


28885. .29200, 30335. .304 54, 




*, . 

I LJ 




on / on onoio 0 n n c 1 
oU4 0 y . . 0U0 lo, oU9bl. 


o i n 1 o 

. olUl / , 


31731. .31916, 32172. .32315, 




% J 




00100 oooco ocnio 

06LZZ * . o5Zd6 , obUlo. 


O C A O 1 

. ob4 o 1 








Id 


oeq. no . 


OQl CO 

jy 1 bo 




Seq. ID 


OJ991103_16.0308. 


C12 


\J 


Gene No. 


0 n "7 0 n 

0 u i z y 




Strand 


+ 






Start 


24895 




End 


35431 




™ 


Name 


OJ991103_16.0308.C12 


. o4 . np 


Method 


AAT/NAP 






otart 


0 n 1 m 

oui y 1 




End 


33262 






P T 
bl 


c 0 c n 0 0 "7 

oobUoo / 




Score 


188 






Exons 


oninn onoon oonnn 

OU191 . . 30ZZ 9, 32UU9. 


o o n /" /~ 

. 32066, 


32172. .32315, 33122.. 33262 




p S3 

! - 


bi uescrip. 


(AL1j/o9o) putative 


protein 


[Arabidops. 


is thaliana] • 






Seq. No. 


0 n i r 0 

oyioo 




Seq. ID 


OJ991103_16.0308. 


C12 




Gene No. 


80730 




Strand 


+ 






o tarn 


35863 




End 


37734 






Name 


/^"rnniino 1 /- nono 010 

OJ99110o 16.UoUo.Clz 


. 06 . gs 


Method 


GENSCAN 






otart 


35863 




End 


37734 






bl 


none 




Score 


.4 






Exons 


35863. .35951, 37211. 


.37349, 


37633. .37734 






Seq. No. 


39163 




Seq. ID 


OJ991103 16.0308. 


C12 




Gene No. 


80731 




Strand 


+ 








40082 




End 


41591 






Name 


OJ991103 16.0308.C12 


. o7 . gs 


Method 


GENSCAN 






ot art 


40082 




End 


41562 






GI 


none 




Score 


.7 






Exons 


40082. .40678, 40768. 


.40890, 


41314. .41562 






Seq. No. 


39163 




Seq. ID 


OJ991103 16.0308. 


C12 




Gene No. 


80731 




Strand 


+ 






Start 


40082 




End 


41591 





38954 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ991103_16 . 0308 . C12 . o5 . np Method AAT/NAP 
40106 End 41591 

2282586 Score 574 

4 0106. .40890, 41314. .41591 

(U82011) methyltransf erase [Prunus armeniaca] 



39163 Seq. ID 

80732 Strand 
45035 End 
OJ991103_16.0308.C12.o7.np Method 
45035 End 
6630696 Score 
45035. .45245 

(AP000969) ESTs D22114 (C10364 ) , AU076106 (E20423) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



OJ991103_16.0308.C12 
+ 

45245 
AAT/NAP 
45245 
324 



39163 
80733 
5860 

OJ991103_16.0308.C12.o2.gs 

5860 

none 

5860. .6183, 6334.-6673, 6691.. 
7903. .8941, 9038. .9330 

39163 
80733 
5860 

OJ991103_16.0308.C12.o2.np 

5896 

5922631 

5896. .8423, 9030. .9956, 10083. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991103_16.0308.C12 

14907 
GENSCAN 
9330 
.55 



,6766, 6786.. 7310, 7413.. 7716, 



Seq. ID OJ991103_16.0308.C12 
Strand 

End 14907 

Method AAT/NAP 

End 14907 

Score 6647 

. 10233, 10276. . 10840, 



10886. .11093, 11352. .11596, 14783. .14 907 

(AP000492) ESTs C2 6347 (C12145 ), AU078074 (C12 145 ) correspond to a 
region of the predicted gene.; similar to prpol; Zea mays 
retrotransposon Cinful-1. (AF049110) [Oryza sativa] 
gi I 6016864 | dbj IBAA85207.il (AP000570) ESTs 

C26347 (C12145) ,AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 
Cinful-1. (AF049110) [Oryza sativ 



39163 
80733 
5860 

OJ991103_16.0308.C12.o3.gs 

9721 

none 

9721. .10840, 10871. . 11555, 
14426. . 14907 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991103_16.0308.C12 

14907 
GENSCAN 
14907 
.86 



124 8 9. . 12800, 13604 . . 1368 6, 



Seq. No. 39163 Seq. ID 

Gene No. 80734 Strand 

Start 42505 End 

Name OJ991103_16 . 0308 . C12 . olO . tw Method 

Start 2718 End 

GI none Score 



OJ991103_16.0308.C12 
44684 

TBLASTX: Wheat 

3008 

213 



38955 



Exons 



2718. .3008 





Seq . No . 


39163 








Seq. ID 


OJ991103_16.0308 


n 9 






80734 








Strand 








Of a r 4- 


42S0B 








End 


44684 








OJ991103 16 


0308 . 


C12 . o4 


tw 

• L, W 


Method 


TBLASTX: Wheat 






Cfarf 


5872 ~ 








End 


6486 






r-T 


none 








Score 


84 






Exons 


5872. .6003, 


5995. 


.6486, 


6197. 


.6325, 6380. .6466 






Seq. No. 


39163 








Seq. ID 


OJ991103_16.0308, 








807 34 








Strand 








Qf arf 
O La J- L 


42505 








End 


44684 








OJ991103 16 


0308 


C12 oS 


> L-ILl 


Method 


TBLASTX: Maize 






u Lai L 


5911 ~ 








End 


6165 






r-T 

yj x 


1 1U1 1C 








Score 


97 






Exons 


5911. .6012, 


5912. 


.6013, 


5992. 


.6165, 5993. .6067 








39163 








Seq. ID 


OJ991103_16.0308, 


.C12 






8D734 








Strand 








OLaX L 


It, JU J 








End 


44684 








UU J^l lu J X U . 




PI 9 06 


> LIU 


Method 


TBLASTX: Maize 






o Lai. u 


6256 ~~ 








End 


6529 






ul 


i lvjl ltr 








Score 


48 




- 1 


jTynn 


6256 6342 


6352 . 


.6435, 


6380 . 


.6439, 6422. .6529, 6430. .6528 




Seq. No. 


39163 








Seq. ID 


OJ991103_16.0308. 


.C12 




Gene No. 


80734 








Strand 








Start 


42505 








End 


44684 




L LI 


Name 


OJ991103 16. 


0308. 


C12.o3. 


. tw 


Method 


TBLASTX: Wheat 






Start 


6599 








End 


6988 






GI 


none 








Score 


173 






Exons 


6599. .6988, 


6601. 


.6987 











Seq. No. 39163 

Gene No. 80734 

Start 42505 

Name OJ991103_16 . 0308 , 

Start 6670 

GI none 

Exons 6670.. 6987, 6671, 

Seq. No. 39163 

Gene No. 80734 

Start 42505 

Name OJ991103_16 . 0308 , 

Start 6991 

GI none 

Exons 6991.. 7089, 7132. 

Seq. No. 39163 

Gene No. 80734 

Start 42505 

Name 0 J9 9 1 1 0 3_1 6 . 0 30 8 . 

Start 7306 

GI none 

Exons 7306.. 7728, 7382. 



C12.ol.tm 
.6973 

C12.ol2.tw 
.7290 

C12.o5.tw 
.7723 



Seq. ID OJ991103_16.0308.C12 
Strand 

End 4 4 68 4 : 

Method TBLASTX: Maize 

End 6987 

Score 232 



Seq. ID OJ991103_16.0308.C12 
Strand 

End 44684 

Method TBLASTX : Wheat 

End 7290 

Score 134 



Seq. ID OJ991103_16.0308.C12 
Strand 

End 4 4 684 

Method TBLASTX : Wheat 

End 7728 

Score 217 



38956 





Seq. No. 


39163 








Seq. ID 


OJ991103_16.0308 


.C12 




f^farip No 


80734 








Strand 








qf art 


42505 








End 


44 684 






Name 


OJ991103 16 


. 0308 


. C12 . o2 


. ts 


1 1C L11UU 


J. l— ) J— liiO j. t\ . ±j \±j y Cull 






Qrart 


734 9 ~~ 








End 


7737 






GI • - 


none 








Score 


121 






F,ynn q 


7349 > 7597. 


7351 


7593, 


7633 . 


.7737 








Seq. No. 


39163 








Seq. ID 


OJ991103_16.0308 


.C12 




Hprip No 


80734 








Strand 








Start 


42505 








End 


44 684 






Nam© 


OJ991103 16 


. 0308 


.C12 . o7 


. tm 


Met hod 


TBLASTX ■ Maize 






Start 


7402 ~~ 








End 


7674 






GI 


none 








Score 


122 






Rxon s 


7402 7500. 


7504 


. .7674 












Seq. No. 


39163 








Seq. ID 


OJ991103__16.0308 


.C12 




VJCliC 1 1 w • 


80734 








Strand 








Start 


42505 








End 


44684 






Name 


Ol7991103 16 

V/ J ~/ A. A,\J *J A, \J 


. 0308 


. C12 . 08 


tw 




TRT.A^TX • Whpflf 

J. LJ JJfTU X z \ • VVlieClL. 






Start 


7729 _ 








End 


8013 






GI 


none 








Score 


52 






1-1 A \J 1 1 »3 


7729 7824 


7732 


. .8013, 


7 906. 


. 8004 






•. 


Seq. No. 


39163 








Seq. ID 


OJ9.91103_16.0308 


.C12 


EH 


Cpnp Mn 


80734 








Strand 






f Li 


Start 


42505 








End 


44684 




=? 


Name 


OJ991103 16 


. 0308 , 


. C12 . o2 


. tm 


Method 


TBLASTX: Maize 




'— ! s5 


Start 


7876 ~~ 








End 


8296 






GI 


none 








Score 


140 




\ S3* 

ry 


R x o n ^ 


7876 8019 


8038 , 


, .8295, 


8041 . 


.8295, 8042. .8296 






Seq. No. 


39163 








Seq. ID 


OJ991103_16.0308 


.C12 






80734 








Strand 








Start 


42505 








End 


44684 




Li*: 


Name 


OJ991103 16 


. 0308 , 


C12 ol 


t S 


Method 


TBLASTX : Soybean 




l ™ 


Start 


7963 ~~ 








End 


8394 






GI 


none 








Score 


49 




3* "3 


Rxon s 


7963 8394 


7997 . 


. . 8167 , 


8204 . 


.8347 








Seq. No. 


39163 








Seq. ID 


OJ991103_16.0308 


.C12 




HpriP No 


80734 








Strand 








Start 


42505 








End 


44684 






Name 


OJ991103 16 


. 0308 , 


. C12 . o2 


. tw 


Method 


TBLASTX: Wheat 






Start 


8018 _ 








End 


8442 






GI 


none 








Score 


274 






uA UllO 


8018 8398 


8023 . 


. .8442 












Seq. No. 


39163 








Seq. ID 


OJ991103_16.0308 


.C12 




Gene No. 


80734 








Strand 








Start 


42505 








End 


44684 






Name 


OJ991103 16, 


.0308. 


,C12.o3 


. tm 


Method 


TBLASTX: Maize 






Start 


8527 








End 


8883 






GI 


none 








Score 


192 






Exons 


8527. .8883, 


8537. 


. .8842 











38957 



Seq. No. 39163 Seq. ID 

Gene No. 80734 Strand 

Start 42505 End 

Name OJ991103_16 . 0308 . C12 . ol . tw Method 

Start 8558 End 

GI none Score 

Exons 8558.. 9013, 8560.. 9012 



OJ991103_16.0308.C12 
44684 

TBLASTX: Wheat 

9013 

263 



Seq. No. 39163 Seq. ID 

Gene No. 80734 Strand 

Start 42505 End 

Name OJ991103_16 . 0308 . C12 . o3 . ts Method 

Start 8608 End 

GI none Score 

Exons 8608.. 8742, 8749.-8973 



OJ991103_16.0308.C12 
44684 

TBLASTX: Soybean 

8973 

138 



Seq. No. 39163 

Gene No. 80734 

Start 42505 

Name OJ991103_16 . 0308 . C12 . 06 . tw 

Start 9016 

GI none 
Exons 



Seq. ID OJ991103_16.0308.C12 
Strand 
End 

Method 
End 
Score 



44684 

TBLASTX: Wheat 

9690 

145 



9016. .9186, 9233. .9469, 9235. .9465, 9514 .. 9690 



Seq. No. 39163 . Seq. ID 

Gene No. 80734 Strand 

Start 42505 End 

Name OJ991103_16 . 0308 . C12 . o7 . tw Method 

Start 10270 End 

GI none Score 

Exons 10270. . 10671, 10403.. 10672 



OJ991103_16.0308 .C12 
44684 

TBLASTX: Wheat 

10672 

98 



Seq. No. 39163 Seq. ID 

Gene No. 80734 Strand 

Start 42505 End 

Name OJ991103_16 . 0308 . C12 . oil . tw Method 

Start- 40078 End 

GI • none Score 

Exons 40078. .40350, 40085.. 40351 



OJ991103_16.0308.C12 
44684 

TBLASTX: Wheat 

40351 

191 



Seq. No. 39163 Seq. ID 

Gene No. 80734 Strand 

Start 42505 End 

Name OJ991103_16 . 0308 . C12 . o4 . tm Method 

Start 40121 End 

GI none Score 

Exons 40121. .40351, 40180 .. 4 034 7 , 40385 .. 404 17 , 40426 

40484 .. 40672, 40752*. . 40-808, 40753 .. 4 0815, 40828 



OJ991103_16.0308.C12 
44684 

TBLASTX: Maize 
41588 
193 

40671, 
40890, 



41308. .41487, 4 137 9 .. 4 14 32, 4 14 95 .. 4 1584 , 414 96. .4158* 



Seq. No. 39163 Seq. ID 

Gene No. 80734 Strand 

Start ■ 42505 End 

Name OJ991103_16 . 0308 . C12 . 06 . np Method 

Start 42465 End 

GI 4960150 Score 

Exons 42465. .42640, 42725.. 42819 



OJ991103_16.0308.C12 

44684 
AAT/NAP 
42819 
99 



38958 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



(AF153277) DNA- directed RNA polymerase Ila [Nicotiana tabacum] 
gi|4960152|gb|AAD34614.1|AF153278_l (AF153278) DNA-directed RNA 
polymerase lib [Nicotiana tabacum] . 



39163 
80734 
42505 

OJ991103_16.0308.C12.o8.gs 

42505 

none 

42505. .42640, 42725.-42853, 
44445. .44597, 44 667. .44 684 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991103_16.0308.C12 

44684 
GENSCAN 
44684 
.7 



43876. .4 4084, 44107 44397, 



Seq. No. 39163 

Gene No. 80735 

Start 44927 

Name OJ991103_16 . 0308 . C12 . o9 . tw 

Start 44927 

GI none 
Exons 



Seq. ID OJ991103_16.0308.C12 
Strand 
End 

Method 
End 
Score 



45244 

TBLASTX: Wheat 

45244 

130 



44927. .45067, 4 4 930 .. 45064 , 45034 .. 4524 3, 45041. .45244 



Seq. No. 
Gene No. 
'Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons ' 

GI Descrip. 



39164 Seq. ID 

80736 Strand 

1 End 

OJ991103_16.0308 .C13.ol . gp Method 

1 End 

101595_1.R1084 Score 
1..430, 546. .620 

'3047066 3.0e-15 (AF058825) contains similarity to 
retrovirus-related POL polyproteins [Arabidopsis thaliana] 1 



OJ991103_16.0308.C13 
+ 

4558 
AAT/GAP 
620 
855 



39164 Seq. ID 

80736 Strand 
1 End 
OJ991103_16.0308.C13.ol.np Method 
1 End 
6630696 Score 
1. .2629, 3730.. 4558 

(AP000969) ESTs D22 114 (C10364 ) , AU076106 (E20423 ) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



OJ991103_16.0308.C13 
+ 

4558 
AAT/NAP 
4558 
5735 



Seq. No. 


39164 






Seq. ID 


OJ991103 


Gene No. 


80736 






Strand 


+ 


Start 


1 






End 


4558 


Name 


OJ991103 16.0308.C13. 


.ol 


.gs 


Method 


GENSCAN 


Start 


210 




End 


694 


GI 


none 






Score 


.72 


Exons 


210. .435, 546.. . 694 










Seq. No. 


39164 






Seq. ID 


OJ991103 


Gene No. 


80736 






Strand 


+ 


Start 


1 






End 


4558 


Name 


OJ991103 16.0308.C13. 


,o2 


.gs 


Method 


GENSCAN 


Start 


1673 




End 


2707 


GI 


none 






Score 


.99 


Exons 


1673. .2707 











38959 





Seq. No. 


39164 


Seq. ID 


OJ991103_16.0308.C13 




Gene No . 


80737 


Strand 


+ 




Start 


16130 


End 


16682 




Name 


OJ991103 16 0308 C13 06 as 


Mpi"hnH 


VJJ Hi L\ kj Vw/XiLN 




Start 


16130 ~~ 


End 


16682 




GI 


none 


Score 


. 92 






16130 16524. 16673 16682 








Seq. No. 


39164 


Seq. ID 


OJ991103_16.0308.C13 




Gene No . 


80738 


Strand 


+ 




Start 


24395 


End 


25472 




Name 


OJ991103 16.0308.C13.o3.np 


M.ethod 


AAT/NAP 




Start 


24328 


End 


25472 




GI 


7487667 


Score 


343 




Flxnns 


24328. .24869, 25404. .25472 








GI Descrip. 


hypothetical protein T5C23.110 - Arabidopsis thaliana 






gil 4 539459 I emb | CAB39939 . 1 1 (AL04 9500) 


putative protein 






[Arabidopsis thaliana] gi | 7267868 | emb | 


CAB78211.il (AL161532) 






nni~ a t" i vp nrnt" pin f Ar^hi Hr»r>ci i c 


thaliana] 




Sea. No. 


39164 


Seq. ID 


OJ991103_16.0308.C13 




Gene No. 


80738 


Strand 


+ 




Start 


24395 


End 


25472 




Name 


0.7991 IfH Ifi fi^Oft CM nl, art 


Method 


AAT/GAP 




Start 


24341 ~~ 


End 


24816 


L • E 

?! 5 


GI 


nr-nsrnM?0?0 ^ fir 1 Obi 


Score 


915 




Exons 


24 341 24 816 






f 1 


GI DescriD. 


1 4 S^94 S9/pmb 1 CAR^QCHQ 11 fi Dp- 


-22 (AL049500) putative protein 






[Arabidopsis thaliana] 1 






fll 


Seq. No. 


39164 


Seq. ID 


OJ991103_16.0308.C13 


s sr 


Gene No . 


80738 


Strand 


+ 


5 


Start 


24395 


End 


25472 


fi 


Name 


OJ991103 16.0308.C13.o8.gs 


Method 


GENSCAN 


-- : 


Start 


24395 


End 


24891 




GI 


none 


Score 


.6 




Exons 


24395- .24891 






□ 


Seq. No. 


39164 


Seq. ID 


OJ991103_16.0308.C13 




Gene No. 


80739 


Strand 






Start 


2757 


End 


8099 




Name 


OJ991103 16.0308.C13.o3.gs 


Method 


GENSCAN 




Start 


2757 


End 


8099 




GI 


none 


Score 


.41 




Exons 


2757. .2994, 3273. .3379, 4069., 


.4203, 4237. .4332, 5519. .5681, 






7074. .7166, 7861. .8099 








Seq. No. 


39164 


Seq. ID 


OJ991103_16.0308.C13 




Gene No, 


80740 


Strand 






Start 


11558 


End 


15437 




Name 


OJ991103 16.0308.C13.ol.tm 


Method 


TBLASTX: Maize 




Start 


561 


End 


905 




GI 


none 


Score 


378 




Exons 


561. .833, 562. .834, 563. .835, 


563. . 835, 864 . . 905 




Seq. No. 


39164 


Seq. ID 


OJ991103_16.0308.C13 



38960 




Gene No. 


80740 








Strand 




Start 


11558 








End 


15437 


Name 


OJ991103 16 


.0308 


.C13.o4 


. tw 


Method 


TBLASTX: Wheat 


Start 


1123 ~~ 








End 


1314 ' 


GI 


none 








Score 


151 


Exons 


1123 . . 1218, 


1124 


. . 1237, 


1196. 


.1288, 1211.. 1288, 1218.. 1313, 




1219. .1314, 


1219 


. . 1314 








Seq. No. 


39164 








Seq. ID 


OJ991103 16 0308 C13 


Gene No. 


80740 








Strand 




Start 


11558 








End 


15437 


Name 


OJ991103 16 


. 0308 


. C13 . o4 


. tm 


Method 


TBLASTX: Maize 


Start 


1251 ~~ 








End 


1569 


GI 


none 








Score 


212 


Exons 


1251 . : 1310, 


1252 


. .1488, 


1341 . 


.1484, 14 


91. 1568, 1498 1569 


Seq. No. 


39164 








Seq. ID 


OJ991103 16 0308 C13 


Gene No. 


80740 








Strand 




Start 


11558 








End 


15437 


Name 


OJ991103 16 


. 0308 


. C13 . o2 


. ts 


Method 


TBLASTX : Soybean 


Start 


1267 ~~ 








End 


1488 


GI 


none 








Score 


203 


Exons 


1267 . . 1488, 


1269 


1484 








Sea No. 


39164 








Seq. ID 


OJ991103_16.0308.C13 


Gene No. 


80740 








Strand 




Start 


11558 








End 


15437 


Name 


OJ991103 16 


. 0308 


.C13.ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


1315 ~ 








End 


2047 


GI 


none 








Score 


417 


Exons 


1315 . . 1623. 


1323 


1625, 


1622 . 


.2047, 1622.. 1765, 1627.. 1797, 




1629 2042. 


1858 


. .2043 








Sea. No. 


39164 








Seq. ID 


OJ991103_16.0308.C13 


Gene No. 


80740 








Strand 




Start 


11558 








End 


15437 


Name 


OJ991103 16 


. 0308 


.C13.ol. 


. ts 


Method. 


TBLASTX : Soybean 


Start 


1967 ~~ 








End 


2431 


GI 


5509260 








Score 


394 


Exons 


1967 2431. 


2062 


2283 








GI Descrip. 














Seq. No. 


39164 








Seq. ID 


OJ991103_16.0308.C13 


Gene No. 


80740 








Strand 




Start 


11558 








End 


15437 


Name 


OJ991103 16 


. 0308 , 


. C13 . ol . 


. tc 


Method 


TBLASTX: Cress 


Start 


2060 ~ 








End 


2320 


GI 


none 








Score 


294 


Exons 


2060 . .2320, 


2060 . 


. .2191, 


2061 . 


.2201, 2062.. 2232 


Seq. No. 


39164 








Seq. ID 


OJ991103_16.0308.C13 


Gene No. 


80740 








Strand 




Start 


11558 








End' 


15437 


Name 


OJ991103 16, 


.0308. 


.C13.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


2101 








End 


2566 


GI 


none 








Score 


364 


Exons 


2101. .2280, 


2102. 


, .2566, 


2353. 


.2463 





38961 



Seq. No. 


39164 








Seq. ID 


OJ991103_16.0308.C13 


Qpnp Wo 


80740 








St- rand 




L- CI J- L. 


11558 








FnH 


1 S4 37 


Name 


OJ991103 16 


0308 


. C13 . o3 


. tw 


t* hoH 




Start 


2102 ~~ 








End 


264 4 


GI 


none 








Score 


321 




2102 2446 


2119 


2283, 


24 38 


. .2644 




Seq. No. 


39164 








Seq. ID 


OJ991103_16.0308.C13 


Gene No. 


80740 








Strand 




Start 


11558 








End 


15437 


Name 


O.TQ91 1 03 16 


0308 


PI 3 o^ 


• 1 ILL 


Method 


TBLASTX: Maize 


Start 


3727 ~~ 








End 


4090 


GI 


none 








Score 


266 


F, von ^ 


3727 4029 


3750 


4028, 


3757 


..4029, 3851. .4045, 3852. .4037, 




4024 4089 


4 037 


4090 








Seq. No. 


39164 








Seq. ID 


OJ991103_16.0308.C13 


Cpnp No 


80740 








Strand 






li J JU 








End 


15437 


LN dine 






PI ^ o4 


h c: 
> I- o 


Method 


TBLASTX : Soybean 


O Lai L. 


394 3 ~~ 








End 


4309 


GI 


none 








Score 


76 


F von q 


■w> .7 T J . . 1 U JO / 


4 n r s 


4 ^DQ 








Seq. No. 


39164 








Seq. ID 


OJ991103_16.0308.C13 


Gene No. 


80740 








Strand 




Start 


11558 








End 


15437 


Name 


V/U ,7 ^ -L J. U O X u • 




PI ^ n? 


t w 


Method 


TBLASTX: Wheat 


Start 


~) -/ *J *J 








End 


4422 


GI 


none 








Score 


89 


F von ^ 


3QSS 4D2Q 




• i 1 U 1 J / 




..4028, 4037. .4420,' 4039. .4422, 




4042. .4422 












Seq. No. 


39164 








Seq. ID 


OJ991103_16.0308;C13 


Gene No. 


80740 








Strand 




Start 


11558 








End 


15437 


Name 


OJ991103 16. 


0308. 


.C13.o2. 


gp 


Method 


AAT/GAP 


Start 


11289 








End 


14768 


GI 


11194 1.R1084 






Score 


1357 


Exons 


11289. . 11627 


, 11721. .11788, 


13111. .13162, 13256. .13425, 



13510. .13543, 14614. .14768 
GI Descrip. • 4960150/gb | AAD34613 . 1 | AF153277_1 9.0e-40 (AF153277) 
DNA-directed RNA polymerase Ila [Nicotiana tabacum] 
>gi_4960152_gb_AAD34614.1_AF153278_l (AF153278) DNA-directed RNA 
polymerase lib [Nicotiana tabacum] 1 



Seq. No. 39164 
Gene No. 80740 . 

Start 11558 

Name OJ991103_16 . 0308 . C13 . o3 . tc 

Start 11482 
GI none 
Exons 11482. 

13099. 

13256. 



.11628, 11564. .11656, 
.13173, 13110. .13193, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

11715 

13111 



OJ991103 16.0308.C13 



15437 

TBLASTX: Cress 
13377 
58 

11789, 11723. . 11791, 
13164, 13142. .13165, 



13333, 13258. .13350, 13261.. 13377 



38962 



Seq. No. 39164 Seq. ID 

Gene No. 80740 Strand 

Start 11558 End 

Name OJ991103_16 . 0308 . C13 . 06 . tm Method 

Start 11547 End 

GI none Score 

Exons 11547. . 11627, 1154 9 11656, 

11718. .11789, 11721. .11789, 
13111. .13164, 13256. .13339, 
13258. . 13353, 134 01. .13427, 
14595. . 14651 



OJ991103_16.0308.C13 

15437 ' 
TBLASTX: Maize 
14651 
39 

11550. .11588, 11567. .11629, 
11723. .11791, 13099. .13173, 
13257. .13346, 13258 .. 13356, 
13507. .13545, 13510. .13542, 



Seq. No. 39164 

Gene No. 80740 

Start 11558 

Name OJ991103_16 . 0308 . C13 . o5 . gs 

Start 11558 

GI none 

Exons 11558. . 11627, 11721 .. 1184 9, 
13510. .13543, 15310. .15437 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991103_16.0308.C13 

15437 
GENSCAN 
15437 
.54 



12420. .12539, 13256 .. 13425 , 



S3- 

m 
ru 

C3 

u 

ry 
= 

u 
"4 
** 

\1 
u 
u 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39164 
80740 
11558 

OJ991103_16. 0308.C13.o2.np 
11561 
4544434 

11561. .11627, 11721. .11788, 
13510. .13543, 14614. .14648 
(AC006955) putative DNA-directed 
[Arabidopsis thaliana] 



Seq. ID 
Strand 
End 

Method 
End 
Score 
13111 



OJ991103_16.0308.C13 

15437 
AAT/NAP 
14648 
397 



13162, 13256. .13425, 
RNA polymerase II subunit 

OJ991103 16.0308.C13 



39164 Seq. ID 

80740 Strand 
11558 End 
OJ991103_16.0308 .C13.o3. ts Method 
11564 End 
none Score 

11564. .11656, 11567. .11653, 11691 .. 11789, 11723 

11723. .11791, 13099. .13173, 13111 .. 13161 , 13256 



15437 

TBLASTX: Soybean 
14651 
81 

11797, 
13333, 



13258. .13353, 13510 .. 13542 , 14595. .14651 



Seq. No. 

Gene No. 

Start 

Name 

.Start 

GI 

Exons 



39164 
80740 
11558 

OJ991103_16.0308.C13.o5.tw 

11582 

none 

11582. .11629, 11582. .11656, 
11723. .11794, 11723. .11791, 
13111. .13164, 13256. .13339, 
13258. .13356, 13258. .13353, 



Seq. ID OJ991103_16.0308.C13 
Strand 

End 15437 

Method TBLASTX : Wheat 

End 13545 

Score 61 
11715. .11789, 11721. .1178 9, 
13099. .13173, 13110. .13178, 
13257. .13346, 13257 .. 13352 , 
13333. .13380, 13507. .13545 



Seq. No. 
Gene No. 
Start 



39164 
80741 
24557 



Seq.' ID 

Strand 

End 



OJ991103 16.0308.C13 



24816 



38963 



Name 


OjyyilU . OJOo .ClJ.oo. tm 


Method 


TBLASTX : Maize 




Start 


0 a c. a 1 
Z4 DD 1 


Lna 


Z4 I bu 




GI 


none 


Score 


ZZZ 




Exons 


0 / cc7 o/iT^rn a till o/tc^t 
Zh do f . . Zh 1 bu , Z4 o / / . . Z 4 / o b 








Seq. No. 


39164 


Seq. ID 


OJ991103_16.0308 


.C13 


Gene No. 


80741 


Strand 






Start 


O A C R "7 
Z4 DO / 


End 


24816 




Name 


ojyyiiuj io.U3Uo.ci3.oz.tc 


Method 


TBLASTX: Cress 




Start 


z4 o bU 


End 


24816 




GI 


none 


Score 


142 




Exons 


o/clch o^^^t OA^nn oaq^c 
Zh ddU . . Z4 do / , Z4 o / / . . Zh 0 1 b , 


24728. .24814 




Seq. No. 


39164 


Seq. ID 


OJ991103_16.0308 


.C13 


Gene No. 


80741 


Strand 






Start 


O yl C C "7 

Z4 OO / 


End 


24816 




Name 


ojyyiiuj ib.U3Uo.ci3.oo.ts 


Method 


TBLASTX: Soybean 




Start 


Z4o 1 Z 


End 


24814 




GI 


none 


Score 


119 




Exons 


Z4 D /Z . . Z4 bb / , Z4 O / / . . Z 4 O 1j , 


24728. .24* 


314 




Seq. No. 


39165 


Seq. ID 


OJ991103__16.0308, 


. C14 


Gene No . 


80742 


Strand 


+ 




Start 


1 


End 


3308 




Name 


OJ991103 16.0308.C14.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


2387 




GI 


7487667 


Score 


507 




Exons 


1..235, 804. .1055, 2220. .2387 






GI Descrip. 


hypothetical protein T5C23. 


110 - Arabidopsis thaliana 






gi | 4 539459 | emb | CAB39939 . 1 | 


(AL049500) 


putative protein 






[Arabidopsis thaliana] gi | 7267868 | emb I CAB78211 . 1 | (AL161532) 




putative protein [Arabidopsis thaliana] 




Seq. No. 


39165 


Seq. ID 


OJ991103JL6.0308, 


.C14 


Gene No. 


80742 


Strand 


+ 




Start 


1 


End 


3308 




Name 


OJ991103 16.0308.C14 .ol.gs 


Method 


GENSCAN 




Start 


103 


End 


3308 






none 


Score 


.66 




Exons 


103. .235, 801. .968, 2226. .2390, 3117.. 


3308 




Seq. No. 


39165 


Seq. ID 


OJ991103__16.0308. 


.C14 


Gene No . 


80742 


Strand 






Start 


1 


End 


3308 




Name 


OJ991103 16.0308.C14.ol.gp 


Method 


AAT/GAP 




Start 


2202 


End 


2776 




GI 


11646 1.R1084 


Score 


1052 




Exons 


2202. .2776 








GI Descrip. 


'4539459/emb|CAB39939.1| 2. 


Oe-17 (AL049500) putative protein 




[Arabidopsis thaliana] ' 








Seq. No. 


39165 


Seq. ID 


OJ991103_16.0308. 


,C14 


Gene No. 


80743 


Strand 






Start 


3114 


End 


4751 




Name 


OJ991103 16.0308.C14.o2.np 


Method 


AAT/NAP 




Start 


3114 


End 


4751 




GI 


6850887 


Score 


180 





38964 



Exons 3114. .3254, 4456. .4599, 4709. .4751 

GI Descrip. (AL137898) putative protein [Arabidopsis thaliana] 





Seq. No. 


39165 




Seq. ID 


OJ991103_16.0308.C14 




Gene No. 


80744 




Strand 






Start 


6904 




End 


14214 




Name 


OJ991103 16.0308.C14 


.o2 .tm 


Method 


TBLASTX: Maize 




Start 


95 




End 


2411 




GI 


none 




Score 


40 




Exons 


95.-235, 96. .137, 170. .235, 


783. .968, 798. .965, 799. .966, 






oUU..y/U, 2202. .2411 


r 2214 . . 


OOQC noon 






Seq. No. 


39165 




Seq. ID 


OJ991103_16.0308.C14 




Gene No. 


o m A A 

oO /4 4 




Strand 






Start 


c o n a 




End 


1 A O 1 A 

1 4 2.14 




Name 


OJyyilUi lo.UJUo.C14 


. ol . tc 


Method 


TBLASTX : Cress 




Start 


1U3 






2.5 12 




GI 


none 




Score 


112 




Exons 


103. .276, 170. .235, 


111, . 23 / 


, oOl . . 968 , 


803. .970, 2154. .2372, 






* 2225. .2368 










Seq. No. 


39165 




Seq. ID 


OJ991103_16.0308.C14 




Gene No. 


80744 




. Strand 




f ^ 

-Br 


Start 


6904 




End 


14214 




Name 


OJ991103 16.0308.C14 


.ol. ts 


Method 


TBLASTX : Soybean 


in 


Start 


131 




End 


2375 


iJ 


GI 


none 




Score 


106 


Exons 


131. .238, 170. .235, 


792. .968 


, 803. .970, 


2196. .2375, 2225. .2374 


L Li 


Seq. No. 


39165 




Seq. ID 


OJ991103_16.0308.C14 


"-si 


Gene No. 


80744 




Strand 




ru 


Start 


6904 




End 


14214 


3 


Name 


OJ991103 16.0308.C14 


. o3 . gs 


Method 


GENSCAN 




Start 


6904 




End 


14055 




GI 


none 




Score 


.68 




Exons 


6904. .7306, 7921. .8036, 8943 


..9049, 10590. . 10788, 1 1454 .. 11530, 






11651. . 11766, 12002. 


.12150, 


13411. .14055 


w 


Seq. No. 


39165 




Seq. ID 


OJ991103_16.0308.C14 


f i 


Gene No. 


80744 




Strand 






Start 


6904 




End 


14214 




Name 


OJ991103 16.0308.C14 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


10489 




End 


14187 




GI 


none 




Score 


92 




Exons 


10489. .10794, 10490. 


.10603, 


10673. . 1078 9, 13352. . 134 74, 






13411. . 13473, 13492. 


.13629, 


134 96. . 13615, 13636. . 13710, 






13636. .13776, 13745. 


.13777, 


1378 9. .13875, 13894. .13929, 






13936. . 14187, 13961. 


.14005, 


13994. .14134 




Seq. No. 


39165 




Seq. ID 


OJ991103_16.0308.C14 




Gene No. 


80744 




Strand 






Start 


6904 




End 


14214 




Name 


OJ991103 16.0308.C14 


. o2. ts 


Method 


TBLASTX : Soybean 




Start 


10489 




End 


13956 




GI 


none 




Score 


87 




Exons 


10489. . 10623, 10493. 


.10603, 


10699. . 107 94, 10700. . 1078 9, 






13411. . 13485, 13501. 


.13629, 


13663. .13782, 13885.. 13956 



38965 





Seq. No. 


39165 


Seq. ID 


OJ991103_16.0308.C14 




Gene No . 


80744 


Strand 






Start 


6904 


End 


14214 




Name 


OJ991103 16.0308.C14.o3.np 


Method 


AAT/NAP 




btart 


10492 


End 


14214 




GI 


1353193 


Score 


656 




Exons 


10492. .10788, 13411. .14214 








GI Descrip. 


O-METHYLTRANSFERASE ZRP4 (OMT) gi | 542186 | pir | UQ2268 






O-methyltransf erase (EC 2.1 


.1.-) - maize gi|404070 (L14063) 






O-methyltransf erase [Zea mays] 






Seq. No. 


39166 


Seq. ID 


OJ991103_16.0308.C15 




Gene No. 


80745 


Strand 


+ 




Of v4- 

b tar t 


852 


End 


1387 




Name 


OJ991103 16.0308.C15.ol.np 


Method 


AAT/NAP 




Start 


852 


End 


1387 




GI 


7228450 


Score 


118 




Exons 


852. .937, 1050. .1187, 1279. 


.1387 






GI Descrip. 


(AP001366) hypothetical protein [Oryza 


sativa] 




Seq. No. 


39166 


Seq. ID 


OJ991103_16.0308.C15 




Gene No. 


80745 


Strand 


+ 




Start 


852 


End 


1387 


- — 


Name 


OJ991103 16.0308.C15.ol.gs 


Method 


GENSCAN 




Start 


1098 • 


End 


1292 


ru 


GI 


none 


Score 


.51 




Exons 


1098. .1292 






j ; I 


oeq. iNo. 


39167 


Seq. ID 


OJ991013_07.0317.C1 




oene ino . 


80746 


Strand 




£ y 


otart 


1 


End 


5956 


3 


Name 


OJ991013 07.0317.Cl.ol.np 


Method 


AAT/NAP 


? ™ 


Start 


1 


End 


3643 


^ tc? 




7485534 


Score 


143 


L 7 


Exons 


1..100, 971. .1078, 2171. .2257, 2328. .2458, 3586. .3643 




GI Descrip. 


■hypothetical .protein F16A16 


.200 - Arabidopsis thaliana 






(fragment) gi | 4218129 | emb | CAA22 983 . 1 | 


(AL035353) hypothetic 






protein [Arabidopsis thaliana] gi | 7269724 | emb | CAB8 1457 . 1 | 






(AL161573) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


39167 


Seq. ID 


OJ991013_07.0317.C1 




Gene No. 


80746 


Strand 






otart 


1 


End 


5956 




Name 


OJ991013 07.0317.Cl.ol.gs 


Method 


GENSCAN 




Start 


160 


End 


5956 




GI 


none 


Score 


.52 




Exons 


160. .272, 293. .420, 942. .1078, 2171. .2257, 2328. .2540, 






3794.. 3823, 5882.. 5956 








Seq. No.' 


39168 


Seq. ID 


OJ991013_07.0317.C4 




Gene No. 


80747 


Strand 






Start 


1 


End 


736 




Name 


OJ991013 07.0317.C4.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


736 




GI 


6815052 


Score 


292 




Exons 


1..35, 202. .307, 604. .736 







38966 



\J J- L-/ V—* *J -i. X M • 


(AP001080) hypothetical protein [Oryza 


caf i va 1 

O 1 — -I- V CL J 




Seq. No. 


39169 


Seq. ID 


OJ991013 


07 


Gene No. 


80748 


Strand 






Start 


1 


End 


766 




Name 


OJ991013 07.0317.C7.ol.np 


Method 


AAT /NAP 




Start 


1 


End 


766 




GI 


6907086 


Score 


638 




p von <5 


1..431, 489. .766 








GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sat i va ] 




Seq. No. 


39169 


Seq. ID 


OJ991013_ 


_07 


Gene No. 


80748 


Strand 






Start 


1 


End 


766 




Name 


OJ991013 07.0317.C7.ol.gs 


Method 


GENSCAN 

\J J—J J.N U WilLi 




Start 


506 


End 


613 




GI 


none 


Score 


. 91 




Pyrin s 


506. .613 








Seq. No. 


39170 


Seq. ID 


OJ991013 


07 


Gene No. 


80749 


Strand 


+ 




Start 


1040 


End 


1532 




Name 


OJ991013 07.0317.C8.ol.np 


Method 


AAT /NAP 




Start 


1040 


End 


1532 




GI 


7339719 


Score 


93 




Fx on 


1040. . 1143, 1402. . 1532 








J- 1_/ w O J_ J_ • 


(AP001539) hypothetical protein [Oryza 


Ju LX V CI J 




Sea No. 


39171 


Seq. ID 


OJ991013 

v_/ _y _/ J_ \J ± <^J 


07 


Gene No. 


80750 


Strand 






Start 


2444 


End 


3886 




Name 


OJ991013 07 .0317.C9.ol.np 


Method 


AAT /NAP 




Start 


2444 


End 


3886 




GI 


6907088 


Score 


1081 




Exons 


2444. .2581, 2757. .2994, 34 


89. .3886 






GI Descrip. 


(AP001129) hypothetical protein [Oryza 


t* "i va 1 




Seq. No. 


39171 ' 


Seq. ID 


OJ991013_ 


_07 


Gene No. 


80751 


Strand 






Start 


572 


End 


3692 




Name 


OJ991013 07.0317.C9.ol.gs 


Method 


V_J XmJ LN kJ \^OLi 




Start 


572 


End 


3692 




GI 


none 


Score 


. 78 




Exons 


572.. 779, 2896.. 2971, 3620 


. .3692 






Sea No 


39171 


Seq. ID 


\JU Z> Zf _L U X J 


07 


Gene No . 


80751 


Strand 






Start 


..572 


End 


3692 




Name 


OJ991013 07.0317.C9.ol.gp 


Method 


AAT /GAP 




Start 


1601 


End 


2125 




GI 


38782 1.R1084 


Score 


810 




Exons 


1601. .2125 








GI Descrip. 


, 6069643/dbj | AP000616 . 1 | AP000616 0.0e+00 Oryza sat. 




DNA, chromosome 6, clone : P0514G12 1 






Seq. No. 


39172 


Seq. ID 


OJ991013_ 


_07 


Gene No. 


80752 


Strand 


+ 





38967 






Start 


8389 End 


11973 




Name 


OJ991013 07.0317.C10.o3.np Method 


AAT/NAP 




Start 


7637 End 


8901 




GI 


6907086 Score 


720 




Exons 


7637. .7772, 7830. .8091, 8318. .8365, 8489. .8658, 8710. .8901 




GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 




Seq . * No . 


39172 Seq. ID 


OJ991013_07. 0317. C10 




Gene No. 


80752 Strand 


+ 




Start 


8389 End 


11973 




Name 


OJ991013 07.0317.C10.o2.gs Method 


GENSCAN 




Start 


8389 End 


11973 




GI 


none Score 


.43 




Exons 


8389. .8444, 9447. .9538, 10069 .. 10195 , 


10836. . 10913, 






11095. .11167, 11267. .11356, 11603 .. 11797, 11887.. 11973 




Seq. No. 


39172 Seq. ID 


OJ991013_07. 0317. C10 




Gene No. 


80752 Strand 


+ 




Start 


8389 End 


11973 




Name 


OJ991013 07.0317.C10.o6.np Method 


AAT/NAP 




Start 


11181 End 


11656 




GI 


5042454 Score 


235 




R von q 


11181. . 11356, 11603.. 11656 






GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 


f fl 


Seq. No. 


39172 Seq. ID 


OJ991013_07. 0317. C10 


Is 


Gene No. 


80753 Strand 


+ 




Start 


12634 End 


13227 




Name 


OJ991013 07.0317.C10.o3.gs Method 


GENSCAN 




Start 


12634 End 


13227 




GI 


none Score 


.9 




Exons 


12634. . 13227 




~ 


Seq. No. 


39172 Seq. ID 


OJ991013_07. 0317. C10 


'-. . H 


Gene No . 


80754 Strand 


+ 




Start 


13701 End 


13761 




Name 


OJ991013 07.0317.C10.o3.gp Method 


AAT/GAP 


\J 


Start 


13701 End - 


13761 


% =5 


GI 


LIB34 77-003-P1-K1-E9 Score 


69 


1 3 


Exons 


13701. . 13761 






GI Descrip . 


'24 9858 6/sp|Q4 0638 IMPOl ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN 






S 1 PRECURSOR (ORY S I) >gi 1173557 (U31771) Ory s 1 [Oryza 






sativa] 1 






Sea. No 


39172 Seq. ID 


OJ991013JD7. 0317. C10 




Gene No . 


80755 Strand 


+ 




Start 


31269 End 


31472 




Name 


OJ991013 07.0317.C10.o5.gp Method 


AAT/GAP 




Start 


31269 .End 


31472 




GI 


uC-osf lcypl4 9h08al Score 


329 




Exons 


31269. . 31472 






GI Descrip. 


, 4582430/gb|AAD24816.1|AC007196 2 1 . Oe- 


-26 (AC007196) 






nonsense-mediated mRNA decay protein [Arabidopsis thaliana] 1 




Seq. No. 


39172 Seq". ID 


OJ991013_07. 0317. C10 




Gene No. 


80756 Strand 






Start 


127 End 


7308 



38968 



Name 


OJ991013 07.0317.C10.ol.np 


Method 


AAT/NAP 






Start 


127 


End 


7016 






GI 


5257279 


Score 


3570 






R von ^ 


127. .351, 1079. .1675, 1790. 


.1952, 2169 


..4238, 4284. .4996, 




6977. .7016 










GI DescriD 


(AP000364) Similar to Transposon MAGGY 


gag and pol gene 






homologues. (L35053) [Oryza 


sativa] 








O ™ ^ • LNU i 


39172 


Seq. ID 




U / . U J JL / 




Gene No. 


80756 


Strand 








Start 


127 


End 


1 ^ HP 
/ jUo 






Naine 


OJ991013 07.0317.C10.o2.np 


Method 


7\ 7\ T /MAD 






Start 


5736 


End 


6517 






0,7 


6002794 


Score 


1225 








5736. .6517 










GT np^rri n 


(AF149813) unknown [Oryza sativa] 








Qda Ma 


39172 


Seq. ID 


OJ991013 


_07.0317 


.C10 


Gene No . 


80756 


Strand 








Start 


127 


End 


7308 






Name 


OJ991013 07.0317.C10.ol.gp 


Method 


AAT/GAP 






Start 


6814 


End 


7308 






GI 


38782 1.R1084 


Score 


820 








6814. .7308 










GT Dp^rr i n 

JL L> ^ O Vw J- -L. • 


'6069643/dbj | AP000616 . 1 | AP000616 0.0e+00 Oryza 


sativa genomic 




DNA, chromosome 6, clone : P0514G12 1 








Qpn No 


39172 


Seq. ID 


OJ991013 


JD7 .0317 


.C10 


Gene No. 


80757 


Strand 








Start 


9215 


End 


9967 






Name 


OJ991013 07.0317.C10.o4.np 


Method 


AAT/NAP 






Start 


9215 


End 


9967 






GI 


4680183 


Score 


155 






F.XOTi ^ 


9215. .9290, 9897. .9967 










GT Dp^pti d 


(AF111709) gag-pol protein 


[Oryza sativa subsp. 


indica] 




Qf=»rr No 


39172 


Seq. ID 


OJ991013_ 


_07.0317 


.C10 


Gene No. 


80758 


Strand 








Start 


10761 


End 


10888 






Name 


OJ991013 07.0317.C10.o5.np 


Method 


AAT/NAP 






Start 


10761 


End 


10888 






GI 


7523512 


Score 


122 






i—j *\ \.s 1 1 o 


10761. .10888 










GI De^rriD 


(AP001633) hypothetical protein [Oryza 


sativa] 






Sea No 


39172 


Seq. ID 


OJ991013_ 


_07.0317 


.C10 


Gpnp No 


80759 


Strand 








Start 


13964 


End 


20077 






Name 


OJ991013 07.0317.C10.o4.gs 


Method 


GENSCAN 






Start 


13964 


End 


20077 






GI 


none 


Score 


. 67 






Exons 


13964. .14037, 14 161 . . 14299, 


14408. .14524, 14582 


. .14651, 






157 93. .15862, 16074. .16236, 


16356. .16388, 16704 


. .17357, 






17584. .17708, 18 120 .. 184 01 , 


18448. .18482, 19430 


. .19666, 






19962. .20077 










Seq. No. 


39172 


Seq. ID 


OJ991013_ 


_07.0317< 


.C10 



38969 



Gene No. 80760 

Start 23490 

Name OJ991013_07 . 0317 . CIO . o5 . gs 

Start 23490 

GI none 

Exons 23490. .23532, 24253 .. 244 64 , 
25709.. 25768 



Strand 
End 

Method 

End 

Score 



25888 
GENSCAN 
25768 
.8 



24689. .24907, 25001 25153, 



Seq. No. 


39172 


Seq. ID 


OJ991013_07. 0317. C10 


Gene No. 


80760 


Strand 




Start 


23490 


End 


25888 


Name 


OJ991013 07.0317.C10.o4.gp 


Method 


AAT/GAP 


Start 


23869 


End 


25888 


GI 


16449 1.R1084 


Score 


2751 


Exons 


23869. .24907, 25001 .. 25242 , 


25709. .258 


88 


GI Descrip. 


, 2894599/emb|CAA17133. 1 1 1. 


Oe-43 (AL02 


1889) putative protein 



[Arabidopsis thaliana] 1 



Seq. No. 39172 Seq. ID 

Gene No. 80760 Strand 

Start 23490 End 25888 

Name OJ991013_07 . 0317 . C10 . o7 . np Method AAT/NAP 

Start 24449 End 25193 

GI 6714272 . Score 482 

Exons 24449. .24907, 25001 .. 25193 
GI Descrip. (AC017118) F6N18.8 [Arabidopsis thaliana] 



OJ991013 07. 0317. C10 



Seq. No. 39172 

Gene No. 80761 

Start 28462 

Name OJ991013_07 . 0317 . C10 . o5 . tw 

Start 714 

GI none 

Exons 714.. 1046, 735.. 884, 778.. 1047 



Seq. ID OJ991013_07. 0317. C10 
Strand 

End 31825 

Method TBLASTX : Wheat 

End 1047 

Score 104 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39172 

80761 

28462 

OJ991013_ 

729 

none 

729. .887 



07.0317.C10.ol0.tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991013_07. 0317. C10 

31825 " * 
TBLASTX: Maize 
887 
193 



Seq. No. 39172 Seq. ID 

Gene No. 80761 Strand 

Start 28462 End 

Name OJ991013_07 . 0317 . C10 . ol . tm Method 

Start 897 End 

GI none Score 
Exons 



OJ991013_07. 0317. C10 
31825 

TBLASTX: Maize 

1494 

69 



897. .992, 897. .1334, 907. .1116, 1065. .1334, 1192. .1335, 
1269. .1490, 1339. .1485, 1341. .1493, 1342. .1494 



Seq. No. 39172 Seq. ID 

Gene No. 80761 Strand 

Start 28462 End 

Name OJ991013_07 . 0317 . C10 . ol . tw Method 

Start 1047 End 



OJ991013_07. 0317. C10 
31825 

TBLASTX: Wheat 
1673 



38970 



%=3 

In 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



none 

1047. . 1673, 



Score 246 



1189. .1617 



39172 
80761 
28462 

OJ991013_07. 0317. CIO. o4.tm 

1542 

none 

1542. .1832, 1546. .1821 



39172 
80761 
28462 

OJ991013_07. 

1632 

none 

1632. . 1760, 



39172 
80761 
28462 

OJ991013_07, 

1656 

none 

1656. .1799, 

39172 
80761 
28462 

OJ991013_07. 

1680 

none 

1680. .2204, 

39172 
80761 
28462 

OJ991013_07. 

2240 

none 

2240. .2599, 

39172 
80761 
28462 

OJ991013_07. 
2247 - 
none 

2247. .2672, 

39172 
80761 
28462 

OJ991013_07. 

2421 

none 



0317. C10. o2.ts 



1632.. 1880, 1633. 



0317. C10. o2.tc 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.1887 

Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991013_07. 0317. C10 
31825 

TBLASTX: Maize 

1832 

230 



OJ991013_07. 0317. C10 
31825 

TBLASTX: Soybean 

1887 

67 



OJ991013JD7. 0317. C10 
31825 

TBLASTX: Cress 

1973 

101 



1672. .1797, 1800. .1973, 1854. .1952 



0317. C10. o3.tw 
1684. .2052 

0317 .C10. o2.tm 
2247. .2600, 2248, 

0317. C10. o2.tw 
2248. .2673 

0317. C10. oS.ts 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.2598 

Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991013_07. 0317. C10 
31825 

TBLASTX: Wheat 

2204 

266 



OJ991013_07. 0317. C10 
31825 

TBLASTX: Maize 

2600 

234 



OJ991013_07. 0317. C10 
31825 

TBLASTX: Wheat 

2673 

294 



OJ991013_07. 0317. C10 
31825 

TBLASTX : Soybean 

2666 

213 



38971 




Exons 2421.. 2666 



Seq. No. 


39172 








Seq. ID 


OJ991013 07.0317 


.C10 


Gene No. 


80761 








Strand 






Start 


28462 








End 


31825 




Name 


OJ991013 07 


.0317. 


CIO.06. 


. tm 


Method 


TBLASTX: Maize 




Start 


2607 








End 


2954 




GI 


none 








Score 


65 




Exons 


2607. .2954, 


2752. 


.2886 










Seq. No. 


39172 








Seq. ID 


OJ991013 07.0317 


.C10 


Gene No . 


80761 








Strand 






Start 


28462 








End 


31825 




Name 


OJ991013 07 


.0317. 


C10. 06. 


tw 


Method 


TBLASTX: Wheat 




Start 


2679 








End 


2975 




GI 


none 








Score 


171 




Exons 


2679. .2975, 


2716. 


. 2931 










Seq. No. 


39172 








Seq. ID 


OJ991013_07.0317 


.C10 


Gene No. 


80761 








Strand 






Start 


28462 








End 


31825 




Name 


OJ991013 07 


.0317. 


ClO.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


2688 








End 


3083 




GI 


none 








Score 


141 




Exons 


. 2688 . . 3047, 


2716. 


. 2931, 


2739. 


.3047, 2971. .3066, 3051. .3083, 




3051. .3083 














Seq. No. 


39172 








Seq. ID 


OJ991013_07.0317 


.C10 


Gene No . 


80761 








Strand 






Start 


28462 








End 


31825 




Name 


OJ991013 07 


.0317. 


C10.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


2970 








End 


3437 




GI 


none 








Score 


93 




Exons 


2970. .3437, 


3189. 


.3365, 


3193. 


.3366 






Seq. No. 


39172 








Seq. ID 


OJ991013_07 .0317 


.C10 


Gene No . 


80761 








Strand 






Start 


28462 








End 


31825 




Name 


OJ991013 07 


.0317. 


C10.o4 . 


tw 


Method 


TBLASTX: Wheat 




Start 


3024 ~ 








End 


3507 




GI 


none 








Score 


167 




Exons 


3024. .3506, 


3033. 


.3479, 


3052. 


.3507 






Seq. No. 


39172 








Seq. ID 


OJ991013_07 .0317 


.C10 


Gene No . 


80761 








Strand 






Start 


28462 








End 


31825 




Name 


OJ991013 07 


. 0317 . 


C10.o9. 


tm 


Method 


TBLASTX: Maize 




Start 


3438 ~ 








End 


3635 




GI 


none 








Score 


156 




Exons 


3438. .3635, 


3439. 


.3585 










Seq. No. 


39172 








Seq. ID 


OJ991013_07.0317 


.C10 


Gene No. 


80761 








Strand 






Start 


28462 








End 


31825 




Name 


OJ991013 07 


.0317. 


C10.o7. 


tw 


Method 


TBLASTX: Wheat 




Start 


3648 








End 


4052 




GI 


none 








Score 


84 





38972 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



3648. .3818, 3703. .3822, 3831. .4052, 3898. .4008, 3999. .4052 

OJ991013 07. 0317. C10 



39172 Seq. ID 

80761 Strand 

28462 End 

OJ991013JD7 .0317. C10. 08 . tm Method 

3735 End 

none Score 
3735. .4058 

39172 Seq. ID 

80761 Strand 

28462 End 

OJ991013_07. 0317. C10. o7.tm Method 

4368 End 

none Score 
4368. .4754 

39172 Seq. ID 

80761 Strand 

28462 End 

OJ991013JD7 .0317. C10. o9.tw Method 

4 650 End 

none Score 
4650. .4754, 4824. .5027 

39172 Seq. ID 

80761 Strand 

28462 End 

OJ991013_07 .0317. C10. o4.ts Method 

12930 End 

none Score 
12930. .13127, 12931. .13155 

39172 Seq. ID 

80761 Strand 

28462 End 

OJ991013_07 .0317. C10. oil. tm Method 

12942 End 
none . Score 
12942. .13127, 12991. .13182 

39172 Seq. ID 

80761 Strand 

28462 End 

OJ991013_07. 0317. C10. o3.ts Method 

24440 End 

none Score 



31825 

TBLASTX: Maize 

4058 

200 



OJ991013_07. 0317. C10 
31825 

TBLASTX: Maize 

4754 

226 



OJ991013_07. 0317. C10 
31825 

TBLASTX: Wheat 

5027 

166 



OJ991013_07. 0317. C10 
31825 

TBLASTX : Soybean 

13155 

226 



OJ991013_07. 0317. C10 
31825 

TBLASTX: Maize 

13182 

189 



OJ991013JD7. 0317. C10 
31825 

TBLASTX : Soybean 

25191 

109 



24440. .24505, 24 674 .. 247 60, 247 64 .. 24 913, 24765 24899, 
25114. .25191, 25121. .25189 



39172 
80761 
28462 

OJ991013 _07. 0317. C10. o5 . tm 

24446 

none 



Seq. ID OJ991013_07. 0317. C10 
Strand 

End 31825 

Method TBLASTX : Mai ze 

End 25203 

Score 155 



38973 



Exons 



24446. .24505, 24680 24760, 24 764 .. 24 913, 24 7 65 .. 24 908 , 
24987. .25025, 24998 .. 25024 , 25109 .. 25189, 25114. .25203 



Seq. No. 39172 

Gene No. 80761 

Start 28462 

Name OJ991013_07 . 0317 . CIO . ol . tc 

Start 24680 

GI none 

Exons 24680. .24760, 24758 24 913, 
25109. .25189, 25114.. 25188 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991013 07. 0317. C10 



31825 
TBLASTX; 
25189 
118 



Cress 



24765. .24899, 24 998 .. 25024 , 



Seq. No. 39172 

Gene No. 80761 

Start 28462 

Name OJ991013_07 . 0317 . C10 . 08 . tw 

Start 24782 

GI none 

Exons 24782. .24913, 24786 .. 24899, 
25114 . .25203, 25117 .. 25176, 



Seq. ID 

Strand 

End 

Method 

End 

Score 

24967 

25124 



.24984, 
.25189 



OJ991013_07. 0317. C10 
31825 

TBLASTX: Wheat 

25203 

134 

25002. .25025, 



Seq. No. 39172 

Gene No. 80761 

Start 28462 

Name OJ991013_07 . 0317 . C10 . 08 . np 

Start 27661 

GI 7487780 

Exons 27661. .27697, 31591 .. 31698, 

GI Descrip. hypothetical protein T6K21. 

gi I 28 94 598 | emb | CAA17132.il 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991013 07. 0317. C10 



31825 
AAT/NAP 
31825 
129 

31771.. 31825 
70 - Arabidopsis thaliana 
(AL021889) putative protein 



[Arabidopsis thaliana] gi | 726854 1 | emb | CAB787 91 . 1 | 
putative protein [Arabidopsis thaliana] 



(AL161547) 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



39172 
80761 
28462 

05991 013_07 .0317. C10. o6.gs 

28462 

none 



Seq. ID OJ991013_07. 0317. C10 
Strand 

End 31825 

Method GENSCAN 

End 31698 

Score .56 



28462. .28520, 294 80 29522 , 30938 .. 31004 , 31595.. 31698 



39173 
80762 
1 

OJ991013_07.0317.Cll.ol.gp 
1 

1631820 
1..33, 222. .314 

2894598/emb|CAA17132.1| 1.0e-24 (AL021889) putative protein 
[Arabidopsis thaliana] 



Seq. ID OJ991013_07.0317.C11 
Strand 

End 1629 

Method AAT/GAP 

End 314 

Score 228 



Seq. No. 39173 

Gene No. 80762 

Start 1 

Name OJ9910 13_07 . 0317 . Cll . ol . np 

Start 1 

GI 7487780 



Seq. ID OJ991013_07. 0317. Cll 
Strand 

End 1629 

Method AAT/NAP 

End 1629 

Score 559 



38974 




Exons 1..33, 222.. 651, 1442.. 1629 

GI Descrip. hypothetical protein T6K21.70 - Arabidopsis thaliana 

gi|2894598|emb|CAA17132.1| (AL021889) putative protein 
[Arabidopsis thaliana] gi | 7268541 | emb | CAB78791 . 1 | (AL161547) 
putative protein [Arabidopsis thaliana] 





beg. wo. 


•3Q1 TO 

jyi / J 




beg. iu 


vjuyyiuio u / . UjI / 
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ujyyiuu u / . uoi / 
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Gene No. 


Q fl7 £9 
0 U / bZ 




Strand 








Start 
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End 


1629 






Name 


OJ991013_07.0317.Cll.ol 


.gs 


Method 


GENSCAN 






b tare 


9 9 9 
ZZZ 






100U 






bl 


none 




Score 
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Exons 


999 CCI 1/1/19 1 CCA 
ZZZ..b3l, 144Z..l0bU 
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Gene No. 


q m a 9 
o U / bZ 




Strand 








Start r 
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End 


1629 






Name 


OJ991013_07.0317.Cll.ol 


. ts 


Method 


TBLASTX : Soybean 




ry 


b tar u 


9 9 9 
ZZZ 




End 


636 






bl 


none 




Score 


203 






Exons 


999 9 T 9 9 T 0 /I O /I yl CO 
1 Z , Z / j . . 4 J4 , 40 j 


£ 0 r 

. . DOO, 


454. .636 






r i h 


beg . jno . 


J j! / j 




Seg. ID 


OJ991013_07.0317 


.Cll 




Gene No . 


o u / bZ 




Strand 






L 


Start 


1 




End 


1629 






Name 


OJ991013_07.0317.Cll.ol 


. tc 


Method 


TBLASTX: Cress 






btart 


A "3 0 
ft J J 




End 


1563 




= rib 


bl 


none 




Score 


220 






Exons 


4 Jo. . bo4/ 4ob. . boo, oUy 


. . boo , 


1439. .1555, 1441. .1563, 1441. 


C5 

i Si 


Con VI /-v 

beg . no . 


oyi / 0 




Seg. ID 


OJ991013_07.0317 


.Cll 


£ s 


Gene No . 


oU / bZ 




Strand 








Start 


1 




End 


1629 






Name 


OJ991013_07.0317.Cll.o2 


. ts 


Method . 


TBLASTX : Soybean 






Of 3 yf 


1 4 j y 




End 


1563 






GI 


none 




Score 


144 






Exons 


1439. .1561, 1441. .1563, 


1441. 


.1563 








Seg. No. 


39174 




Seg. ID 


OJ991013_07.0317 


.C12 




Gene No. 


80763 




Strand 








Start 


1493 




End 


6107 






Name 


OJ991013 07.0317.C12.ol 


. gs 


Method 


GENSCAN 






Start 


1493 




End 


6080 






GI 


none 




Score 


. 6 






Exons 


1493. .1506, 4378. .4456, 


588 6. 


.6080 








Seg. No. 


39174 




Seg. ID 


OJ991013_07.0317 


.C12 




Gene No. 


80763 




Strand 







38975 




Start. 


1493 


End 


6107 






Name 


OJ991013 07.0317.C12.ol.np 


Method 


AAT/NAP 






Start 


3485 


End 


6107 






GI 


4539658 


Score 


84 






Exons 


3485.-3562, 5952.. 6107 










GI Descrip. 


(AF061282) serine carboxypeptidase-like 'protein 


[Sorghum 




bicolor] 










Seq. No. 


39174 


Seq. ID 


OJ991013_ 


07 . 0317 


. C12 


Gene No. 


80763 


Strand 








Start 


1493 


End 


6107 






Name 


OJ991013 07.0317.C12.ol.gp 


Method 


AAT/GAP 






Start 


5258 


End 


5388 






GI 


LIB347 5-004 -P1-K2-A5 


Score 


175 






Exons 


5258. .5388 










GI Descrip. 


'5777612/emb|AJ24 5900. 1 IOSA245900 1 . Oe 


-94 Oryza 


sativa 






chromosome 4 BAC q3037-207Fl 


complete 


genome 1 






Seq. No. 


39174 


Seq. ID 


OJ991013 


07 . 0317 


.C12 


Gene No. 


80763 


Strand 








Start 


1493 


End 


6107 






Name 


OJ991013 07.0317.C12.o2.gp 


Method 


AAT/GAP 






Start 


5703 


End 


5826 






GI 


LIB3475-004-P1-K2-A5 


Score 


166 






Exons 


5703. .5826 










GI Descrip. 


' 5777 612/emb|AJ24 5900.1 IOSA245900 l.Oe 


-94 Oryza 


sativa 






chromosome 4 BAC q3037-207Fl 


complete 


genome 1 






Seq. No. 


39175 


Seq. ID 


OJ991013_ 


07 . 0317 


.C13 


Gene No. 


80764 


Strand 


+ 






Start 


1186 


End 


2142 






Name 


OJ991013 07.0317.C13.ol.gs 


Method 


GENS CAN 






Start 


1186 


End 


2142 






GI 


none 


Score 


. 49 






Exons 


1186. .1257, 1513. .2142 










-/Seq. No. 


39175 


Seq. ID 


OJ991013_ 


01 . 0317 


C13 


'Gene No. 


80765 


Strand 


+ 






Start 


5982 


End 


8072 






Name 


OJ991013 07.0317.C13.ol.np 


Method 


AAT/NAP 






Start 


5982 


End 


8072 






GI 


4321762 


Score 


2639 






Exons 


5982. .6122, 6154. .8072 










GI Descrip. 


(AF061107) transcription factor MYC7E 


[Zea mays] 






Seq. No. 


39175 


Seq. ID 


OJ991013_ 


07.0317 


C13 


Gene No. 


80766 


Strand 








Start 


2601 


End 


5210 






Name 


OJ991013 07.0317.C13.o2.gs 


Method 


GENSCAN 






Start 


2601 


End 


5210 








none 


Score 


.77 






Exons 


2601. .2702, 3151. .3222, 4124. 


.4176, 44 


39. . 4553, 


5130. . 5210 


Seq. No. 


39175 


Seq. ID 


OJ991013_ 


07.0317. 


C13 


Gene No. 


80767 


Strand 








Start 


5976 


End 


8063 






Name 


OJ991013 07.0317.C13.ol.ts 


Method 


TBLASTX : Soybean 





38976 




Start 


by / b 








End 


7751 


GI 


none 








Score 


96 


Exons 


by / O. . OU Jo , 


a i c a 
bl b4 


C O ~1 A 

. . 62 f 4 , 


6165 . 


.6281, 6327. .6407, 6464. .6559, 




u4 Dj . . ob4 0 , 


bb bl 


. .6/19, 


/~ C "7 c 

6575 . 


.6676, 6876. .6932, 7020. .7052, 




/uy^ . . / 124 , 


/ o2 6 


i *3 n /i 

. . / Jy4 , 


"I A A "7 

7 4 0 /. 


.7427/ 7530. .7751, 7535. .7669 


Seq. No. 


39175 








Seq. ID 


OJ991013_07.0317.C13 


Gene No. 


80767 








Strand 




Start 


t>9 1 D 








End 


8063 


Name 


ojyyiui J u / 


A O 1 T 
. U31 / 


. C13 . o4 , 


. tm 


Method 


TBLASTX: Maize 


Start 


E A O T 








End 


6235 


GI 


none 








Score 


124 


Exons 


CQQH C AC Q 

oy O / . . DUjO , 


CQQQ 

oyoo 


/T A C A 

. . bUby, 


bl bl . 


.6235, 6162.. 6233 


Seq. No. 


39175 








Seq. ID 


OJ991013_07.0317.C13 


Gene No. 


o a i f "i 

807 67 








Strand 




Start 


C A 1 f 

597 6 








End 


8063 


Name 


OJ991013 07 


.0317 


.C13.ol. 


. tc 


Method 


TBLASTX: Cress 


Start 


5988 








End 


8057 


GI 


none 








Score 


75 


Exons 


c a o o /"noo 

5988 . . 6038 , 


6161 


r o r o 

. . 6262 , 


/"* 1 /"A 

6162 . 


.6278, 6324. .6527, 6464. .6559, 




6561 . .6/19, 


r zl r "5 

6563 


. . 668 o , 


/"OAT 

68 91. 


.6932, 7026. .7061, 7062. .7130, 




"7000 "l/lOO 

7388 . . 7438 , 


H "i O A 

/38 y 


"7 A A "J 

. . 142./, 


"7 C "5 A 

7530 . 


.7751, 7535. .7669, 7815. .8057, 




78 17 . . 8026 












Seq. No. 


39175 ' 








Seq. ID 


OJ991013_07.0317.C13 


Gene No. 


807 67 








Strand 




Start 


5976 








End 


8063 


Name 


OJ991013_07 


.0317 


.C13.ol. 


.tm 


Method 


TBLASTX: Maize 


Start 


/"CIA 

6510 








End 


7408 


GI 


none 








Score 


53 


Exons 


6510 . . 6545, 


/" C C T 

6557 


f f A A 

. . 6694 , 


/~ c c o 

6558 . 


.6716, 6783. .6854, 6888. .6950, 




68 90 . . 6940, 


7019 


. . 7084 , 


7020 . 


.7091, 7070. .7135, 7071. .7130, 




/079 . . 7138 , 


7124 


. . 7336, 


7133 . 


.7408, 7209. .7406 


Seq. No. 


39175 








Seq. ID 


OJ991013_07.0317.C13 


Gene No. 


80767 








Strand 




Start 


by / 6 








End 


8063 


Name 


/-\ -t A A 1 A 1 O A "7 

OJ991013 07 


. 0317 


. C13 . o3 . 


. tm 


Method 


TBLASTX: Maize 


Start 


1 C O A 

/b30 








End 


7721 


GI 


none 








Score 


63 


Exons 


/b 30 . .7565, 


7535 


. . 7561 , 


1 C A 

7569 . 


.7721, 7571. .7660 


Seq. No. 


39175 








Seq. ID 


OJ991013_07.0317.C13 


Gene No. 


80767 








Strand 




Start 


C A 1 C 

5976 








End 


8063 


Name 


OJ991013_07 


.0317 


.C13.o2, 


, tm 


Method 


TBLASTX: Maize 


Start 


78 06 








End 


8063 


GI 


none 








Score 


404 


Exons 


T O A /" OA/**"") 

7806 . . 80 63, 


7808 


. .8062, 


7935 . 


.8063 




Seq. No. 


39175 








Seq. ID 


OJ991013_07.0317.C13 


Gene No. 


80767 








Strand 




Start 


5976 . 








End 


8063 


Name 


OJ991013 07 


.0317 


.C13.o2. 


. ts 


Method 


TBLASTX: Soybean 


Start 


7815 








End 


8051 


GI 


none 








Score 


255 



38977 



Exons 7815.. 8051, 7817.. 8032 

Seq. No. 39176 

Gene No. 80768 

Start 4 6 

Name OJ991013_07 . 0317 . C14 . ol . gs 

Start 46 

GI none 
Exons 



Seq. ID OJ991013_07.0317.C14 
Strand 

End 16086 

Method GENSCAN 

End 16086 

Score . 9 

2358, 2828.. 3017, 



46. .335, 1909. .1987, 2007. .2153, 2290 
3304. .3428, 3926. .4387, 4468. .4811, 5172. .5517, 5603. .6052, 
6871. .7162, 7282. .7626, 7722. .7945, 8183. .8674, 8775. .9167, 
9712. .9852, 9956. .10318, 10605 .. 12794 , 134 09 . . 1347 1 , 
13545. .13646, 13783 .. 14 138 , 14437 .. 14 524 , 14 628 14861, 
15619. .16086 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39176 
80768 
46 

OJ991013_07.0317.C14 .ol.tm 
1927 
none 
1927, 
2282. 
2825. 
3920. 
4149. 



,2160, 1927*. .2151, 1931. 

,2359, 2287. .2382, 2288. 

,2953, 2827.. 2952, 3303. 

.4096, 3924. .4049, 4043. 

.4391, 4465. .4668, 4466. 



39176 
80768 
46 

OJ991013_07.0317.C14 .o5.ts 

1981 

none 

1981. .2061, 2022. .2063, 2053. 
2101.. 2160, 2282.. 2365, 2305. 
2828. .2950 



Seq. ID OJ991013_07.0317.C14 
Strand 

End 16086 

Method TBLASTX : Mai ze 

End 4669 

Score 280 
.2206, 1935. .2153, 2003. .2158, 
.2359, 2305. .2364, 2825. .2950, 
.3431, 3307. .3429, 3309. .3437, 
.4390, 4044. .4388, 4055. .4405, 
.4669 

Seq. ID OJ991013_07.0317.C14 
Strand 

End 16086 

Method TBLASTX : Soybean 

End 2953 

Score 42 

.2106, 2053. .2112, 2097. .2201, 
.2364, 2814. .2915, 2825. .2953, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



39176 
80768 
46 

OJ991013_07.0317.C14 .ol.np 

2007 

7485402 

2007. .2153, 2290. .2392, 2814, 
4468.. 4811, 5214.. 5517, 5603. 



Seq. ID OJ991013_07.0317.C14 
Strand 

End 16086 
Method AAT/NAP 
End 16026 . 

Score 8331 

,2951, 3304. .3428, 3926. .4387, 
,6052, 6871.. 7162, 7282.. 7626, 
,9167, 9712.. 9852, 9956.. 10318, 



7722. .7945, 8183. .8674, 8775 
10605. .12794, 13545 .. 1364 6, 13930 .. 14138, 14 4 37 .. 14 524 , 
14628. .14861, 15619.. 16026 

hypothetical protein F12C20.7 - Arabidopsis thaliana 
gi|3426038|gb|AAC32237.1| (AC005168) unknown protein 
[Arabidopsis thaliana] 



39176 Seq. ID 

80768 Strand 

4 6 End 

OJ991013_07 .0317.C14 .o4 . tc Method 

3303 End 



OJ991013_07.0317.C14 
16086 

TBLASTX: Cress 
4168 



38978 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 

3303. .3431, 3304. 
3936. .4037, 4097. 

39176 
80768 
46 

OJ991013JD7.0317. 
3310 
none 

3310.. 3429, 3312 
4074. .4166 



Score 173 
.3432, 3317.. 3436, 3327.. 3431, 3920.. 4036, 
,4168, 4101. .4166 

Seq. ID OJ991013_07.0317.C14 
Strand 

End 16086 

.C14.o4.ts Method TBLASTX : Soybean 

End 4166 

Score 158 
..3431, 3920. .4060, 3924. .4061, 4073. .4165, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39176 
80768 
46 

OJ991013_07.0317 
3382 
2428708 

3382.. 3428, 3926 
3426038 2.0e-48 
thaliana] 

39176 
80768 
46 

OJ991013_07.0317. 

4167 

none 

4167. .4388, 4169, 
4466. .4789, 4467, 
5173. .5391, 5195, 

39176 
80768 
46 

OJ991013__07.0317. 

4543 • 

none 

4543. .4842, 4544. 

39176 
80768 
46 

OJ991013_07.0317. 

5242 

none 

5242. .5523, 5243. 



Seq. ID OJ991013_07.0317.C14 
Strand 

End 16086 

.C14.ol.gp Method AAT/GAP 

End 4325 

Score 8 65 

. .4325 

(AC005168) unknown protein [Arabidopsis 



C14.ol.ts 



.4405, 4169, 
.4811, 4762, 
.5392 



C14 .o2.tc 
.4828, 5165. 

C14 .o3.tc 
.5518 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4390, 4170 
.4842, 4777 



OJ991013 07.0317.C14 



16086 

TBLASTX : Soybean 
5392 
75 

4391, 4465. .4782, 
4821, 5165.. 5392, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991013_07.0317.C14 
16086 

TBLASTX: Cress 

8906 

320 



.5239, 5173. .5241, 8793. .8906 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991013__07.0317.C14 
16086 

TBLASTX: Cress 

5523 

188 



Seq. No. 39176 

Gene No. 80768 

Start 46 

Name OJ991013_07 . 0317 , 

Start 5287 

GI none 

Exons 5287.. 5523, 5288. 



C14 .o3. tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991013_07.0317.C14 
16086 

TBLASTX: Maize 

5645 

263 



.5518, 5461. .5526, 5604. .5645, 5607. .5645 



38979 




Seq. No. 39176 

Gene No. 80768 

Start 46 

Name ■ OJ991013_07 . 0317 . C14 . o3 

Start 5882 

GI none 

Exons 5882.. 6055, 5898.. 6053, 
7016. .7162, 7279. .7368, 

Seq. No. 39176 

Gene No. 80768 

Start 46 

Name OJ991013J37 . 0317 . C14 . o4 

Start 7000 

GI none 

Exons 7000.. 7161, 7001.. 7162, 




Seq. ID OJ991013_07.0317.C14 
Strand 

End 16086 

.ts Method TBLASTX : Soybean 

End 7376 

Score 122 
6865. .7008, 6866. .7000, 7006. .7161, 
7281. .7376 

Seq. ID OJ991013_07.0317.C14 
Strand 

End 16086 

.tm Method TBLASTX: Maize 

End 7315 

Score 208 
7005.. 7163, 7280.. 7315 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start ' 
GI 

Exons 



39176 
80768 
46 

OJ991013_07.0317.C14.o2.ts 
11766 
none 

11766. .11990, 11766. .11993, 117 67 .. 11994. 



Seq. ID OJ991013_07.0317.C14 
Strand 
End 

Method 
End 
Score 



16086 

TBLASTX : Soybean 
11994 
196 



39176 
80768 
46 

OJ991013_07.0317.C14.o2.tm 

12103 

none 

12103. .12237, 12103. .12423, 
12471. .12536, 124 84 .. 12534 , 



Seq. ID 
Strand 
End 

Method 
End 
Score 

12110 

12492 



OJ991013 07.0317.C14 



16086 

TBLASTX: Maize 
12536 
175 

12256, 12304. .12423, 
12536 



Seq. No. 39176 

Gene No. 80768 

Start 4 6 

Name OJ991013_07 . 0317 . C14 . ol . tc 

Start 12327 

GI none 

Exons 12327. .12422, 12328 .. 12423, 
12489. . 12704, 12524 .. 12715, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

12480 

12717 



OJ991013 07.0317.C14 



1608-6 

TBLASTX :6r ess 
12803 
66 

12704, 12484. .12672, 
12803, 12726.. 12797 



Seq. No. 39177 

Gene No. 80769 

Start 2609 

Name OJ991013_07 . 0317 . C15 . ol . gs 

Start 2609 

GI none 
Exons 



Seq. ID 
Strand 
End 

Method 
End 
Score 

2609. .2809, 2855. .3114, 3169. .3400, 5424. .5760, 5890. .5961, 
7607. .7680 



OJ991013_07.0317.C15 
+ 

7680 
GENS CAN 
7680 
.46 



Seq. No. 39177 Seq. ID OJ991013_07 . 0317 . C15 

Gene No. 80770 Strand + 

Start 11120 End 23618 

Name OJ991013_07 . 0317 . C15 . o3 . gs Method GENSCAN 

Start 11120 End 16957 



38980 



GI 

Exons 



none Score .79 

11120. .11140, 13737. .13892, 14229 .. 14287 , 14389 14589, 

14779. .14908, 14 937 . . 1504 1 , 15074 .. 15748 , 15851. .16957 



Seq. No. 39177 Seq. ID OJ991013_07 . 0317 . C15 

Gene No. 80770 Strand + 

Start 11120 End 23618 

Name OJ991013_07 . 0317 . C15 . ol . gp Method AAT/GAP 

Start 11596 End 11897 

GI 61605_3.R1084 Score 390 

Exons 11596.. 11897 

GI Descrip. 1 1402920/emb | CAA66965 | 2.0e-20 (X98321) peroxidase [Arabidopsis 
thaliana] 1 



Seq. No. 39177 

Gene No. 80770 

Start 11120 

Name OJ991013_07 . 0317 . C15 . o3 . np 

Start 14324 

GI 5922631 

Exons 14324 . .14448, 
16054. .16205, 

GI Descrip. 



14707, 
16332, 



Seq. ID 

Strand 

End 

Method 
End 
Score 
15210 
20124 



15394, 
20448, 



OJ991013_ 
+ 

23618 
AAT/NAP 
23582 
6625 

15440, 
21055. 



07.0317.C15 



14951, 
16933, 

(AP000492) ESTs C26347 (C1214 5 ) , AU078074 (C12145) 
region of the predicted gene.; similar to prpol; 



.16011, 
.23582 
correspond 
Zea mays 



to a 



retrotransposon Cinful-1. (AF049110) [Oryza sativa] 
gi I 6016864 | dbj |BAA85207.1| (AP000570) ESTs 

C26347 (C12145) , AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 
Cinful-1. (AF049110) [Oryza sativ 



r =3 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39177 Seq. ID 

80770 Strand 

11120 End 
OJ991013_07 . 0317 . C15 . o2 . gp Method 

16895 End 

61605_3.R1084 Score 
16895 ...17196 

f 1402920/emb|CAA66965| 2 . Oe-20 (X98321). peroxidase 
thaliana] 1 



OJ991013_07.0317.C15 
+ 

23618 
AAT/GAP 
17196 
438 



[Arabidopsis 



39177 Seq. ID 

80770 Strand 

11120 End 
OJ991013_07.0317.C15.o5.gs Method 

20520 End 

none Score 
20520. .23618 



OJ991013_07.0317.C15 
+ 

23618 
GENS CAN 
23618 
.65 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



39177 
80771 
4237 

OJ991013_07.0317.C15.o2.np 

4237 

6907086 



Seq. ID OJ991013_07.0317.C15 



Strand 
End 

Method 

End 

Score 



6042 
AAT/NAP 
6042 
1544 



4237.. 4556, 4672.. 4794, 5039.. 5209, 5267.. 6042 
(AP001129) hypothetical protein [Oryza sativa] 



38981 




Seq. No. 


39177 






Seq. ID 


OJ991013_07.0317. 


C15 


Gene No. 


80772 






Strand 






Start 


8080 






End 


10037 




Name 


OJ991013 07.0317.C15, 


. o2.gs 


Method 


GEN SCAN 




Start 


8080 






End 


10037 




GI 


none 






Score 


.65 




Exons 


8080. . 


8096, 8555.. 8638, 9628 


..9810, 9830.. 10037 




Seq. No. 


39177 






Seq. ID 


OJ991013_07.0317. 


CIO 


Gene No. 


80773 






Strand 






Start 


17719 






End 


18151 




Name 


OJ991013 07.0317.C15, 


,o3.gp 


Method 


AAT/GAP 




Start 


17719 






End 


18151 




GI 


2428185 




Score 


718 




Exons 


17719. 


, .18151 










GI Descrip. 


5852170/emb|AL117265, 


.1IOST17804 l.Oe-: 


L77 Oryza sativa 






indica (GLA4 ) genomic 


DNA, chromosome < 


3, BAC clone :tl7804 


Seq. No. 


39177 






Seq. ID 


OJ991013_07.0317. 


C15 


Gene No. 


80774 






Strand 






Start 


18853 






End 


19358 




Name 


OJ991013 07.0317.C15. 


. o4 . gs 


Method 


GENSCAN 




Start 


18853 






. End 


19358 




GI 


none 






Score 


.44 




Exons 


18853. 


.19125, 1930S.. 


.19358 








Seq. No. 


39177 






Seq. ID 


OJ991013_07.0317. 


C15 


Gene No. 


80775 






Strand 






Start 


23948 






End 


26860 




Name 


OJ991013 07.0317.C15. 


.06. tw 


Method 


TBLASTX: Wheat 




Start 


15616 






End 


16018 




GI 


none 






Score 


279 




Exons 


15616. 


.15885, 15617.. 


.16018 








Seq. No. 


39177 






Seq. ID 


O.J991013_07.0317. 


C15 


Gene No. 


80775 






Strand 






btart 


23948 






■ End 


26860 




Name 


OJ991013 07.0317.C15. 


. o7 . tw 


Method 


TBLASTX: Wheat 




Start 


16649 






End 


20198 




hi 


none 






Score 


270 




Exons 


16649. 


.16933, 16649., 


,16924, 


16696. .16929, 20121.. 20198 




Seq. No. 


39177 






Seq. ID 


OJ991013_07.0317. 


C15 


Gene No. 


80775 






Strand 






Start 


23948 






End 


26860 




Name 


• OJ991013 07.0317.C15, 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


20466 






End 


20921 




GI 


none 






Score 


474 




Exons 


20466. 


.20921, 20486.. 


,20920 








o e q . in o . 


39177 






Seq. ID 


OJ991013_07.0317. 


C15 


Gene No. 


80775 






Strand 






Start 


23948 






End 


26860 




Name 


OJ991013 07.0317.C15. 


, o3 . ts 


Method 


TBLASTX: Soybean 




Start 


20505 






End 


20870 




GI 


none 






Score 


134 




Exons 


20505. 


.20729, 20736.. 


,20870 









38982 



Seq. No. 39177 

Gene No. 80775 

Start 23948 

Name OJ991013JD7 . 0317 . C15 . o3 . tm 

Start 20595 

GI none 

Exons 20595. .20951, 20636.. 20941 



Seq. ID OJ991013_07.0317.C15 
Strand 

End 26860 

Method TBLASTX : Maize 

End 20951 

Score 359 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39177 
80775 
23948 

OJ991013_07.0317.C15.o3.tw 
21036 
none 

21036. .21455, 21039. . 21386, 21080.. 21460 



Seq. ID OJ991013_07.0317.C15 
Strand 

26860 

TBLASTX: Wheat 
21460 
432 



End 

Method 

End 

Score 



39177 
80775 
23948 

OJ991013_07.0317.C15.ol.ts 
21114 
none 

21114. .21515, 21126. .21275, 21131. .21481 



Seq. ID OJ991013_07.0317.C15 
Strand 

26860 

TBLASTX : Soybean 
21515 
310 



End 

Method 

End 

Score 



39177 
80775 
23948 

OJ991013_07.0317.C15.o2.tm 

21182 

none 

21182. .21436, 21183 .. 21437 , 



Seq. ID OJ991013_07.0317.C15 
Strand 

End 26860 

Method TBLASTX: Maize 

End 21626 

Score 276 
21459. .21602, 21600.. 21626 



Seq. No. 39177 

Gene No. 80775 

Start 23948 

Name OJ991013_07 . 0317 . C15 . o5 . tw 

Start 21623 

GI none 

Exons 21623. .21850, 21624 .. 2184 8 , 

Seq. No. 39177 

Gene No. 80775 

Start 23948 

Name OJ991013_07 . 0317 . C15 . o2 . ts 

Start 21743 

GI none 

Exons 21743. .21844, 21747 .. 22127 , 



Seq. ID OJ991013_07.0317.C15 
Strand 

End 2 68 60 

Method TBLASTX : Wheat 

End 22031 

Score 242 
21884. .22030, 21885.. 22031 

Seq. ID OJ991013_07.0317.C15 
Strand 

End 26860 

Method TBLASTX : Soybean 

End 22129 

Score 212 
21881. .22129 



Seq. No. 39177 

Gene No. 80775 

Start 23948 

Name OJ991013_07 . 0317 . C15 . 08 . tw 

Start 22032 

GI none 

Exons 22032. .22343, 22037 .. 2217 1 , 



Seq. ID OJ991013_07 . 0317 .CIS 
Strand 

End 26860 

Method TBLASTX : Wheat 

End 22343 

Score 233 
22065. .22310 



38983 



'"-4 



Seq. No. 


39177 






Seq. ID 


OJ991013JD7.0317 


.CIS 


Gene No. 


80775 






Strand 






btart 


23948 






CjLICl 


Z DO OU 




Name 


OJ991013 07.0317.C15 


. ol . tm 


Method 


•POT 7\CTV . Mi i -^rt 

1 rJijAb 1a: Ma 1 z e 




btart 


22484 






hnu 


0 0 q n Q 




bl 


none 






Score 


A "31 
4 Ol 




Exons 


22484 . 


, .22807, 22485. 


ooono 
. ZZovo 








Seq. No. 


39177 






Seq. ID 


OJ991013_07.0317 


.CIS 


Gene No. 


80775 






Strand 






btart 


23948 






End 


26860 




XT _ _ 

Name 


OJ991013 07.0317.C15 


. o4 . tw 


Method 


TBLASTX: Wheat 




btart 


22491 






End 


22877 




bl 


none 






Score 


407 




Exons 


22491. 


.22877, 22535. 


oooni 
. ZZoKJL , 


22686. .22877 




O rt XT rt 

beq.. no. 


39177 






Seq. ID 


OJ991013_07.0317 


.bio 


Gene No. 


80775 






Strand 






Start 


23948 






End 


26860 




Name 


OJ991013 07.0317.C15, 


. o5 . tm 


Method 


TBLASTX: Maize 




Start 


22949 






End 


23222 




bl 


none 






Score 


.99 




Exons 


22949. 


.23056, 22950., 


O "3 n A Q 


23039. .23113, 23043 .. 23126, 






23136. 


.23222 










Seq. No. 


39177 






Seq. ID 


OJ991013J)7.0317 


-CIS 


Gene No. 


80775 






Strand 






O 4- — i -v- 4- 

b cart 


23948 






End 


26860 




Name 


OJ991013 07.0317.C15, 


. oz . tw 


Method 


TBLASTX: Wheat 




btart 


22992 






End 


23606 




bi 


none 






Score 


366 




Exons 


22992. 


.23450, 23012., 


. Z 6 1U JL , 


23153. .23281, 23481.. 23606 




Seq. No. 


39177 






Seq. ID 


OJ991013_07.0317 


. CIS 


Gene No. 


80775 






Strand 






btart 


23948 






End 


26860 




Name 


OJ991013 07.0317.C15. 


. o4 . tm 


Method 


TBLASTX: Maize 




otart 


23304 






End 


23567 




PT 
bl 


none 






Score 


164 




Exons 


23304. 


.23486, 23360.. 


, Z J 4 o D , 


23465. .23566, 23466.. 23567 




O rt rt- M rt 

beq. no. 


39177 






Seq. ID 


OJ991013_07.0317 




Gene No. 


80775 






.Strand 






Start 


23948 






End 


26860 




Name 


OJ991013 07.0317.C15. 


.06. gs 


Method 


GENSCAN 




C 4 l -w- 4- 

otart 


23948 






End 


26423 




bl 


none 






Score 


.89 




Exons 


23948. 


.24231, . 24264 . , 


O / O QQ 


24648.-24837, 24 912 .. 25111 , 






25178. 


.25312, 25400., 


. Zdd Jo, 


25613. .25905, 25992.. 26423 




Capt XT rt 

oeq . lno . 


39177 






Seq. ID 


OJ991013_07.0317 


PI R 


Gene No. 


80775 






Strand 






Start 


23948 






End 


26860 




Name 


OJ991013 07.0317.C15. 


, o4 . np 


Method 


AAT/NAP 




Start 


23951 






End 


26860 




GI 


6691716 




Score 


1951 




Exons 


• 23951. 


.24398, 24472.. 


,24585, 


24735. .24837, 24 912 .. 25099, 





38984 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25178. .25353, 25430 .. 25536, 25613 25795, 26000.. 26860 
(AP0004 92) hypothetical protein [Oryza sativa] 
gi I 6691717 | dbj IBAA89397.il (AP000570) hypothetical protein 
[Oryza sativa] 



39178 Seq. ID 

80776 Strand 

383 End 
OJ991013_07.0317.C16.ol.gs Method 

383 End 

none Score 

383. .585, 591. .624 



OJ991013_07.0317.C16 
624 

GENSCAN 

624 

.55 



39179 
80777 
3669 

OJ991013_07.0317.C17 .o2.gs 

3669 

none 

3669. .3885, 4165. .4266, 5133. 
7910. .8050, 8148. .8224, 8503. 
14507. .15005 



OJ991013_07.0317.C17 
+ 

17904 
GENSCAN 
15005 
. 68 

5848. .6037, 7026. .7154, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.5145, 

.10082, 12660. .12793, 128 91 .. 132 94 , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



39179 Seq.. ID 

80777 Strand 

3669 End 

OJ991013_07.0317.C17.ol.gp Method 

8459 End 

2427953 Score 
84S9..8786 

3880192/emb|CAA96689.1| 3.0e-ll (Z72516) Similarity to Yeast 

nonsense-mdiated mRNA decay protein (SW: NMD3_YEAST) ; cDNA EST 

EMBL:M88908 comes from this gene [Caenorhabditis elegans] 



OJ991013_07.0317.C17 
+ 

17904 
AAT/GAP 
8786 
561 



Seq. No. 39179 Seq. ID 

Gene No. 80777 Strand 

Start 3669 End 

Name OJ991013_07 . 0317 . C17 . ol ..np Method 

Start 8564 End 

GI 4582430 Score 

Exons 8564.. 10105 

GI Descrip. (AC007196) putative nonsense-mediated mRNA decay protein 
[Arabidopsis thaliana] 



OJ991013_07.0317.C17 
+ 

17904 

AAT/NAP "* * 
10105 
1348 



Seq. No. 39179 Seq. ID 

Gene No. 80777 Strand 

Start 3669 End 

Name OJ991013_07 . 0317 . C17 . o2 . gp Method 

Start 9301 End 

GI 2443019 Score 

Exons 9301.. 9636 

GI Descrip. 4 582430/gb | AAD24816 . 1 | AC007 196_2 1.0e-26 (AC007196) 

nonsense-mediated mRNA decay protein [Arabidopsis thaliana] 



OJ991013_07.0317.C17 
+ 

17904 
AAT/GAP 
9636 
660 



Seq. No. 
Gene No. 
Start 



39179 
80777 
3669 



Seq. ID OJ991013_07.0317.C17 
Strand + 
End 17904 



38985 



* 



Name OJ991013_07 . 0317 . C17 . o4 . gp Method AAT/GAP 

Start ' 12692 End 13306 

GI 26513_1.R10;84 Score 821 

Exons 12692. .12793, 12891.. 13306 

GI Descrip. ' 58 6?84 /sp | P38087 | YMC2_YEAST 2.0e-16 MITOCHONDRIAL CARRIER 

?ROTEIN YMC2 PRECURSOR >gi_1078116_pir S48269 mitochondrial 

carrier protein YMC2 precursor - yeast (Saccharomyces 
cerevisiae) >gi_47 6060_emb_CAA55607_ (X78993) YBR0833 
[Saccharomyces cerevisiae] >gi_536390_emb_CAA85059_ (Z35973) 
YBR104w [Saccharomyces cerevisiae] ' 



ORF 



OJ991013_07.0317.C17 
+ 

17904 
AAT/NAP 
17801 
525 



Seq. No. 39179 Seq. ID 

Gene No. 80777 Strand 

Start 3669 End 

Name OJ991013_07 . 0317 . C17 . o2 . np Method 

Start 12903 End 

GI 1085002 Score 

Exons 12903. .13299, 17259.. 17801 

GI Descrip. mitochondrial carrier protein DIF-1 homolog - Caenorhabditis 
elegans gi | 472902 | emb | CAA53721 | (X76115) carrier protein (cl) 
[Caenorhabditis elegans] gi | 829102 | emb | CAA88283 | (Z48240) DIF-1 
[Caenorhabditis elegans] 

Seq. No. 39179 Seq. ID OJ991013_07 . 0317 . C17 

Gene No. 80777- Strand + 

Start 3669 End 17904 

Name OJ991013_07 . 0317 . C17 . o5 . gp Method AAT/GAP 

Start 14689 End 15232 

GI 3760280 Score 952 

Exons 14689. .15232 

GI Descrip. 586784/sp I P38087 | YMC2_YEAST 2.0e-16 MITOCHONDRIAL CARRIER 

PROTEIN YMC2 PRECURSOR >gi_107 8116_pir S48269 mitochondrial 

carrier protein YMC2 precursor - yeast (Saccharomyces 
cerevisiae) >gi_4 7 6060_emb_CAA55607_ (X78993) YBR0833 
[Saccharomyces cerevisiae] >gi_536390_emb_CAA85059__ (Z35973) ORF 
YBR104w [Saccharomyces cerevisiae] 



Seq. No. 


39179 




Seq. ID 


OJ991013_ 


07 


.0317 


.C17 


Gene No. 


80777 




Strand 


+ 








Start 


3669 




End 


17904 








Name 


OJ991013 07.0317.C17 


. o3 . gs 


Method 


GENSCAN 








Start 


16050 




End 


17743 








GI 


none 




Score 


.99 








Exons 


16050. .16441, 17185. 


. 17743 












Seq. No. 


39179 




Seq. ID 


OJ991013 


07 


.0317 


.C17 


Gene No. 


80777 




Strand 


+ 








Start 


3669 




End 


17904 








Name 


OJ991013 07.0317.C17 


.06. gp 


Method 


AAT/GAP 








Start 


16299 




End 


17464 








GI 


2799944 




Score 


737 








Exons 


16299. .16441, 17185. 


. 17464 












Seq. No. 


39179 




Seq. ID 


OJ991013_ 


07 


.0317 


.C17 


Gene No. 


80777 




Strand 


+ 








Start 


3669 




End 


17904 








Name 


OJ991013 07.0317.C17 


.o7.gp 


Method 


AAT/GAP 









38986 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



17509 End 17904 

13026_1.R1084 Score 698 

17509. .17904 

, 5852170/emb|AL117265.1|OST17804 1.0e-177 Oryza sativa 
indica(GLA4) genomic DNA, chromosome 4, BAC clone : tl7804 1 



39179 
80778 
18781 

OJ991013_07.0317.C17.o4.gs 

18781 

none 



Seq. ID OJ991013_07.0317.C17 

Strand + 

End 24171 

Method GENSCAN 

End 24171 

Score . 5 



18781. . 18808, 19746. .19875, 24048. .24171 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991013_ 
+ 

24171 
AAT/NAP 
22246 
1382 



07.0317.C17 



39179 
80778 
18781 

OJ991013_07.0317.C17.o3.np 
19199 
133435 . 
19199. .20034, 22217.. 22246 

DNA- DIRECTED RNA POLYMERASE BETA 1 CHAIN gi | 66983 | pir | | RNRZC1 
DNA-directed RNA polymerase (EC 2.7.7.6) beta'-l chain - rice 
chloroplast gi | 11972 | emb | CAA33987 | (X15901) RNA polymerase beta 1 
subunit-1 [Oryza sativa] gi | 22 6690 | prf | | 1603356Q RNA polymerase 
beta ? -l [Oryza sativa] 



OJ991013_07.0317.C17 
+ 

24171 
AAT/NAP 
21008 
491 



39179 Seq. ID 

80778 Strand 
18781 End 
OJ991013_07 .0317 .C17.o5.np Method 
20730 End 
132804 Score 
20730. .21008 

CHLOROPLAST 50S RIBOSOMAL PROTEIN L23 gi | 71300 | pir | | R5RZ23 
ribosomal protein L23 - rice chloroplast gi | 12031 | emb | CAA33938 | 
(X15901) ribosomal prot.ein L23 [Oryza sativa] 

gi| 12071 |emb|CAA33923 | (X15901) ribosomal protein L23 [Oryza 
sativa] gi | 226652 | prf | | 1603356CC ribosomal protein L23 [Oryza 
sativa] 



39179 Seq. ID 

80778 Strand 
18781 End 
OJ991013_07.0317.C17.o6.np Method 
21030 End 
1213600 Score 
21030. .21420, 22084. .22134 

(X15901) ribosomal protein L2 [Oryza sativa] 

gi|1213602|emb|CAA33928| (X15901) ribosomal protein L2 [Oryza 
sativa] gi I 226679 | prf | | 1603356DG ribosomal protein L2 [Oryza 
sativa] 



OJ991013_07.0317.C17 
+ 

24171 
AAT/NAP 
22134 
717 



39179 Seq. ID 

80779 Strand 

9915 End 

OJ991013_07 . 0317.C17 .o3.gp Method 



OJ991013_07.0317.C17 

10340 
AAT/GAP 



38987 



# # 



O -1 1 -»-4- 

btart 


QQ1 C 




TP n A 

_na 




bl 


none 




Score 


c n o 
D / 3 


Exons 


yyio . . iuj*i u 








Seq. No. 


39179 




Seq. ID 


OJ991013_07.0317.C17 


Gene No. 


80780 




Strand 




O f -a v~ f 


17091 




End 


20297 


Naine 


OJ991013 07.0317.C17 


.ol.ts 


Method 


TBLASTX: Soybean 


btart 


8557 




End 


9667 


C T 


none 




Score 


1098 


Exons 


8557.. 8808, 8588.-9667, 8872 


..9072, 9118. .9267, 9304. .9666 


Seq. No. 


39179 




Seq. ID 


OJ991013_07.0317.C17 


Gene No. 


80780 




Strand 




Cf a v-4- 


17091 




End 


20297 


Name 


OJ991013 07.0317.C17 


. o4 . tc 


Method 


TBLASTX: Cress 


Of -s v~ f 

otan 


8584 




End 


8902 




none 




Score 


253 


Exons 


8584. .8709, 8588. .8812, 8858 


. .8902 




Seq. No. 


39179 




Seq. ID 


OJ991013_07.0317.C17 


Gene No. 


80780 




Strand 




Of -, ~-+- 

btart 


17091 




End* 


20297 


Name 


OJ991013 07.03171C17 


.o2.tc 


Method 


TBLASTX: Cress 


Cf A v-4- 

b tart 


9233 




End 


9856 




none 




Score 


365 


Exons 


9233. .9634, 9256. .94? 


30, 9640 


..9744, 9644. .9745, 9803. .9856 


Seq. No. 


39179 




Seq. ID 


OJ991013_07.0317.C17 


Gene No. 


80780 




Strand 




OtalL 


17091 




End 


20297 


Name 


OJ991013 07.0317.C17 


.o2.tm 


Method 


TBLASTX: Maize 


Of 5 >~f 

b t.ar t, 


9247 




End 


9903 


P T 


none 




Score 


1024 


_xons 


9247. .9843, 9248. .9901, 9566 


..9853, 9571. .9903, 9582. .9902 


o e q . no. 


39179 




Seq. ID 


OJ991013_07.0317.C17 


Gene No . 


80780 




Strand 




Cf v-f 


17091 




End 


20297 


Name 


OJ991013 07.0317.C17 


o4 . tm 


Method 


TBLASTX: Maize 


C f -3 -K-f 


12902 




End 


17737 


GI 


none 




Score 


563 


Exons 


12902. .13294, 12903. 


13295, 


1304 4. .13196, 13203. .132 95, 




14466. . 14834, 14564 . 


14803, 


14 568. .14 684, 14 7 62 .. 14806, 




14846. .14968, 14847. 


14969, 


14 859. .14 999, 1604 7. .164 42, 




16049. .16444, 16191. 


16343, 


17302. .17325, 17303. .17335, 




17374. .17571, 17375.. 


17572, 


17488. .175- 


17, 17584 .. 17703, 




"17585. .17707, 17596.. 


17700, 


17597. . 17737 


oeq . no . 


39179 




Seq. ID 


OJ991013_07.0317.C17 


UCllC LN U . 


80780 




Strand 




Start 


17091 




End 


20297 


Name 


OJ991013 07.0317.C17. 


o5 . ts 


Method 


TBLASTX : Soybean 


Start 


12902 




End 


17743 


GI 


none 




Score 


519 


Exons 


12902. .13294, 12903.. 


13295, 


13031. .13153, 13032. .13154, 




14567. .14608, 14568. . 


14684, 


14568. .14708, 14 568 .. 14 609, 
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1 A C C\ C\ 

14 bUU . . 


IjUIU, 14 DU 1 . 


i cm 1 
. 1DU11, 


14601. .15011, 14846 


1 A Q£Q 

. . 14 y bo , 






1 A Q A 1 

14 o 4 / . . 


14 y by , 14 yuo . 


i cm c 

. 10U1D , 


16049. .16444, 16050 


1 £ A A O 
. . Ib44^, 






16182. . 


16301, 16184. 


i n n 
. IojUU/ 


17290. .17325, 17291 


. . 1 / / 4 3 , 






17374. . 


17739, 17584. 


. 1 / ( uo , 


17585. .17707 






Seq. No. 


39179 






Seq. ID 


OJ991013 


J37.0317 


.C17 


Gene No. 


80780 






Strand 








Start 


17091 






End 


20297' 






Name 


OJ991013 07.0317.C17 


.Oo.tC 


Method 


TBLASTX : 


Cress 




Start 


12903 






End 


16153 






GI 


none 






Score 


185 






Exons 


12903. . 


13028, 12908. 


. 1 jUjU , 


16043. .16153, 16047 


. . 1 b 1 4 D 




Seq. No. 


39179 






Seq. ID 


OJ991013 


U / . UjI / 


. CI / 


Gene No . 


80780 






Strand 








Start 


17091 






End 


20297 






Name 


OJ991013 07.0317.C17 


.o3.tc 


Method 


TBLASTX: 


Cress 




b tart 


13031 






End 


17746 






GI 


none 






Score 


94 






Exons 


13031. . 


13153, 13032. 


. 1J1D4 , 


14568. .14708, 14759 


1 r n m 
. . loUUl , 






14781 . . 


15005, 16181. 


i conn 


16182. .16301, 17482 


1 *7 n A R 
. . 1 / / 4 D , 






17519. . 


17746 












Seq. No. 


39179 






Seq. ID 


OJ991013 


m nil i 
U / . U o 1 /. 


PIT 
. CI / 


Gene No . 


80780 






Strand 








Start 


17091 






•End 


20297 






Name 


OJ991013 07.0317.C17 


. o2 . tw 


Method 


TBLASTX : 


Wheat 




Start 


14506 






End 


17728 






GI 


none 






Score 


407 






Exons 


' 14506. . 


14772, 14550. 


1 A Q C7 

. 1 4 o b / , 


14550. .14834, 14564 


1 A Q a Q 

. . 14 o by , 






14859. . 


14990, 16190. 


1 C OR R 

. 1 bz jj , 


17303. .17335, 17374 


. . 1 / bU / , 






17375. . 


17605, 17597. 


. 1 / / Z o 










beq. No. 


39179 






Seq. ID 


OJ991013 


U / . UjI / 


.CI/ 


Cp-nci Mf) 


80780 






Strand 








Start 


17091 






End 


20297 






Name . 


OJ991013 07.0317.C17 


. o4 . np 


Method 


AAT/NAP 






Start 


17091 






End 


20297 






GI 


7525076 






Score 


227 






Exons 


17091. . 


17149, 19973. 


.20297 










GI Descrip. 


ycf2 gi 


|7525097|ref |NP_051121.1| | ycf2 









gi|6686165|sp|P56786|YCF2_ARATH HYPOTHETICAL 269.6 KD PROTEIN 
YCF2 gi | 5881737 | dbj IBAA84428.il (AP000423) ycf2 [Arabidopsis 
thaliana] gi | 588 1758 | dbj | BAA844 4 9 . 1 1 (AP000423) ycf2 
[Arabidopsis thaliana], 



Seq. No. 39179 Seq. ID 

Gene No. ^ 80780 Strand 

Start * 17091 End 

Name OJ991013_07 . 0317 . C17 . o7 . tc Method 

Start 19111 End 

GI none Score 

Exons 19111. . 19167, 19121 .. 1917 1 , 

19198. . 19326, 19200.. 19328 



OJ991013_07.0317.C17 
20297 

TBLASTX : Cress 
19328 
60 

19130. .1918 9, 19196. .19327, 



Seq. No. 
Gene No. 



39179 
80780 



Seq. ID 
Strand 



OJ991013 07.0317.C17 



38989 





Start 


17091 








Name 


OJ991013 07.0317.C17 


. o4 . t s 




O L. cli. L. 


19121 










none 










19121. 


.19180, 19187. 


. ± j \j ~j j f 






19230. 


.19643 






Seq. No. 


39179 








Gene No. 


80780 








Start 


17091 








Name 


OJ991013 07.0317.C17 


. O j • tc 






19622 








VJ X 


none 








J_J ,*k V»/ 1 1 o 


19622. 


.19903, 19629. 


. 19907, 




Q o rr No 


39179 








Gene No. 


80780 








Start 


17091 








Name 


OJ991013 07.0317.C17 


. o 6 * t s 




u Lai L. 


19729 








rir 


none 








LiAUllO 


19729. 


.19788, 19760. 


1 Q7fi Q 
• X J / o _? , 






19893. 


.20033, 19903. 


• ^. \J \J O *3 




Q&rr Kfn 

iJCV^ • IN u . 


39179 






J 


Gene No. 


80780 






n 


Start 


17091 






i l 


Name 


OJ991013 07.0317.C17 






OLaL L 


20029 










none 






y 




20029. 


.20106, 20030. 


. Z U X X O , 


~i 

y 




20103. 


.20249, 20103. 


9H9 £4 




Seq. No. 


39179 








Gene No. 


80781 








q+- a r f 


20449 








Name 


OJ991013 -07.0317.C17 


■a 




Start 


20449 








GI 


none 










20449. 


.20595, 20449. 


9061 0 




Spa Mn 


39179 








flano "Mrs 


80781 








Start 


20449 








Name 


OJ991013 07.0317.C17 


. ol . tc 




Start 


20525 








GI 


none 








EjAUUo 


20525. 


.20611, 20527. 


. Z KJ Dl u , 






20617. 


.20712, 20618. 


. z u / U fl , 






20709. 


.21419, 21215. 


91/494 

. Z X f± Z *i , 






21535. 


.21666, 21547. 


. Z X / 4 4 , 




Seq. No. 


39179 








Gene No. , 


80781 








Start 


20449 








Name 


OJ991013 07.0317.C17 


. ol . tm 




Start 


20647 







End 20297 
Method TBLASTX : Soybean 
End • 19644 
Score 614 
19639, 19189. .19644, 191 90 .. 19639, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991013_07.0317.C17 
20297 

TBLASTX: Cress 

19907 

257 



OJ991013_07.0317.C17 
20297 

TBLASTX: Soybean 

20034 

34 



19790. .19915, 19790. .19864, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991013 07.0317.C17 



20297 

TBLASTX: Cress 
20295 
80 

20031. .20105, 20101. .20250, 
20251. .20295, 20256.. 20291 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 
End 

Method 
End 
Score 

20535 

20624 

21432 



OJ991013_07.0317.C17 
22135 

TBLASTX: Wheat 

20676 

210 



OJ991013 07.0317.C17 



22135 

TBLASTX: Cress 
21744 
83 

20615, 20616. .'20690, 
20722, 20709. .21422, 
21548, 21436. .21540, 



Seq. ID 

Strand 

End 

Method 
End 



OJ991013_07.0317.C17 
22135 

TBLASTX: Maize 
22135 



38990 




GI 


none 




Score 


892 






Exons 


zu d4 / . . zu y / y , zub4y. 


O 1 1 *7 Q 

. zxx / y , 


20649. .21170, 21172 


O 1 O A C 

. . Z X J 4 3 , 






Ol 1 O 1 O O O 01 1 TjI 

z 1 1 / J . . zlzoo , zll /4 . 


O 1 A O O 

. z 14 ZZ , 


21174 . .21419, 21215 


01/0/ 
. . z X 4 z 4 , 






Z z U / 0 . . ZZ X p4 / ZZVfj. 


0010c: 
. ZZloD t 


22079. .22135 






Seq. No. 


O Ol H O 

jy 1 / y 




Seq. ID 


OJ991013 


r\ -7 r\ 0 1 n 


r* i "7 
LX / 


Gene No. 


80781 




Strand 








Start 


20449 




End 


22135 






Name 


ujyyxuxo u / . uji / .li / 


. ox . tw 


Method 


TBLASTX: 


/vnedt 




Start 


zUb / / 




End 


21054 






GI 


none 




Score 


557 






Exons 


ZU b / / . . ZKJy I y , zUb/o. 


. z XUbz , 


20679. .21053, 20679 


O 1 n c: 0 
. . Z XUO J , 






z U / U4 . . z X UO 4 












Seq. No. 


jy 1 / y 




Seq. ID 


OJ991013 


U / . U J X / 


LX / 


Gene No. 


80781 




Strand 








Start 


20449 




End 


22135 






Name 


n tqqi m *5 n "7 n 01 ^ r'lT 

ujyyiuij u/.uoi/.Li/ 


. OZ . lS 


Method 


TBLASTX: 


Soybean 




Start 


omit 
zU / lb 




End 


22135 






GI 


none 




Score 


1002 






Exons 


onn c 01/100 om*ic 

zU / lb . . Z I4zz , zU/lb. 


O 1 vl 1 O 

. zX4 x y , 


21215. .21424, 22078 


0 0 1 0 ^ 
. . zzX J4 , 






zzu / y . . zz x jo 












Seq. No. 


0 0 i o 0 

39179 




Seq. ID 


OJ991013 


n o o 0 1 o 
U / . U JI / 


cx / 


Gene No. 


O O O O 1 

8 0781 




Strand 








Start 


204 4 9 




End 


22135 






Name 


OJ991013 07.0317.C17 


.o3. ts 


Method 


TBLASTX: 


Soybean 




Start 


21424 




End 


22077 






GI 


none 




Score 


318 






Exons 


01/10/ Ol CC/C 01/IO£T 

Zl4z4 . . ZlDDO, Zl4ZO. 


. z X b / 4 ■/ 


21427. .21675, 21569 


. . Z Xbo 0 , 






O 1 £T C oit/io 01 c/n 
ZlOOb . . Zl /4 J, ZlOD/. 


O 1 *7 /l /I 

. Z X /4 4 , 


21698. .21922, 21749 


OIQOQ 

. . z xyz 0 , 






OITCA OIOOO OIOOO 

z 1 / bu . . z 1 yz j , zioyj. 


. zzuby , 


21927. .21971, 21928 


. . zxy by , 






OIQOQ Ol QTn Ol QTI 

z 1 yz y . . z 1 y / u , zxyjx. 


. zzU / / , 


21964. .22062, 22022 


. . Z ZU DO 




Seq. No. 


39179 




Seq. ID 


OJ991013 


_07.0317 


.C17 


Gene No. 


80781 




Strand 








Start 


0 n a a 0 
zU4 4 y 




End 


22135 






Name 


atqqi m "5 m no 1 t 1 "7 

ojyyiuio u/.uji/.ci/ 


. 00 . tm 


Method 


TBLASTX: 


yiaize 




Start 


zlb4 0 




End 


22077 






GI 


none 




Score 


222 






Exons 


oic/iq oom q 01 cc;o 
Z X b4 0 . . zz u 1 y , zXbOZ. 


0 0 m n 
. zzU / / , 


21654. .21794, 21655 


. . ZZU / / 




Seq. No. 


39179 




Seq. ID 


OJ991013 


_07.0317 


.C17 


Gene No. 


80781 




Strand 








Start 


0 n a a 0 

zU4 4 y 




End 


22135 






Name 


a to n 1 n 1 -~> ot 0 0 1 o z^io 

ojyyiuio U/.U31/.C1/ 


. o4 . tw 


Method 


TBLASTX: 


tfheat 




Start 


0 0 n 0 0 

zzU JU 




End 


22135 






GI 


none - 




Score 


194 






Exons 


oonon 0010/ oonoi 

zzUJU..zzIJ4, zzUol. 


0010c 
. zzXoo , 


22031. .22135 






Seq. No. 


39180 




Seq. ID 


OJ991013 


07 . 0317 


C23 


Gene No. 


80782 




Strand 


+ 






Start 


401 




End 


479 






Name 


OJ991013 07.0317.C23 


. ol . gs 


Method 


GENSCAN 






Start 


401 




End 


479 






GI 


none 




Score 


.59 






Exons 


401. .479 













•38991 



Seq. No. 39181 Seq. ID 

Gene No. 80783 Strand 

Start . 1 End 

Name OJ990713_01 . 0317 . CI . ol . np Method 

Start 1 End 

GI 6983859 * Score 

Exons 1..489, 619.. 1390, 1551.. 1647 

GI Descrip. (AP001168) Similar to 22 kDa kafirin cluster; Ty3-Gypsy type 
(AF061282) [Oryza sativa] 



OJ990713_01.0317.C1 
+ 

1647 
AAT/NAP 
1647 
2119 



Seq. No. 39181 Seq. ID 

Gene No. 80783 Strand 

Start 1 End 

Name OJ990713_01 . 0317 . CI . o2 . ts Method 

Start 3 End 

GI none Score 

Exons 3. .227 



OJ990713_01.0317.C1 
+ 

1647 

TBLASTX : Soybean 

227 

190 



Seq. No. 39181 Seq. ID 

Gene No. 80783 Strand 

Start 1 End 

Name OJ9907 13_01 . 0317 . CI . o2 . tw Method 

Start 6 "'./V End 

GI none Score 

Exons 6. .401, 8. .364, 33. .386, 37. .399 



OJ990713_01.0317.C1 
+ 

1647 

TBLASTX: Wheat 

401 

557 



Seq. No. 39181 Seq. ID 

Gene No. 80783 Strand 

Start 1 End 

Name OJ9907 13_01 . 0317 . CI . ol . tm Method 

Start 4 8 End 

GI none Score 

Exons 48. .401, 50. .298 



OJ990713_01.0317.C1 
+ 

1647 

TBLASTX: Maize 

401 

464 



Seq. No. 39181 • Seq. ID 

Gene No. 80783 Strand 

'Start 1 End 

Name OJ990713_01 . 0317 . CI . ol . gs Method 

Start 102 End 

GI none Score 

Exons 102. .1400 



OJ990713_01.0317.C1 

1647 
GENSCAN 
1400 
.99 



Seq. No. 39181 Seq. ID 

Gene No. 80783 Strand 

Start 1 End 

Name OJ990713_01 . 0317 . CI . ol . tw Method 

Start 444 End 

GI none Score - 

Exons 444 . . 968, 518 . . 964 



OJ990713_01.0317.C1 
+ 

1647 

TBLASTX: Wheat 

968 

571 



Seq. No. 39181 Seq. ID 

Gene No. 80783 Strand 

Start 1 End 

Name OJ9907 13_01 . 0317 . CI . o3 . tm Method" 

Start 615 End 

GI none Score 



OJ990713_01.0317.C1 

+ 

1647 

TBLASTX: Maize 

932 

273 



38992 



Exons 


615. .932, 654. .917, 728. .931 








Seq. No. 


39181 


Seq. ID 


OJ990713_01.0317 


.CI 


Gene No. 


80783 


Strand 


+ 




Start 


1 


End 


164 7 




Name 


OJ990713 01 . 0317 . CI . ol . tC 


Method 


TBLASTX : Cress 




Start 


675 


End 


992 




GI 


none 


Score 


1 A O 

102 




Exons 


675. .848, 696.-794, 849. .992 


OCT 0 t r 

, 851 . . 97 6 






Seq. No. 


39181 


Seq. ID 


OJ990713_01.0317 


.CI 


Gene No. 


80783 


Strand 


+ 




Start 


1 


End 


1647 




Name 


OJ990713 01 . 0317 . CI . ol . ts 


Method 


TBLASTX : Soybean 




Start 


7 61 


End 


1016 




GI 


none 


Score 


O A O 

298 




Exons 


761. .1015, 768. .1016 








Seq. No. 


39181 


Seq. ID 


OJ990713_01.0317 


.CI 


Gene No. 


80783 


Strand 


+ ' 




Start 


1 


End 


164 7 




Name 


OJ990713 01.0317.Cl.o2.tm 


Method 


TBLASTX : Mai ze 




Start 


933 


End 


1253 




GI 


none 


Score 


4 60 




Exons 


933. .1250, 935. .1246, 948. .1253 






Seq. No. . 


39181 


Seq. ID 


OJ990713_01.0317 


.CI 


Gene No. 


80783 


Strand 


+ 




Start 


1 


End 


1647 




Name 


OJ990713 01.0317.Cl.o3.tw 


Method 


TBLASTX : Wheat 




Start 


974 


End 


1362 




GI 


none 


Score 


457 




Exons 


974. .1357, 975. .1361, 1219.. 


1362 






Seq. No. 


39182 


Seq. ID 


/"\ "T A A A 1 "1 O A 1 A T 1 l 

OJ990713 01.0317 


. C2 


Gene No . 


80784 


Strand 


+ 




Start 


. 3061 


End 


3555 




Name 


OJ990713 01.0317.C2.ol.gp 


Method 


AAT/GAP 




Start 


3061 


End 


3555 




GI 


38782 1.R1084 


Score 


800 




Exons 


3061. .3555 








GI Descrip. 


1 6069643/dbj | AP000616. 1 1 AP000616 0.0e+00 Oryza sativa genomic 




DNA, chromosome 6, clone : P0514G12 ' 






Seq. No. 


39182 


Seq. ID 


OJ990713_01.0317 


.C2 


Gene No. 


80785 


Strand 


+ 




Start 


3675 


End 


6494 




Name 


OJ990713 01.0317.C2.o2.gs 


Method 


GENSCAN 




Start 


3675 


End 


6367 




GI 


none 


Score 


.43 




Exons 


3675. .3748, 3930. .4064, 4083 


..4252, 4335. .4660, 4951. .6367 


Seq. No. 


39182 


Seq. ID 


OJ990713_01.0317 


.C2 


Gene No. 


80785 


Strand 


+ 




Start 


3675 


End 


6494 




Name 


OJ990713 01.0317.C2.o3.np 


Method 


AAT/NAP 




Start 


3851 


End 


4632 





38993 





ouuz / y 4 




Score 


T 9 *3 A 








Exons 


JO Ol . .ft Oj^ 














GI Descrip. 


/ 7\ 1T1 / QQ1 "3 \ 

(/\r Xfi y o 1J J 


unknown [Oryza sativa] 










oeq . NO. 


j y 1 OZ 




Seq. ID 


UJ y y U / 1 j 


U 1 


. Uo 1 / 


. Cz 


Gene No. 


80785 




Strand 


+ 








Start 


3675 




End 


6494 








Name 


n TQQ07 1 *^ n i 


.0317.C2.o4.np 


Method 


AAT/NAP 








otart 


* 4i yz / 




End 


6494 








C T 


4 o j y ddu 




Score 


550 








Exons 


ft y z / . . o i z fi , 


5351. .6223, 6311. 


. . 6494 










GI Descrip. 


(Hr Uolzoz ) 


polyprotein [Sorghum bicolor] 








o e q . in o . 


P9 
j y i o z 




Seq. ID 


OJ990713_ 


U 1 


. U J 1 / 


r"9 
. LZ 


Gene No. 


80786 




Strand 










Start 


1 




End 


1647 








Name 


u j y y u / 1 j u i 


.0317.C2.ol.np 


Method 


AAT/NAP 








otdlU 


1 

l 




End . 


1647 








tjl 


£ Q Q O Q C *7 




Score 


1280 








Exons 




..722, 893. .1454, 


1518. .164 


7 








GI Descrip. 




hypothetical protein [Oryza 


sativa] 








oeq. NO . 






Seq. ID 


OJ990713_ 


UI , 


. Uol / , 


. Cz 


Gene No. 


80787 




Strand 










Start 


2010 




End 


3321 








Name 


uuyyu/.ij ui 


. 03-17. -C2.o2.np 


Method 


AAT/NAP 








otart 


9 m n ~ 
z U 1 U 




End 


3321 








C T 
lal 


4 boUlo b 




Score 


176 








Exons 


9 m n 9 n 9 c 
ZU1U . . ZU jj, 


2358.. 2756, 3258. 


, .3321 










kjx uescnp. 


\£\t 111 / u y J 


unknown [Oryza sativa subsp 


. indica] 








Seq. No. 


39182 




Seq. ID 


OJ990713_ 


_01, 


.0317, 


.C2 


Gene No. 


80788 




Strand 










C+- -) y-+- 


^ 9 R 9 




End 


6000 








Name 


uj y yu / 1 j ui 


.0317.C2.ol.tw 


Method 


TBLASTX: Wheat 




C -t- -> v-4- 


c. 9 c. 9 




End 


5718 








P T 


none 




Score 


265 










JJJJ . . o / lo 














Seq. No. 


39182 




Seq. ID 


OJ990713_ 


_01, 


,0317, 


,C2 


Gene No. 


80788 




Strand 












J JJJ 




End 


6000 








Name 


r\ TQQm i 9 m 
uj y y u / 1 J Ui 


.0317.C2.ol.tm 


Method 


TBLASTX: Maize 




Cf 3 v-f- 


j j y y 




End 


6000 










none 




Score 


239 








Exons 


j j y y . . ouuu 














Seq. No. 


39182 




Seq. ID 


OJ990713_ 


01. 


0317. 


,C2 


Gene No. 


80789 




Strand 










oLart 


0 1 Z fi 




End 


6465 








Name 


uj y yu / 1 j ui 


.0317.C2.o2.tw 


Method 


TBLASTX: Wheat 




Start 


6124 




End 


6465 








GI 


none 




Score 


63 








Exons 


6124. .6192, 


6292.. 6465, 6309. 


. 6458 










Seq. No. 


39183 




Seq. ID 


OJ990713_ 


01. 


0317. 


C3 


Gene No. 


80790 




Strand 


+ 









38994 




Start 429 End 938 

Name OJ990713_01 . 0317 .C3 .ol . gp Method AAT/GAP 

Start 429 End 938 

GI 38782JL.R1084 Score 805 

Exons 429.. 938 



GI Descrip. 1 6069643/dbj | AP000616 . 1 | AP000616 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0514G12 ' 



Seq. No. 


39183 


Seq. ID 


OJ990713JU. 


0317 .C3 


Gene No. 


80791 


Strand 


+ 




Start 


Q A H 
OH 1 


End 


3399 




Name 


ojyyu/io ui.uji/.co.oi.gs 


Method 


GENSCAN 




Start 


O A "7 


End 


3399 




GI 


none 


Score 


.65 




Exons 


o47..1U30, IOjd. . 12 /o, 1360.. 


1503, 2444. .2502, 3223 


. .3399 


Seq. No. 


3918 3 


Seq. ID 


OJ990713_01. 


0317 . C3 




80792 


Strand 


+ 




Start 


9142 


End 


19970 




Name 


OJ990713 01.0317.C3.o3.gs 


Method 


GENSCAN 




Start 


9142 


End 


11815 




GI 


none 


Score 


.73 




Exons 


9142. .9156, 9579. .9774, 10596 


. . 10761, 


11192. .11248, 


11389. 


Seq. No. 


39183 


Seq. ID 


OJ990713_01. 


0317 .C3 


Gene No. 


80792 


Strand 


+ 




Start 


9142 


End 


19970 




Name 


OJ990713 01.0317.C3.o2.np 


Method 


AAT/NAP 




Start 


11393 


End 


16448 




GI 


1345502 


Score 


1056 




Exons 


11393. .11776, 14 927. .164 4 8 








GI Descrip. 


(X57297) TNP2 [Antirrhinum majus] 







Seq. No. 39183 Seq. ID 

Gene No. 80792 Strand 

Start 9142 End 

Name OJ990713_01 . 0317 . C3 . o2 . gp Method 

Start 13848 End 

GI uC-osflcyp033a04bl Score 

Exons 13848. .14229 

GI Descrip. 1 601684 5/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



OJ990713_01.0317.C3 
+ 

19970 
AAT/GAP 
14229 
667 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39183 
80792 
9142 

OJ990713 
14031 
none 

14031. .14101, 
16935. .17040, 



_01.0317.C3.o5.gs 



15040. 
17112. 



.15776, 
.17783, 



Seq. ID 

Strand 

End 

Method 

End 

Score 

16171 

19893 



16447, 
19970 



OJ990713_01.0317.C3 
+ 

19970 
GENSCAN 
19970 
.7 

16541 . . 16861, 



Seq. No. 39183 Seq. ID OJ990713_01 . 0317 . C3 

Gene No. 80792 Strand + 

Start 9142 End 19970 

Name OJ9907 13_01 . 0317 . C3 . o3 . np Method AAT/NAP 

Start 16913 End ■ 18951 



38995 





GI 


5732031 


Score 


312 




Rvon c; 


16913 17049 17133 176S6 1 


8915. .18951 






(AF147260} No d&f i n i t i on 1 inp 


found [Arabidopsis thaliana] 






39183 


Seq. ID 


OJ990713_01.0317.C3 




Gene No. 


80793 


Strand 






Start 


1 


End 


3668 




Name 


OJ990713 01.0317.C3.ol.np 


Method 


AAT/NAP 




Start 


1 


End . 


3668 




GI 


4680186 


Score 


94 




i_j j\ w no 


1..96, 625. .684, 1472. .1601, 


3629. .3668 




GI Descrip . 


(AF111709) unknown [Oryza sativa subsp 


. indica] 




Spa No 


39183 


Seq. ID 


OJ990713_01.0317 .C3 






80794 


Strand 






Start 


4655 


End 


8045 




Name 


OJ990713 01-0317. C3.o2.gs 


Method 


GENSCAN 




Start 


4655 


End 


8045 




GI 


none 


Score 


.82 






4fiRS 470ft 4R4S SD1 7 


.5199, 5756. .5842, 6112. .6174, 






6244.. 6306, 6366.. 6734, 6814. 


.6906, 6983.. 7075, 7542.. 7786, 






7886. .8045 






r ~ j 


Seq. No. 


39183 


Seq. • ID 


OJ990713_01.0317.C3 




Gene No. 


80795 


Strand 




f fz 


Start 


12461 


End 


12859 




KJ m £i 


OJ990713 01.0317.C3.o4.tm 


Method 


TBLASTX: Maize 


ft ; 


oiai i 


7197 


End 


7787 




GI 


none 


Score 


156 




R ynn i 

i-J AU llkJ 


7197. .7379, 7576. .7767, 7584. 


.7787, 7590. .7787 




Seq. No. 


39183 


Seq. ID 


OJ990713_01.0317.C3 


: jj 


Gene No. 


80795 


Strand 






Start 


12461 


End 


12859 


~ s=. 


Name 


OJ990713 01.0317.C3.o4.gs 


Method 


GENSCAN 




Start 


12461 


End 


12859 




GI 


none 


Score 


.96 


i 3 


Exon ^ 


12461. .12859 






- sr. 
£._! 


Seq. No. 


39183 


Seq. ID 


OJ990713_01.0317.C3 




Gene No. 


80796 


Strand 






Start 


14999 


End 


15703 




Name 


OJ990713 01.0317.C3.o3.tw 


Method 


TBLASTX: Wheat 




Start 


14999 


End 


15421 




GI 


none 


Score 


148 




R von 


14999. .15271, 15323. .15421 








Seq. No. 


39183 


Seq. ID 


OJ990713_01.0317.C3 




Gene No. 


80796 


Strand 






Start 


14999 


End 


15703 






OJ990713 01.0317.C3.ol.ts 


Method 


TBLASTX : Soybean 




Start 


15152 


End 


15574 




GI 


none 


Score 


74 




Exons 


15152. .15226, 15181. .152 64, 15331. .15570, 15332. .15574 




Seq. No. 


39183 


Seq. ID 


OJ990713_01.0317.C3 




Gene No. 


80796 


Strand 





38996 



* 



Start 


14999 




End 


15703 


Name 


OJ990713 01.0317. C3 


. o2 . tm 


Method 


TBLASTX: Maize 


Start 


15212 ~ 




End 


15697 


GI 


none 




Score 


66 


Exons 


15212 . . 15271, 15323 


. . 15394, 


15434. .15697, 15451. .15696 


Seq. No. 


39183 




Seq. ID 


OJ990713_01.0317 


Gene No. 


80796 




Strand 




Start 


14999 




End 


15703 


Name 


OJ990713 01. 0317. C3 


. ol . tc 


Method 


TBLASTX* Cress 


Start 


15325 ~ 




End 


15655 


GI 


none 




Score - 


315 


Exons 


15325. .15636, 15326, 


. . 15655 






Seq. No. 


39183 




Seq. ID 


OJ990713_01.0317 


Gene No. 


80796 




Strand 




Start 


14999 




End 


15703 


Name 


OJ990713 01. 0317. C3, 


. ol . tw 


Method 


TBLASTX: Wheat 


Start 


15431 ~ 




End 


15703 


GI 


none 




Score 


258 


Exons 


15431 . . 15703, 15484 , 


. . 15636 






Seq. No. 


39183 




Seq. ID 


OJ990713_01.0317 


Gene No. 


: 80797 




Strand 




Start 


1574 9 




End 


15955 


Name 


OJ990713 01. 0317. C3. 


, o5 . tm 


Method 


TBLASTX: Maize 


Start 


15749 ~ 




End 


15955 


GI 


none 




Score 


211 


Exons 


15749. . 15955, 15770, 


. . 15895, 


15787. .15954 


Seq. No. 


39183 




Seq. ID 


OJ990713_01.0317 


Gene No. 


80798 




Strand 




Start 


16023 




End 


16580 


Name 


OJ990713 01. 0317. C3. 


. o3 . tm 


Method 


TBLASTX: Maize 


Start 


16023 ~ 




End 


16580 


GI 


none- 




Score 


295 


Exons 


16023 . . 16382, 16032 . 


. 16232, 


16061. .16354, 16399. .16449, 




16539. . 16580 








Seq. No. 


39183 




Seq. ID 


OJ990713_01.0317 


Gene No. 


80798 




Strand 




Start 


16023 




End 


16580 


Name 


OJ990713 01 . 0317 . C3 . 


o2 . ts 


Method 


TBLASTX: Soybean 


Start 


16047 ~ 




End 


16383 


GI 


none 




Score 


123 


Exons 


16047 . . 16184 , 16103 


. 16189, 


16194. .16382, 16309. .16383 


Sea. No 


39183 




Seq. ID 


OJ990713_01.0317 


Gene No. 


80798 




Strand 




Start 


16023 




End 


16580 


Name 


OJ990713 01. 0317. C3. 


o2.tw 


Method 


TBLASTX: Wheat 


Start 


16083 




End 


16382 


GI 


none 




Score 


246 


Exons 


16083. . 16382 ' 









Seq. No. 
Gene No. 



39183 
80799 



Seq. ID OJ990713_01.0317.C3 
Strand 



38997 



• 





C4- -, v- 4- 

o tart 


1 / 1UU 


End 


17396 




Name 


ujyyu / ij ui . uji / .lj.oi.lui 


Method 


TBLASTX: Maize 




Qfa >-+- 
<JLdI L 


i 7 i on 

1 / 1 U u 


End 


17396 






i l<Jl it; 


Score 


343 




Exon s 


17100 17^94 1 7 1 O 9 i 7 o Q c 


17112. .17396 




Octj. LN U • 


J jIOI 


Seq. ID 


OJ990713 01.031 




Gene No. 


80800 


Strand 


+ 




Start 


2310 


End 


2594 




LN culler 


uu jju / ij ui . uj! / . L*i . oz , np 


Method 


AAT/NAP 




C +- yf- 

oLdlC 


9 ^1 n 
z o i u 


End 


2594 




(IT 
Ul 


Z *i *i O O Z U 


Score 


313 






4 J1U . . Z, J34 








f^T Hp^rri n 

OX UCSvJ L . 




australiensis] 




Seq. No. 


39184 


Seq. ID 


OJ990713 01.031 




Gene No. 


80801 


Strand 


- 






215 


End 


1954 




Name 


OJ990713 01.0317.C4 .ol.gs 


Method 


GENS CAN 




OLdl L 


215 


End 


1954 




TT 


none 


Score 


.4 




Exons 


215. .394, 400. .489, 1837. .1954 






oeq. ln o . 


39184 


Seq. ID 


OJ990713_01.031 


- ~E 


Gene No. 


80801 


Strand 




f s 


Start 


215 


End 


1954 




Name 


OJ990713 01.0317.C4 .ol.np 


Method 


AAT/NAP 


r : : 




306 


End 


820 


? ^3 




7523502 


Score 


154 


S : : 


Exon s 


306. .412, 727. .820 








ul LJtzbOXip. 


(AP001633) hypothetical protein [Oryza 


sativa] 


f i i 


oeq. ln o . 


39185 


Seq. ID 


OJ990713 01.031' 


£ 


Gene No. 


80802 


Strand 


+ 




Start 


1 


End 


1297 


~ *_3 


Kf J3 TTl d 


OJ990713 01. 0317. C5. ol.np 


Method 


AAT/NAP 


= K3 




1 


End 


1297 


; ^ 




2443320 


Score 


1989 ' 




Rvnn g 


1. .1297 






ri 


O-L UCOUil^i 


(D85597) polyprotein [Oryza 


australiensis] 




oeq. LN O . 


39185 


Seq. ID 


OJ990713_01.03r 




Gene No. 


80802 


Strand 


+ 




Start 


1 


End 


1297 




LMalllc 


OJ990713 01.0317.C5.o2.tw 


Method 


TBLASTX: Wheat 




OL a. IT L 


149 


End 


617 . 






none 


Score 


73 




r von c 


149. .394, 185. .397, 186. .398 


, 201. .401, 


396.. 617, 442. 






452. .598 








C C • LN \J • 


39185 


Seq. ID 


OJ990713 01.031' 




Gene No. 


80802 


Strand 


+ 




Start 


1 


End 


1297 




Name 


OJ990713 01.0317.C5.o2.ts 


Method 


TBLASTX: Soybean 




Start 


459 


End 


842 




GI 


none 


Score 


101 




Exons 


459. .593, 618. .842, 641. .745 







38998 



# 



Seq. No. 


39185 


Seq. ID 


OJ990713_01.0317.C5 


bene lno . 




of r anH 


f 


C f y+- 

O L a. IT L 


1 

X 


PnH 
Hjiiu. - 


1 9Q7 


Name 


nTQQH71 ^ 01 mi 7 PR /-mI +-U7 
Uu?yU / 1 J Ul.UJl / .LO.Ol.LW 


Mof H^/H 


1 DXjJ-\0 1 A . WilcclL 


C 4- o -y-f 


61 ft 

D 1 O 


Hind 


1 9ft ^ 




none 


Score 


ft 1ft 


Exons 


61ft 19ft^ ^9f| 1964 






Seq. No. 


39185 


Seq. ID 


OJ990713_01.0317.C5 




ft 0P109 


Of r anH 

O L X a. 11 LI 




Of a rf 


1 

X 


Hi I 1LI 


1 9 Q7 
x y / 


Name 


nTQQ07i^ m 0^1 i ni f m 

Uu yy\J / 1j Ul . Ujl / . J . O X . LIU 


Mof fi /-\ ('-J 

L V J tr L 1 1 (J U 


TRT A °,TY • Ma i 70 
1 DXJrtO 1 A. . Hal 6C 


O LctJL L 


7 S6 ~~ 


FnH 

Hii 1U 


1 9QS 


\J X 


none 




994 




7R6 1 0Q1 ftftl Q76 10ft^ 


1 1 60 114 6 

. X X O U , X X 4 U • 


1 9QR 


Seq. No. 


39185 


Seq. ID 


OJ990713_01.0317.C5 


/~\ T*» A NT /"S 


ft Oft 09 


Of r a n H 
O L x allU. 




Of a -w-f- 


1 

X 


Hi 1H 


1 9Q7 


Name 


nTQQ071^ 01 0^17 n,l f- q 




1 DijrlO 1 A • OOyDcdll 


Of a *~f 
O La J. L 


ft R9 ~~ 

O D £ 


Hii 1U 


1 9ft^ 


C T 


none 


Score 


1 ftft 
loo 


Exons 


8R9 10Q1 ft^Zl 1 0Q0 10ft0 


1160 1146 


1 000 


oeq. ln o . 


? Q1 ft 6 


oeq. x lj 


HTQQ071^ 01 0^17 P"6 


Gene No. 


80803 


Strand 


+ ~ 


Start 


52 


End 


11194 


Name 


OJ990713 01.0317.C6.ol.np 


Method 


AAT/NAP 


Of a r-f 
o LaxL 


52 


End 


10605 




4680204 


Score 


1030 


Exons 


52. .1479, 1554.. 2653, 2763 


..2936, 3033 


..3252, 3603.. 3698, 




10564. .10605 






bi uescrxp. 


(AF114171) hypothetical protein [Sorghum bicolor] 




39186 


Seq. ID 


OJ990713_01.0317.C6 


Gene No. 


80803 


Strand 


+ 


Start 


52 


End 


11194 


Name 


OJ990713 01.0317. C6.ol.gp 


Method 


AAT/GAP 


Of -a v-f 

O Lax. L 


322 


End 


509 


CT 


2310235 


Score 


246 


LjAUIIo 


322. .509 






OX L^t: o L-X X L>> . 


5852182/emb|CAB55420.1 | 9. 


Oe-13 (AL117265) zhb0012.1 [Oryza 




sativa] 






o e q . LN O * 


39186 


Seq. ID 


OJ990713_01.0317.C6 


Gene No. 


80803 


Strand 


'+ 


Start 


52 


End 


11194 


Name 


OJ990713 01.0317.C6.ol.gs 


Method 


GEN SCAN 


O f ^ vf 


353 


End 


11194 


GI 


none 


Score 


.74 


Exons 


353. .393, 405. .1479, 1554. 


.1695, 1855., 


.2653, 2763.. 2936, 




3033. .3143, 3228. .3300, 3573. .3754, 4143. .4225, 6202. .6329, 




74 38.-74 78, 8170. .8280, 10834. .11194 




Seq. No. 


39186 


Seq. ID 


OJ990713_01.0317.C6 


Gene No. 


80804 


Strand 





38999 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4064 End 

OJ990713_01 . 0317 . C6 . o2 . gp Method 

4064 End 

21474_1.R1084 Score 
4064. .4211 

'3894159 2.0e-10 (AC005312) 
thaliana] ? 

39186 Seq. ID 

80805 Strand 

25651 End 

OJ990713_01.0317.C6.o4 . gs Method 

25651 End 

none Score 



4211 
AAT/GAP 
4211 
231 



hypothetical protein [Arabidops 



OJ990713_01.0317.C6 

35879 
GENSCAN 
35879 
.67 



25651. .25719, 26801 .. 26987 , 26993 .. 27104 , 27152 .. 27336, 

27455. .27621, 27868 .. 27973 , 29053 .. 29219, 29369 .. 29500 , 

30649. .30670, 31603 .. 31 687 , 32601 .. 32739, 327 91 .. 32960, 

33001. .33288, 33853 .. 3388 1 , 33986 .. 34 14 9, 35550.. 35879 



Seq. No. 39186 

Gene No. 80806 

Start 37335 

Name OJ9907 13_01 . 0317 ,C6 . ol . tw 

Start 686 

GI none 
Exons 



Seq. ID OJ990713_01.0317.C6 
Strand 

End 46103 

Method TBLASTX : Wheat 

End 1089 

Score 62 



686. .826, 686. .796, 688. .924, 688. .837, 789. .956, 919. .1089 
994. .1089 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 



39186 
80806 
37335 

OJ990713_01.0317.C6.o2.tw 

2580 

none 



Seq. ID OJ990713_01.0317.C6 
Strand 

End 46103 

Method TBLASTX : Wheat 

End 3102 

Score 60 



2580. .2660, 2749. .2931, 2799.-2924, 3031. .3102 



39186 
80806 
37335 

OJ990713_01.0317.C6.o5.gs 

37335 

none 



Seq. ID OJ990713_01.0317.C6 
Strand 

End 46103 

Method GENSCAN 

End 46103 

Score .53 



37335. .37478, 38433.-384 98, 4 04 51 .. 4054 1, 42563.-42 655, 
42768. .42921, 44299 .. 44341, 4 448 4 .. 44575, 45960. .46103 



39187 
80807 
666 

OJ990713_01.0317.C7.ol.np 
535 

2443320 
535. .1520 

(D85597 ) ■ polyprotein [Oryza australiensis ] 



Seq. ID OJ990713_01.0317.C7 
Strand 

End 1520 

Method AAT/NAP 

End 1520 

Score 1506 



39187 
80807 
666 



Seq. ID OJ990713_01.0317.C7 
Strand 

End 1520 



39000 



} 
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